GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 23777 Seq. ID 

Gene No. 4 9497 Strand 

Start 67216 End 

Name OJ991214_13 . 0118 . C4 . ol3 . gs Method 

Start 67216 End 

GI none Score 

Exons 67216... 68619 



OJ991214_13.0118.C4 

68711 
GENSCAN 
68619 
1 



Seq. No. 23777 Seq. ID 

Gene No. 494 97 Strand 

Start 67216 End 

Name OJ991214_13 . 0118 . C4 . o7 . gp Method 

Start 68362 . End 

GI none Score 

Exons 68362.. 68711 



OJ991214_13.0118.C4 

68711 
AAT/GAP 
68711 
692 



Seq. No. 23777 Seq. ID 

Gene No. 4 94 98 Strand 

Start 69555 End. 

Name OJ991214_13 .0118.C4.o6.tm Method 

Start 2441 End 

GI ^ none Score 

Exons 



OJ991214_13.0118.C4 
70780 

TBLASTX: Maize 

68247 

134 



2441. .2575, 2442. .2576, 2450. .2581, 2561. .2677, 2585. .2671, 
31427. .31489, 31427 .. 31483, 31529 .. 31711, 31536 31685 , 
31730. .31834, 6784 6. .67 914, 6784 6. .67929, 67 933. .68022, 
67960. .68022, 68011 .. 68145 , 68012. .6814 6, 68131. .68247, 
68155. .68232 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23777 
49498 
69555 

OJ991214_13.0118.C4.o9.tm 

18510 

none 



Seq. ID OJ991214_13.0118.C4 
Strand 
End 

Method 
End 
Score 



70780 

TBLASTX: Maize 

48338 

201 



18510. .18692, 18514. .18696, 18542 .. 18691, 4 814 9 .. 4 8337 , 
48150. .48338, 48151. .48333, 48152. .48337 



Seq. No. 23777 
Gene No. ' 49498 
Start 69555 

Name OJ991214_13 . 0118 . C4 . o3 . tw 

Start 18528 
GI ■ none 

Exons 18528 . . 18695, 18542. .18691, 

18717. .19019, 19044. .19097, 
48171. .48344, 48354. .48704, 
48556. .48708 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18546 

48147 



OJ991214 13. 0118. C4 



70780 

TBLASTX: Wheat 
48708 
127 

18995, 18661 
48350, 48164 



48355. .48501, 48360. 



18963, 
48334, 
48704, 



Seq. No. 23777 Seq. ID 

Gene No. 49498 Strand 

Start 69555 End 

Name OJ991214 13 . 0118 . C4 . o4 . ts Method 



OJ991214_13. 0118. C4 
70780 

TBLASTX : Soybean 



24001 




Start 18531 End 48560 

GI none Score 136 

Exons 18531. .18710, 18714 .. 18914 , 48168 48341, 48369.. 48560 



Seq. No. 


23777 






Seq. ID 


OJ991214 


_13.0118 


.C4 


Gene No. 


49498 






Strand 








Start 


69555 






End 


70780 






Name 


OJ991214 13. 0118. C4 . 


o5. tm 


Method 


TBLASTX: 


Maize 




Start 


29242 






End 


29718 






\j J. 


none - 






; '.Score 


99 






Exons 


29242. . 


29358, 29400. 


.29669, 


29425. .29718 






Seq. No. 


23777 






Seq. ID 


OJ991214 


_13.0118 


.C4 


Gene No. 


. 49498 






Strand 








Start 


69555 






End 


70780 






Name 


OJ991214 13. 0118. C4. 


o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


29614 






End 


30018 






GI 


none 






Score 


453 






P von 


29614. . 


30018, 29616. 


9 QQQQ 
. £. -7 -7 .? y 










Seq. No. 


23777 






Seq. ID 


OJ991214 


_13.0118 


.C4 


Gene No. 


49498 






Strand 








Start 


69555 






End 


70780 






Name 


OJ99121 


4_13.0118.C4. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


29742 






End 


30220 






GI 


none 






Score 


85 






Exons 


29742. . 


29915, 29742. 


.30113, 


29743. .30114, 30111 


. .30152, 






30112. . 


30150, 30188. 


.30220, 


30191. .30220 






Seq. No. 


23777 






Seq. ID 


OJ991214 


JL3.0118 


.C4 


Gene No. 


49498 






Strand 








Start 


69555 






End 


70780 






Name 


OJ99121 


4_13.0118.C4. 


o9.tw 


Method 


TBLASTX: 


Wheat 




Start 


30019 






End 


30250 






GI 


none 






Score 


167 






Exons 


30019. . 


30189, 30188. 


.30250 











Seq. No. 23777 Seq. ID 

Gene No. 4 94 98 Strand 

Start 69555 ' End 

Name OJ991214_13 . 0118 .C4 . o7 . tw Method 

Start 51361 End 

GI none Score 

Exons 51361. .51597, 51361 .. 51555, 514 62 .. 51602, 51592 517 62 , 
51645. .51761 



OJ991214_13.0118.C4 

7078^ . - 
TBLASTX: Wheat 
51762 
218 



Seq. No. 


23777 


Seq. ID 


OJ991214__13.0118 


.C4 


Gene No. 


49498 


Strand 






Start 


69555 


End 


70780 




Name 


OJ991214 13.0118.C4.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


51763 


End 


52455 




GI 


none 


Score 


69 




Exons 


51763. .51843, 52083 .. 52154 , 


52237. .52455 




Seq. No. 


23777 


Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49498 


Strand 






Start 


69555 


End 


70780 





24002 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI ' 

Exons 4 

Seq. No. 

Gene No. 

Start 

Name 

Start 

pi 

Exons^ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



OJ991214_13.0118.C4.o2.tw 

58286 

none 

58286. .58672, 58288 .. 58671 , 

23777 
49498 
69555 

OJ991214_13.0118.C4.o5.ts 

58414 

none 

58414. .58623, 58435 .. 58 623, 

23777 
49498 
69555 

OJ991214_13.0118.C4.o7.tm 

58618 

none 

58618. .58956, 58619.. 58957 

23777 
49498 
69555 ■ 

OJ991214_13. 0118.C4 .o2.ts 

58762 

none 

58762. .59112, 58913. .59113 



Method TBLASTX : Wheat 
End -58762 
Score 342 
58687. .58761, 58691.. 58762 

Seq. ID OJ991214_13.0118.C4 
Strand 

End 70780 

Method TBLASTX : Soybean 

End 58755 

Score 93 
58642. .58755, 58649.. 58729 

Seq. ID OJ991214_13.0118.C4 
Strand 

End 70780 

Method TBLASTX: Maize 

End 58957 

Score 194 



Seq. ID OJ991214_13.0118.C4 
Strand 

End 70780 

Method TBLASTX : Soybean 

End 59113 

Score 114 



23777 
49498 
69555 

OJ991214_13.0118.C4.o5.tw 
58966 
none 

58966. .59172, 58996 .. 59145, 59167 .. 59511, 59191.. 59364 



Seq. ID OJ991214_13.0118.C4 
Strand 

70780 

TBLASTX: Wheat . 
59511 
45 



End 

Method 

End 

Score 



23777 
49498 
69555 

OJ991214_13.0118.C4 .o3.tm 

59047 

none 

59047. .59511, 59194.. 59376 



Seq. ID OJ991214_13.0118.C4 
Strand 

End 70780 

Method TBLASTX: Maize 

End 59511 

Score 85 



23777 
49498 
69555 

OJ991214_13..0118.C4.ol.ts . 
59182 
5509260 

59182. .59646, 59201 .. 59260, 59333.-59428, 59477.. 59545 



Seq. ID OJ991214_13.0118.C4 
Strand 

End 70780 

Method TBLASTX : Soybean 

End 59646 

Score 61 



23777 Seq. ID OJ991214_13 . 0118 . C4 

4 94 98 Strand 

69555 End 70780 



24003 




Name 


OJ991214 13. 0118. C4 . 


ol.tc 


Method 


TBLASTX: Cress 




Start 


59293 






End 


59553 




GI 


none 






Score 


273 




Exons 


59293 


.59553 










Seq. No. 


23777 






Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13. 0118. C4 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


. 59566 






End 


60321 




GI 


none 






Score 


185 




Exons 


59566. 


.59799, 59567. 


.59725, 


59583. .59813, 5958 6 .. 59783, 






59845. 


.59904, 59855. 


.60313, 


59863. . 60321 




Seq. No. 


23777 






Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13.0118..C4. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


59893, 






End 


60420 




GI 


none 






Score 


84 




Exons 


59893. 


.60138, 60157. 


.60420, 


60191. . 60376 




Seq. No. 


23777 






Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13. 0118. C4. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


59971 






End 


60369 




GI 


none 






Score 


42 




Exons 


59971. 


. 60144, . 59996. 


.60046, 


60098. . 60136, 6014 5. .60369, 






60160. 


.60342, 60191. 


.60361, 


60324. .60368 




Seq. No. 


23777 






Seq. ID 


OJ991214_13.0118 


.C4 


Gene No. 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13. 0118. C4. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


60322 






End 


60521 




GI 


none 






Score 


107 




Exons 


60322. 


.60444, 60322. 


.60444, 


60327. .60458, 60430. .60519, 






60438. 


.60521, 60440. 


.60520 








Seq. No. 


23777 






Seq. ID 


OJ991214_13.0ll8- 


.C4 


Gene No . 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13. 0118. C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


60799 






End 


61114 




GI 


none 






Score 


373 




Exons 


60799. 


.61083, 60800. 


.61114,. 


60801. . 61088 




Seq. No. 


23777 






Seq. ID 


OJ991214_13.0118 


.C4 


Gene No . 


49498 






Strand 






Start 


69555 






End 


70780 




Name 


OJ991214 13. 0118. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


61620 






End 


61933 




GI 


none 






Score 


255 




Exons 


61620. 


.61910, 61622. 


.61933, 


61625. . 61915 




Seq. No. 


. 23777 






Seq. ID 


OJ991214_13.0118 


.C4 



24004 




Gene No. 


A C\ A CiO 

4 94 9o 




Strand 






Start 


69555 




End 


70780 




Name 


OJ991214 13. 0118. C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


61681 




End 


62071 




GI 


none 




Score 


231 




Exons 


61681. .61833, 61682 


. .62068, 


61683. . 62057, 61685.. 62071 




Seq. No. 


23777 




Seq. ID 


OJ991214_13.0118 


.C4 


bene no . 


4 y 4 yo 




Strand 






Start 


69555 




End 


70780 




Name 


OJ991214 13. 0118. C4 


. ol4 . gs 


Method 


GENSCAN 




Start 


69555 




End 


70780 




GI 


none 




Score 


.94 




Exons 


69555. .69680, 69799 


. .69933, 


70445. .70780 




Seq. No. 


23778 




Seq. ID 


ATQQl 01 / 1*3 m 1 Q 


.C5 


Gene No. 


49499 




Strand 


+ 






1 




End 


<iUoy 




Name 


OJ991214 13. 0118. C5 


. ol . np 


Method 


AAT/NAP . 




Start 


1 




End 


2069 




GI 


6705984 




Score 


O Q 1 Q 

z. o i y 




Exons 


1. .2069 










GI Descrip. 


(AB033235) gag-pol polyprotein [Oryza 


sativa J 




Seq. .No. 


23778 




Seq. ID 


A TQQ1 01 yl 1*3 H1 1 Q 


.C5 


Gene No. 


49499 




Strand 


+ 




Start 


1 




End 


2069 




Name 


OJ991214 13. 0118. C5 


.ol. tw 


\A ^ +~ Vi />W 

netnuu 


TBLASTX: Wheat 




Start 


42 




End 


Rfil 




GI 


none 




Score 






Exons 


42. .317, 43. .330, 331. .501, 


332. .487, 


Job. . 4 y / 




Seq. No. 


23778 




Seq. ID 


PiTQQIOl/ 1*3 H1 1 Q 


• C5 


Gene No. 


49499 




Strand 


+ 




Start 


1 




End 


2069 




Name 


OJ991214 13. 0118. C5 


.ol.gs 


Method 


GENSCAN 




Start 


82 




End 


1901 




GI 


none 




Score 


.8 




Exons 


82. .969, 1506. .1901 










Seq. No. 


23778 




Seq. ID 


■ OJ991214_13.0118 


.C5 


bene no . 


49499 




Strand 


+ 




Start 


1 




End 


2069 




Name 


OJ991214 13. 0118. C5 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


280 




End 


543 




GI 


none 




Score 


311 




Exons 


280. .543, 282. .488, 


289. .525 








Seq. No. 


23778 




Seq. ID 


OJ991214_13.0118 


.C5 


Gene No. 


49499 




Strand 


+ 




Start 


1 




End 


2069 




Name 


OJ991214 13. 0118. C5 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


280 




End 


525 




GI 


none 




Score 


303 




Exons 


280. .525, 282. .488, 


289. .525 








Seq. No. 


23778 




Seq. ID 


OJ991214_13.0118 


.C5 



24005 



Gene No. 4 94 99 

Start 1 

Name OJ991214_13 . 0118 . C5 . o5 . tw 

Start 531 

GI none 

Exons 531.. 593, 565.. 813, 627. .809 

Seq. No. 23778 

Gene No. 49499 
Start .1 

Name OJ991214_13.0118.C5.o4.tm 

Start 754 

GI none 

Exons 754.. 903, 762.. 902 



Strand 
End 

Method 

End 

Score 



+ 

2069 

TBLASTX: Wheat 

813 

211 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method TBLASTX : Maize 

End 903 

Score 226 



Seq. No. 23778 

Gene No. 4 94 99 

Start 1 . ... 

Name OJ991214_13 . 0118 '*C5 . o2 . tw 

Start 862 

GI none 

Exons 862.. 981, 977.. 1339, 985.. 1305 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method TBLASTX : Wheat 

End 1339 

Score . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 



23778 
49499 
1 

OJ991214_13.0118.C5.o2.tm 

992 

none 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method TBLASTX : Mai ze 

End 1397 

Score 331 



992.. 1360, 1001.. 1180, 1093. .1362, 1359.. 1397 



23778 
49499 
1 

OJ991214_13.0118.C5.o2.ts 

1316 

none 



Seq. ID OJ991214__13.0118.C5 

Strand + 

End 2069 

Method TBLASTX : Soybean 

End 1667 

Score 61 



1316. .1363, 1340. .1666, 1359. .1667 



Seq. No. 23778 

Gene No. 4 94 99 

Start 1 

Name OJ991214_13 . 0118 . C5 . o4 . tw 

Start 1392 

GI none 

Exons 1392.. 1793, 1394.. 1720 

Seq. No. 23778 

Gene No. 4 94 99 

Start 1 

Name OJ991214_13 . 0118 .C5 . ol . tm- 

Start 1440 

GI none 

Exons 1440.. 1985, 1481.. 1861 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method ' TBLASTX : Wheat 

End 1793 

Score 292 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method TBLASTX : Mai ze 

End 1985 

Score 387 



Seq. No. 
Gene No. 



23778 
49499' 



Seq. ID OJ991214_13.0118.C5 
Strand + 



24006 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



OJ991214_13.0118.C5.ol.ts 

1703 

none 

1703. .I960, 1704. .1958 

23778 
49499 
1 

OJ991214_13.0118.C5.o3.tw 

1880 

none 

1880.. 2062, 1881.. 2069 



End 2069 

Method - TBLASTX: Soybean 

End 1960 

Score 307 



Seq. ID OJ991214_13.0118.C5 

Strand + 

End 2069 

Method .TBLASTX : Wheat 

End 2069 

Score 300 



23779 
49500 
1 

OJ991214_13.0118.C6.ol.np 

1 

6705984 
1..868, 1136.. 1492 

(AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. ID OJ991214_13.0118.C6 

Strand + 

End 8486 

Method AAT/NAP 

End 1492 

Score 1797 



23779 
49500 
1 

OJ991214_13.0118.C6.o2.np 
1 

5257279 



Seq. ID OJ991214_13.01I8.C6 

Strand + 

End 8486 

Method AAT/NAP 

End 1997 

Score " 311 



1..24, 143. .302, 414. .874, 1136. .1302, 1784. .1997 
(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



23779 
49500 
1 

OJ991214_13.0118.C6.ol.gs 

707 

none 



Seq. ID OJ991214__13.0118.C6 

Strand + 

End 8486 

Method GENSCAN 

End 4672 

Score .49 



707. .1709, 2153. .2498, 2565. .3274, 3.314. .3621, 4427. .4672 



23779 
49500 
1 

OJ991214_13.0118.C6.o3.np 
2353 
6691193 
2353. .2676, 8466. .8486 

(AC007534) F7F22.17 [Arabidopsis thaliana] 



Seq. ID OJ991214_13.0118.C6 

Strand + 

End • 8486 

Method AAT/NAP 

End 8486 

Score 122 



23779 
49501 
13202 

OJ991214_13.0118.C6.o3.as 

13202 

none 



Seq. ID OJ991214_13.0118.C6 

Strand + 

End 17240 

Method GENSCAN 

End 16533 

Score .62 



13202. .14014, 14150. .15118, 15310. .16533 



24007 



Seq. No. 


23779 


Seq. ID 


bene no . 


H U J. 


o urana 


Start 


13202 


End 


Name 


OJ991214 13.0118.C6.o4.np 


Method 


Start 


13202 


End 


GI 


4680203 


Score 


Exons 


13202. .14875, 15029 .. 15258, 


15535. .165 


GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


Seq. No. 


23779 


Seq. ID 


Gene No. 


49501 


Strand 


C -(- -2 y~4- 


13202 


End 


Name 


OJ991214 13.0118.C6.ol.gp 


Method 


Start 


13206 


End 


GI 


342 1.R1084 


Score 


Exons 


13206. . 17240 




GI Descrip. 


1 4574406/gb|AAD24042.1| 0.0e+00 (AF121 




sativa] 1 




oeq. no. 


23779 


Seq. ID 


Gene No. 


49502 


Strand 


Start 


5859 


End 


Name 


OJ991214 13.0118.C6.o2.tc 


Method 


Start 


62 


End 


GI 


none 


Score 


Exons 


62. .436, 143. .433, 211. .435 




Car* NT/"\ 

oeq. wo. 


23779 


Seq. ID 


Gene No. 


49502 


Strand 


Start 


5859 


End 


Name 


OJ991214 13.0118.C6.ol.tm 


Method 


Start 


155 


End 


GI 


none 


Score 


Exons 


155. .493, 170. .499, 187. .498 




oeq. no. 


23779 


Seq. ID 


Gene No. 


49502 


Strand 


Start 


5859 


End 


Name 


OJ991214 13.0118.C6.o4.tw- 


Method 


Start 


248 


End 


GI 


none 


Score 


Exons 


248. .607, 248. .595, 256. .597 




oeq. no. 


23779 


Seq. ID 


Gene No. 


49502 


Strand 


Start 


5859 


End 


Name 


OJ991214 13.0118.C6.o5.tm 


Method 


Start 


500 


' End 


GI 


none 


Score 


Exons 


500. .799, 866. .1066 




Seq. No. 


23779 


Seq. ID 


Gene No. 


49502 


Strand 


Start 


5859 


End 


Name 


OJ991214 13.0118.C6.o2.tw 


Method 


Start 


638 


End 



OJ991214_13.0118.C6 
+ 

17240 
AAT/NAP 
16512 
3226 



OJ991214_ 
+ 

17240 
AAT/GAP 
17240 
6289 



13. 0118. C6 



RIM2 protein [Oryza 



10622 

TBLASTX: Cress 

436 

364 



OJ991214_13.0118.C6 
10622 

TBLASTX: Maize 

499 

440 



10622 

TBLASTX: Wheat 

607 

376 



10622 

TBLASTX: Maize 

1066 

212 



10622 

TBLASTX: Wheat 
1303 



24008 



GI 

Exons 



none Score 330 

638. .868, 638. .865, 639. .866, 640. .873, 905. .1303, 906. .1280, 
907.. 1293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23779 
49502 
5859 

OJ991214_13.0118.C6.o2.tm 

803 

none 



Seq. ID OJ991214_13.0118.C6 
Strand 

End 10622 

Method TBLASTX : Mai ze 

End 1344 

Score 79 



803. .865, 805. .864, 806. .865, 1070. .1342, 1072. .1344 



Seq. No. 


23779 


Gene No. 


49502 


Start 


5859 


Name 


OJ991214 13. 


Start 


1346 


GI 


none 


Exons 


1346. .1534, 


Seq. No. 


23779 


Gene No. 


49502 


Start 


5859 


Name 


OJ991214 13. 


Start 


5859 


GI 


none 


Exons 


5859. .6028, 


Seq. No. 


23779 


Gene No. 


49503 


Start 


13508 


Name 


OJ991214 13. 


Start 


13508 


GI 


none 


Exons 


13508. .13660 




13662. .13904 



Seq. ID OJ991214_13.0118.C6 
Strand 

End 10622 

,8.C6.o6.tm Method TBLASTX : Maize ' 

End 1585 

Score 182 
1346.. 1534, 1348.. 1446, 1353.. 1550, 1544.. 1585 

Seq. ID OJ991214_13.0118.C6 
Strand 

End 10622 

8.C6.o2..gs Method GENSCAN 

End 10622 

Score .48 

5859. .6028, 6452. .6526, 8830. .9040, 10132 .. 10260, 10569. .10622 

Seq. ID OJ991214_13.0118.C6 
Strand 

End 13904 

8.C6.o6.tw Method TBLASTX : Wheat 

End 13904 

Score 97 



OJ991214 13. 0118. C6 



Seq. No. 23779 Seq. ID _ 

Gene No. 49504 Strand 

Start , 13825 End 14698 

Name OJ991214JL3. 0118 .C6. ol . ts Method TBLASTX : Soybean 

Start 13825 End 14254 

GI none Score 103 

Exons 13825. .13908, 13826 13900, 13901 .. 13963, 13958 .. 14254 , 
13990. .14241 



Seq. No. 


23779 




Seq. ID 


OJ991214_13.0118 


.C6 


Gene No. 


49504 




Strand 






Start 


13825 




End 


14698 




Name 


OJ991214 13. 0118. C6 


o3.tc 


Method 


TBLASTX: Cress 




Start 


13987 




End 


14335 




GI 


none 




Score 


288 




Exons 


13987. .14061,- 13994 


.14335, 


14 08 9. .14139, 14188. .14316 




Seq. No. 


23779 




Seq. ID 


OJ991214_13.0118 


.C6 


Gene. No. 


49504 




Strand 






Start 


13825 




End 


14698 





24009 



Name 

Start 

GI 

Exons 



OJ991214 13.0118.C6.o3.tw 



Method TBLASTX : Wheat 



14123 End 14592 

none Score 73 

14123. .14179, 14131. .14175, 14176 14277 , 14 177 .. 14281, 

14285. .14383, 14290 .. 14382, 14293 .. 14 385 , 14 363 14587 , 

14384. .14587, 14386. .14592 



Seq. No. 


23779 




Gene No. 


49504 




o tart 






Name 


OJ991214 13. 0118. C6. 


o3. tm 


Start 


14168 




GI 


none 




Exons 


14168. .14422, 14180. 


.14422, 


Seq. No. 


23779 




Gene No. 


49504 




Start 


13825 




Name 


A7QQ1 01 ^ 1*3 A1 1 O O r 


OZ . tS 


Start 


14456 




GI 


none 




Exons 


14456. .14698 




Seq. No. 


23779 




Gene No. 


49505 




Start* 


14731 




Name 


OJ991214 13. 0118. C6. 


o5.tw 


Start 


14731 




GI 


none 




Exons 


14731. .14781, 14732. 


.14794, 




1 CHCfi 1 c, 1 "3 fi i cnc: 
IjUjU . . 10 loU , louoo. 


1 C 1 A 1 


Seq. No. 


23779 




Gene No. 


49506 




Start 


15142 




Name 


OJ991214 13. 0118. C6. 


ol . tw 


Start 


15142 




GI 


none 




Exons 








15727. .16026, 16052. 


.16099, 




16101. .16196, 16105. 


.16164, 




16174. .16290, 16212. 


.16292, 




16366. .16458, 16370. 


.16441, 


Seq. No. 


23779 




Gene No. 


49506 




Start 


15142 




Name 


OJ991214 13. 0118. C6. 


o4 . tm 


Start. 


15185 




GI 


none 




Exons 


15185. .15238, 15228. 


.15470, 


Seq. No. 


23779 




Gene No. 


49506 




Start 


15142 




Name 


OJ991214 13. 0118. C6. 


ol . tc 


Start 


15429 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214_13.0118.C6 
14698 ' 

TBLASTX : Maize 

14626 

243 



OJ991214_13.0118.C6 
14698 

TBLASTX: Soybean 

14698 

207 



OJ991214 13. 0118. C6 



15141 ' 

TBLASTX: Wheat 
15141 
87 

15022, 14800. .14982, 
15136 



Seq. ID OJ991214_13.0118.C6 
Strand 

End 16458 

Method TBLASTX : Wheat 

End 16458 

Score 114 
15237. .16019, 15238. .16059, 
16053. .16094, 16054. .16098, 
16143. .16283, 1614 4 .. 16272, 
16296. .1634 9, 16297. .16377, 
16392. .16457 

Seq. ID OJ991214_13.0118.C6 
Strand 
End 

Method 
End 
Score 



16458 

TBLASTX: Maize 

15498 

67 



Seq. ID 

strand 
End ' 
Method 
End 



OJ991214_13.0118.C6 
16458 

TBLASTX: Cress 
15877 



24010 




GI 


none 




Score 


366 






Exons 


15429. .15842, 15433 .. 15855, 


15626. .15877, 15727 


. .15876 




Seq. No. 


23780 




Seq. ID 


OJ991014 


J1.0111 


.C2 


Gene No. 


4Q^n7 

*i _7 J \J I 




Strand 


+ 






C 4- -j v~4- 


1 

-L 




End 


1254 






Name 


O.TQQ1 014 11 

VJU-7-?XUX*t J. J. 


0111 P9 r»1 nn 


Method 


AAT/NAP 






Start 


1 ~~ 

J. 




End 


1254 






GI 


4 fifim ft ^ 




Score 


172 






Exons . 


1 7Q 4Q0 


RfiO 1 1 fiR 19^4 










GI Descrip. 


(AF1U709) 


gag-pol protein 


[Oryza sativa sub'sp. 


indica] 




Seq. No. 


23780 




Seq. ID 


OJ991014 


J1.0111 


.C2 


Gene No . 


49507 




Strand 


+ 






Start 


1 




End 


1254 






Name 


OJ991014 11 


.0111.C2.ol.gs 


Method 


GENSCAN 






Start 


420 




End 


985 






GI 


none 




Score 


.47 






Exons 


420. .438, 490. .570, 897. .985 








Seq. No. 


23780 




Seq. ID 


OJ991014 


J1.0111 


.C2 


Gene No. 


49508 




Strand 








C -1 i 1-4- 

oTzart: 


1885 




End 


3452 






Name 


OJ991014 11 


.0111.C2.o2.gs 


Method 


GENSCAN 






Start. 


-1885 




End 


3452 






GI 


none 




Score 


.63 






Exons 


1885. .2172, 


2268.. 2337, 2381.. 2472, 2600.. 2755, 


3099. .3149 




3447. .3452 












Seq. No. 


23781 




Seq. ID 


OJ991014_ 


J.1.0111 


.C3 


Gene No . 


49509 




Strand 








Start 


854 




End 


1530 






Name 


OJ991014 11 


.0111.C3.ol.gs 


Method 


GENSCAN 






Start 


854 




End 


1530 






GI 


.none 




Score 


.89 






Exons 


854. .927, 1478. .1530 










Seq. No. 


23782 




Seq. ID 


OJ991014_ 


J1.0111 


.C4 


Gene No. 


49510 




Strand 


+ 






o tar u 


38 92 




End 


10441 






Name 


OJ991014 11 


.0111.C4.o4.np 


Method 


AAT/NAP 






Start 


3808 


End 


10441 






GI 


5852172 




Score 


48 






Exons 


3808. .3976, 


10101. .10210, 10412. .10441 








GI Descrip, 


(AL117265) 


zhb0002.1 [Oryza 


sativa] 








Seq. No. 


23782 




Seq. ID 


OJ991014_ 


J1.0111 


.C4 


Gene No . 


49510 




Strand 


+ 






Start 


3892 




End 


10441 






Name 


OJ991014 11 


.0111.C4.o2.gs 


Method 


GENSCAN 






Start 


3892 




End 


4422 






GI • 


none 




Score 


.96 






Exons 


3892. .4128, 


4207. .4422 










Seq. No. 


23782 




Seq. ID 


OJ991014_ 


J1.0111 


.C4 


Gene No. 


49510 




Strand 


+ 






Start' 


3892 - 




End 


10441 







24011 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991014_11.0111.C4.o3.np 
7708 
6691203 

7708.. 7776, 9034 
(AC007508) F1K23 



Method AAT/NAP 
End 9114 
Score 66 

.9114 

7 [Arabidopsis thaliana] 



23782 Seq. ID OJ991014JL1 . 0111 . C4 

49511 Strand + 

11303 End 11548 

OJ991014_11.0111.C4.o2.gp Method-' AAT/GAP 

11303 End 11461 

uC-osflM202062dl0bl Score 274 

11303. .11461 

'24997 09/ sp|Q43007| PLD1_0RYSA 1.0e-49 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] 1 



23782 Seq. ID 

49511 Strand 
11303 End 
OJ991014_11 . 0111 . C4 . o5 . np Method 
11354 End 
2499708 Score 
11354. .11464, 11498. .11548 

PHOSPHOLIPASE D PRECURSOR (PLD) (CHOLINE PHOSPHATASE) 

( PHOS PHAT I DYLCHOL INE-H YDROLYZ ING PHOSPHOLIPASE D) 

gi 1 1020409 |dbj |BAA11135| (D73410) phospholipase D [Zea mays] 



OJ991014_11.0111.C4 
+ 

11548 
AAT/NAP 
11548 
109 



Seq. No. 


23782 


Seq. ID 


OJ991014 


_11.0111 


.C4 


Gene No. 


49512 


Strand 








Start 


1654 


End 


5836 






Name 


OJ991014 11.0111.C4.ol.gp 


Method 


AAT/GAP 






Start 


.1300 


End 


1939 






GI 


3764119 


Score 


1180 






Exons 


1300.. 1939 










GI Descrip. 


4138581/emb|CAA67107 | 1.0e-31 


(X98474) 


mitochondrial energy 




transfer protein [Solanum tuberosum] 








Seq. No. 


23782 


Seq. ID 


OJ991014 


_11.0111 


.C4 


Gene No. 


49512 


Strand 








Start 


1654 


End 


5836 






Name 


OJ991014 11.0111.C4 .ol.gs 


Method 


GENSCAN 






Start 


1654 


End 


3230 






GI 


none 


Score 


.95 






Exons 


1654.. 2124, 2228.-2389, 3183. 


.3230 








Seq. No. 


23782 


Seq. ID 


OJ991014 


_11.0111 


.C4 


Gene No. 


49512 


Strand 








Start 


1654 


End 


5836 






Name 


OJ991014 11.0111.C4.ol.np 


Method 


AAT/NAP 






Start 


1654 


End 


5836 






GI 


4138581 


Score 


1113 






Exons 


1654.. 2124, 2228.. 2389, 3916., 


.4363, 5778. .5836 






GI Descrip. 


(X98474) mitochondrial energy transfer protein 


[Solanum 





24012 



tuberosum] 



beg. no. 










Seq. ID 


OJ991014 


11 A 1 1 1 r* A 

11 . Ulll . C4 


Gene No. 


49513 








Strand 






Start 


8117 








End 


8743 




Name 


OJ991014 11 


.0111 


.C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1651 








End 


4119 


GI 


none 








Score 


97 




Exons 


1651. .1821, 


16;58 


. .1747, 


1681. 


.1830, 1825. .2130, 


1829. .2131 




1975. .2115, 


2183 


. .2308, 


4033. 


.4119 






Seq. No. 


23782 








Seq. ID 


OJ991014 


_11.0111.C4 


Gene No. 










Strand 






Start 


8117 








End 


8743 




Name 


OJ991014 11 


.0111 


.C4.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1654 








End 


4161 




GI 


none 








Score 


184 




Exons 


1654. .1959, 


1657 


. .2130, 


1681. 


.1827, 1814. .2110, 


1975. .2112 




2008. .2115, 


2228 


. .2395, 


2232. 


.2390, -3896. .4150, 


3913. .4143 




3916. .4161, 


4027 


. .4131, 


4028. 


.4114 






beq. no. 










Seq. ID 


OJ991014 


11 A 1 1 1 f* A 

11 . 0111 . C4 


Gene No. 


49513 








Strand 






Start 


8117 








End 


8743 




Name 


OJ991014 11 


.0111 


.C4.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1656 








End 


4114 - 




GI 


none 








Score 


90 




Exons 


1656. .1871, 


1657 


. .1947, 


1658. 


.1747, 1814. .1948, 


1975. .2124 




4027. .4110, 


4028 


. .4114 










Seq. No. 


23782 








Seq. ID 


OJ991014 


_11.0111.C4 


Gene No. 


49513 








Strand 






Start 


8117 








End 


8743 




Name 


OJ991014 11 


.0111 


.C4.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1657 








End 


4131 




GI 


none 








Score 


150 




Exons 


1657. .1947, 


1814 


. .1945, 


1975. 


.2124, 4033.. 4131 




oeq . 1NO . 


23782 








Seq. ID 


OJ991014 


_11.0111.C4 


Gene No. 


49513 








Strand 






Start 


8117 








End 


8743 




Name . 


OJ991014 11 


.-0111 


.C4.o2. 


np 


Method 


AAT/NAP 




Start 


6537 








End 


8683 




GI 


3241945 








Score 


203 




Exons 


6537. .6584, 


8120 


. .8683 










GI Descrip. 


(AC004 625) unknown protein [Arabidopsis thaliana] 


Seq. No. 


23782 








Seq. ID 


OJ991014 


_11.0111.C4 


Gene No. 


49513 








Strand 






Start 


8117 








End 


8743 




Name 


OJ991014 11 


.0111 


.C4 .o3. 


gs 


Method 


GENSCAN 




Start 


8117 








End 


8743 




GI 


none 








Score 


.97 




Exons 


8117. .8554, 


8648 


.8743 










Seq. No. 


23782 








Seq. ID 


OJ991014 


_11.0111.C4 


Gene No. 


. 4 9513 








Strand 







24013 




Start ' 


8117 






Name 


OJ991014 11. 


0111 


.C4.o2. 


Start 


.8153 






GI 


none 






Exons 


8153. .8245, 


8270 


. .8398, 


Seq. No. 


23782 






Gene No. 


49513 






Start 


8117 






Name 


OJ991014 11. 


0111 


.C4.o2. 


Start 


8252 






GI 


none 






Exons 


8252. .8299, 


8265 


. .8303, 




8421. .8555 








End 8743 
ts Method TBLASTX : Soybean 

End 8527 
Score 67 
8274..8399, 8399. .8527, 8445. .8519 

Seq. ID OJ991014_11.0111.C4 
Strand 

End 8743 

tm Method TBLASTX: Maize 

End 8555 

Score 59 
8303. .8386, 8331. .8390, 8420. .8554, 



Seq. No. 23782 Seq. ID 

Gene No. 49513 Strand 

Start 8117 End 

Name OJ991014_11 . 0111 . C4 . o2 . tc ■ Method 

Start 8270 End 

GI none Score 

Exons 8270.. 8401, 8414.. 8527 



OJ991014_11.0111.C4 
8743 

TBLASTX: Cress 

8527 

115 



Seq. No. 23783 Seq. ID OJ991014_11 . 0111 . C5 

Gene No. 4 9514 Strand + 

Start '393 End 374 6' 

Name OJ991014_11 . 0111 .C5. ol .np Method AAT/NAP 

Start 393 End 3743 

GI 2499709 Score 3310 

Exons 393.. 466, 1258.. 3228, 3310.. 3743 

GI Descrip. PHOSPHOLIPASE D 1 PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
gi 1 1020415 |dbj |BAA11136| (D73411) phospholipase D [Oryza sativa] 
gi|1902903|dbj |BAA19467| (AB001920) phospholipase D [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23783 
49514 
393 

OJ991014_11.0111.C5.ol.gs 

1263 

none 



Seq. ID OJ991014_11.0111.C5 



Strand 
End 

Method 

End 

Score 



+ 

3746 
GENS CAN 
3746 
.68 



1263. .1430, 1492. .2121, 2166. .3228, 3310. .3746 



Seq. No. ■ 23783 Seq. ID OJ991014_11 . 0111 . C5 

Gene No. 49514 Strand + 

Start 393 End 3746 

Name OJ991014_11 . 0111 . C5 . ol . gp Method AAT/GAP 

Start 1295 End 1615 

GI uC-osflM202062dl0bl Score 605 

Exons 1295.. 1615 

GI Descrip. * 24 99709/sp | Q43007 | PLD1_0RYSA 1.0e-4 9 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 

{ PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA19467_ (AB001920) phospholipase D 

[Oryza sativa] 1 



24014 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991014_11.0111.C5 
+ 

3746 
AAT/GAP 
1998 
564 



23783 Seq. ID 

49514 Strand 
393 End 
OJ991014_11.0111.C5.o2.gp Method 
1658 End 
3090597 Score 
1658. .1998 

2499709/sp|Q43007 | PLD1_0RYSA 1.0e-30 PHOSPHOLIPASE D 1 PRECURSOR 
(PLD 1) (CHOLINE PHOSPHATASE 1) { PHOSPHATIDYLCHOLINE-HYDROLYZING 
PHOSPHOLIPASE D 1) >gi_1020415_dbj_BAA11136_ (D73411) 
phospholipase D [Oryza sativa] >gi_1902903_dbj_BAA194 67_ 
(AB001920) phospholipase D [Oryza sativa] 



OJ991014_11.0111.C5 
+ 

3746 
AAT/GAP 
3082 
879 



23783 Seq. ID 

49514 Strand 
393 End 
OJ991014_11.0111.C5.o3.gp Method 
2624 End 
43947_1.R108'4 Score 
2624. .3082 

'2499709/sp|Q43007 |PLD1_0RYSA 6.0e-65 PHOSPHOLIPASE D 1 
PRECURSOR (PLD 1) (CHOLINE PHOSPHATASE 1) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D 1) . 
>gi_1020415_dbj_BAA11136_ (D73411) phospholipase D [Oryza 
sativa] >gi_1902903_dbj_BAA194 67_ (AB001920) phospholipase D 
[Oryza sativa] 1 



23783 Seq. ID 

49515 * Strand 

9144 End 

OJ991014_11.0111.C5.o3.gs Method 

9144 End 

none Score 



OJ991014_11.0111.C5 
+ 

16218 
GENSCAN 
15815 
.4 



9144. .9723, 13256 .. 13788 , 14442. 
15291. .15387, 15699.. 15815 



14522, 15038. .15210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_11.0111.C5 
+ 



16218 
AAT/GAP 
15312 
1624 



23783 
49515 
9144 

OJ991014_11.0111.C5.o6.gp 
13099 

8799JL.R1084 

13099. .13570, 13675 .. 13788 , 
15291. .15312 

, 114009/sp|P05636|APAG_ECOLI 5.0e-10 APAG PROTEIN 

>gi_72927_pir BVECAG apaG protein - Escherichia coli 

>gi_40918_emb_CAA28418_ (X04711) URF (apaG) (AA 1-375) 
[Escherichia coli] >gi_216475_dbj_BAA0132 6_ (D10483) apaG 
protein [Escherichia coli] >gi_1786235 (AE000115) orf, 
hypothetical protein [Escherichia coli] 1 



144 42. .14 522, 15038. .15210, 



23783 Seq. ID 

49515 Strand 

9144 End 

OJ991014_11 . 0111 . C5 . o3 . np Method 

15025 End 



OJ991014_11.0111.C5 
+ 

16218 

AAT/NAP 

15797 



24015 



GI 114009 Score 149 

Exons 15025. .15210, 15291 .. 15387, 15699. . 15797 

GI Descrip. APAG PROTEIN gi | 72927 | pir | | BVECAG apaG protein - Escherichia 
coli gi | 40918 | emb | CAA28418 | (X04711) URF (apaG) (AA 1-375) 
[Escherichia coli] gi | 216475 I dbj | BAA01326 | (D10483) apaG protein 
[Escherichia coli] gi 11786235 (AE000115) orf, hypothetical 
protein [Escherichia coli] 



Seq. No. 23783 Seq. ID 

Gene No. 4 9515 Strand 

Start 9144 End . 

Name OJ991014_11 . 0111 . C5 . o7 . gp Method 

Start 15703 End 

GI 2115_1.R1084 Score 

Exons 15703. .16218 

GI Descrip. 1 4138581/emb | CAA67107 | 1.0e-31 (X98474) mitochondrial energy 
transfer protein [Solanum tuberosum] ' 



OJ991014_11.0111.C5 
+ 

16218 
AAT/GAP 
16218 
1008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23783 
49516 
4855 

OJ991014_11.0111.C5.ol.tm 
1291 



OJ991014 11. 0111. C5 



none 

1291. 

1729. 

2354. 

3309. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1596, 1297. .1377, 1344. .1505, 1623.. 1955, 1624. .2241, 
1962, 2019. .2240, 2305. .2352, 2307.. 2351, 2352/. 2825, 
2710, 2757. .2825, 2828.-3226, 2829. .3227, 3308. .3418, 
3419, 3420. .3746, 3431.. 3565, 3468.. 3749 



9781 

TBLASTX: Maize 

3749 

394 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23783- 

49516 

4855 

OJ991014_11.0111.C5.o2.ts 

1294 

none 



Seq. ID OJ991014_11.0111.C5 



Strand 
End 

Method 

End 

Score 



9781 

TBLASTX: Soybean 

2241 

336 



1294. .1596, 1344. .1505, 1626. .1955, 1627 .. 224 1, .2019 .. 2240 



Seq. No. 23783 
Gene No. 4 9516 

Start 4855 

Name OJ991014_11 . 0111 . C5 . ol . tc 

Start 1297 
GI none 

Exons 1297.. 1596, 1353.. 1505, 1623. 

2022.. 2240, 2305.. 2331, 2307. 
2352.. 2819, 2354.. 2710, 2772. 
3177.. 3239, 3179.. 3229, 3308. 
3431. .3565, 3629. .3745 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1955, 1624 
.2330, 2331 
.2828, 2828 
.3409, 3309 



OJ991014 11. 0111. C5 



9781 

TBLASTX: Cress 
3746 
318 

2241, 1729. .1968, 
2351, 2332.. 2352, 
3226, '2829. .3227, 
3419, 3411. .3746, 



Seq. No. 23783 Seq. ID 

Gene No. 49516 Strand 

Start 4855 End 

Name OJ991014_11 . 0111 . C5 . o2 . tw Method 

Start 1668 End 

GI none Score 

Exons 1668.. 1955, 1675.. 2037, 1729.. 1962 



OJ991014_11.0111.C5 
9781 

TBLASTX: Wheat 

2037 

515 



24016 




Seq. No. 


23783 








Seq. ID 


OJ991014 


_11.0111.C5 


Gene No.- 










Strand 






Start 


4855 








End 


9781 




Name 


OJ991014 11 


.0111. 


C5.o3. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2305 








End 


2510 




GI 


none 








Score 


83 




Exons 


2305. .2352, 


2307. 


.2348, 


2352. 


.2510, 2354. .2509 




Seq. No. 


23783 








Seq. ID 


OJ991014 


_11.0111.C5 


Gene No. 


49516 








Strand 






Start 


4855 








End 


9781 




Name 


OJ991014 11 


.0111. 


C5.ol. 


ts 


Method 


. TBLASTX : 


Soybean 


Start 


2511 








End 


3758 




GI 


none 








Score 


459 




Exons 


2511. .2831, 


2516. 


.2716, 


2786. 


.2830, 2828..3226, 


2829. .3227, 




3308. .3397, 


3309. 


.3419, 


3420. 


.3746, 3431. .3565, 


3468. .3602, 




3629. .3745, 


3657. 


.3758 











Seq. No. 23783 

Gene No. 49516 

Start 4855 

Name OJ991014_11 . 0111 . C5 . o3 . tw 

Start ... .. 2730 

GI none 
Exons 



Seq. ID OJ991014_11.0111.C5 
Strand 
End 

Method 
End 
Score 



9781 

TBLASTX: Wheat 

2965 

153 



2730. .2825, 2754. .2825, 2828.-2965, 2829. .2963 



Seq. No. 23783 Seq. ID 

Gene No. 4 9516 Strand 

Start 4855 ..End 

Name OJ991014_11 . 0111 .C5 . o4 . tw Method 

Start 2966 End 

GI none Score 

Exons 2966.. 3139, 2967.. 3140 



OJ991014_11.0111.C5 
9781 

TBLASTX: Wheat 

3140 

229 



Seq. No. 23783 

Gene No. 49516 

Start 4855 

Name OJ991014_11 . 0111 .C5 . ol . tw 

Start 3143 

GI none 

Exons 3143.. 3226, 3156.. 3227, 3308. 
3626.-3742 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3565, 



OJ991014 11. 0111. C5 



9781 

TBLASTX: Wheat 
3743 
87 

3309.. 3743, 3468.. 3602, 



Seq. No. 23783 * Seq. ID 

Gene No. 49516 Strand 

Start 4855 End 

Name OJ991014_11 . 0111 . C5 . o4 . gp Method 

Start 4855 End 

GI 11092_1.R1084 Score 

Exons 4855.. 5168, 5255.. 5384, 5601.. 5669, 5745. 

GI Descrip. ' 4176420/dbj | BAA37167 | 2.0e-ll (AB008097) 
[Arabidopsis thaliana] ' 



OJ991014 11. 0111. C5 



9781 
AAT/GAP 
6061 
1253 

5864, 6003. 
cytochrome 



.6061 
P450 



Seq. No. 23783 Seq. I 

Gene No. 49516 Strand ' - 

Start 4855 End 9781 

Name OJ991014_11 . 0111 . C5 . o2 .np Method AAT/NAP 



24017 




Start 5095 End 9781 

GI 1778147 Score 861 

Exons 5095.. 5168, 5255.. 5384, 5601.. 5669, 5745,. 5864, 6003.. 6087, 

6230. .6315, 6422. .6574, 8855. .8977, 9092. .9272, 9617. .9781 

GI Descrip. (U66403) phosphate/phosphoenolpyruvate translocator precursor 
[Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23783 
49516 
4855 

OJ991014_11.0111.C5.o2.tc 

5096 

none 



Seq. ID OJ991014_11.0111.C5 
Strand 

End 9781 

Method TBLASTX : Cress 

End 9172 

Score 85 



5096. .5173, 5128. .5169, 5241. .5387, 5245. .5388, 5253. .5390, 

5598.-5669, 5748. .5921, 5758. .5865, 6001. .6084, 6003. .6092, 

6199. .6318, 6215. .6313, 6413. .6565, 6422. .6577, 6423. .6572, 

8852. .8992, 8874. .8981, 9050. .9172 



23783 
49516 
4855 

OJ991014_11.0111.C5.o3.tm 

5096 

none 

5096.. 5170, 5128.. 5169, 5245. 
5748.-5867, 5752.. 5844, 5950. 
6226.. 6318, 6229. .6282, 6230, 
6420.. 6593, 8852.. 8992, 9068. 



Seq. ID OJ991014_11.0111.C5 

Strand . - 

End 9781 

Method TBLASTX : Mai ze 

End 9172 

Score 70 

.5388, 5253. .5390, 5598. .5684, 
.6081, 5989.. 6084, 6003.. 6092, 
.6313, 6392.. 6556, 6401.. 6577, 
.9172 



Seq. No. 23783 

Gene No. 49516 

Start 4855 

Name OJ991014_11 . 0111 . C5 . o4 . ts 

Start 5989 

GI none 

Exons 5989.. 6087, 6003.. 6092, 6003. 

6230.. 6331, 6392.. 6577, 6401. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991014 11. 0111. C5 



9781 

TBLASTX : Soybean 
6578 
90 

6092, 6199. .6318, 6229. .6291, 
6577, 6411. .6578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23783 
49516 
4855 

OJ991014_11.0111.C5.o5.gp 

8435 

3760640 

8435. .8494, 8543. .8564 
4176420/dbj |BAA37167| 2.0e-ll 
[Arabidopsis thaliana] 



23783 
49517 
13505 

OJ991014_11.0111.C5.o5.ts 

13505 

none 

13505. .13570, 13672 .. 13788 , 
15031. .15204, 15036. .15200, 
15047.. 15208 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_11.0111.C5 

9781 
AAT/GAP 
8564 
77 



(AB008097) cytochrome P450 



Seq. ID 
Strand 
End 

Method 
End 



OJ991014 11. 0111. C5 



15374 

TBLASTX : Soybean 
15208 
70 

14436. .14 522, 14441 .. 14518, 
15037. .15204, 15038. .15208, 



24018 



Seq. No. 23783 
Gene No. 49517 
Start 13505 

Name OJ991014_11 . 0111 .C5 . o2 , 

Start 13507 
GI none 
Exons 13507 

13672 

14441 



tm 



13587, 13508. .13570, 

13788, 13761. .13805, 

14521, 15023. .15211, 

15038. .15226, 15067 .. 15225, 
15292. .15372 



Seq. ID 
Strand 
End 

Method 
End 
Score 
13525. .13572, 



OJ991014 11. 0111. C5 



14436. 
15033. 
15253. 



15374 

TBLASTX: Maize 
15374 
99 

13669. .13749, 
,14522, 14440. .14523, 
,15218, 15037. .15216, 
,15363, 15291. .15374, 



Seq. No. 


23784 


Seq. ID 


OJ991014_11. 


0111. C6 


Gene No. 


49518 


Strand 


+ 




Start 


132 


End 


500 




Name 


OJ991014 11.0111.C6.ol.gs 


Method 


GENSCAN 




Start 


132 


End 


500 




GI 


none 


Score 


.95 




Exons 


132.. 297, 429.. 500 








Seq. No. 


23785 


Seq. ID 


OJ991014_11. 


0111. C7 


Gene No. 


49519 


Strand 


+ 




Start 


1 


End 


1000 




Name 


OJ991014 11.0111.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1000 




GI 


2462749 


Score 


102 




Exons 


1..22, 298. .441, 926. .1000 








GI Descrip. 


(AC002292) Putative Serine/Threonine protein kinase 


[Arabidopsis 



thaliana] 



Seq. No. 23786 Seq. ID 

Gene No. 4 9520 Strand 

Start 219 End 

Name OJ991014_11 . 0111 . C8 . ol . gs Method 

Start 219 End 

GI none Score 

Exons 219.. 225, 505.. 555, 1225.. 1557, 2521. 

3375. .3700, 4035. .4087, 4415. .4584 



OJ991014_11.0111.C8 
+ 

4584 
GENSCAN 
4584 
.78 

2721, 2743.. 2912, 



Seq. No. 23786 Seq. ID OJ991014_11 . 0111 . C8 

Gene No. 49520 Strand + 

Start 219. End 4584 

Name OJ991014_11 . 0111 . C8 . ol . np Method AAT/NAP 

Start 1225 End 3701 

GI 2462749 Score 958 

Exons 1225.. 1557, 2521.. 2912, 3375.. 3701 

GI Descrip. (AC002292) Putative Serine/Threonine protein kinase [Arabidopsis 
thaliana] 



Seq. No. 23786 Seq. ID 

Gene No. 49521 ' Strand 

Start. 8541 End 

Name OJ991014_11 . 0111 . CR . o2 . gs Method 

Start 8541 " End 

GI none Score 

Exons 8541. .8885 ■ 



OJ991014_11.0111.C8 
+ 

8885 
GENSCAN 
8885 
.78 



24019 



Seq. No. 


23786 


Gene No. 


49522 


Start 


1U114 


Name 


OJ9910 


Start 


10114 


GI 


none 


Exons 


10114. 




-12175. 




14050. 


Seq. No. 




Gene No. 


49523 


Start 


16336 


Name 


OJ9910 


Start 


16336 


GI 


none 


Exons 


16336. 


beq. No. 




Gene No. 


49524 


Start 


18597 


Name 


OJ9910 


Start 


1227 


GI 


none 


Exons 


1227.. 


Seq. No. 


23786 


Gene No. 


49524 


Start 


18597 


Name 


OJ9910 


Start 


1266 


GI 


none 


Exons 


1266. . 




19107. 




19110. 




19110. 




19221. 




19230. 




19467. 




19473: 




19543. 




19815. 




19902. 




20047. 




o n 1 n n 

zoiyo . 




20637. 




20646. 




20653. 




20859. 




20868. 




21063. 


Seq. No. ' 


23786 


Gene No. 


49524 


Start 


18597 



,10156, 11441. 
,12492, 12903. 
,14146, 14820. 



Seq. ID OJ991014_11.0111.C8 

Strand + 

End 14882 

)3.gs Method GENSCAN 

End 14882 

Score .66 
,11587, 11779. .11921, 11928 .. 12155, 
,13017, 13213. .13408, 13685 .. 13732 , 
,14882 

Seq. ID OJ991014_11.0111.C8 

Strand + 

End 16509 

>4.gs Method GENSCAN 

End 16509 

Score .7 



Seq. ID OJ991014_1I.0111.C8 
Strand 

End 25884 

11 . 0111 . C8 . ol . tm Method TBLASTX : Maize 

End 2873 

Score 363 

1227. .1556, 1238. .1546, 2514. .2873, 2537. .2647, 2738. .2854 



14 11.0111.C8.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014 11. 0111. C8 



25884 
TBLASTX: 
21398 
64 



Cress 



1416. .1559, 2535. .2870, 2540. .2860, 19029 .. 19220, 



Name 



1385, 
.19241 
.19220 
.19226 
.19406 
.19406 
.19799 
.19799 
.19914 
.20312 
.20447 
.20379 
.20492 
.20753 
.20798 
.21021 
.21329 
.21329 
.21329 



OJ991014 11.0111.C8.ol.ts 



19107. 


.19223, 


19107. 


.19220, 


19110. 


.19220, 


19110. 


.19220, 


19110. 


.19220, 


19110. 


.19217, 


19203. 


.19406, 


19221. 


.19406, 


19221. 


.19376, 


19221. 


.19406, 


19227. 


.19367, 


19230. 


.19406, 


19230. 


.19406, 


19467. 


.19727, 


19467. 


.19667, 


19467. 


.19826,- 


19467. 


.19808, 


19473. 


.19811, 


19473. 


.19811, 


19473. 


.19814, 


19473. 


.20381, 


19548. 


.19832, 


19689. 


.20456, 


19761. 


.20459, 


19818. 


.20381, 


19833. 


.20507, 


19851. 


.19928, 


19956. 


.20456, 


20034. 


.20477, 


20035. 


.20145, 


20047. 


.20418, 


20049. 


.20477, 


20097. 


.20453, 


20224. 


.20427, 


20316. 


.20498, 


20634. 


.20798, 


20646. 


.20798, 


20646, 


.21290, 


20646. 


.20798, 


20647. 


.20907, 


20647. 


.20826, 


20647. 


.20799, 


20713. 


.20883, 


20859. 


.21398, 


20859. 


.21338, 


20859. 


.21329, 


20859. 


.21329, 


20860.. 


.21021, 


20934. 


.21338, 


20982. 


.21158, 


21018. 


.21224, 


21099. 


.21329, 


21136. 


.21234 







Seq = ID 

Strand 

End 

Method 



OJ991014 11. 0111. CS 
25884 

TBLASTX: Soybean 



24020 



Start 
GI 

Exons 



1305 

none 

1305. . 

2750. . 

19107. 

19110. 

19221. 

19245. 

19473. 

19473. 

19833. 

19851, 

19971, 

20185, 

20263, 

20646, 

20646, 

20647, 

20859'. 

20859, 

20961. 



1385, 1 
2857, 1 
.19223, 
.19223, 
.19406, 
.19406, 
.19784, 
.19808, 
.20291, 
.20201, 
.20381, 
.20499, 
.20427, 
.20798, 
.20798, 
.20943, 
.21329, 
.21242, 
.21080, 



410. . 1 
9023. . 
19110 
19218 
19221 
19287 
19473 
19635 
19833 
19872 
20013 
20187 
20292 
20646 
20646 
20655 
20859 
20904 
21027 



559, 25 
19226, 
. .19220 
. .19406 
. .19406 
. .19406 
. .19808 
. .19766 
. .20237 
. .19979 
. .20429 
. .20456 
. .20411 
. .20798 
. .20798 
. .20798 
. .21257 
. .21338 
. .21152 



End 
Score 
43. .2644, 
19038. .19 
, 19110.. 
19221. . 
19239. . 
19467. . 
19473. . 
19812. . 
19839. . 
19899. . 
20046. . 
20191. . 
20466. . 
20646. . 
20646. . 
20787. . 
20859. . 
20928. . 
21130. . 



21 
77 
2544. 
406, 1 
19220 
19376 
19406 
19817 
19814 
20219 
20459 
20315 
20453 
20418 
20507 
20798 
20762 
20933 
21302 
21341 
21231 



341 

.2714, 
9038. . 
19110 
19221 
19242 
19467 
19473 
19818 
19839 
19968 
20118 
20220 
20568 
20646 
20646 
20787 
20859 
20932 
21136 



2715. .2861, 
19232, 
. .19334, 
. .19352, 
. .19406, 
. .19712, 
. .19808, 
. .20357, ' 
. .20429, 
. .20459, 
. .20456, 
. .20339, 
. .20798, 
. .20798, 
. .20798, 
. .21158, 
. .21308, 
. .21021, 
. .21243 



Seq. No. 


23786 






Seq. ID 


OJ991014 


_11.0111 


.C8 


Gene No. 


49524 






Strand 








Start 


18597 






End 


25884 






Name 


OJ991014 11. 0111. C8. 


ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


2525 






End 


2873 






GI 


none 






Score 


303 






Exons 


2525. 


2659, 2529.. 2873, 2729.-2854 








Seq. No. 


23786 






Seq. ID 


OJ991014 


_11.0111 


.C8 


Gene No. 


49524 






Strand 








Start 


18597 






End 


25884 






Name 


OJ991014 11. 0111. C8. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12050 






End 


12234 






GI 


none 






Score 


170 






Exons 


12050. 


.12157, 12051. 


.12170, 


12166. .12234, 12168 


. .12233 




Seq. No. 


23786 






Seq. ID 


OJ991014 


_11.0111 


.C8 


Gene No. 


49524 






Strand 








Start 


18597 






End 


25884 






Name 


OJ991014 11. 0111. C8. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


13671 






End 


21452 






GI 


none 






Score 


56 






Exons 


13671. 


.13772, 19110. 


.19226, 


19110. .19226, 19125 


. .19220, 






19230. 


.19367, 19467. 


.19736, 


19488. .19817, 19779 


. .20012, 






19917. 


.20240, 19923. 


.20204, 


19989. .20300, 20061 


. .20396, 






20277. 


.20456, 20570. 


.20626, 


20646. .20798, 20646 


. .20798, 






20646. 


.20768, 20859. 


.21113, 


20874. .21158, 20946 


. .21266, 






21048. 


.21164, 21055. 


.21276, 


21090. .21329, 21298 


. .21405, 






21336. 


.21380, 21393. 


.21452 










Seq. No. 


23786 






Seq. ID 


OJ991014 


_11.0111 


.C8 


Gene No. 


49524 






Strand 








Start 


18597 






End 


25884 






Name 


OJ991014 11. 0111. C8. 


o2 . np 


Method 


AAT/NAP 






Start 


16835 






End 


21548 







24021 



GI 2982431 Score 1896 

Exons 16835. .16865, 18903.. 21548 

GI Descrip. (AL022224) leucine rich repeat-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23786 Seq. ID 

49524 Strand 

18597 End 

OJ991014JL1 . 0111 -C8 .o5 . gs Method 

18597 End 

none Score 



OJ991014_11.0111.C8 

25884 
GENS CAN 
25884 
.71 



18597. .21611, 21639. .21737, 22195 22232 , 22 647 22756, 
25264. .25409, 25864. .25884 



23786 

49524 

18597 

OJ9910 

19107 

none 

19107. 

19329. 

19491. 

19905. 

20019. 

20211. 

20283. 

20713. 

21063. 



14 11.0111.C8.o2.tm 



19217, 
,19511, 
19652, 
20183, 
20342, 
20381, 
20507, 
20868, 
21308, 



19126. 
19473. 
19563. 
19920. 
20019, 
20235. 
20285. 
20859. 
21096. 



.19200, 
.19682, 
.19736, 
.20069, 
.20327, 
.20462, 
.20452, 
.21068, 
.21284, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
19131. .19214, 



OJ991014 11. 0111. C8 



19476. 
19638. 
19977. 
20067. 



20262. .20444, 
20646. .20798, 
20868. .21140, 
21219. .21329 



25884 

TBLASTX: Maize 
21329 
66 

19227. . 19394, 
.19769, 19491. .19655, 
,20111, 19848. .20123, 
.20255, 19995. .20153, 
,20213, 20088. .20390, 
20266. .20418, 



20646. .20798, 
21030. .21158, 



23786- Seq. ID 

49524 Strand 

18597 End 

OJ991014_11 . 0111 . C8 .o4 . tm Method 

21343 End 

none Score 



OJ991014_11.0111.C8 
25884 

TBLASTX: Maize 

21570 

128 



21343. .21480, 21344 .. 21481, 21345 .. 21536, 2134 6. . 21570, 
21514; .21570 



Seq. No. 23787 Seq. ID 

Gene No. 4 9525 Strand 

Start 19 End 

Name ■ OJ991014_11 . 0111 . C9 . ol . gs Method 

Start 19 End 

GI none Score 

Exons 19.. 129, 348.. 368 

Seq. No. 23787 

Gene No. - 4 95Z6 Strand 

Start 925 .-y . End 

Name OJ991014_ll.0111.C9.o2.gs Method 

Start ' 925 End 

GI none Score 
Exons 



Seq. No. 
Gene No. 



OJ991014_11.0111.C9 
+ 

368 

GEN SCAN 

368 

.85 



Seq. ID OJ991014_11.0111.C9 



3387 
GENSCAN 
2659 
.43 



925. .1061, 1495. .1603, 1646. .1669, 2552, ,2659 



23787 
49526 



Seq. ID 
Strand 



OJ991014 11. 0111. C9 



24022 




otart 


yz d 




End 


3387 




Name 


OJ991014 11 


.0111.C9.ol.np 


Method 


AAT/NAP 




Start 


1597 




End 


3387 




GI 


6714413 




Score 


289 




Exons 


1597. .1669, 


2312. .2430, 2552. 


.2661, 3210.. 3387 




GI Descrip. 


(AC012328) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


23787 




oeq . -L u 




ii mil pq 


bene no . 


4 yoz b 




otrana 






Start . 


925 




End 


3387 




Name 


OJ991014 11 


-0111.C9.o3.gs 


Method 


GENSCAN 




Start 


3100 






jjj / 




GI 


none 




Score 


"7 *7 
. / / 




Exons 


3100. .3107, 


3210. .3357 








Seq. No. 


23788 




beq. ID 


uj y y ±ui4 


11 mil r^i n 
11 . Ulll . LIU 


Gene No. 


49527 




Strand 


+ 




Start 


138 




End 


1043 




Name 


OJ991014 .11 


.0111. C10. ol.gs 


Method 


GENSCAN 




Start 


138 




End 


1043 




GI 


none 




Score 


.9 




Exons 


138. .413, 942. .1043 








Seq. No. 


23788 




Seq. ID 


OJ991014 


11 mil /"'in 
1 1 . U 1 11 . LIU 


Gene No. 


49528 




Strand 


+ 




Start 


2213 




End 


8522 




Name 


OJ991014 11 


.0111. C10. ol.np 


Method 


AAT/NAP 




Start 


2213 




End 


7857 




GI 


3157941 




Score 


574 




Exons 


2213. .2370, 


3818. .3938, 4061. 


.4177, 4294. .4394, 


5225. .5296, 




5584. .5665, 


5765.-5887, 7173. 


.7322, 7696.. 7857 




GI Descrip. 


(AC002131) 


Contains similarity to hypothetical 


protein gjoiuyoy/o 




from A. thaliana. [Arabidopsis thaliana] 




Seq. No. 


23788 




Seq. ID 


OJ991014 


ii mil ^1 n 

11 . Ulll . LIU 


bene no. 


49528 




Strand 


+ 




Start 


2213 




End 


8522 




Name 


OJ991014 11 


.0111. C10. ol.gp 


Method 


AAT/GAP 




Start 


3468 




End 


3796 




GI ; 


none 




Score 


646 




Exons 


3468. .3796 










Seq. No. 


23788 




Seq. ID 


OJ991014 


11 . 0111 . C1U 


Gene No. 


49528 




Strand 


+ 




Start 


2213 




End 


8522 




Name 


OJ991014 11 


.0111. C10. o2.gs 


Method 


GENSCAN 




Start 


3619 




End 


8522 




GI 


none 




Score 


.7 




Exons 


3619. .3837, 


4061. .4177, 4294. 


.4394, 5225.. 5296, 


5620. .5665, 




5765. .5845, 


6699. .6743, 7020. 


.7085, 7120. .7204, 


7961. .8038, 




8431. .8522 










Seq. No. 


23788 




Seq. ID 


OJ991014 


_11. 0111. C10 


Gene No. 


49528 




Strand- 


+ 




Start 


2213 




End 


8522 




Name 


OJ991014 11 


.0111. C10. o2.gp 


Method 


AAT/GAP' 




Start 


6695 




End 


7993 





24023 



GI LIB3434-047-P1-K1-D9 Score .723 

Exons 6695.. 6743, 7020.. 7085, 7173.. 7322, 7696.. 7824, 7961.. 7993 

GI Descrip. '3157941 4.0e-25 (AC002131) Contains similarity to hypothetical 
protein gb_U95973 from A. thaliana. [Arabidopsis thaliana] 1 



Seq. No. 


23788 


Seq. ID 


OJ991014 


_11.0111 


.C10 


Gene No. 


49529 


Strand 


+ 






Start 


12697 


End 


23757 






Name 


OJ991014 11.0111.C10.o4.gs 


Method 


GENSCAN 






Start 


12697 


End 


19057 






GI 


none 


Score 


.59 






Exons 


12697. .12910, 13437. .13505, 


17313. .17 


425, 17910 


. .18071, 






18195. .18281, 18446. .19057 










oeq. wo. 


23788 


Seq. ID 


OJ991014 


_11.0111 


.LIU 


Gene No. 


4 9529 


Strand 


+ 






Start 


12697 


End 


23757 






Name 


OJ991014 11.0111.C10.o3.np 


Method 


AAT/NAP 






Start 


17919 


End 


23164 






GI 


6175145 


Score 


1193 






Exons 


17919. .18101, 18195. .18311, 


18545. .18662, 18695 


. .18757, 






20906. .21070, 21402 .. 21455 , 


21567. .21713, 22790 


. .23164 




GI Descrip. 


(AC010796) unknown protein 


[Arabidopsis thaliana] 






gi | 64 53902 | gb | AAF09085 . 1 | AC011663 21 


(AC011663) 


unknown 


prote 




[Arabidopsis thaliana] 










Seq. No. 


23788 


Seq. ID 


OJ991014 


JL1.0111 


.C10 


Gene No. 


49529 


Strand 


+ 






Start 


12697 


End 


23757 






Name 


OJ991014 11.0111.C10.o5.gs 


Method 


GENSCAN 






Start 


20921 


End 


23757 






GI 


none 


Score 


.74 






Exons 


20921. .21070, 21175. .21234, 


21402. .21455, 21567 


. .21713, 






22790. .23121, 23700.. 23757 










Seq. No. 


23788 


Seq. ID 


OJ991014 


_11.0111 


.C10 


Gene No. 


49529 


Strand 


+ 






Start 


12697 


End 


23757 






Name 


OJ991014 11.0111.C10.o4.np 


Method 


AAT/NAP 






Start 


23430 


End 


23528 






GI 


5777617 


Score 


78 






Exons 


23430. .23528 










GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 






Seq. No. 


23788 


Seq. ID 


OJ991014_ 


_11.0111 


.C10 


Gene No. 


49530 


Strand 


+ 






Start 


24063 


End 


26906 






Name 


OJ991014 11.0111.C10.o5.np 


Method 


AAT/NAP 






Start 


24063 


End 


26906 . 






GI 


1708191 


. Score 


445 






Exons 


24063. .24521, 24 629 .. 24806, 


26768. .26906 






GI Descrip. 


HEXOSE CARRIER PROTEIN HEX6 


gi|467319 


(L08188) hexose carrier 




protein [Ricinus communis] 










Seq. No. 


23788 


Seq. ID 


OJ991014_ 


_11.0111 


.C10 


Gene No. 


49530 


Strand 


+ 






Start 


24063 


End 


26906 







24024 



Name 

Start 

GI 

Exons 



OJ991014_1 1.0111. CIO. 06. gs Method GENSCAN 
24063 End - 25292 

none Score .59 

24063. .24480, 24485 24521, 24752.. 25292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

: GI 

Exons 

GI Descrip. 



23788 Seq. ID OJ991014_11 . 0111 . CIO 

49531 Strand 

7544 End 12307 

OJ991014_11 . 0111 . C10 . o2 . np Method AAT/NAP 

7544 End 12307 

6016874 Score 2132 

7544. .7561, 9397. .9460, 9486. .9653, 10131 .. 10470, 10588 .. 10767, 
11161. .11320, 11711. .11943, 12008 .. 12145, 12229. .12307 
(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23788 
49531 
7544 

OJ991014JL1. 0111. C10. o3.gs 

10127 

none 



Seq. ID OJ991014_11. 0111. C10 
Strand 

End 12307 

Method GENSCAN 

End 12307 

Score . 64 



10127. .10587, 11161, 
12229. .12307 



,11320, 11855. .11943, 12008 1214 5, 



Seq. No. 23788 Seq. ID OJ991014_11 . 0111 . C10 

Gene No. 49531 Strand 

Start 7544 End 12307 

Name OJ991014_11 . 0111 . C10 . o3 . gp Method ' AAT/GAP 

Start 11110 End 11618 

GI uC-osflcypll0c07bl Score 962 

Exons 11110. .11618 

GI Descrip. ' 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes' 



Seq. No. 23788 
Gene No. 4 9532 

Start 26903 

Name OJ991014_11 . 0111 . C10 . o2 . tm 

Start 3850 
GI none 

Exons 3850.. 3885, 3884.. 3937, 3885. 

4061. .4180, 4062. .4151, 4283. 
4293. .4385 



Seq. ID OJ991014_11. 0111. C10 
Strand 

End* 30403 
Method TBLASTX : Mai ze 
End 4385 
Score 55 • 

.3938, 4018. .4146, 4056. .4106, 
.4336, 4288.. 4383, 4291.. 4383, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23788 
49532 
26903 

OJ991014_11. 0111. C10. o3.tc 

3885 

none 



Seq. ID OJ9.91014_11. 0111. C10 
Strand 

End 30403 

Method TBLASTX: Cress 

End 5664 

Score 87 



3885. .3938, 4067. .4180, 4069, ,4137. 4288. ,4392, 4293. .4394, 
5210. .5296, 5226. .5297, 5578. .5664, 5579. .5662 



Seq. No. 



23788 



Seq." ID OJ991014_11. 0111. C10 



24025 



Gene No. 4 9532 

Start 26903 

Name OJ991014_11. 0111. CIO. o5.ts 

Start 3885 

GI none 

Exons 3885.-3938, 4076.. 4180, 4288. 

Seq. No. 23788 

Gene N.o. 4 9532 

Start 26903 

Name OJ991014_11. 0111. C10. o6.ts 

Start 5210 

GI none 

Exons 5210.. 5296, 5226.. 5300, 5578. 

5764. .5844, 7019. .7084, 7020. 



Strand 
End 

Method 
End 
Score 
.4392 



30403 

TBLASTX: Soybean 

4392 

69 



Seq. ID OJ991014_11. 0111. C10 
Strand 

End 30403 

Method TBLASTX : Soybean 

End 7301 

Score 120 

.5661, 5579. .5665, 5762. .5845, 
.7085, 7167. .7301, 7178. .7300 



Seq. No. 23788 
Gene No. 49532 
Start 26903 

Name OJ991014_11 . 0111 .C10 . o4 . tm 

Start 6705 
GI none 

Exons 6705.. 6743, 6705.. 6743, 7019. 

7020.. 7091, 7167.. 7322, 7172. 
7694.. 7819, 7695.. 7823, 7696. 



Seq. ID 
.Strand 
End 

Method 
End 
Score 



OJ991014 11. 0111. C10 



30403 

TBLASTX: Maize 
7824 
84 

.7090, 7019. .7090, 7020. 
.7324, 7178. .7324, 7689. 
.7821, 7738. .7824 



.7091, 
.7814, 



Seq. No. 


23788 




Gene No. 


49532 




Start 


26903 




Name 


OJ991014 11. 0111. C10 


. o7 . tm 


Start 


10193 




GI 


none 




Exons 


10193. .10426, 10278. 


.10436 


Seq. No. 


23788 




Gene No. 


49532 




Start 


26903 




Name 


OJ991014 11. 0111. C10 


. o9 . tm 


Start 


10548 




GI 


none 




Exons 


10548. .10889, 10619. 


.10900 


Seq. No. 


23788 




Gene No. 


49532 




Start 


26903 




Name 


OJ991014 11. 0111. C10 


. 08. tm 


Start 


11105 




GI 


none 




Exons 


11105. .11332, 11106. 


.11324, 


Seq. No. 


23788 




Gene No. 


49532 




Start 


26903 




Name 


OJ991014 11. 0111. CIO 


. of> . tm 


Start 


11513 




GI 


none 




Exons 


11513. .11551, 11546. 


.11602, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_11. 0111. C10 
30403 

TBLASTX: Maize 

10436 

97 



OJ991014_11. 0111. C10 
30403 

TBLASTX: Maize 

10900 

136 



OJ991014_11. 0111. C10 
30403 

TBLASTX: Maize 

11419 

107 



11345. .11419 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_11. 0111. C10 
30403 

TBLASTX : Maize 

11959 

110 



11639. .11887, 11679. .11888, 



24026 



11873. .11959 



Seq. No. 


23788 






Seq. ID 


OJ991014_11.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End 


30403 




Name 


OJ991014 11. 0111. CIO 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


18189 






End 


23175 




GI 


none 






Score 


94 




Exons 


18189. 


.18266, 18581. 


.18643, 


20903. .21073, 20905 .. 21.072, 






21396. 


.21455, 21533. 


.21715, 


21567. .21713, 22787 .. 23164 , 






22787. 


.22891, 22789. 


.23175 








Seq. No. 


23788 






Seq. ID 


OJ991014_11.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End 


30403 




Name 


OJ991014 11. 0111. CIO 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


20903 






End 


23169 




GI 


none 






Score 


212 




Exons 


20903. 


.21073, 20905. 


.21072, 


21396. .21455, 21533 .. 21715, 






21567. 


.21713, 22787. 


.23161, 


22787. .22897, 22789. .23169 




Seq. No. 


23788 






Seq. ID 


OJ991014_11.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End " 


30403 




Name 


OJ9910 


14_11 . 0111 . C10 , 


. o2. tw 


Method 


TBLASTX: Wheat 




Start 


20966 






End ■ 


21715 




GI 


none 






Score 


56 




Exons 


20966. 


.21043, 21034., 


.21072, 


21035. .21073, 21390 .. 21455, 






21569. 


.21715, 21570., 


.21713 








Seq. No. 


23788 






Seq. ID 


OJ991014JL1.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End 


30403 




Name 


OJ9910 


14_11. 0111. C10, 


. o5 . tc 


Method 


TBLASTX: Cress 




Start 


20996 






End 


21715 




GI 


none 






Score 


108 




Exons 


20996. 


.21073, 21396., 


.21455, 


21401. .21454, 21567. .21710, 






21569. 


.21667, 21689., 


.21715 








Seq. No. 


23788 






Seq. ID 


OJ991014_11.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End 


30403 




Name 


OJ9910 


14JL1. 0111. C10, 


.o2 .tc 


Method 


TBLASTX: Cress 




Start 


22795 






End 


23169 




GI 


none 






Score 


475 




Exons 


22795. 


.23169, 22802.. 


,23167 








Seq. No. 


23788 






Seq. ID 


OJ991014_11.0111 


.C10 


Gene No. 


49532 






Strand 






Start 


26903 






End 


30403 




Name 


OJ9910 


14_11. 0111. C10. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


22903 






End 


23175 




GI 


none 






Score 


255 




Exons 


22903. 


.23175, 22904 = s 


23155 








Seq. No. 


23788 






Seq. ID 


OJ991014__11.0111 


.C10 


Gene No. 


49532 






Strand 







24027 



Start 
Name 
Start 
GI 

Exons 



26903 

OJ991014JL1. 0111. CIO. o7.ts 
24102 
none 

24102. .24233, 24103 
24629. .24757, 24780 



End 30403 
Method TBLASTX : Soybean 
End 24806 
Score 101 
24234, 24277. .24336, 24366 .. 24521, 
24806 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23788 
49532 
26903 

OJ991014JL1. 0111. C10. o4.tc 

24118 

none 



Seq. ID OJ991014_11. 0111. C10 
Strand 
End . 
Method 
• End 
Score 



30403 

TBLASTX: Cress 
.24742 
97 



24118. .24234, 24277.-24336, 24366 .. 24521, 24629. .24742 



Seq. No. 


23788 


Seq. ID 


OJ991014_ 


11. 0111. C10 


Gene No. 


49532 


Strand 






Start 


26903 ' 


End 


30403 




Name 


OJ991014 11.0111.C10.o4.gp 


Method 


AAT/GAP 




Start 


26505 


End 


26850 




GI 


3760479 


Score 


628 




Exons 


26505. .26850 








Seq. No. 


23788 


Seq. ID 


OJ991014_ 


11.0111. C10 


Gene No. 


49532 


Strand 






Start 


26903 


End 


-30403 




Name 


OJ991014 ll.0111.C10.o5.gp 


Method 


AAT/GAP 




Start 


26867 


End 


27297 




GI 


LIB3433-035-P1-K1-A1 


Score 


769 




Exons 


26867. .27297 








GI Descrip. 


, 3402815/emb|AJ007829|CVE7829 1.0e-20 


Cloning Vector pGreen 1 


Seq. No. 


23788 


Seq. ID 


OJ991014_ 


11. 0111. C10 


Gene No. 


49532 


Strand 






Start 


26903 


End 


30403 




Name 


OJ991014 11.0111.C10.o7.gs 


Method 


GENSCAN 




Start 


26903 


End 


30403 




GI 


.none 


Score 


.96 




Exons 


26903. .27414, 27545 .. 27731, 


27764. .30403 




Seq. No. 


23788 


'Seq. ID 


■OJ991014_ 


11. 0111. C10 


Gene No. 


4 9532 


Strand 






Start 


26903 


End 


30403 




Name 


OJ991014 11.0111.C10.o6.np 


Method 


AAT/NAP 




Start 


26949 


End 


30391 




GI 


2982452 


Score 


2222 




Exons 


26949.-27444, 27509 .. 28876, 


29102. .30391 




GI Descrip. 


(AL022223) receptor protein 


kinase- like protein 


[Arabidopsis 




thaliana] 









Seq. No. 23788 

Gene No. 4 9532 

Start 26903 

Name OJ991014_11 . 0111 .C10 . o3 . ts 

Start 27077 

GI none 
Exons 



Seq. ID OJ991014_11. 0111. C10 



Strand 
End 

Method 

End 

Score 



30403 

TBLASTX : Soybean 

27424 

167 



27077. .27301, 27099 .. 27302, 27290 .. 27337 , 27303 .. 274 16, 



24028 



27332. .27424, 



27336. .27416 



Seq. No.- 


23788 








Gene No. 


49532 








Start 


26903 








Name 


OJ9910 


14 11. 0111. C10. 


ol. tc 


Start 


27110 








GI 


none 








Exons 


27110. 


.27196, 


27275. . 


27313, 




27612. 


0-7-7 c c 


Z / O H Z . , 


27967, 




28506. 


.28562, 


28556. 


28630, 




28580. 


.28825, 


28586. 


28789, 




28628. 


.28789, 


28659. 


28793, 




Zool4 . 


.29050, 


28817. 


Zoo Do , 




28826. 


.29056, 


28826. 


28948, 




28898. 


.29056, 


29042. 


29434, 




29117. 


.29377, 


29186. 


29779, 




29330. 


.29737, 


29546. 


29782, 




29786. 


.29965, 


29801. 


29965, 




29951. 


.30103, 


29960. 


30076, 




29975. 


.30103, 


29984. 


30109 


Seq. No. 


O O "7 o o 
2 J/OO 








Gene No. 


49532 








Start 


26903 








Name 


OJ9910 


14 11. 0111. C10 


o5 . tm ' 


Start 


27315 








GI 


none 








Exons 


27315. 


.27416, 


27326. 


27424, 




27609. 


.27752, 


27612. 


.27755, 


Seq. No. 


23788 








Gene No. 


49532 








Start 


26903 








Name 


OJ9910 


14 11. 0111. C10 


,o4 .ts 


Start 


27612 








GI 


none 








Exons 


27612. 


.27755, 


27694. 


.27753, 


Seq. No. 


23788 








Gene No. 


49532 








Start 


26903 








Name 


OJ9910 


14_11.0 


111. C10 


. o3.tw 


Start 


27636 








GI 


none 








Exons 


27636. 


.27755, 


27657. 


.27737, 


Seq. No. 


23788 








Gene No. 


.49532 








Start 


26903 








Name 


OJ9910 


14_11.0 


111. C10 


.ol.ts 


Start 


28463 








GI 


none 








Exons 


28463. 


.28798, 


28577. 


.28768, 




28874. 


.29056, 


28893. 


.29054, 




29117. 


.29296, 


29117. 


.29284, 




29348. 


.29497, 


29378. 


.29635, 



Seq. ID OJ991014_11. 0111. C10 
Strand 

End 30403 

Method TBLASTX : Cress 



End 


3011 


2 




Score 66 








27323. 


.27424, 


2 


7324 . 


.27416, 


28013. 


.28162, 


2 


8463. 


.28570, 


28577. 


.28702, 


2 


8580. 


.28843, 


28607. 


.28798, 


2 


8607. 


.28789, 


28679. 


.28825, 


2 


8808. 


.29056, 


28826. 


.29056, 


2 


8826. 


.29056, 


28847. 


.29023, 


2 


8890. 


.28982, 


29117. 


.29959, 


2 


9117. 


.29497, 


29249. 


.29782, 


2 


9294 . 


.29503, 


29601. 


.29768, 


2 


9619. 


.29789, 


29801. 


.29962, 


2 


9837. 


.29956, 


29969. 


.30076, 


2 


9975. 


.30112, 



Seq. ID 


OJ991014_11.0111 


Strand 




End 


30403 


Method 


TBLASTX: Maize 


End 


27956 


Score 


80 


27544. .27573, 27547 .. 27600, 


27842. .27955, 27843.. 27956 


Seq. ID 


OJ991014_11.0111 


Strand 




End 


30403 


Method 


TBLASTX : Soybean 


End 


27943 


Score 


69 


27842. .27943 


Seq. ID 


OJ991014_11.0111 


Strand 




End 


30403 


Method 


TBLASTX: Wheat 


End 


27970 


Score 


88 


27688. .277 


53, 27842.. 27970 



Seq. ID OJ991014_11. 0111. C10 
Strand 

End 30403 

Method TBLASTX : Soybean 

End 30109 

Score 67 
28577.. 28708, 2858 9. . 2 90S 6, 
28946. .29203, 29117 .. 29347 , 
29174 . .29419, 29240 .. 29491, 
29385. .29492, 29438 .. 29635, 



24029 





29459. 


.29710, 


29540. 


.29959, 


29547. 


.29921, 


29666. 


.29779, 






29813. 


.29956, 


29972. 


.30031, 


29975. 


.30109, 


29975. 


.30076 




Seq. No. 


23788 








Seq. 


ID OJ991014 


11.0111 


.C10 


Gene No. 


49532 








Strand 








Start 


26903 








End 


30403 






Name 


OJ991014 11. 0111. CIO 


.o3 . tm 


Method TBLASTX : Mai ze 




Start 


28515 








End 


30112 






GI 


none 








Score 47 








Exons . 


28515. 


.28607, 


28541. 


.28567, 


28586. 


.28798, 


28595. 


.28825, 






28596. 


.28778, 


28598. 


.28801, 


28607. 


.28789, 


28607. 


.28825, 






28608. 


.28775, 


28680. 


.28838, 


28811 . 


. Zo y by , 


28814. 


.29056, 






28817. 


.29056, 


28817. 


.29053, 


28817. 


.28993, 


O O O "1 o 

28818. 


.29054, 






00010 
28818 . 


o n n c a 


o o o o a 

28826 . 


.29053, 


28826. 


.28936, 


28827. 


. 29048, 






28827. 


.29054, 


28898. 


.29221, 


28898. 


.29056, 


28899. 


.29057, 






29054. 


.29209, 


29054. 


.29221, 


29057. 


.29221, 


29057. 


.29155, 






29115. 


.29270, 


29117. 


.29329, 


29117. 


.29569, 


29117. 


.29440, 






29117. 


.29368, 


29117. 


.29374, 


29181. 


.29441, 


29186. 


.29473, 






29186. 


.29503, 


29250. 


.29414, 


29258. 


.29728, 


29318. 


.29782, 






29328. 


.29558, 


29330. 


.29584, 


29331. 


.29639, 


29384. 


.29635, 






29391. 


.29495, 


29459. 


. Z9 I Jl , 


29543. 


.29788, 


29544 . 


.29792, 






29546. 


.29635, 


29546. 


.29791, 


29546. 


.29788, 


29613. 


.29783, 






29672. 


.29779, 


29688. 


.29774, 


29757. 


.29921, 


29786. 


.29965, 






29798. 


.29950, 


29801. 


.29965, 


29834. 


.29956, 


29837. 


.29947, 






2 9972. 


.30076., 


29975. 


.30112, 


29975. 


.30103, 


29975. 


.30103, 






,ir " 29984. 


.30109, 


29984. 


.30109 












Seq. No. 


23788 








Seq. 


ID OJ991014 


11.0111 


.C10 


Gene No. 


49532 








Strand 








Start 


26903 








End 


30403 






Name 


OJ991014 11. 0111. C10 


. o4 . tw 


Method TBLASTX : Wheat 




Start 


28574 








End 


30313 






GI 


none 








Score 90 








Exons 


28574. 


.28804, 


28580. 


.28789, 


28580. 


.28726, 


28817. 


.29056, 






28817. 


.28936, 


28847. 


.29056, 


29117. 


.29383, 


29129. 


.29440, 






29201. 


.29485, 


29273. 


.29563, 


29345. 


.29635, 


29540. 


.29791, 






29561. 


.29782, 


29801. 


.29956, 


29960. 


.30103, 


29969. 


.30109, 






30074. 


.30313 

















Seq. No. 
Gene No. 
Start " 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23789 Seq. ID 

4 9533 Strand 

413 End 

OJ991014_ll.0111-Cll.ol.gs Method 

413 End 

none Score 



OJ991014_11.0111.C11 
+ 

8771 
GENSCAN 
8771 
.49 



413. .623, 843. .1267, 2279.-2557, 3168. .3285, 3688. .4232, 
4303. .4413, 4925. .5401, 5554. .5736, 5995.-6355, 8755. .8771 



23789 Seq. ID 

49533 Strand 

413 End 

OJ991014_11.0111.Cll.ol.np Method 

938 End 

6016715 Snore 



OJ991014_11.0111.C11 
+ 

8771 
AAT/NAP 
4280 
578 



938.-995, 1050. .1245, 2281. .2557, 3168. .3439, 3506. .3710, 
37-50.. 3888, 3922.. 4280 

(AC009325) unknown protein [Arabidopsis thaliana] - 



24030 




Seq. No. 


23789 


Seq. ID 


OJ991014_11.0111.C11 


Gene no . 


4 yoo4 


btrana 


+ 


Start 


9730 


End 


10321 


Name 


OJ991014 11.0111.Cll.o3.gp 


Method 


AAT/GAP 


Start 


9730 


End 


10321 


GI 


2799106 


Score 


715 


Exons 


9730. .9801, 9837. .10321 






GI Descrip. 


3402815/emb|AJ007829|CVE7829 


1.0e-20 


Cloning Vector pGreen 


Seq. No. 


23789 


Seq. ID 


OJ991014_11.0111.C11 


Gene No. 


49535 


Strand 




Start 


8545 


End 


8705 


Name 


OJ991014 ll.0111.Cll.ol.gp 


Method 


AAT/GAP 


Start 


8545 


End 


8705 


GI 


286806 


Score 


261 


Exons 


8545. .8705 






GI Descrip. 


5441872/dbj | AP000366 . 1 | AP000366 2.0e- 


21 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 {contig a) 


Seq. No. 


23789 


Seq. ID 


OJ991014_11.0111.C11 


Gene No. 


49536 


Strand 




Start 


10155 


End 


13923 


Name 


OJ991014 11.0111.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


1145 


End 


3251 


GI 


none . 


Score 


61 


Exons 


1145. .1252, 2273. .2560, 2362. 


.2481, 2367. .2546, 3168.. 3221, 




3176.. 3220, 3221.. 3250, 3222. 


.3251 





Seq. No. 


23789 








Seq. ID 


OJ991014 


_11.0111.C11 


Gene No. 


49536 








Strand 






Start 


10155 








End 


13923 




Name 


OJ991014 11 


.0111 


.Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2330 








End 


3257 




GI 


none 








Score 


263 




Exons 


2330. .2560, 


2362 


. .2481, 


2363. 


.2560, 3168. .3257, 


3176. .3256 


Seq. No. 


23789 








Seq. ID 


OJ991014 


_11.0111.C11 


Gene. No. 


49536 








Strand 






Start 


10155 








End 


13923 




Name 


OJ991014 11 


.0111 


.Cll.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2370 








End 


3401 




GI 


none 








Score 


56 




Exons 


2370. .2432, 


2370 


. .2432, 


2371. 


.2448, 2372. .2437, 


2421. .2546, 




2427. .2546, 


2432 


. .2560, 


2444 . 


.2557, 3166. .3273, 


3167. .3298, 




3168. .3302, 


3355 


. .3393, 


3360. 


.3401 






Seq. No. 


23789 








Seq. ID 


OJ991014 


_11.0111.C11 


Gene' No. 


49536 








Strand 






Start 


10155 








End 


13923 




Name 


OJ991014 11 


.0111 


.Cll.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3650 








End 


4187 




GI 


none 








Score 


43 




Exons 


3650. .3682, 


3745 


. .3894, 


3760. 


.3825, 3824. .3895. 


3828 , s 3887, 




3836. .3919, 


3837 


. .3920, 


3874 . 


.3981, 3890. .4000, 


3893. .3991, 




3894 . .4022, 


3904 


. .4029, 


4002. 


..4061, 4021.. 4185, 


4076. .4186, 



4098. .4187 



24031 




Seq. No. 


23789 




Seq. ID 


OJ991U14 11.U111. 


r> i 1 

Cll 


Gene No. 


49536 




Strand 






Start 


10155 




End 


13923 




Name 


OJ991014 11.0111.C11 


.o4.tc 


Method 


TBLASTX: Cress 




Start 


3837 




End 


4246 




GI 


none 




Score 


49 




Exons 


3837. .3914, 4035. .4244, 4094. .4246 






Seq. No. 


23789 




Seq. ID 


OJ991014_11.0111. 


Cll 


bene no . 


49536 




Strand 






Start 


10155 




End 


13923 




Name 


OJ991014 11.0111.C11 


. o2 . gp 


Method 


AAT/GAP 




Start 


9832 




End 


10321 




GI 


2799106 




Score 


716 




Exons 


9832. .10321 










GI Descrip. 


3402815/emb|AJ007829|CVE7829 1.0e-20 Cloning Vector pGreen 


Seq. No. 


ono ft 

2378 9 




Seq. ID 


OJ991014_11.0111. 


Cll 


Gene No. 


4 yooo 




Strand 






o tar u 


1Q155 




End 


13923 




Name 


OJ991014 11.0111.C11 


. o2 . np 


Method 


AAT/NAP 




Start 


10146 




End 


13923 




GI 


4220523 




Score 


850 




Exons 


1014 o . . lUooy , l(J4oo. 


1 C\ "I c 0 

. 1 U / b Z , 


10838. .11115, 12019. .12329, 






13882 . . 13923 










GI Descrip. 


(AL035356) putative 


alliin 


lyase [Arabidopsis thaliana] 




Seq. No. 


2378 9 




Seq. ID 


OJ991014_11.0111. 


/—I'll 

Cll 


Gene No. 


4 9536 




Strand 






Start 


10155 




End 


13923 




Name 


OJ991014_11.0111.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


10152 




End 


12210 




GI 


none 




Score 


106 




Exons 


10152. .10337, 10159. 


.10338, 


10437. .10586, 10438 10584 , 






10635. .10751, 10648. 


.10752, 


10668. .10760, 10817. .11110, 






10834. .11109, 12070. 


.12210, 


12086.. 12157 




Seq. No. 


23789 




Seq. ID 


OJ991014_11.0111. 


Cll 


Gene No. 


49536 




Strand 






Start 


10155 




End 


13923 




Name 


OJ991014 11.0111.C11 


. o2 . gs 


Method 


GENSCAN 




Start 


10155 




End 


13318 




GI 


none 




Score 


.87 




Exons 


10155. .10339, 10436. 


.10752, 


10838. .11071, 11338. .11419, 






11862. .11961, 12019. 


.12325, 


12516. .1278 


6, 13291.. 13318 




Seq. No. 


23789 




Seq. ID. 


OJ991014_11.0111. 


Cll 


Gene No. 


49536 




Strand 






Start 


10155 




End 


13923 




Name 


OJ991014 11.0111.C11 


,o3.tc 


Method 


TBLASTX: Cress 




Start 


10161 




End 


10731 




GI 


none 




Score 


67 




Exons 


10161. .10319, 10437. 


.10586, 


10635. .10727, 10642. .10731 




Seq. No. 


23789 




Seq. ID 


OJ991014_11.0111. 


Cll 


Gene No. 


49536 




Strand 







24032 




Start 


10155 


End 


13923 




Name 


OJ991014 ll.0111.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


10888 


End 


12324 




GI 


none 


Score 


111 




Exons 


10888. .11034, 10898. .11029, 


11038. .11115, 11051. .11113, 






12019. .12282, 12029. .12283, 


12292. .12324 




Seq. No. 


23789 


Seq. ID 


OJ991014_11.0111. 


Cll 


Gene No. 


49536 


Strand 






Start 


10155.: 


End 


13923 • 




Name 


OJ991014 11.0111.Cll.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10894 


End 


11118 




GI 


none 


Score 


89 




Exons 


10894. .11034, 10913. .11029, 


11039. .11116, 11044. .11118 




Seq. No. 


23790 


Seq. ID 


OJ991014_11 . 0111 . 


C12 


Gene No. 


49537 


Strand 






Start 


259 


End 


446 




Name 


OJ991014 11.0111.C12.ol.gs 


■ Method 


GEN SCAN 




Start 


259 


End 


446 




GI 


none 


Score 


.82 




Exons 


259. .337, 416. .446 








Seq. No. 


23791 


Seq. ID 


OJ991014_12.0125. 


C3 


Gene No. 


49538 


Strand 






Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


603 




GI 


2689720 


Score 


339 




Exons 


1..103, 188. .246, 327. .427, 


502. .603 






GI Descrip. 


(AF037168) DnaJ homologue [Arabidopsis 


thaliana] 




Seq. No. 


23791 


Seq. ID 


OJ991014_12.0125. 


C3 


Gene No. 


49538 


Strand 






Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


603 




GI 


none 


Score 


114 ■ 




Exons 


2. .106, 3. .104, 182. .223, 322. .378, 330. .377, 365. .430, 






378.-428, 502.. 603, 515.. 598 








Seq. No. 


23791 


Seq. ID 


■OJ991014_12.0125. 


C3 


Gene No. 


49538 


Strand 






Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


27 


End 


603 




GI 


none 


Score 


99 




Exons 


27. .152, 29. .106, 182. .223, 


330. .377, 


365. .430, 378. .428 






496. .591, 500. .598, 502. .603 








Seq. No. 


23791 


Seq. ID 


OJ991014_12.0125. 


C3 


Gene No. 


49538 


Strand 






Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.cro 


Method 


A AT /GAP 




Start 


60 


End 


603 




GI 


2312476 


Score 


494 




Exons 


60. .103, 188. .246, 327. .427, 


502. .603 







24033 




GI Descrip. 2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis thaliana] 



Seq. No. 


23791 


Seq. ID 


OJ991014_12.0125 


.C3 


Gene No. 


49538 


Strand 


- 




Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.gs 


Method 


GEN SCAN 




Start 


188 


End 


427 




GI 


none 


Score 


.45 




Exons 


188. .246, 327. .427 








Seq. No. 


23791 


Seq. ID 


OJ991014_12.0125 


.C3 




T ?J JO 


OLi eliKJ. 






Start 


1 


End 


603 




Name 


OJ991014 12.0125.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


225 


End 


603 




GI 


none 


Score 


40 




Exons 


225.-245, 226. .249, 325. .369, 


327. .377 


, 328. '.378, 366.. 


428 




377. .430, 379. .429, 379. .432, 


498. .590 


, 499. .591, 500.. 


601 




502. .603 








Oorr Mo 




Seq. ID 


OJ991014_12.0125 




Gene No. 


49539 


Strand 


+ 




Start 


92 


End 


757 




Name 


OJ991014 12.0125.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


85 


End 


621 




GI 


none 


Score 


309 




Exons 


85. .441, 85. .276, 90. .440, 93 


..449, 512. .589, 512. .616, 






541. .621, 541. .621 








Seq. No. 


23792 


Seq. ID 


OJ991014 12.0125 


-C6 


Qpripi Ma 


49539 


Strand 


+ 




Start 


92 


End 


757 




Name 


OJ991014 12.0125.C6.ol.gp 


Method 


AAT/GAP 




Start 


92 


End 


189 




GI 


48689 1.R1084 


Score 


202 




Exons 


92. .189 








GI Descrip. 


? 4544453/gb|AAD22361.1|AC006592_18 6.0e-30 (AC006592) 






hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


23792 


Seq. ID 


OJ991014_12.0125 


.C6 


Gene No. 


49539 


Strand 


+ 




Start ■ 


92 


End 


757 




Name 


OJ991014 12.0125.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


92 


End 


237 




GI 


none 


Score 


186 




Exons 


92. .169, 93. .236, 175. .237 








Sea No 


23792 


Seq. ID 


OJ991014 12.0125 


P6 


Gene No. 


49539 


Strand 


+ 




Start 


92 


End 


. 757 




Name 


OJ991014 12.0125.C6.ol.np 


Method 


AAT/NAP 




Start 


92 


End 


640 




GI 


4544453 


Score 


502 




Exons 


92. .448, 541. .640 








GI Descrip. 


(ACUU6592) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23792 


Seq. ID 


OJ991014_12.0125 


.C6 



24034 



Gene No. 






btrana 


+ 






Start 


92 




End 


757 






Name 


OJ991014 12. 0125. C6. 


ol.gs 


Method 


GENSCAN 






Start 


117 




End 


448 






GI 


none 




Score 


.95 






Exons 


117. .448 












Seq. No. 


23792 




Seq. ID 


OJ991014 


JL2.0125 


.C6 


Gene No . 






Strand 


T 






Start 


92 




End 


757 " 






Name 


OJ991014 12. 0125. C6. 


ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


231 




End 


703 






GI 


none 




Score 


205 






Exons 


231. .449, 245. .448, 


524. .703, 


541. . 618 








Seq. No. 


23792 




Seq. ID 


OJ991014 


JL2.0125 


.C6 


Gene No. 


49539 




Strand 


+ 






Start 


92 




End 


757 






Name 


OJ991014 12. 0125. C6. 


o2 . gp 


Method 


AAT/GAP 






Start 


'282 




End- 


757 






GI 


uC-osrocyp011a02al 




Score 


740 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



282. .448, 541. .757 

*4544453/gb|AAD22361.1|AC006592_18 4.0e-19 (AC006592) 
hypothetical protein [Arabidopsis thaliana] ' 



23793 
49540 
105 

OJ991014_12. 0125. C10. ol.gs 

105 

none 

105. .350 



Seq. ID OJ991014_12. 0125. C10 
Strand 

End 350 

Method GENSCAN 

End 350 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 
Start ■ 
GI 

Exons 



Seq. ID OJ991014_12.0125.C12 
Strand 

571 

AAT/NAP 
571 
669 



23794 
49541 
1 

OJ991014__12.0125.C12.ol.np 
1 

5441889 
1..571 

(AP000367) Similar to SEC7 protein, Saccharomyces cerevisiae, 
PIR2:S49764; Contains Immunoglobulins and major 

histocompatibility complex proteins signature. (AL022 604) [Oryza 
sativa] 



End 

Method 

End 

Score 



23794 
49541 
1 

OJ991014_12. 0125. C12. ol.gs 

157 

none 

157. .521 



Seq. ID OJ991014_12.0125.C12 
Strand 

End 571 

Method GENSCAN 

End . 521 

Score .85 



Seq. No. 23795 

Gene No. 49542 

Start 1 

Name OJ991014_12 . 0125 . C13 . ol .np 



Seq. ID OJ9Q1014_12 e 0125 s C13 

Strand + 

End 711 

Method AAT/NAP : 



24035 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



711 
826 



1777961 
1..711 

(U56406) methyljasmonate-inducible lipoxygenase 2 [Hordeum 
vulgare] 



23795. 
49542 
1 

OJ991014_12.0125.C13.ol.tc 
2 

none 



Seq. ID OJ991014_12.0125.C13 

Strand + 

End 711 

Method TBLASTX : Cress 

End 711 ' 

Score 115 



2. .136, 3. .134, 144. .470, 145. .543, 544. .600, 607. .711 



23795 
49542 
1 

OJ991014_12.0125.C13.ol.tm 

2 

none 



Seq. ID OJ991014_12.0125.C13 

Strand + 

End 711 

Method TBLASTX : Maize 

End 711 

Score 186 



2. .136, 3. .134, 145. .600, 145. .600, 606. .710, 607. .711 



23795 
49542 
1 

OJ991014_12:-0125.C13.ol.ts 
2 

none 



Seq. ID OJ991014_12.0125.C13 

Stran.d + 

End 711 

Method TBLASTX : Soybean 

End 711 

Score 120 



2. .118, 3. .119, 163. .525, 165. .473, 175. .480, 544. .600, 
552. .587, 610. .711 



23795 
49542 
1 

OJ991014_12.0125.C13.ol.tw 
36 

none ■ 



Seq. ID OJ991014_12.0125.C13 

Strand + 

End 711 

Method TBLASTX: Wheat ■ 

End 459 

Score 80 



36. .113, 44. .133, 178. .459, 181. .459 



23795 
49542 
1 

OJ991014_12.0125.C13.ol.gs 

117 

none 

117. .672 



Seq. ID OJ991014_12.0125.C13 

Strand + 

End 711 

Method GENSCAN 

End 672 

Score .51 



Seq. No. 23795 

Gene No. 49542 

Start 1 

Name OJ991014_12 . 0125 . C13 . ol . gp 

Start 405 

GI 6825_1.R1084 

Exons 405.. 711 

GI Descrip. '1777961 1.0e-62 (U56406) methyljasmonate-inducible lipoxygenase 
2 [Hordeum vulgare] ' 



Seq. ID OJ991014_12.0125.C13 

Strand + 

End 711 

Method AAT/GAP 

End 711 

Score 4 64 



24036 



Seq. No. 23796 

Gene No. 49543 

Start 1 

Name OJ991014_12 .0125. CIS. ol.gp 

Start 1 

GI 3279_2.R1084 

Exons 1 . .7 62 

GI Descrip. '2689720 6.0e-33 (AF037168) DnaJ homologue [Arabidopsis 
thaliana] ' 



Seq. ID OJ991014_12.0125.C15 

Strand + 

End 7 62 

Method AAT/GAP 

End 762 

Score 1464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No." 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23796 
49543 
1 

OJ991014_12.0125.C15.ol.np 
1 

5031281 
1. .430 

(AF1394 99) unknown [Prunus armeniaca] 



Seq. ID OJ991014_12.0125.C15 

Strand + 

End 7 62 

Method AAT/NAP 

End 4 30 

Score 409 



23796 
49543 
1 

OJ991014_12. 0125. CIS. ol.tm 
2 

none 



Seq. ID OJ991014_12.0125.C15 

Strand . + 

End 7 62 

Method TBLASTX : Maize 

End 746 

Score 158 



2. .124, 2. .106, 57. .122, 159. .278, 164. .289, 171. .275, 179. .277, 
202. .288, 275. .406, 277. .429, 278. .439, 279. .440, 443. .481, 
457. .480, 538.-582, 538. .582, 606. .638, 611. .637, 635. .694, 
641. .694, 696.-746, 709. .744 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23796 
49543 
1 

OJ991014_12. 0125. CIS. ol.ts 
2 

none 



Seq. ID OJ991014_12. 0125. CIS 

Strand + 

End 7 62 

Method TBLASTX : Soybean 

End 440 

Score 127 



2. .91, 3. .110, 198. .278, 239. .280, 245. .403, 278. .433, 280. .435, 
280. .429, 315. .440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23796 
49543 
1 

OJ991014_12. 0125. CIS. ol.tw 
2 

none 



Seq. ID OJ991014_12. 0125. CIS 

Strand + 

End 7 62 

Method TBLASTX : Wheat 

End 301 

Score 159 



2. .112, 3. .116, 171. .230, 202. .228, 237. .278, 239. .277, 
277. .300, 278. .301 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



23796 
49543 
1 

OJ991014_12. 0125. CIS. ol.tc 
3 

none 



Seq. ID OJ991014_12. 0125. CIS 

Strand + 

End 762 

Method TBLASTX : Cress 

End 4 33 

Score 7ft 



3. .74, 237. .278, 239. .280, 278. .433, 280. .429 

23796 Seq. ID OJ991014 12. 0125. CIS 



24037 




Gene No . 


4 y 0 4 J 




Strand 


+ 






Start 


1 




End 


7 62 






Name 


OJ991014 12.0125.C15.ol 


.gs 


Method 


GENSCAN 






Start 


6 




End 


433 






GI 


none 




Score 


. 93 






Exons 


6. .230, 266.-433 












Seq. No. 


23796 




Seq. ID 


OJ991014_12 


.0125 


.C15 


Gene No . 


4 y o 4 j 




btrana 


+ 






Start 


1 




End 


762 






Name 


OJ991014 12.0125.C15.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


316 




End 


650 






GI 


none 




Score 


183 






Exons 


316.. 429, 317.. 439, 321 


. .431, 


322. .441 


, 603. .650, 


612. . 


644 


Seq. No. 


23797 




Seq. ID 


OJ991014_12 


.0125 


.C16 


Gene No. 


49544 




Strand 








Start 


1 




End 


178 






Name 


ujyy±u±4 iz . uiz j . lid . oi 


.gp 


Method 


AAT/GAP 






Start 


1 




End 


178 






GI 


33112 1.R1084 




Score 


349 






Exons 


1. .178 












GI Descrip. 


•1363051/pir | IA56534 2.' 


Oe-23 


P58 protein - bovine 


>gi 4680K 




(U04 631) PKR inhibitor. 


P58 [Bos taurus 


] ' 






Seq. No. 


23798 




Seq. ID 


OJ991014_12 


.0125 


.C19 


Gene No. 


49545 




Strand 








OLdlL 


1 QQ 

i y y 




End 


11656 






Name 


OJ991014 12.0125.C19.ol 


.np 


Method 


AAT/NAP 






Start 


199 




End 


3423 






GI 


6907089 




Score 


3994 






Exons 


199.. 2068, 2162. .3423 












GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


23798 




Seq. ID 


OJ991014JL2 


.0125 


.C19 


bene no . 


A Q C A C 

4 yo4 b 




Strand 








Start 


199 




End 


11656 






Name 


OJ991014 12.0125.C19.ol 


.gs 


Method 


GENSCAN 






Start 


319 




End 


3423 






GI 


none 




Score 


.71 






Exons . 


319. .3423 












Seq. No. 


23798 




Seq. ID 


OJ991014_12 


.0125 


.C19 


Gene No. 


49545 




Strand 








Start 


199 




End 


11656 






Name 


OJ991014 12.0125.C19.o2, 


. np 


Method 


AAT/NAP 






Cf -i >~ 4- 
OLdLL 


2663 




End 


5113 






GI 


5922623 




Score 


407 






Exons 


2663. .2693, 4267. .4342, 


4510. 


.4657, 5033.. 5113 






GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gi| 6016856 | db j IBAA85199, 


.11 (AP000570) hypothetical 


protein 




[Oryza sativa] 












Seq. ■ No. 


23798 




Seq. ID 


OJ991Q14 12 


: 0125 


. C19 


Gene No. 


49545 




Strand 








Start 


199 




End 


11656 






Name 


OJ991014 12.0125.C19.o2, 


.gs 


Method 


GENSCAN 







24038 



Start 
GI 

Exons 



4026 End 9323 

none Score .52 

4026. .4103, 4526.. 4657, 5033.. 5184, 9317.. 9323 



Seq. No. 


23798 


Seq. ID 


OJ991014 


Gene No. 


49545 


Strand 


- 


Start 


199 


End 


11656 


Name 


OJ991014 12.0125.C19.o3.np 


Method 


AAT/NAP 


Start ■ 


9059 


End 


11085 


GI 


5042438 


Score 


86 


Exons 


9059. .9091, 10765. .11085 






GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 


Seq. No. 


i yd 


Seq. ID 


OJ991014 


Gene No. 


4 9545 


Strand 


- 


Start 


inn 

199 


End 


11656 


Name 


OJ991014_12 .0125.C19.o3.gs 


Method 


GENSCAN 


Start 


lUoll 


End 


11656 


GI 


none 


Score 


.56 


Exons 


1U011 . . ll^O^, lloZ4.. 11030 






Seq. No. 


23799 


Seq. ID 


OJ991014 


Gene No. 


49546 


Strand 


+ 


Start 


7408 


End 


8351 


Name 


OJ991014 12.0125.C20.ol.gp 


Method 


AAT/GAP 


Start 


7403 


End ■ 


7901 


GI 


21479 1.R1084 


Score 


705 . 


Exons 


7403. .7901 






GI Descrip. 


, 5852182/emb|CAB55420.1| 9. 


0e-13 (AL117265) zhb 




sativa] ' 






Seq. No. 


23799 


Seq. ID 


OJ991014 


Gene No. 


49546 


Strand 


+ 


Start 


7408 


End 


8351 


Name 


OJ991014 12.0125.C20.o3.gs 


Method 


GENSCAN 


Start 


7408 


End 


8351 


GI 


none 


Score 


.75 


Exons 


7408. .7794, 8334. .8351 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23799 
49547 
9610 

■ OJ991014_12.0125.C20.o3.gp 
9610 
2312718 
9610.. 9951 

4512233/dbj I AB014743 . 1 | AB014743 1.0e-176 Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 



Seq. ID OJ991014_12.0125.C20 

Strand + 

End 9951 

Method AAT/GAP 

End 9951 

Score 635 



23799 
49548 
19006 

OJ991014_12.0125.C20.o4.gp 
19006 

LIB3431-004-P1-K1-G12 
19006. .19095 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 



Seq. ID OJ991014_12.0125.C20 

Strand + 

End 19095 

Method AAT/GAP 

End 19095 

Score 98 



24039 



protein [Sorghum bicolor] 1 



Seq. No. 23799 

Gene No. 4 954 9 

Start 36632 

Name OJ991014_12 . 0125 . C20 . o4 . np 

Start 36632 

GI 6815097 

Exons 36632.. 37324 . 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248 
[Oryza sativa] 



Seq. ID OJ991014_12.0125.C20 

Strand + 

End 37324 

Method AAT/NAP 

End 37324 

Score 57 9 



Seq. No. 23799 

Gene No. 4 954 9 

Start 36632 

Name OJ991014_12 . 0125 . C20 . o3 . np 

Start 36636 

GI 6815097 

Exons 36636.. 37324 ' ' . 

GI Descrip. (AP001081) Similar to putative copia polyprotein' (AC006248) 
[Oryza sativa] 



Seq. ID OJ991014_12.0125.C20 

Strand + 

End 37324 

Method AAT/NAP 

End 37324 

Score 575 



Seq. No. 23799 

Gene No. 4 9550 

Start 4 075 

Name OJ991014_12 . 0125 . C20 . o2 . gs 

Start 4075 

GI none 

Exons 4075.. 4157, 5915.. 6914 



Seq. ID OJ991014_12.0125.C20 
Strand 

End 56747 

Method GENSCAN 

End 6914 

^Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23799 
49550 
4075 

OJ991014_12.0125.C20.o5.np 
6673 
4996363 



56747 
AAT/NAP 
56747 
60 

6673. .6848, 4 94 4 8 .. 4 9620, 54823 54 965, 56704., 
(AB021264) polyprotein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991014 12.0125.C20 



56747 



Seq. No. 23799 Seq. ID 

Gene No. 4 9550 Strand 

Start 4075 End 

Name OJ991014_12 . 0125 . C20 . o4 . gs Method 

Start 9076 End 

GI none Score 
Exons 



OJ991014_12.0125.C20 

56747 
GENSCAN 
19547 
.44 



9076.. 9267, 9861.. 9905, 10349 .. 10634 , 10909 .'. 11003, 
11146. .11420, 12919. .12983, 14278 .. 14399, 16163 16267, 
16379. .16771, 168 12 .. 17054 , 17096 .. 17457 , 19229 .. 19334 , 
19470.. 19547 



Seq. No. 23799 Seq. ID 

Gene No. 4 9550 . Strand 

Start 4075 End 

Name OJ991014_12 . 0125 . C20 . o2 . qp Method 

Start 9093 End 

GI 25792_1.R1084 Score 

Exons 9093.. 9435 



OJ991014_12.0125.C20 

56747 
AAT/GAP 
9435 
627 



24040 




GI Descrip. ' 4512233/dbj | AB014743 . 1 1 AB0147.43 O.Oe+OO Oryza sativa copia-type 
retrotransposon RIRE7 DNA, partial sequence 1 



Seq. No. 


o o t ft n 

Z3 i 3 3 




Seq. ID 


OJ991014 


LZ . UIZO 


. K^ZU 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12345 




End 


20485 






GI 


none 




Score 


105 






Exons 


12345.. .12446/ 12347. 


.12436, 


12348. . 12458, 12563 


. .12625, 






12563. .12625, 12893. 


.12967, 


12894. .12974, 12906 


. .12965, 






20318. .20485, 20358. 


.20483 










Seq. No. 


o o i n c\ 

2.5 133 




Seq. ID 


OJ991014 


1Z . UlZD 


. LZU 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. o2.tm 


Method 


TBLASTX: 


Maize 




Start 


15801 




End 


23822 






GI 


none 




Score 


67 






Exons 


15801. .15911, 15986. 


.16060, 


16070. .16225, 16370 


. .16432, 






16445. .16618, 16613. 


.16774, 


22738. .22806, 22804 


. .23127, 






22886. .23092, 23413. 


.23469, 


23482. .23646, 23730 


. .23822 




Seq. No. 


23799 




Seq. ID 


OJ991014 


_12.0125 


.C20 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. o5 . gs 


Method 


GEN SCAN 






Start 


20837 




End 


24470 






GI 


none 




Score 


.75 






Exons 


20837. .20859, 20997. 


.22041, 


22723. .22911, 23065 


. .23166, 






23416. .23686, 23764. 


.24470 










Seq. No. 


23799 




Seq. ID 


OJ991014 


JL2.0125 


.C20 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. o2 . np 


Method 


AAT/NAP 






Start 


22816 




End 


24205 






GI 


2792222 




Score 


433 






Exons 


22816. .23132, 23391. 


.23950, 


24121. .24205 






GI Descrip. 


(AF032689) NBS-LRR type resi 


stance protein [Oryza sativa] 


Seq. No. 


23799 




Seq. ID 


OJ991014 


JL2.0125 


.C20 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


37124 




End 


37544 






GI 


none 




Score 


124 






Exons 


37124. .37219, 37129. 


.37221, 


37303. .374E 


!2, 37335 


. .37502, 






37335. .37481, 37339. 


.37503, 


37521. .37544 






Seq. No. 


23799 




Seq. ID 


OJ991014 


JL2.0125 


.C20 


Gene No. 


49550 




Strand 








Start 


4075 




End 


56747 






Name 


OJ991014 12.0125.C20 


. 08 . gs 


Method 


GF.NSCAN 






Start 


46984 




End 


49759 






GI 


none 




Score 


.81 






Exons 


46984. .47045, 47252. 


.47278, 


48418. .48664, 48689 


. .49759 





24041 




Seq. No. 


23799 






Seq. ID 


OJ991014 


_12 . 0125 . C20 


Gene No. 


49550 






Strand 






Start 


4075 






End 


56747 




Name 


OJ991014 12.0125 


.C20.O9 


.gs 


Method 


GENSCAN 




Start 


52168 






End 


54695 




GI 


none 






Score 


.94 




Exons 


52168. .52253, 53591.. 54695 








Seq. No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


49551 






Strand 


+ 




Start 


220, 






End 


5708 




Name 


OJ991014 12.0125 


.C21.ol 


.gs 


Method 


GENSCAN 




Start 


220 




End 


4103 




GI 


none 






Score 


.65 




Exons 


220. .336, 531. .611, 945 


..1285, 2657.. 2705, 2795 


. .2866, 




2936.. 3103, 3486 


. .3534, 


4048 


. .4103 






Seq. No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


49551 






Strand 


+ 




Start 


220 






End 


5708 




Name 


OJ991014_12.0125 


,C21.ol 


. np 


Method 


AAT/NAP 




Start 


436 






End 


5708 




GI 


3850575 






Score 


304 




Exons 


436.. 487, 1195.. 


1285, 2657.. 


2714, 2798 


..3103, 3486. .3534, 




3847.. 3947, 5671 


. .5708 










GI Descrip. 


(AC005278) F15k9 


.21 [Arabidopsis thaliana] 




Seq. No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


49552 






Strand 


+ 




Start 


7791 






End 


10886 




Name 


OJ991014 12.0125 


.C21.ol 


.gp 


Method 


AAT/GAP 




Start 


7791 






End 


10886 




GI 


4714282 






Score 


838 




Exons 


7791.. 7928, 8036 


. .8142, 


8837 


..8871, 10709. .10886 


Seq. No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


49553 






Strand 






Start 


4777 






End 


8945 




Name 


OJ991014 12.0125 


.C21 .o2 


. gs 


Method 


GENSCAN 




Start 


4777 






End 


8945 




GI 


none 






Score 


.46 




Exons 


4777. .4844, 4849 


. .5035, 


5162 


. .5255, 5836. .5953, 


6098. .6212, 




7764.. 7951, 8098 


. .8233, 


8784 


. .8945 






Seq. No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


49554 






Strand 






Start 


10709' 






End 


11140 




Name 


OJ991014 12.0125 


.C21.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


1169 






End 


3113 




GI 


none 






Score 


146 




Exons 


1169.. 1279, 1170 


. .1280, 


1227 


..1280, 1250. .1282, 


2629. .2703, 




2656.. 2709, 2657 


. .2710, 


2793 


..3113, 2795. .3103, 


2904. .3104 


Seq. ' No. 


23800 






Seq. ID 


OJ991014_ 


_12.0125.C21 


Gene No. 


. 49554 






Strand 






Start 


10709 






End 


11140 





24042 



Name 

Start 

GI 

Exons 



OJ991014_12.0125.C21.o2.gp 

10709 

969018 

10709. .11140 



Method AAT/GAP 
End 11140 
Score 629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23801 
49555 
1 

OJ991014_12.0125.C22.ol.np 
1 

5733874 



Seq. ID OJ991014_12.0125.C22 

Strand + 

End 11647 

Method AAT/NAP 

End 4591 

Score 995 



1..380, 1820. .1917, 2013. .2147, 2702. .2888, 3473. .4591 
(AC007932) F11A17.8 [Arabidopsis thaliana] 



23801 
49555 
1 

OJ991014_12.0125.C22.ol.gs 
1820 . 



End 

Method 
End 

none Score 
1820. .1901, 2090. .2147, 2702. .2888, 3473. .4561, 4932 
5.622.. 6054, 6245.. 6340, 6590.. 6686, 8147.. 8290, 8474 
9410.. 9596, 10520.. 11647 



Seq. ID OJ991014_12.0125.C22 
Strand + 

11647 
GENS CAN 
11647 ' 
.4 



,5010, 
,8571, 



Seq. No. 23801 

Gene No. 49555 

Start 1 

Name 0 J9 9 1 0 1 4_1 2 . 0 1 2 5 . C2 2 . o2 . np 

Start 5491 

GI 6686396 

Exons 5491.. 5545, 5737.. 6054, 8181. 

9410.. 9596, 10520. .11629 

GI Descrip. (AC007234) F1E22.10 [Arabidopsis thaliana] 



OJ991014_12.0125.C22 
+ 

11647 
AAT/NAP 
11629 
1272 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8347, 8474. .8571, 8668. .8802, 



Seq. No. 23801 
Gene No. 49556 
Start 13695 

Name OJ991014JL2 . 0125 . C22 .o2 . tm 

Start 1810 
GI none 
Exons 1810. 

2700. 

9407. 



,1920, 1820. .1918, 2011. 
.2864, 8471.. 8572, 8473. 
.9550, 9408.. 9572 



Seq. ID OJ991014_ 

Strand + 

End 14121 

Method TBLASTX : Mai ze 

End 9572 

Score 111 
.2076, 2016.. 2126, 2699 
.8574, 8663. .8803, 8671 



12.0125.C22 



,2842, 
,8781, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



23801 
49556 
13695 

OJ991014_12.0125.C22.o2.ts 
1810 



none 
1810. . 
2017. . 
8482. . 

23801 
49556 
13695 



Seq. ID OJ991014_12.0125.C22 
Strand + 

14121 

TBLASTX: Soybean 
9508 
113 



End 

_ Method 

End 
Score 

1920, 1811. .1921, 1820. .1918, 2011. .2076, 2016. .2138, 
2142, 2051. .2110, 2684. .2800, 2700. .2798, 8471. .8572, 
8574, 8663. .8803, 8671. .8805, 9407. .9508, 9408. .9506 



Seq. ID 

Strand 

End 



OJ991014 
+ . 

14121 



12.0125.C22 



24043 



Name 

Start 

GI 

Exons 



OJ991014_12.0125.C22.ol.tm 
3467 
none 
3467. , 
3928. , 
4420. , 
10810. 
10940. 
11341, 



Method TBLASTX: Maize 
End 11584 
Score 58 

3583, 3596.. 3844, 3667.. 3837, 3845.-3886, 3899.. 4093, 
4080, 4112. .4258, 4114. .4230, 4187. .4564, 4307. .4483, 
4545, 4527. .4571, 10517 .. 10621, 10658 10885, 
.10884, 10889. .10927, 10889 .. 10990, 10939 .. 11124 , 
.11125, 11003. .11128, 11153. .11305, 11309 .. 11584 , 
.11-583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23801 
49556 
13695 

OJ991014_12.0125.C22.ol.ts 

3611 

none 



Seq. ID OJ991014_12.0125.C22 

Strand + 

End 14121 

Method TBLASTX : Soybean 

End 11622 

Score . 236 



3611. .3886, 3667. .3885, 3898. .4017, 3899. .4093, 4127. .4264, 
4304. .4564, 4306. .4581, 10661 .. 10969, 10810 .. 10926, 
10939. .11124, 10940. .11125, 1T168 .. 11329, 11332 .. 11622 , 
11342. .11584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23801 
49556 
13695 

OJ991014_12.0125.C22.ol.tc 

3734 

none 



Seq. ID OJ991014_12.0125.C22 



Strand 
End 

Method 

End 

Score 



+ 

14121 

TBLASTX: Cress 

11578 

253 



3734. .4135, 3775. .4116, 4112. .4225, 4292. .4546, 4306. .4542, 
10775. .11188, 10793. .10900, 10828 .. 11121, 11003 11125, 
11153. .11266, 11336. .11578, 11347. .11574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23801 

49556 

13695 

OJ991014 

4187 

none 



12.0125.C22.ol.tw 



Seq. ID OJ991014_12.0125.C22 



Strand 
End 

Method 

End 

Score 



+ 

14121 

TBLASTX: Wheat 

11590 

215 



4187. .4564, 4306. .4572, 11195 .. 11305, 11299 1158 6, 
11336. .11590, 11347. .11589 



Seq. No. 23801 Seq. ID 

Gene No. 49556 Strand 

Start 13695 End 

Name OJ991014_12 . 0125 . C22 . o3 . tm Method 

Start 5754 End 

GI none Score 

Exons 5754.. 6080 



OJ991014_12.0125.C22 
+ 

14121 

TBLASTX: Maize 

6080 

200 



Seq. No. 23801 Seq. ID 

Gene No. 4 9556 Strand 

Start 13695 End 

Name OJ991014_12 . 0125 . C22 . o3 . ts Method 

Start 5775 End 

GI none Snorp 

Exons 5775.. 6053 



OJ991014_12.0125.C22 
+ 

14121 

TBLASTX : Soybean 

6053 

1 96 



Seq. No. 



23801 



Seq. ID OJ991014_12.0125.C22 



24044 




Gene No. 


4 955d 






Strand 


+ 


Start 


13695 






End 


14121 


Name 


OJ991014 12 


.0125.C22.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5787 






End 


6035 


GI 


none 






Score 


187 


Exons 


5787. .6035 










Seq. No. 


23801 






Seq. ID 


OJ991014_12.0125.C22 


bene no. 


49556 






Strand 


+ 


Start 


13695 






End 


14121 


Name 


OJ991014 12 


.0125.C22.o3 


.gs 


Method 


GENSCAN 


Start 


13695 






End 


14121 


GI 


none 






Score 


.92 


Exons 


13695. .13896, 13991. .14121 






Seq. No. 


23802 






Seq. ID 


OJ991014_12.0125.C23 


Gene No. 


49557 






Strand 


+ 


Of -i vf 

btart 


1 






End 


COAT 

5oy / 


Name 


OJ991014 12 


.0125.C23.ol 


. np 


Method 


AAT/NAP 


Start 


1 






End 


5897 


GI 


4206306 






Score 


803 


Exons 


1..22, 1683 


.2654, 2696 


. .3611 


, 5849.. 


5897 


GI Descrip. 


(AF049110) prpol [Zea mays] 






Seq., No. 


23802 






Seq. ID 


OJ991014_12.0125.C23 


Gene No. 


49557 






Strand 


+ 


Start 


1 






End 


5897 


Name 


OJ991014 12 


0125.C23.o2 


.np 


Method 


AAT/NAP 


Start 


1 






End 


5347 


GI 


4115365 






Score 


366 


Exons 


1..63, 1238. 


.1352, 1752 


..2233, 2486.. 


3097, 3160.. 3238, 




3384. .3568, 


5251. .5347 








GI Descrip. 


(AC005957) putative retroelement pol 


polyprotein [Arabidops 




thaliana] 










Seq. No. 


23802 






Seq. ID 


OJ991014_12.0125.C23 


Gene No. 


49558 






Strand 




Start 


4836 






End 


6090 


Name 


OJ991014 12. 


01'25.C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1922 






End 


2325 


GI 


none 






Score 


72 


Exons 


1922. .1978, 


1927. .1968, 


1973. 


.2050, 1981. .2085, 2030. .2311, 




2043. .2282, 


2044. .2325, 


2053. 


.2325 




Seq. No. 


23802 






Seq. ID 


OJ991014_12.0125.C23 


Gene No. 


49558 






Strand 




Start 


4836 






End 


6090 


Name 


OJ991014 12. 


0125.C23.o2 


tm 


Method 


TBLASTX: Maize 


Start 


1976 






End 


2193 


GI 


none 






Score 


112 


Exons 


1976. .2050, 


1981. .2049, 


1985. 


.2050, 2032. .2169, 2043. .2192, 




2044. .2193 










Seq. No. 


23802 






Seq. TD 


OJ991014 12 . 0125 . C23 


Gene* No. 


49558 






Strand 




Start 


4836 






End 


6090 


Name 


OJ991014 12. 


0125.C23.ol. 


tm. 


Method 


TBLASTX: Maize 



24045 




Start 


2194 








End 


2624 


GI 


none 








Score 


351 


Exons 


2194. .2466, 


2194 


.2466, 


2400. 


.2624, 2438. .2611 


Seq. No. 


23802 








Seq. ID 


OJ991014_12.0125.C23 


Gene No . 


4 yooo 








Strand 




Start 


4836 








End 


6090 


Name 


OJ991014 12 


.0125 


C23.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


2341 








End 


2845 


GI 


none 








Score 


110 


Exons 


2341. .2466, 


2379, 


.2438, 


2400. 


.2621, 2696.-2845, 2701.. 2832 


Seq. No. 


23802 








Seq. ID 


OJ991014_12.0125.C23 


Gene No . 


/ QCCQ 








Strand 




Start 


4836 








End 


6090 


Name 


OJ991014 12 


.0125, 


C23.ol 


ts 


Method 


TBLASTX: Soybean 


Start 


2996 








End 


3408 


GI 


none 








Score 


151 


Exons 


2996. .3133, 


.2998. 


.3129, 


3077. 


.3133, 3154'.. 3408, 3155. .3406 


Seq. No. 


23802 








beq. id 


ujyyiui4 iz. uizo 


Gene No . 


/ QCCQ 








Strand 




Start 


4836 










a cs q c\ 
bu y u 


Name 


OJ991014 12 


.0125. 


C23.o2 


tw 


L v ie t noa 


i oLno i a . wnea L. . 


St-a'rt 


3041 








17 *-i j~i 


T / "5Q 

o4 j y 


Gl" 


none 








Score 


76 


Exons 


3041. .3130, 


3170. 


.3439 








Seq. No. 


23802 








Seq. ID 


atqqi m yi 10 nnc poo 

ojyyiui4 lz.ui^o.czo 


Gene No . 


A Q R C Q 

4 yoob 








Strand 




Start 


4836 








bna 


buy U 


Name 


OJ991014 12 


.0125. 


C23.o3. 


tw 


Method 


mnT t\ o mv - r,Tl_ _ _ j_ 

TBLASTX : Wneat 


Start 


3925 








End 


4326 


GI 


none 








Score 


200 


Exons 


3925. .4326, 


4125. 


.4298 








Seq. No. 


23802 








Seq. ID 


OJ991014_12.0125.C23 


Gene No . 


y| QCCQ 








Strand 




Start 


4836 








End 


6090 


Name 


OJ991014 12 


.0125. 


C23.o2. 


ts 


Method 


TBLASTX: Soybean 


Start ■ 


4108 








End 


4358 


GI 


none 








Score 


233 


Exons 


4108. .4353, 


4110. 


.4247, 


4320. 


.4358 




Seq. No. 


23802 








Seq. ID 


OJ991014_12.0125.C23 


Gene .No . 


/(QCCQ 








Strand 




Start 


4836 








End 


6090 


Name 


OJ991014 12 


.0125. 


C23.o2. 


gs 


Method 


' GENSCAN 


Start 


4836 








End 


6090 


GI 


none 








Score 


.87 


Exons 


4836. .5402, 


5481. 


.5591, 


5796. 


. 6090 




Seq. No. 


23803 








Seq. ID 


OJ991014_12.0125.C24 


Gene No. 


49559 








Strand 




Start 


39 








End 


1576 


Name 


OJ991014 12 


.0125. 


C24.ol. 


gs 


Method 


GENSCAN 


Start 


39 








End 


1576 



24046 




GI 


none 


Score 


.67 








Exons 


39. .1429, 1526. .1576 












Seq. No. 


23804 


Seq. ID 


OJ991014_ 


12. 


0125 


.C25 


Gene No . 




Qf rand 


+ 








Start 


156 


End 


271 








Name 


OJ991014 12.0125.C25.ol.gs 


Method 


GENSCAN 








Start 


156 


End 


271 








GI 


none 


Score 


.54 








Exons 


156.. 271 












Seq. No. 


23805 


Seq. ID 


OJ991214_ 


11. 


0127 


.CI 


Gene No. 


/ QCC1 


Oil a.1 LkJ. 










Start 


4368 


End 


4933 








Name 


OJ991214 11.0127.Cl.o2.gs 


Method 


GENSCAN 








Start 


4368 


End 


4933 








GI 


none 


Score 


,57 








Exons 


4368.-4479, 4564. .4638, 4852 


. .4933 










Seq. No. 


23806 


Seq. ID 


OJ991214_ 


11. 


0127 


.C2 


Gene No. 


49562 


Strand 


+ 








o tar z 


8747 


End 


10097 








Name 


OJ991214 11.0127.C2.o2.np 


Method 


AAT/NAP 








Start 


8747 


End 


10097 








GI 


5734617 


Score 


140 








Exons 


8747.. 8979, 9929.. 10097 












GI Descrip. 


(AP000391) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23806 


Seq. ID 


OJ991214_ 


11. 


0127 


.C2 


Gene No. 


49563 


Strand 


+ 








btart 


11816 


End 


15036 








Name 


OJ991214 11.0127.C2.o4.np 


Method 


AAT/NAP 








Start 


11816 


End 


15036 








GI 


4678280 


Score 


655 








Exons 


11816. .11929, 13936. .14125, 


14586. .15036 








GI Descrip. 


(AL049660) zinc finger-like 


protein [Arabidopsis 


thaliana] 


Seq. No. 


23806 


Seq. ID 


OJ991214_ 


11. 


0127 


.C2 


bene no. 


49563 


Strand 


+ 








Start 


11816 


End . 


15036 








Name 


' OJ991214 11.0127.C2.o3.gs 


Method 


GENSCAN 








Start 


13436 


End 


15020 








GI 


none 


Score 


.75 








Exons 


13436. .14125, 14526.. 15020 












Seq. No. 


23806 


Seq. ID 


OJ991214_ 


11. 


0127 


.C2 


Gene No. 


49564 


Strand 


+ 








Start 


21121 


End 


21423 








Name 


OJ991214 11.0127.C2.o5.gs 


Method 


GENSCAN 








Start ■ 


21121 


- End 


21423 








GI 


none 


Score 


.6 








Exons 


21121. .21423 












Seq. No. 


23806 


Seq. ID 


OJ991214_ 


11. 


0127 


.C2 


Gene No. 


49565 


Strand 


+ 








Start 


23102 


End 


24811 








Name 


OJ991214 11.0127.C2.o6.gs 


Method 


GENSCAN 









24047 



Start 
GI 

Exons 



23102 End 24811 

none Score . 62 

23102. .23223, 23804 23925, 24738. .24811 



Seq. No. 23806 Seq. ID OJ991214_ll . 0127 . C2 

Gene No. 49566 Strand 

Start 5267 End 12354 

Name OJ991214_ll . 0127 . C2 . ol . gp Method AAT/GAP 

Start 5130 * End 5531 

GI , 85449_1.R1084 • Score 765 . 

Exons 5130.. 5531 

GI Descrip. '773414 2.0e-26 (U23751) beta galactosidase [Cloning vector 
pBBRlMCS-2] >gi_833819 (U25059) LacZ alpha peptide [Cloning 
vector pBBRlMCS-3] >gi_833823 (U25060) LacZ alpha peptide 
[Cloning vector pBBRlMCS-4] >gi_833827 (U25061) LacZ alpha 
peptide [Cloning vector pBBRlMCS-5] 1 



Seq. No. 


23806 


Seq. ID 


OJ991214_11.0127.C2 


Gene No. 


49566 


Strand ■ 




Start 


5267 


End 


12354 


Name 


OJ991214 11.0127.C2.ol.np 


Method 


AAT/NAP 


Start 


5250 


End 


7302 


GI 


4678347 


Score 


779 


Exons 


5250.. 5570, 5721.. 5987, 6071 


..6279, 6367.. 6663, 7243.. 7302 


GI Descrip.-. 


(AL049659) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23806 


Seq. ID 


OJ991214JL1.0127.C2 


Gene No. 


49566 


Strand 




Start 


5267 


End 


12354 


Name 


OJ991214 11.0127.C2.o2.gs 


Method 


GENSCAN 


Start 


5267 


End 


12354 


GI 


none 


Score 


.76 


Exons 


5267.. 5575, 5723.. 5987, 6071 


..6282, 6379.. 6599, 6863.. 6900, 




7072. .7219, 11177. .11215, 114 90 .. 11594 , 


11756. .11928, 




12182. .12354 







Seq. No. 23806 Seq. ID OJ991214_ll . 0127 . C2 

Gene No. 49566 Strand 

Start 5267 End 12354 

Name OJ991214_ll . 0127 . C2 . o3 .np Method AAT/NAP 

Start 6956 End 11454 

GI 4539658 * Score 91 

Exons 6956.. 7003, 9763.. 9848, 9889.. 9955, 11427.. 11454 

GI Descrip. (AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



Seq. No. 


23806 


Seq. ID 


OJ991214 


_11 


.0127 


.C2 


Gene No. 


49567 


Strand 










Start 


27395 


End 


28576 








Name 


OJ991214 ' 11.0127.C2.o7.gs 


Method 


GENSCAN 








Start 


27395 


End 


28576 








GI 


none 


Score 


1 








Exons 


27395. .28576 












Seq. No. 


23806 


Seq. ID 


OJ991214 


_11 


0127 


,C2 


Gene No. 


49567 


Strand 










Start 


27395 


End 


28576 









24048 




Name OJ991214_ll . 0127 . C2 . o5 . np Method AAT/NAP 

Start 27398 End 28576 

GI 6579198 Score 693 

Exons 27398. .28576 

GI Descrip. (AC011438) T23G18.14 [Arabidopsis thaliana] 



Seq. No. 


23806 








Seq. ID 


OJ991214 


_11.0127.C2 


Gene No. 


49568 








Strand 


- 




Start 


29648 








End 


30121 




Name 


OJ991^14' 11 


. 0127 


. C2 . o2 . 


tc 


Method 


TBLASTX : 


Cress 


Start 


5285 








End ' 


5872 




GI 


none 








Score 


169 




Exons 


5285. .5578, 


5325 


. .5561, 


5747. 


.5872 






Seq. No. 


23806 








Seq. ID 


OJ991214 


_11.0127.C2 


Gene No. 


49568 








Strand 


- 




Start 


29648 








End 


30121 




Name 


OJ991214 11 


. 0127 


. C2 . o3 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


5285 








End 


5573 




GI 


none 








Score 


147 




Exons 


5285. .5407, 


5285, 


. .5572, 


5319. 


.5573 






Seq. No. 


23806 








Seq. ID 


OJ991214 


_11.0127._C2 


Gene No. 


49568 








Strand 


— 




Start 


29648 








End 


30121 




Name 


OJ991214 11 


.0127, 


.C2.o6. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5291 








End 


5578 




GI 


none 








Score 


135 




Exons 


5291. .5578, 


5343, 


. .5573 










Seq. No. 


23806 








Seq. ID 


OJ991214 


__11.0127.C2 


Gene No. 


49568 








Strand 






Start 


29648 








End 


30121 




Name 


OJ991214 11 


.0127, 


,C2.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5804 








End 


6640 




GI 


none 








Score 


35 




Exons 


5804 . .5851, 


5829 , 


. . 5954, 


5835 . 


.5990, 5837.. 5989, 


6069. . 6131, 




6070. .6246, 


6070, 


, .6285, 


6210. 


.6302, 6377.. 6517, 


6379. .6534, 




6379. .6522, 


6586. 


, .6636, 


6587. 


. 6640 






Seq. No. 


23806' 








Seq. ID' 


OJ991214 


_i'l.0127.C2 


Gene No. 


49568 








Strand 






Start 


29648 








End 


30121 




Name 


OJ991214 11, 


.0127. 


C2.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5828 








End 


6618 


GI 


none 








Score 


41 




Exons 


5828. .5950, 


5942. 


.5989, 


5943. 


.5990, 6070.. 6282, 


6071. .6139, 




6206. .6241, 


6340. 


.6618, 


6404. 


.6514 






Seq r No. 


23806 








Seq. ID 


OJ991214 


_11.0127.C2 


Gene No. 


49568 








Strand 






Start 


29648 








End 


30121 




Name 


OJ991214 11, 


.0127. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5945 








End 


651 9 




GI 


none 








Score 


38 




Exons 


5945. .5989, 


5945. 


.5989, 


6070. 


.6246, 6070. . 6282, 


6209. .6283, 




6210. .6284, 


.6231. 


.6284, 


6378. 


.6512, 6382.. 6519, 


6383. .6511 



24049 




Seq. No. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


bene no . 


49568 




Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


6070 




End 


6525 


GI 


none 




Score 


49 


Exons 


6070. .6285, 6077. .6139, 6203. .6241, 6362. .6523, 6385. .6522 




6406.. 6525 








Seq. No. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No . 


49568 




Strand 




Start 


OCx&A ft 

z y D4 o 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


o5.tm 


Method 


TBLASTX: Maize 


Start 


14005 




End 


14732 


GI 


none 




Score 


157 


Exons 


14005. .14121, 14009. 


.14128, 


14028. .141- 


44, 14591. .14731, 




14595. .14732, 14616. 


.14732 






oeq. no. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No. 






Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


14027 




End 


14933 


GI 


.-.'•none 




Score 


142 


Exons 


14027. .14128, 14032. 


.14112, 


14591. .14932, 14595. .14933 


O rt j-m XT 

oeq. no. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No. 


4 yooo 




Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


o3. ts 


Method 


TBLASTX : Soybean 


Start 


27404 




End 


27655 


GI 


none 




Score 


166 


Exons 


27404. .27655, 27489. 


.27638, 


27566. .27643 


oeq. no. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No. 


A Q R CO 




Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


o2.tm 


Method 


TBLASTX: Maize 


Start 


27446 




End 


27827:$;- - 


GI - • 


none 




Score 


384 


Exons 


27446. .27769, 27489. 


.27770, 


27770. .27826, 27771.. 27827 


O rt /y M rt 

oeq. no. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No. 


49568 




Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


o5 . ts 


Method 


TBLASTX : Soybean 


Start 


27737 




End 


28003 


GI 


none 




Score 


118 


Exons 


27737. .27784, 27788. 


.28003, 


27798.-27989 


Seq. No. 


23806 




Seq. ID 


OJ991214_11.0127.C2 


Gene No. 


49568 




Strand 




Start 


29648 




End 


30121 


Name 


OJ991214 11. 0127. C2. 


o6.np 


Method 


AAT/NAP 


Start 


29648 




End 


30121 


GI 


2586082 




Score 


644 



24050 



Exons 


29648. .30121 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


o o o n £ 


Seq. ID 


OJ991214_11.0127 


.C2 


Gene No. 


49568 


Strand 






Start 


29648 


End 


30121 




Name 


OJ991214 11 . 0127 . C2 . o2 . ts 


Method 


TBLASTX: Soybean 




Start 




End 


30113 




GI 


none 


Score 


. 168 




Exons , 


29699. .30070, 29700. .30071 


, 30045. .30113, 30073.. 30102 




Seq. No. 


23806 


Seq. ID 


OJ991214_11.0127 


.C2 


Gene No. 


49568 


Strand 






Start 


29648 


End 


30121 




Name 


y-v TAA1 *M A 11 A 1 A ^ i^i /"» _ J j 

OJ991214__ll . 0127 . C2 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


29705 


End 


30120 




GI 


none 


Score 


127 




Exons 


Arti a r a a a A A A a i - ji a a a a a 

29705 29992, 29754 29993 


, 29993. .30073, 29999 .. 3007 6, 






O A A O T A 1 OA O A A O A ~) A 1 OA 

30082 .. . 30120, 30082.. 30120 








Seq. No. 


23807 


Seq. ID 


OJ991214_11.0127 


.C3 


Gene No. 


49569 


Strand 






otart 


1 


End 


2658 




Name 


OJ991214 11.0127. C3.ol.np 


Method 


AAT/NAP 




Start. 


1 


End 


: :.2 658 




GI 


2586082 


Score 


2437 




Exons 


1..2658 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


23807 


Seq. ID 


OJ991214_11.0127 


.C3 


Gene No. 


49569 


Strand 






Start 


1 


End 


2658 




Name 


OJ991214 11.0127.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


626 


End 


1024 




GI 


none 


Score 


132 




Exons 


626.. 1024, 655.. 1008 








Seq. No. 


23807 


Seq. ID 


OJ991214_11.0127 


.C3 


Gene No. 


49569 


Strand 






Start 


1 


End 


2658 




Name 


OJ991214 11.0127.C3.ol.tc 


' Method 


TBLASTX: Cress 




Start 


667 


End 


1132 




GI 


none 


Score 


55 




Exons 


667. .1128, 668. .808, 848.. 


1132 






Seq. No. 


23807 


Seq. ID 


OJ991214_11.0127 


.C3 


Gene No. 


49569 


Strand 






Start 


1 


End 


2658 




Name 


OJ991214 11.0127.C3.ol.tm 


Method 


TBLASTX: Maize ' 




Start 


691 


End 


1015 




GI 


none 


Score 


121 




Exons 


691. .1008, 692. .1015 








Seq. No. 


23807 




O.TQQ1914 11 0197 




Gene No. 


49569 


Strand 






Start 


1 


End 


2658 




Name 


OJ991214 11.0127.C3.ol.ts 


Method 


TBLASTX : Soybean 





24051 



Start 
GI 

Exons 



697 
none 

697. .1101 



End 
Score 



1101 
244 



Seq. No. 23807 

Gene No. 49569 

Start 1 

Name OJ991214_ll . 0127 . C3 . o2 . ts 

Start 1123 

GI none 

Exons 1123.. 1302, 1318.. 1449, 1435. 

Seq. No. 23807 

Gene No. 49569 

Start 1 

Name OJ991214_ll . 0127 . C3 . o2 . tc 

Start 1237 

GI none 

Exons 1237.. 1314, 1315.. 1449, 1459. 

Seq. No. 23807 

Gene No. 4 9569 

Start 1 

Name OJ991214_ll . 0127 . C3 . ol . tw 

Start 1621 

GI none 

Exons 1621.. 1986, 1622.. 2002 

Seq. No. 23807 

Gene No. 49569 

Start 1 

Name OJ991214_ll . 0127 . C3 . o2 . tm 

Start 1621 

GI none 

Exons 1621.. 1911, 1622.. 1903 

Seq. No. 23807 

Gene No. 4 9569 

Start 1 

Name OJ991214_ll . 0127 .C3 . o3 . tw 

Start 2275 

GI none 

Exons 2275.. 2574, 2423.. 2533 

Seq. No. 23807 

Gene No. 49569 

Start 1 

Name OJ991214_11.0127.C3.o3.tm 

Start 2395 

GI none 

Exons 2395.. 2658, 2423.. 2548 

Seq. No. 23808 

Gene No. 4 9570 

Start 80 

Name 0 J991214_ll . 0127 . C4 . ol . gs 

Start .80 



Seq. ID OJ991214_11.0127.C3 
Strand 

End 2658 
Method TBLASTX : Soybean 
End 1536 
Score 91 
,1536 

Seq. ID OJ991214_11.0127.C3 
Strand 

2658 

TBLASTX: Cress 
1647 
41 



End 

Method 
End 
Score 
.1524, 1594.. 1647 



Seq. ID OJ991214_11.0127.C3 
Strand 

End 2658 

Method TBLASTX : Wheat 

End 2002 

Score 223 



Seq. ID OJ991214_11.0127.C3 
Strand 

End 2658 

Method TBLASTX : Mai ze 

End 1911 

Score 112 



Seq. ID OJ991214_11.0127.C3 
Strand 

End 2658 

Method TBLASTX: Wheat 

End 2574 

Score 69 



Seq. ID OJ991214_11.0127.C3 
Strand 

End 2658 

Method TBLASTX: Maize 

End 2658 

Score 79 



Seq. ID OJ991214_11.0127.C4 

Strand + 

End 661 

Method GENSCAN 

End 661 



24052 



GI 

Exons 



none 

80. .265, 466. .661 



Score 



.49 



Seq. No. 23808 

Gene No. 49571 

Start 7092 

Name OJ991214 

Start 7092 

GI none 

Exons 7092.. 7165, 7756 



_11.0127.C4.o3.gs 



8158, 8740. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8814 



OJ991214_ 
+ 

9311 
GEN SCAN 
8814 
.68 



11. 0127. C4 



beq. No. 


23808 






Seq. ID 


OJ991214_ll 


. 0127 . C4 


Gene No. 


49571 






Strand 


+ 




Start 


7092 






End 


9311 




Name 


OJ991214 11 


.0127 


.C4 . o3 .np 


Method 


AAT/NAP 




Start 


8106 






End 


9311 




GI 


2239179 






Score 


163 




Exons 


8106. .8158, 


8740 


..8814, 9093. 


.9171, 9283. .9311 




GI Descrip. 


(Z97208) hypothetical protein 


[Schizosaccharomyces 


pombe] 


Seq. No. 


23808 






Seq. ID 


OJ991214_ll 


.0127. C4 


Gene No. 


49572 






Strand 






Start 


1 






End 


122 




Name 


OJ991214 11 


.0127 


,C4 .ol.np 


Method 


AAT/NAP 




Start 


1 






End 


122 




GI 


2586082 






Score 


87 




Exons 


1. .122 












GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


23808 






Seq. ID 


OJ991214_ll 


. 0.127. C4 


Gene No. 


49573 






Strand 






Start 


2564 






End 


5995 




Name 


OJ991214 11 


.0127 


-C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


2540 






End 


2735 




GI 


none 






Score 


197 




Exons 


2540. .2734, 


2546 


..2731, 2571.. 


.2735 






Seq. No. 


23808 






Seq. ID 


OJ991214_ll 


.0127. C4 


Gene No. 


49573 






Strand 






Start 


2564 






End 


5995 




Name 


OJ991214 11 


.0127 


. C4.o2.gs 


Method 


GEN SCAN 




Start 


2564 






End 


,5995 




GI 


none 






Score 


.59 




Exons 


2564. .2768, 


3449 


..3582, 4126.. 


.4627, 4936. .4979, 5080. .5214, 




5264. .5369, 


5777 


..5902, 5907.. 


,5995 






Seq. No. 


23808 






Seq. ID 


OJ991214_ll 


.0127. C4 


Gene No. 


49573 






Strand 






Start 


2564 






End 


5995 




Name 


OJ991214 11, 


.0127, 


.C4.o2.np 


Method 


AAT/NAP 




Start 


2570 






End 


5318 




GI 


3860273 






Score 


826 





Exons 2570. .2768, 3449. .3564, 4126. .4645, 4932. .4979, 5080. .5318 

GI Descrip. (AC005824) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 23808 Seq. ID OJ991214_ll . 0127 . C4 

Gene No. 49573 Strand^ 

24053 



Start 
Name 
Start 
GI 

Exons 



2564 End 

OJ991214_ll . 0127 . C4 . o2 . ts Method 

2571 End 

none Score 



2571. .2642, 2573. .2767, 2685. .2768, 344£ 
3484. .3564 



5995 

TBLASTX : Soybean 

3565 

56 

,3492, 3482.-3565, 



Seq. No. 23808 

Gene No. 49573 * • 

Start 2564 

Name OJ991214_ll . 0127 . C4 . ol . tw 

Start 2657 

GI none 
Exons 



Seq. ID OJ991214_11.0127.C4 
Strand 

End 5995 

Method TBLASTX : Wheat 

End 4282 

Score 162 



2657. .2767, 2658. .2768, 2671. .2787, 3446. .3655, 3448. .3564, 
4126. .4281, 4127. .4282 



Seq. No. 23808 

Gene No. 49573 

Start 2564 

Name OJ991214_ll . 0127 . C4 . ol..,tm 

Start 4232 

GI none 
Exons 



Seq. ID OJ991214_11.0127.C4 
Strand 

End 5995 

Method TBLASTX: Maize 

End 4596 

Score 157 



4232..4393, 4234. .4413, 4235. .4393, 4404. .4592, 4404. .4595, 
4405.. 4593, 4405.. 4596 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23808 
49573 
2564 

OJ991214_11.0127.C4.ol.ts 

4282 

none 



Seq. ID OJ991214_11.0127.C4 
Strand 

End 5995 

Method TBLASTX : Soybean 

End 4 638 

Score 116 



4282. .4338, 4384.-4629, 4475. .4630, 4477. .4638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23808 
49573 
2564 

OJ991214_11.0127.C4.o3.tm 

4867 

none 



Seq. ID OJ991214_11.0127.C4 
Strand 

End 5995 

Method TBLASTX: Maize 

End - 5128 

Score 165 



4867. .4992, 4872. .4979, 4874. .4993, 5080. .5124, 5084. .5122, 
5084.. 5128 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23809 
49574 
11045 

OJ991214_11.0127.C5.o2.gs 

11045 

none 



Seq. ID OJ991214_11.0127.C5 

Strand + 

End 18612 

Method GENSCAN 

End 18612 

Score .59 



11045. .11113, 11333. .11489, 11669 .. 11788 , 12733 .. 12795, 
13346. .13502, 15482 .. 15530, 16220 .. 16297 , 16551 .. 16629, 
16710. .16914, 17035. .17131, 18514.. 18612 



Seq. No. 23809 

Gene No. 49575 

Start 19416 

Name OJ991214_ll . 0127 . C5 . o2 . np 

Start 19416 



Seq. ID OJ991214_11.0127.C5 

rand + 

End 23611 

Method AAT/NAP 

End 21600 



24054 





6523083 




Score 


981 




Exons 


19416. .19547, 20227 


. .21600 








GI Descrip. 


(AL133315) cytochrome P450- 


like protein [Arabidopsis thaliana 


Seq. No. 


23809 




Seq. ID 


OJ991214_ll. 0127 


.C5 


Gene No. 


49575 




Strand 


+ 




Start 


19416 




End 


23611 




Name 


OJ991214_ll . 0127 . C5 , 


. o3.gs 


Method 


GENSCAN 




Start ' 


20041 




End 


23446 . 




GI 


none 




Score 


.85 




Exons 


20041. .21561, 21694, 


. .21739, 


22554.-22684, 23083 .. 23104 , 






23202 . . 234 4 6 










Seq. No. 


23809 




Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49575 




Strand 


+ 




Start 


19416 




End 


23611 




Name 


OJ991214 11. 0127. C5. 


. o3.np 


Method 


AAT/NAP 




Start 


20556 




End 


23611 




GI 


3608155 




Score 


143 




Exons 


20556. .20604, 23218, 


. .23438, 


23484. .23611 




GI Descrip. 


(AC005314) putative 


pre-mRNA splicing 


factor RNA helicase 




[Arabidopsis thaliana] 








Seq. No. 


23809 




Seq. ID 


OJ991214JL1.0127 


.C5 


Gene No. 


49576 




Strand 






Start 


3535 




End 


10464 




Name 


OJ991214 11. 0127. C5. 


. o 1 . np 


Method 


AAT/NAP 




Start 


3535 




End 


10464 




GI 


5042454 




Score 


259 




Exons 


3535.. 3588, 3842.. 4025, 10433.. 10464 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


23809 




Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49577 




Strand 






Start 


11372 




End 


21561 




Name 


OJ991214 11. 0127. C5. 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


11372 




End 


20892 




GI 


none 




Score 


57 




Exons 


11372. .11425, 20595. 


. .20795, 


20595. .20891, 20599.. 20892 




Seq. No.- 


23809 




Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49577 




Strand 






Start 


11372 




End 


21561 




Name 


OJ991214 11. 0127. C5 . 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


20159 




End 


21561 




GI 


none 




Score 


36 




Exons 


20159. .20182, 20194. 


.20589, 


20194. .20466, 2024 7 .. 20567 , 






20604. .20822, 20605. 


.20892, 


20860. .21099, 2088 6 .. 21098 , 






21118. .21486, 21120. 


.21485, 


21493. .21561, 21513. .21560 




Seq. No. 


23809 




Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49577 




Strand 






Start 


11372 




End 


21561 




Name 


OJ991214 11. 0127. C5 . 


o3 . tc 


Method 


TBLASTX! Cress 




Start 


20332 




End 


20688 




GI 


none 




Score 


156 . 




Exons 


20332. .20475, 20343. 


.20480, 


20596.. 20688 





24055 




Seq. No. 


23809 






Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49577 






Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


20603 






End 


20868 




GI 


none 






Score 


63 




Exons 


20603. 


.20647, 20604. 


.20810, 


20604 . .20819, 20605 20868 , 






20779. 


.20859 










Seq. No. 


23809 






Seq. ID 


OJ991214_11.0127 




Gene No. 


49577 






Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


20689 






End 


21098 




GI 


none 






Score 


206 




Exons 


20689. 


.20913, 20700. 


.20822, 


20893. .21078, 20961. .21098 




Seq. No. 


23809 






Seq. ID 


OJ991214_11.0127 


,C5 


Gene No.' 


49577 






• Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


ol . tm 


Method- 


TBLASTX: Maize 




Start 


20871 






End 


21300 




GI 


none 






Score 


46 




Exons 


20871. 


.20933, 20872. 


.21102, 


20874 . .21098, 2104 4 .. 21118 , 






21111. 


.21299, 21112. 


.21300 








Seq. No. 


23809 






Seq. ID 


OJ991214JL1.0127 


. to 


Gene No. 


49577 






Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


21118 






End 


21489 




GI 


none 






Score 


346 




Exons 


21118. 


.21489, 21129. 


.21476 








Seq. No. 


23809 






Seq. ID 


OJ991214_11.0127 


. Lj 


Gene No. 


49577 






Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


21153 






End 


21504 




GI 


none . 






Score 


552 




Exons 


21153. 


.21503, 21154. 


.21504 








Seq. No. 


23809 






Seq.. ID 


OJ991214_11.0127 


. Lj 


Gene No. 


49577 






Strand 






Start 


11372 






End 


21561 




Name 


OJ991214 11. 0127. C5. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


21316 






End 


21537 




GI 


none 






Score 


363 




Exons 


• 21316. 


21537, 21318. 


.21536 








Seq. No. 


23809 






Seq. ID 


OJ991214_11.0127 


.C5 


Gene No. 


49578 






Strand 






Start 


23222 






End 


23440 




Name 


OJ991214 11. 0127. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


23222 






End 


23440 




GI 


none 






Score 


181 w - 





24056 




Exons 


23222.-23344, 23230 .. 23343, 


23356.-23439, 23357 


. .23440 




Seq. No. 


23809 


Seq. ID 


OJ991214 


_11.0127, 


■ C5 


Gene No. 


4 95 to 


Strand 








Start 


23222 


End 


23440 






Name 


OJ991214 11.0127.C5.o4.tc 


Method 


TBLASTX: 


Cress 




Start 


23224 


End 


23440 






GI 


none 


Score 


138 






Exons 


23224 . .23346, 23225 23347, 


23356. .23439, 23357 


. .23440 




Seq. No. 


23810 


Seq. ID 


OJ991214 


_11.0127, 


.C6 


Gene No. 


49579 


Strand 


+ 






Start 


191 


End 


5357 






Name 


OJ991214 11.0127. C6.ol.gs 


Method 


GENSCAN 






Start 


191 


End 


5357 






GI 


none 


Score 


.43 






Exons 


191. .246, 289. .554, 838. .1017, 1668. .1844, 1927 


. .1990, 






2313. .2401, 2430. .2541, 2590. .2661, 3043. .3111, 


5021. .5261, 




5280. .5357 










Seq. No. 


23810 


Seq. ID 


OJ991214 


_11.0127. 


.C6 


Gene No. 


49580 


Strand 


+ 






Start 


8698 


End 


8927 






Name 


OJ991214 11.0127.C6.ol.gp 


Method 


AAT/GAP 






Start 


8698 


End 


8927 






GI 


none 


Score 


360 






Exons 


8698.-8927 










Seq. No. 


23810 


Seq. ID 


OJ991214 


_11.0127. 


,C6 


Gene No. 


49581 


Strand 


+ 






OH i •>-+- 


10261 


End 


14959 






Name 


OJ991214 11.0127.C6.ol.np 


Method 


AAT/NAP 






Start 


10261 


End 


14959 






GI 


3063659 


Score 


73 






Exons 


10261. .10423, 11258. .11356, 


14895. . 14959 






GI Descrip. 


(AF058287) high mobility group protein 


I-C [Gallus gallus] 


Seq. No. 


23810 


Seq. ID 


OJ991214_ 


JL1.0127. 


C6 


Gene No. 


49582 


Strand 


+ 






Start 


23496 


End 


29699 






Name 


OJ991214 11.0127.C6.o2.gp 


Method 


AAT/GAP 






Start 


23496 


End 


25957 






GI 


102 6.R1084 


Score 


1663 






Exons 


23496. .23641, 24203 .. 2434 0, 


24420. .24607, 25550 


. .25957 




GI Descrip. 


f 2911068/emb|CAA17530.1| 1. 


0e-78 (AL021960) G10- 


-like protein 




[Arabidopsis thaliana] • 










Seq. No. 


23810 


Seq. ID 


OJ991214 


JL1.0127. 


C6 


Gene No. 


49582 


Strand 


+ 






Start 


23496 


End 


29699 






Name 


OJ991214 11.0127.C6.o4.gs 


Method 


GENSCAN 






Start 


24247 


End 


29292 






GI 


none 


Score 


.62 






Exons 


24247. .24340, 24 420 24 607, 


25550 .. 2565 


>4 ; 26514, 


26682, 






26691. .26854, 26940 . .27373, 


27459.-27738, 28137, 


. .29292' 




Seq. No. 


23810 


Seq. ID / 


OJ991214_ 


JL1.0127. 


C6 



24057 




Gene No. 


49582 




Strand 


+ 






Start 


23496 




End 


29699 






Name 


OJ991214J.1.0127.C6. 


o4 .np 


Method 


AAT/NAP 






Start 


24247 




End 


29699 






GI 


5852181 




Score 


3467 






Exons 


24247. .24340, 24420. 


.24607, 


25550. .25654, 26514 


. .26664, 






26691. .26854, 26940. 


.27242, 


27321. .27373, 27519 


. .27738, 






28137. .29106, 29673. 


.29699 










GI Descrip. 


(AL117265) zhbOOll.l 


[Oryza 


sativa] 




^ ■ 




Seq. No. 


23810 




Seq. ID 


OJ991214 


J.1.0127. 


C6 


Gene No. 


49582 




Strand 


+ 






Start 


23496 




End 


29699 






Name 


OJ991214 11 . 0127 .C6. 


o3.gp 


Method 


AAT/GAP 






Start 


29021 


End 


29354 






GI 


701114 




Score 


653 






Exons 


29021. .29354 












GI Descrip. 


5852170/emb|AL117265 


.1IOST17804 2.0e-27 Oryza sativa 






indica (GLA4 ) genomic 


DNA, chromosome 4 


,, BAC clone :tl7804 


Seq. No. 


23810 




Seq. ID 


OJ991214 


J1.0127. 


C6 


Gene No. 


49583 




Strand 








Start 


15900 




End 


23610 






Name 


ojyyizi4 ii.uiz/.Co. 


o3 . np 


Method 


AAT/NAP 






Start 


15834 




End 


18719 






GI 


5830509 




Score 


247 






Exons 


15834. .15879, 16802. 


.16864, 


16996. .17099, 17669 


. .17785, 






17874. .18037, 18152. 


.18409, 


18570. .18719 






GI Descrip. 


(AL110506) WD repeat 


protein [Schizosaccharomyces pombe] 




Seq. No. 


23810 




Seq. ID 


OJ991214_ 


J.1.0127. 


C6 


Gene No. 


49583 




Strand 








Start 


15900 




End 


23610 






Name 


OJ991214. 11. 0127. C6. 


o3.gs 


Method 


GENSCAN 






Start 


15900 




End 


23610 






GI 


none 




Score 


.7 






Exons 


15900. .15978, 17164. 


.17233, 


17878. .18037, 18152 


. .18409, 






18570. .18834, 22088. 


.22242, 


23305. .23419, 23492 


. .23610 




Seq. No. 


23810 




Seq. ID 


OJ991214_ 


J1.0127. 


C6 


Gene No. 


49583 




Strand 








Start 


15900 




End 


23610 






Name 


OJ991214 11. 0127. C6. 


o2 .np 


Method 


AAT/NAP 






Start 


16179 




End 


17086 






GI 


6693030 




Score 


382 






Exons 


16179. .16218, 16388. 


.16461, 


16544. .16864, 16996 


. .17086 




GI Descrip. 


(AC012375) T22C5.29 


[Arabidopsis thaliana] 






Seq. No. 


23810 




Seq. ID 


OJ991214_ 


J1.0127. 


C6 


Gene No. 


49583 




Strand 








Start 


15900 




End 


23610 






Name 


OJ991214 11.0127.C6.' 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


16562 




End 


17074 • 






GI 


none 






55 






Exons 


16562. .16633, 16566. 


.16646, 


16710. .16880, 16722, 


. .16844, 






16723. .16866, 16989. 


.17069, 


16994. .17074 







24058 



Seq. No. 23810 
Gene No. 49583 
Start 15900 

Name OJ991214_ll . 0127 . C6 . o2 . tm 

Start 16786 
GI none 
Exons 16786. 

16996. 

17638. 



,16875, 16788. .16880, 
,17187, 16997. .17188, 
,17790, 17657. .17821 



Seq. ID 
Strand 
End 

Method 
End 
Score 

16799 

16998 



OJ991214 11. 0127. C6 



23610 

TBLASTX: Maize 
17821 
84 

16888, 16992. . 17177, 
17189, 17636. .17818, 



Seq. No. 23810 ■ - 

Gene No. 4 9584 

Start 24232 

Name OJ991214_ll . 0127 . C6 . ol . tm 

Start 24232 

GI none 

Exons 24232. .24339, 24232 .. 24351, 
. 24422. .24613, 25540 .. 25701, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

24415 

25547 



OJ991214 11. 0127. C6 



25778 

TBLASTX: Maize 
25705 
167 

24606, 24419. .24631, 
25705, 25547.. 25702 



Seq. No. 23810 
Gene No. 49584 
Start 24232 

Name OJ991214_ll . 0127 .C6 . ol . tc 

Start 24241 
GI none 

Exons 24241. .24348, 24243 .. 24347, 

24516. .24605, 24521 .. 24 631, 
25552. .25701, 25553.. 25705 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24415. .24519, 
24522. .24605, 



OJ991214 11. 0127. C6 



25778 

TBLASTX: Cress 
25705 
154 

24419. .24517, 
24523. .24606, 



Seq. No. 23810 

Gene No. 4 9584 

Start 24232 

Name OJ991214JL1 . 0127 ,C6.ol . ts 

Start 24243 

GI none 

Exons 24243.-24338, 24247 24339, 
24419. .24631, 24425 24 613, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24247. .24342, 
25540. .25707, 



OJ991214 11. 0127. C6 



25778 

TBLASTX : Soybean 
25707 
144 

24415. .24606, 
25547. .25705 



Seq. No. 23810 Seq. ID 

Gene No. 49584. Strand 

Start 24232/ End 

Name OJ991214_ll . 0127 ,C6.ol . tw Method 

Start 24439 End 

GI none Score 

Exons 24439. .24606, 24440 .. 24 631, 25539 .. 25706, 25540 

25540. .25710, 25547 .. 25705, 25734. .25778 



OJ991214 11. 0127. C6 



25778 

TBLASTX: Wheat 
25778 
307 

25698, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



23810 
49585 - 
28497 

OJ991214_ll.0127.C6.o3.tm 
28497 
none 
28497 
28627 



OJ991214 11. 0127. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

28619. 28502 ; ; 28531, 28538 . . 28 621 , 2S586 .. 28738, 
28740, 28629.-28799^ 28629.-28745 



28799 

TBLASTX: Maize 

28799 

96 



23811 



Seq. ID OJ991214 11. 0127. C7 



24059 



Gene No. 


49586 




Strand 


+ 


Start 


885 




End 


1352 


Name 


OJ991214 11.0127 


.C7.ol.gp 


Method 


AA1 /bAr 


Start 


885 




End 


1352 


GI 


uC-osflcypl32f03al 


Score 


908 


Exons 


885. .1352 








GI Descrip. 


f 5852170/emb|AL117265.1|OST17804 2.0e- 


27 Oryza sativa 


indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No.- 






Seq. ID 


OJ991214_11.0127.C7 


Gene No. 






Strand 




Start 


O O 1 




End 


5807 


Name 


OJ991214 11.0127 


.C7.ol.gs 


Method 


GENSCAN 


Start 


222 




End 


5807 


GI 


none 




Score 


. 92 


Exons . 


222. .348, 1307..: 


1503, 2280.. 2566, 2673 


..2907, 3205.. 3492, 




3598.. 3648, 3740 


..3875, 4686 


..4786, 5173. .5270, 5354. .5807 


Seq. No. 


23811 




Seq. ID 


OJ991214_11.0127.C7 


Gene No. 


49587 




Strand 




Start 


222 




End 


5807 


Name 


OJ991214 11.0127 


.C7 .ol.np 


Method 


AAT/NAP ' 


Start 


1285 




End 


5804 


GI 


3860251 




Score 


1950 


Exons 


1285.. 1535, 2280 


..2566, 2673 


..2907, 3205. .3492, 3598.-3648, 




3740.. 3875, 4686 


..4789, 4915 


..5085, 5173.. 5804 


GI Descrip. 


(AC005824) putative membrane 


transporter [Arabidopsis thai. 


Seq. No. 


23811 




Seq. ID 


OJ991214_11.0127.C7 


Gene No. 


49588 




Strand 




Start 


7307 




End 


7754 


Name 


OJ991214 11.0127 


.C7.o3.tm 


Method 


TBLASTX: Maize 


Start 


1282 




End 


1509 


GI 


none 




Score 


44 


Exons 


1282.. 1311, 1289 


..1312, 1321 


. .1509, 1394. .1504 


Seq. No. 


23811 




Seq. ID 


OJ991214_11.0127.C7 


Gene No. 


49588 




Strand 




Start 


7307 




End 


7754 


Name 


OJ991214 11.0127 


.C7 .ol. tm 


Method 


TBLASTX: Maize 


Start 


2304 




End 


2932 


GI 


none 




Score 


47 


Exons ■ 


2304.. 2366, 2358 


..2420, 2374 


..2415, 2419. .2568, 2421. .2567 




2668.. 2907, 2669 


. .2932 






Seq. No. 


23811 




Seq. ID 


OJ991214_11.0127.C7 


Gene No. 


49588 




Strand 




Start 


7307 




End 


7754 


Name 


OJ991214... 11.0127 


.C7.ol.ts 


Method 


TBLASTX : Soybean. 


Start 


2358 ' 




End 


3648 


GI 


none 




Score 


65 


Exons 


2358.-2573, 2370 


..2507, 2374 


..2571, 2668. .2907, 2669.-2932 




2702.. 2908, 3194 


..3493, 3235 


..3474, 3577.-3648 


Seq. No. 


23811 




Seq. ID 


OJ991214_11.0127.C7 


Gene No. 


49588 




Strand 




Start 


7307 




End 


7754 



24060 



Name 

Start 

GI 

Exons 



OJ991214 11.0127.C7.o2.tm 



Method TBLASTX: Maize 



3238 End 5061 

none Score 150 

3238. .3474, 3248.-3493, 3574. .3648, 3589. .3654, 3740. .3886, 

3780. .3881, 4683. .4781, 4685. .4804, 4915. .5034, 4934. .5035, 
5035. .5061 



Seq. No. 
' Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23811 
49588 
7307 

OJ991214_ll.0127.C7.o2.ts 

4963 

none 



Seq. ID OJ991214_11.0127.C7 
Strand 
End 

Method 
End 
Score 



7754 

TBLASTX: Soybean 

5271 

87 



4963. .5082, 4964. .5071, 5155. .5271, 5180. .5254 



23811 Seq. ID 

49588 Strand 

7307 End 

OJ991214_11.0127.C7.o2.gs 'Method 

7307 ' End 

none Score 

7307. .7463, 7630. .7754 



OJ991214_11.0127.C7 

7754 
GENSCAN 
7754 
.49 



23812 Seq. ID OJ991214_ll . 0127 . C8 

4 958 9 ■ Strand ■ + - 

2776 End 2856 

OJ991214__ll . 0127 . C8 . ol . np Method AAT/NAP 

2776 End 2856 

6630699 Score 95 

2776. .2856 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 

23812 Seq. ID OJ991214_ll . 0127 . C8 

49590 Strand + 

7077 End 13056 

OJ991214_ll . 0127 . C8 . o2 . gp Method AAT/GAP 

6877 End 9728 

60013_1.R1084 Score - 829 

6877. .7185, 9578. .9728 

'5734616/dbj | AP000391 . 1 | AP000391 8.0e-61 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



23812 
49590 
7077 

OJ991214_11.0127.C8.o2.gs 

7077 

none 



Seq. ID OJ991214 11. 0127. C8 



Strand 
End 

Method 

End 

Score 



+ 

13056 
GENSCAN 
13056 
.58 



7077. .7185, 9578. .9808, 1034 4 .. 10451 , 10787 .. 10882 , 
11808. .12134, 12308.. 13056 



23812 Seq. TD OJ991214 

49590 Strand + 

7077 End 13056 

OJ991214_ll . 0127 . C8 . o2 . np Method AAT/NAP 



11 0197. PR 



24061 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7100 End 13053 

6579208 Score 1253 

7100. .7185, 9665. .9808, 11808 .. 11905 , 12018 ... 12219, 12323. .13053 
(AC011438) T23G18.9 [Arabidopsis thaliana] 



23812 
49591 
13543 

OJ991214_11.0127.C8.o3.gs 
13543 



End 

Method 
End 

none Score 
13543. .13856, 13954 13996, 14425 .. 14 547 , 14 909 .. 14987, 
15127. .15264, 15508 15605, 15930 .. 16020, 16339 .. 16409, 
16749. .16874, 18360 18544 , 18990 19126, 19223.. 19269 



Seq. ID OJ991214_11.0127.C8 
Strand + 

19269 
GENSCAN 
19269 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23812 
49591 
13543 

OJ991214_11.0127.C8.o3.np 
13579 
1170639 
13579. .13899, 
15157. .15264, 
16703. .16913 
3-DEOXY-D 
gil 1073787 
transferas 
KW20) gill 
transferas 



14425. .14547, 
15508. .15605, 



Seq. ID 
Strand 
End 

Method 
-End 

Score 
14714. .14821, 
15930. .16020, 



OJ991214 
+ 

19269 
AAT/NAP 
16913 
240 

14906. 
16130. 



11. 0127. C8 



14987, 
16265, 



MANNO-OCTULOSONIC-ACID TRANSFERASE (KDO TRANSFERASE) 
lpir| IF64084 3-deoxy-d-manno-octulosonic-acid 
e (kdtA) homolog - Haemophilus influenzae {strain Rd 
573651 (U32748) 3-deoxy-d-manno-octulosonic-acid 
e (kdtA) [Haemophilus influenzae Rd] 



Seq. No. 23812 Seq. ID 

Gene No. 49592 Strand 

Start 12646 End 

Name OJ991214_ll . 0.127 . C8 . ol . tc Method 

Start 9556 End 

GI none Score 

Exons 9556.. 9807, 9567.. 9794 



OJ991214_11.0127.C8 
13213 

TBLASTX: Cress 

9807 

312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



23812 Seq. ID 

49592 Strand 

12646 End 

OJ991214_11.0127.C8.ol.ts Method 

9556 End 

none Score 



OJ991214_11.0127.C8 
13213 

TBLASTX: Soybean 

12615 

357 



9556. .9810, 9567. .9809, 11806. .11928, 11807. .11905, 
12012. .12206, 12017. .12205, 12307 .. 12351 , 12364 .. 12615, 
12364. .12591, 12366.. 12605 



Seq. No. 23812 

Gene No. 4 9592 

Start 12646 

.Name OJ991214_ll . 0127 . C8 . o3 . tc 

Start 11810 

GI none 

Exons 11810. .11929, 12012 12224 , 
12321. .12353, 12367 12411, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214 11. 0127. C8 



13213 

TBLASTX: Cress 
12413 
1 17 

12017. .12229, 12307. .12351, 
12369. .12413 



24062 




Seq. No. 


23812 




Seq. ID 


OJ991214_11.0127 


.C8 


Gene No. 


49592 




Strand 






Start 


12646 




End 


13213 




Name 


OJ991214 11. 0127. C8. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


12322 




End 


12900 




GI 


none 




Score 


168 




Exons 


12322. .12585, 12613. 


.12900 








Seq. No. 


23812 




Seq. ID 


OJ991214JL1.0127 


.C8 


Gene No. 


49592 




. Strand 






Start 


12646 




End 


13213 




Name 


OJ991214 11. 0127. C8. 


o3.gp 


Method 


AAT/GAP 




Start 


12646 




End 


13213 




GI 


35111 1.R1084 




Score 


1060 




Exons 


12646. .13213 










GI Descrip. 


, 3021344/emb|CAA06244 | 1 . 0e- 


-12 (AJ004959) hypothetical ; 


prd 




[Cicer arietinum] ' 










Seq. No. 


23812 




Seq. ID 


OJ991214_11.0127 


.C8 


Gene No . 


49592 




Strand 






Start 


12646 




End 


13213 




Name 


OJ991214 11. 0127 .C8. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


12664 




End 


13071 




GI 


none 




Score 


424 




Exons 


12664. .13071, 12666. 


.13055 








Seq. No. 


23812 




Seq. ID 


OJ991214_11.0127 


.C8 


Gene No. 


49592 




Strand 






Start 


12646 




End 


13213 




Name 


OJ991214 11. 0127. C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


12697 




End 


13050 




GI 


none 




Score 


273 




Exons 


12697. .13050, 12759. 


.12923 








Seq. No. 


23812 




Seq. ID 


OJ991214_11.0127 


.C8 


Gene No. 


49593 




Strand 






Start 


15926 




End 


16394 




Name 


OJ991214 11. 0127. C8 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


15926 




End 


16394 




GI 


none 




Score 


86 




Exons 


15926. .16021, 15933. 


.16055, 


15935. .16015, 15955. .16020, 






16100. .16213, 16108. 


.16251, 


16110. .16259, 16113. .16250, 






.16329. .16394, 16337. 


.16393 








Seq. No. 


23813 




Seq. ID 


OJ991214JL1.0127 


.C9 


Gene No. 


49594 




Strand 


+ 




Start 


544 




End 


1633 




Name 


OJ991214 11. 0127. C9. 


ol . np 


Method 


AAT/NAP 




Start 


544 




End 


1627 




GI 


3242704 




Score 


525 




Exons 


544. .749, 832. .865, 


1143. .1627 






GI Descrip. 


(AC003040) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23813 




Seq. ID 


OJ991214 1 1 . m 27 


eC9 


Gene No. 


49594 




Strand 


+ 




Start 


544 




End 


1633 




Name 


OJ991214 11. 0127. C9. 


ol . gs 


Method 


GEN SCAN 





24063 




Start 


585 


End 


1633 


GI 


none 


Score 


.86 


Exons 


585.-749, 832. .899, 1180. .1633 




Seq. No. 


t JOl J 


oeq. iu 


OJ991214_11.0127.C9 


Gene No. 


4 yoyo 


btrana 




Start 


1/41 


hna 


2141 


Name 


uuyyi^i4 ii.uiz / .ty.oi.tc 


^ V\ /"v y"] 

Meinoa 


TBLASTX: Cress 


Start. - 




hjna 


752 


GI 


none 


Score 


187 


Exons 


525. .752, 554. .622, 677. .736 






Seq. No. 


Z Jol o 


■Seq. ID 


OJ991214_11.0127.C9 


Gene No. 


4 yoyo 


Strand 




Start 


1 "7 /I 1 

1/41 


End 


2141 


Name 


ujyyi^i4 ii . uiz / . uy . oi . tm 


Method 


TBLASTX: Maize 


Start 


COC 


End 


1661 


GI 


none 


Score 


267 


Exons 


525. .749, 548. .622, 671. .748, 


677. .751 


, 1178. .1438, 1189.. 1362, 




1244. .1426, 1421. .1627, 1430., 


1630, 1504. .1629, 1548. .1661' 


Seq. No. 


Zoolo 


Seq. ID 


OJ991214_11.0127.C9 


Gene No . 


/t QCQC 

4yoyo 


Strand 




Start 


1 1 A 1 

1/41 


End 


2141 . 


Name 


ujyyi^i4 n.ui^/.uy.oi.ts 


Method 


TBLASTX : Soybean 


Start 




End 


873 


GI 


none 


Score 


249 


Exons 


534. .752, 551. .751, 829.. 873, 


829. .864 




Seq. No. 


OQQ1 O 


Seq. ID 


OJ991214_11.0127.C9 


Gene No. 


/I QCQC 

4 yoyo 


Strand 




Start 


1 "7 ^ 1 

1/41 


End 


2141 


Name 


n TQQ1 01/ 11 m Ol C* Q aO 4- e. 

ujyyi^i4 ii . ui^i / . L,y . o^ . ls 


Method 


TBLASTX: Soybean 


Start 


1 1 Q 1 

llol 


End 


1632 


GI 


none 


Score 


54 


Exons 


1181. .1219, 1216. .1359, 1217.. 


1447, 1412. .1624, 1441. .1632 


Seq. No. 


0001 Q 


Seq. ID 


OJ991214_11.0127.C9 


Gene No. 


4 yoyo 


Strand 




Start 


1/41 


End 


2141 


Name 


ojyyizi4 i l . uiz / . cy . oi . gp 


Method 


AAT/GAP 


Start 


1 H A 1 
1/41 


End 


2141 


GI 


none 


Score 


798 


Exons 


1 / 4 1 . . z£ 14 1 






Seq. No. 


23814 


Seq. ID 


OJ991214_ll. 0127. C10 


Gene No. 


49596 


Strand 


+ 


Start 


10 


End 


4893 


Name 


OJ991214 11.0127.C10.ol.np 


Method 


AAT/NAP 


Start . 


10 


End 


4893 


GI 


6759450 . 


Score 


1283 


Exons 


10. .286, 604. .1074, 1786. .1996 


, 2553 . . 


2713, 2788. .2858, 




2952.. 3057, 3134.. 3329, 3482.. 


3903, 3978. .4076, 4159/. 4212, 




4481. .4577, 4730. .4893 







GI Descrip. (AL137189) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 23814 Seq. ID OJ991214_ll ..0127 . C10 



24064 



Gene No. 


49596 








Start 


10 








Name 


OJ991214 .11. 


0127. 


ClO.ol. 


gs 


Start 


29 








GI 


none 








Exons 


29.-286, 604 


..1074, 1786. .199 




2952. .3057, 


31o4 . 


O 1 o o 


o o n a 




4730. .4864 








Seq. No. 


23814 








Gene No. 


49596 








Start 


10 








Name 


OJ991214 11. 


0127. 


ClO.ol. 


tm 


Start 


2553 








GI 


none 








Exons 


2553. .2705, 


2555. 


.2713, 


2558. 




2787. .2861, 


2788. 


.2859, 


2946. 




2951. .2992 








Seq. No. 


23814 








Gene No. 


49596 








Start 


10 








Name 


OJ991214 11. 


0127. 


ClO.ol. 


gp 


Start 


3944 








GI 


2800109 








Exons 


3944. .4076, 


4159. 


.4212, 


4481. 


Seq. No. 


23815 . 








Gene No. 


49597 








Start 


1 








Name 


OJ991214 11. 


0127. 


Cll.ol. 


np 


Start 


1 








GI 


2586082 








Exons 


1. .636 








GI Descrip. 


(U72725) retrofit 


; [Oryza 


l long: 


Seq. No. 


23815 








Gene No. 


49597 








Start 


1 








Name 


OJ991214 11. 


0127. 


Cll.ol. 


tw 


Start 


2 








GI 


none 








Exons 


2. .268, 3. .248, 122. .265 


Seq. No. 


23815 








Gene No. 


49597 








Start 


1 








Name 


OJ991214 11. 


0127. 


Cll.o2. 


ts 


Start 


17 








GI 


none 








Exons 


17. .118, 101 


. .301 


, 102.. 


251 


Seq. No. 


23815 








Gene No. 


49597 








Start 


1 








Name 


OJ991214" 11. 


0127. 


Cll.o2. 


tm 


Start 


18 









Strand 
End 

Method 

End 

Score 



+ 

4893 
GENSCAN 
4864 
.89 



Seq.. ID OJ991214_ll. 0127. C10 

Strand + 

End 4 893 

Method TBLASTX : Mai ze 

End 2 992 

Score 234 



Seq. ID OJ991214JL1. 0127. C10 

Strand + 

End 4 893 

Method AAT/GAP 

End 4888 

Score - 642 



Seq. ID OJ991214_11.0127.C11 
Strand 

End 636 

Method AAT/NAP 

End 636 

Score 870 



Seq. ID OJ991214_11.0127.C11 

Strand 

End 636 

Method TBLASTX : Wheat 

End 268 

Score 105 



Seq. ID OJ991214_11.0127.C11 
Strand 

End 636 

Method TBLASTX : Soybean 

End 301 

Score 74 



Seq. ID OJ991214_11.0127.C11 

Strand 

End 636 

Method TBLASTX : Mai ze 

End 208 



24065 



GI 


none 






Score 


106 


Exons 


18. .206, 


20. .208 








Seq. No. 


23815 






Seq. ID 


OJ991214_11.0127 


Gene No. 


49597 






Strand 




Start 


1 






End 


636 


Name 


OJ991214 


ll.0127.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


140 






End 


385 


GI 


none 






Score 


197 


Exons 


140. .385 










Seq. No. 


23815 






Seq. ID 


OJ991214_11.0127 


Gene No. 


49597 






Strand 




Start 


1 






End 


636 


Name 


OJ991214 


11. 0127 .Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


209 






End 


635 \v 


GI 


none 






Score 


106 


Exons 


209. . 634, 


393. . 635 








Seq. No. 


23815 






Seq. ID 


OJ991214_11.0127 


Gene No. 


49597 






Strand 




Start 


1 






End 


636 


Name 


OJ991214 


ll.0127.Cll.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


269 






End 


635 


GI 


none 






Score 


93 


Exons 


269. .445, 


437. .628, 438 


. . 635 






Seq. No. 


23815 






Seq. ID 


OJ991214_11.0127 


Gene No. 


49597 






Strand 




Start 


1 






End 


636 


Name 


OJ991214 


11. 0127. Cll.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


347 






End 


628 


GI • 


none 






Score 


72 


Exons 


347 . .529, 


408. .530, 551 


. . 628, 


561 . . 611 




Seq. No. 


23816 






Seq. ID 


OJ991214_11.0127 


Gene No. 


49598 






Strand 




Start 


429 






End 


509 


Name 


OJ991214 


11. 0127.C13.ol 


. OS 


Method 


GEN SCAN 


Start 


429 






End 


509 


GI 


none 






Score 


. 46 


Exons 


429. .509 










Seq. No. 


23817 






Seq. ID 


OJ991214 11.0127 


Gene No. 


49599 






Strand 


+ ~~ 


Start 


1 






End 


227 


Name 


OJ991214 


ll.0127.C14.ol 


np 


Method 


AAT/NAP 


Start 


1 






End 


227 


GI 


6721512 






Score 


66 


Exons 


1. .227 










GI Descrip. 


(AP001072 ) hypothetical 


protein [Oryza 


1* iva 1 

\~ -1- V J 


Seq. No. 


23817 






Seq. ID 


OJ991214JL1.0127 


Gene No. 


49599 






Strand 


4- 


Start .. 


1 






End 


227 


Name 


OJ991214 


11.0127.C14.ol. 


gs 


Method 


GENSCAN 


Start 


. 91. 






End 


211 



24066 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.- 

Start 

Name 

Start 

GI 

Exons 



none Score .66 

91. .211 

23818 
49600 
1 

OJ991214_09.0112.Cl.ol.np 
1 

5902445 

1..320, 2582.. 2847, 2887.. 4131 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ99121'4_09.0112.C1 

Strand + 

End 4134 

Method AAT/NAP 

End 4131 

Score 1310 



23818 Seq. ID 

49600 Strand 

1 End 

OJ991214_09.0112.Cl.ol.gs Method 

534 End 

none Score 

534. .1378, 1522. .1633, 1704. .2483, 2593 
3328. .4134 



OJ991214_09.0112.C1 
+ 

4134 
GENSCAN 
4134 
.78 

2859, 2980.. 3192, 



Seq. No. 23818 Seq. ID 

Gene No. 4 9601 Strand 

Start 4 484 End 

Name OJ991214_09 . 0112 .CI . o2 . tm Method 

Start 1416 ' End 

GI none Score 

Exons 1416 . . 1655 

Seq. No. 23818 Seq. ID 

Gene No. 4 9601 Strand 

Start 4484 End 

Name OJ991214_09 . 0112 . CI . o3 . tw Method 

Start 1419 End 

GI none Score 

Exons 1419.. 1817, 1433.. 1471, 1544.. 1726 

Seq. No. 23818 Seq. ID 

Gene No. 49601 Strand 

Start 4484 End 

Name OJ991214_09 . 0112 . CI . ol . tm Method 

Start 3007 End 

GI none Score 

Exons 3007.. 3312, 3045.. 3311 



OJ991214_09.0112.C1 
6711 

TBLASTX: Maize 

1655 

183 



OJ991214_09.0112.C1 
6711 

TBLASTX: Wheat 

1817 

245 



OJ991214_09.0112.C1 
6711 

TBLASTX: Maize 

3312 

334 



Seq. No. 


23818 








Seq. ID 


OJ991214JD9.0112 


.CI 


Gene No. 


49601 








Strand 






Start 


4484 








End 


6711 




Name 


OJ991214 09. 


0112, 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3138 








End 


3492 




GI 


none 








Score 


355 




Exons 


3138. .3194, 


3139. 


. .3492, 


3142. 


.3384, 3240. .3488 




Seq. No. 


23818 








Seq, TD 


0.7991214 09.0112 


= CI 


Gene No. 


49601 








Strand 






Start 


4484 








End 


6711 




Name 


OJ991214 09. 


0112. 


.Cl.ol. 


tw 


.Method 


TBLASTX: Wheat 





24067 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3514 End 4122 

none Score 343 

3514. .3966, 3528. .3617, 3663. .3770, 3991. .4122 



23818 Seq. ID 

49601 Strand 

4484 End 

OJ991214__09.0112.C1.63.tm Method 

3736 End 

none ^ Score 
3736. .3999 



OJ991214_09.0112.C1 
6711 

TBLASTX: Maize 

3999 

183 



Seq. No. 23818 Seq. ID 

Gene No. 49601 Strand 

Start 4484 End 6711 

Name OJ991214_09 . 0112 . CI . o2 . gs Method GENSCAN 

Start 4484 End 6711 

GI none Score .75 

Exons 4484/. 4547, 4753.. 4886, 5132.. 5265, 5376.. 5519, 
6510. .6568, 6638.. 6711 



OJ991214 09. 0112. CI 



5725. .6335, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23818 
49601 
4484 

OJ991214 
5663 
6721561 
5663. .6427, 
(AP001073) 



Seq. ID OJ991214__09.0112.C1 
Strand 

End 6711 

Method AAT/NAP 

End 6711 

Score 1100 
6509. .6568, ■ 6638. .6711 
EST AU082058 (C12976) corresponds to a region of the 



09.0112.Cl.o2.np.' 



predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



23819 Seq. ID OJ991214 

49602 Strand + 

295 End 450 

OJ991214JD9 . 0112 . C2 . ol . gs Method GENSCAN 

295 End 450 

none Score . 69 
295. .450 



09. 0112. C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23819 Seq. ID 

49603 Strand 

13765 End 

OJ991214_09 . 0112 . C2 . ol . tw Method 

13747 End 

none Score 



OJ991214_09.0112.C2 
+ 

15238 

TBLASTX: Wheat 

14076 

234 



13747. .13995, 13779 13.976, 14008 .. 1407 6, 140.43 .. 14075 



23819 Seq. ID 

49603 Strand 

13765 End 

OJ991214_09.0112.C2.ol.np Method 

13765 End 

3928543 ' Score 
13765. .15238 



OJ991214_09.0112.C2 
+ 

15238 
AAT/NAP 
15238 
1238 



24068 



GI Descrip. (AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 
thaliana] 



Seq. No. 23819 
Gene No. 49603 
Start 13765 

Name OJ991214_09. 0112 . C2 . ol . tc 

Start 13765 
GI none 

Exons 13765. .13992, 13791 .. 13976, 

14118. .14228, 14119. .14328, 
14530. .14712, 14717. .14806, 



OJ991214_09.0112.C2 
+ 

15238 

TBLASTX: Cress 
15177 
214 

14008. .14076, 
14364. .14477, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14008. .14100, 
14359. .14532, 
14807. .15175, 14 824. .15177 



Seq. No. 


23819 








Seq. ID 


OJ991214 


_09.0112 


.C2 


Gene No. 


49603 








Strand 


+ 






Start 


13765 








End 


15238 






Name 


OJ9912 


14_09.0 


112. C2. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


13783 








End 


14625 






GI - 


none 








Score 


231 






Exons 


13783. 


.14007, 


13785. 


.13976, 


14008. .14109, 14014 


. .14067, 






14091. 


.14234, 


14107. 


.14328, 


14286. .14327, 14359 


. .14532, 






14364. 


.14477, 


14497. 


.14562, 


14509. .14625, 14547 


. .14624 




Seq. No. 


23819 








Seq. ID 


OJ991214 


JD9.0112 


.C2 


Gene No. 


49603 








Strand 


+ 






Start 


13765 








End 


15238 






Name 


OJ9912 


14 09.0112.C2. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13788 








End 


15163 




GI 


none 








Score 


218 






Exons 


13788. 


.13907, 


13789. 


.13992, 


14008. .14103, 14110 


. .14328, 






14118. 


.14225, 


14359. 


.14532, 


14530. .14571, 14589 


. .14714, 






14596. 


.14715, 


14717. 


.14800, 


14717. .14776, 14807 


. . 15055, 






14824. 


.15054, 


15062. 


.15163 











Seq. No. 


23819 






Seq. ID 


OJ991214_09.0112 


Gene No. 


49603 






Strand 


+ 


Start 


13765 






End 


15238 


Name 


OJ991214 09. 


0112. C2. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


14641 






End 


15235 


GI 


none 






Score 


82 


Exons 


14641. .14712 


, 14664. 


.14708, 


14717. .14806, 14717. .14806, 




■ : ,14807. .15235 


, 14807. 


.15064, 


14824. .15228 



Seq. No. 23819 

Gene No. 49603 

Start 13765 

Name OJ991214_09 . 0112 . C2 . o2 . tw 

Start 14647 

GI none 
Exons 



Seq. ID OJ991214_09.0112.C2 

Strand + 

End 15238 

Method TBLASTX : Wheat 

End 15045 

Score 57 



14647. .14712, 14723 .. 14794 , 14822 .. 1504 3, 14824. .15045 



Seq. No. 23820 

Gene No. 49604 

Start 418 

Name OJ991214_09. 0112 . C3. ol . gs 

Start 418 

GI none 



Seq. ID OJ991214_09.0112.C3 

Strand + 

End 1671 

Method GENSCAN 

End 1671 

Score .57 



24069 




Exons 


418. .584, 1581.. 


1671 










Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112 


.C3 


Gene No. 


49605 






Strand 


+ 




Start 


4378 






End 


4871 




Name 


OJ991214 09.0112 


.C3.o2, 


, gs 


Method 


GEN SCAN 




Start 


4378 






End 


4871 




GI 


none 






Score 


.46 




Exons 


4378. .4491, 4518 


• .4871 










Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112 


.C3 


Gene No. 


49606 






Strand 


+ 




Start 


6478 






End 


14970 




Name 


OJ991214 09.0112 


.C3.o3. 


gs 


Method 


GENSCAN 




Start 


6478 






End 


14970 




GI 


none 






Score 


.55 




Exons 


6478. .6620, 7174 


. .7278, 


7497 


..7599, 8025. .8403, 9880. .1007; 




10305. .10548, 11092. .11195, 


11829. . HE 


J98, 14726. .14970 




Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112 


.C3 


Gene No. 


49606 






Strand 


+ 




Start 


6478 






End 


14970 




Name 


OJ991214 09.0112 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7992 






End 


8375 




GI 


none 






Score 


399 




Exons 


7992.. 8375, 7992 


. .8126, 


8012 


. .8368 






Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112 


.C3 


Gene No. 


49606 






Strand 


+ 




Start 


6478 






End 


14970 




Name 


OJ991214 09.0112 


.C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


7994 






End 


8366 




GI 


none 






Score 


358 




Exons 


7994.. 8365, 7998 


. .8366 










Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112 


.C3 


Gene No. 


49606 






Strand 


+ 




Start 


6478 






End 


14970 




Name 


OJ991214 09.0112 


.C3.ol. 


np 


Method 


AAT/NAP 




Start 


7996 






End 


8378 




GI 


3928543 






Score 


299 




Exons 


7996. .8378 












GI Descrip. 


(AB016819) UDP-glucose 


glucosyltransf erase [Arabidopsis 






thaliana] 












Seq. No. 


23820 






Seq. ID 


OJ991214_09.0112, 


.C3 


Gene No. 


49606 






Strand 


+ 




Start 


6478 






End 


14970 




Name 


OJ991214 09.0112, 


.C3.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8010 






End 


8315 




GI 


none 






Score 


346 




Exons 


8010.. 8315, 8015. 


. .8290 










Seq. No. 


23821 






Seq. TO 


O.TQQ1 014 OQ . nil 9 




Gene No. 


49607 






Strand 


+ ~ 




Start 


2379 






End 


5802 




Name 


. OJ991214 09.0112. 


,C4.ol. 


np 


Method 


AAT/NAP 





24070 



Start 2379 - End 5802 

GI 6630696 Score 204 

Exons 2379.. 2612, 5770.. 5802 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23821 
49608 
3947 

OJ991214_09.0112.C4.o2.gs 

3947 

none 



Seq. ID OJ991214_09.0112.C4 
Strand 

End. 11107 

.Method GENS CAN 

End 11107 

Score . 7 



3947. .4065, 4511. .4757, 5197. .5284, 5650. .5702, 5896. .6009, 
6758. .6785, 9189. .9368, 9935. .10267, 10342 .. 10383, 11055. .11107 



Seq. No. 23821 Seq. ID 

Gene No. 49609 Strand 

Start 11766 End 

'"Name ■ OJ991214_09. 0112.C4 .o3.gs Method 

Start 11766 End 

GI none Score 

Exons 11766. .12194 



OJ991214_09.0112.C4 

12194 
GENS CAN 
12194 
.91 



Seq. No. 23822 Seq. ID OJ991214_09 . 0112 . C5 

Gene No. 49610 Strand + 

Start 1 End 12884 

Name OJ991214_09 . 0112 . C5 . ol . np Method AAT/NAP 

Start 1 End 12884 

GI 6598399 Score 66 

Exons 1..96, 12659.. 12884 

GI Descrip. (AC003952) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 


23822 






Seq. ID 


OJ991214 


_09, 


.0112 


.C5 


Gene No. 


49610 






Strand 


+ 








Start 


1 






End 


12884 








Name 


OJ991214 09. 


0112.C5.ol.gs 


Method 


GEN SCAN 








Start 


1850 




End 


2694 








GI 


none 






Score 


.95 








Exons 


1850. . 


1933, 


2620. .2694 












Seq. No. 


23822 






Seq. ID 


OJ991214 


_09, 


.0112 


.C5 


Gene No. 


49611 






Strand 


+ 








Start 


15829 






End 


17445 








Name 


OJ991214 09. 


0112.C5.o3.gs 


Method 


GENSCAN 








Start 


15829 






End 


17445 








GI 


none 






Score 


.78 








Exons 


15829. 


.17445 














Seq. No. 


23822 






Seq. ID 


OJ991214 


_09. 


,0112 


.C5 


Gene No. 


49612 






Strand 


+ 








Start 


21237 






End 


21451 








Name 


OJ991214 09. 


0112.C5.o5.gs 


Method 


CJF.NSCAN 








Start 


21237 






End 


21451 








GI 


none 






Score 


.94 








Exons 


21237. 


.21317 


, 21392. .21451-;. 













24071 




Seq. No. 


23822 


Seq. ID 


OJ991214_09.0112.C5 


Gene No. 


49613 


Strand 


+ 


Start 


24154 


End 


36112 


Name 


OJ991214 09.0112.C5.o3.np 


Method 


AAT/NAP 


Start 


24154 


End 


27653 


GI 


2967837 


Score 


153 


Exons 


24154. .24459, 248 19 .. 25329, 


27625. .27653 


GI Descrip. 


(AF052641) cyst nematode resistance gene candidate [Triticum 




aestivum] 






Seq. No. 


23822 


Seq. ID 


OJ991214_09.0112.C5 


Gene No. 


49613 


Strand 


+ 


Start 


24154 


End 


36112 


Name 


OJ991214 09.0112.C5.o7.gs 


Method 


GENSCAN 


Start 


26483 


End 


36112 


GI 


none 


Score 


.58 


Exons 


26483. .26590, 2884 1 .. 29188 , 


29199. .29407, 32245 .. 32400, 




32541. .32589, 33905 .. 34010 , 


36045. .36112 


Seq. No. 


23822 


Seq. ID 


OJ991214_09 . 0112 . C5 


Gene No. 


49613 


Strand 


+ 


Start 


24154 


End 


36112 


Name 


OJ991214 09.0112.C5.o2.gp 


Method 


AAT/GAP 


Start 


29328 


End 


29595 


"GI 


2315 5.R1084 


Score 


300 


Exons 


29328. .29407, 29485.-29595 






GI Descrip. 


, 6016845/dbj | AP000570 . 1 1 AP000570 l.Oe- 


14 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 • 




Seq. No. 


23822 


Seq. ID 


OJ991214_09.0112.C5 


Gene No. 


49614 


Strand 




Start 


10212 


End 


11221 


Name 


OJ991214 09.0112.C5.o2.gs 


Method 


GENSCAN 


Start 


10212 


End 


11221 


GI 


none 


Score 


.86 


Exons 


10212. .10444, 11170.. 11221 






Seq. No. 


23822 


Seq. ID 


OJ991214_09.0112.C5 


Gene No. 


49615 


Strand 




Start 


31406 


End 


31465 


Name 


OJ991214 09.0112.C5.o3.gp 


Method 


AAT/GAP 


Start 


31406 


End 


31465 . 


GI 


2315 6.R1084 


Score 


73 


Exons 


31406. .31465 






GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 4 . Oe- 


38 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 




Seq. No. 


23822 


Seq. ID 


OJ991214_09.0112.C5 


Gene No. 


49616 


Strand 




Start 


32828 


End 


33090 


Name 


OJ991214 09.0112.C5.o4.gp 


Method 


AAT/GAP 


Start 


32828 


End 


33090 


GI 


2315 5.R1084 


Score 




Exons 


32828. .33090 







GI Descrip. ' 6016845/dbj | AP000570 . 1 IAP000570 1.0e-14 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 

24072 




Seq. No. 


23822 




Seq. ID 


OJ991214_09.0112 


-C5 


Gene No. 


49617 




Strand 






Start 


37396 




End 


38373 




Name 


OJ991214 09.0112.C5.o8. 


gs 


Method 


GENSCAN 




Start 


37396 




End 


38373 




GI 


none 




Score 


.77 




Exons 


37396. .37466, 37758.. 38373 








Seq. No.. 


23822 




Seq. ID 


OJ991214_09.0112 


.C5 


Gene No. 


49618 




Strand 






Start 


39642 




End 


40062 




Name 


OJ991214_09. 0112 ,C5.o9. 


gs 


Method 


GENSCAN 




Start 


39642 




End 


40062 




GI 


none 




Score 


.8 




Exons 


39642 . .40062 










Seq. No. 


23823 




Seq. ID 


OJ991214_09.0112 


.CI 


Gene No. 


49619 




Strand 






Start 


542 




End 


1348 ■ 




Name 


OJ991214_09.0112.C7.ol. 


np 


Method 


AAT/NAP 




Start 


542 




End 


1348 




GI 


4680179 




Score 


657 




Exons 


542. .1348 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


23823 




Seq. ID 


OJ991214JD9.0112 


.CI 


Gene No. 


49620 




Strand 






Start 


1595 




End 


6356 




Name 


OJ991214 09.0112.C7.o2. 


gs 


Method 


GENSCAN 




Start 


1595 




End 


6356 




GI 


none 




Score 


.47 




Exons 


1595. .2395, 4206. .4258, 


4583. 


.4658, 4706. .4912, 5955. .6180, 




6265. . 6356 










Seq. No. 


23823 




Seq. ID 


OJ991214_09.0112. 


.CI 


Gene No. 


49621 




Strand 






Start 


8504 




End 


8971 




Name 


OJ991214 09.0112.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


551 




End ' 


857 




GI 


none 




Score 


112 




Exons 


551. .853, 660. .857 










Seq. No. 


23823 




■Seq. ID 


OJ991214J39.0112 


.CI 


Gene No. 


49621 




Strand 






Start 


8504 




End 


8971 




Name 


OJ991214 ■ 09.0112.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


563 




End 


853 




GI 


none 




Score 


68 




Exons 


563. .853, 723. .836 - 










Seq. No. 


23823 




Seq. ID 


OJ991214_09.0112 


.CI 


Gene No. 


49621 




Strand 






Start 


8504 




F,nH 


8971 




Name 


OJ991214 09.0112.C7.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


876 




End 


1087 




GI 


none 




Score 


113 





24073 



Exons 



876. .1076, 878.. 1087 



Seq. No. 23823 

Gene No. 49621 

Start 8504 

Name OJ991214_09. 0112 .C7 . o3 . gs 

Start 8504 

GI none 

Exons 8504.. 8711, 8844.. 8971 



Seq. ID OJ991214_09.0112.C7 
Strand 

End 8 971 

Method GENSCAN 

End 8971 

Score .71 



Seq. No. 23824 

Gene No. 4 9622 

Start 225 

Name OJ991214_09 . 0112 . C8 . ol . gs 

Start 225 

GI none 

Exons 225.. 653 



Seq. ID OJ991214_09.0112.C8 

Strand + 

End 653 

Method GENSCAN 

End 653 

Score .77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23825 
49623. 
40 

OJ991214_08.0113.Cl.ol.np 
40 

4587987 



Seq. ID OJ991214_08.0113.C1 
Strand + 

4736 
AAT/NAP 
4736 
1190 



End 

Method 
End 
Score 

40. .209, 459. .545, 756. .949, 1613. .1860, 1952. .2231, 2330. .2437, 
2791. .3069, 3708. .3851, 4557. .4736 

(AF085279) hypothetical Ser-Thr protein kinase [Arabidopsis 
thaliana] gi | 6598931 | gb [AAF18726 . 1 | AC018721_1 (AC018721) 
putative protein kinase [Arabidopsis thaliana] 



23825 
49623 
40 

OJ991214_08.0113.Cl.ol.gs 

350 

none 



Seq. ID OJ991214_08.0113.C1 

Strand + 

End 4736 

Method GENSCAN 

End 4733 

Score . 93 



350. .545, 756. .1364, 1557. .1860, 1952. .2231, 2330. .2437, 
2791.. 3069, 3708.. 3851, 4557.. 4733 



23825 
49624 
9979 

OJ991214_08.0113.Cl.o2.gp 
9832 

14342_1.R1084 
9832. .10037, 10714. .11175 

, 5731754/emb|CAB52555.1| 2.0e-30 (AL109819) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991214_08.0113.C1 

Strand + 

End 11175 

Method AAT/GAP 

End 11175 

Score 1221 



23825 
49624 
9979 

OJ991214J38 -0113.Cl.o3.gs 

9979 

none 

9979. .10037, 10714. .11113 



Seq. ID OJ991214_08.0113.C1 

Strand + 

End 11175 

Method GENSCAN 

End 11113 

Score .88 



24074 



OJ991214_08.0113.C1 
+ 

12750 
AAT/GAP 
12750 
1156 



Seq. No. 23825 Seq. ID 

Gene No. 4 9625 Strand 

Start 12154 End 

Name OJ991214_08 . 0113 . CI . o3 . gp Method 

Start 12154 End 

GI 666_15.R1084 Score 

Exons 12154. .12750 

GI Descrip. 1 122106/sp | P02308 | H4_WHEAT 8.0e-40 HISTONE H4 

>gi_70771_pir HSZM4 hi stone H4 - maize >gi_81642_pir S06904 

histone H4 - Arabidopsis thaliana >gi_2119028_pir S60475 

histone H4 - garden pea >gi_21795_emb_CAA24 924_ (X00043) histone 
H4 [Triticum aestivum] >gi_166740 (M17132) histone H4 
[Arabidopsis thaliana] >gi_166742 (M17133) histone H4 
[Arabidopsis thaliana] >gi 168499 (M36659) histo 1 



Seq. No. 


23825 




Seq. ID 


OJ991214 


Gene No. 


49626 




Strand 


+ 


Start 


17846 




End 


28458 


Name 


OJ991214 08. 0113. CI 


. o4 .np 


Method 


AAT/NAP 


Start 


17846 




End 


28458 


GI 


5902445 




Score 


2976 


Exons 


17846. .19627, 27196 


. .28458 






GI Descrip. 


(AB030283) GAG-POL ] 


precursor 


[Oryza sativa] 


Seq. No. 


23825 




Seq. ID 


OJ991214 


Gene No. 


49626 




Strand 


+ 


Start 


17846 




End 


28458 


Name 


OJ991214 08. 0113. CI 


.08. gs 


Method 


GEN SCAN 


Start 


27389 




End 


28227 


GI 


none 




Score 


.56 


Exons 


27389. .27611, 27626 


. .28227 







Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49627 


Strand 


+ 




Start 


34319 


End 


37738 




Name 


OJ991214 08. 0113. CI. 


o6.np Method 


AAT/NAP 




Start 


34319 


End 


37738 




GI 


2160165 


Score 


961 




Exons 


34319. .34454, 34492. 


.35270, 35343. .36962, 37623.. 37738 




GI Descrip. 


(AC000132) F21M12.11 


gene product [Arabidopsis thaliana] 




Seq. No. 


23825 


Seq. ID 


0^991214 08.0113. 


CI 


Gene No . 


49627 


Strand 


+ 




Start 


34319 


End 


37738 




Name 


OJ991214 08. 0113. CI. 


o5.gp Method 


AAT/GAP 




Start 


36755 


End 


37181 




GI 


31138 1.R1084 


Score 


830 




Exons 


36755. .37181 








GI Descrip. 


M544438/gb|AAD22346 


.1IAC006592 3 2 . be- 


-11 (AC006592) 






hypothetical protein 


[Arabidopsis thaliana] ' 




Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49628 


Strand 


+ 




Start 


39985 


End 


41156 




Name 


OJ991214 08. 0113. CI. 


oll.gs Method 


GENS CAN 




Start 


39985 


End 


41156 




GI . 


none 


Score 


.85 





24075 




Exons 39985. .40410, 40509.. 41156 



Seq. No. 


2.3825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49629 


Strand 


+ 


o cart. 


50782 


End 


51068 


Name 


OJ991214 08.0113. CI. o6.gp 


Method 


AAT/GAP 


Start 


50782 


End 


51068 


GI 


uC-osroM202024h02al 


Score 


559 


Exons 


50.782. .51068 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49630 


Strand 




Start 


5490 


End 


7914 


Name 


OJ991214 08.0113.Cl.o2.gs 


Method 


GENSCAN 


Start 


5490 


End 


7737 


GI 


none 


Score 


.7 


Exons 


5490. .5615, 5792. .5945, 6369 


;.6450, 6742..6874, 7405. .7509, 




7681. .7737 






Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49630 


Strand 




Start 


5490 


End 


7914 


Name 


OJ991214 08.0113.Cl.ol.gp 


Method 


AAT/GAP 


Start 


7624 


End 


7914 


GI 


none 


Score 


554 


Exons 


7624. .7914 






beq. no. 


23825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49631 


Strand 




Start 


12363 


End 


12728 


Name 


OJ991214 08.0113.Cl.o2.np 


Method 


AAT/NAP 


Start 


12363 


End 


12728 


GI 


1326372 


Score 


527 


Exons 


12363. .12728 






GI Descrip. 


(U58750) Similar to Histone. 


[Caenorhabditis elegans] 


Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No . 


49632 


Strand 




Start 


13978 


End 


16542 


Name 


OJ991214 08.0113.Cl.o3.np 


Method 


AAT/NAP 


Start 


13978 


End 


16542 


GI 


6721512 


Score 


99 


Exons 


13978. .14160, 14354. .14493, 


14521. .14635, 15593 .. 15652, 




16523. .16542 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23825 


Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49633 


Strand 




Start 


20339 


End 


20720 


Name 


OJ991214 08. 0113. CI. o4 . gp 


Method 


AAT/GAP 


Start 


20339 


End 


2072Q 


GI 


uC-osflcyp033a04bl 


Score 


659 


Exons 


20339. .20720 






GI Descrip. 


• 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 



24076 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 23825 Seq. ID 

Gene No. 49634 Strand 

Start 25495 End 

Name OJ991214J38 . 0113 . CI . o7 . gs Method 

Start 25495 End 

GI none Score 

Exons 25495.-26628 



OJ991214_08.0113.C1 

26628 
GENSCAN 
26628 
.98 



OJ991214_08.0113.C1 

32863 
GENSCAN 
32863 
.8 

28592. .28684, 29044 .. 29192, 29198 .. 294 19, 29695 .. 2984 0 , 



Seq. No. 23825 Seq. ID 

Gene No. 49635 Strand 

Start 28592 End 

Name OJ991214_08 . 0113 . CI . o9 . gs Method 

Start 28592 End 

GI none Score 
Exons 



29964. .30725, 307 93 .. 30851, 
31465. .31537, 31745 .. 3184 1, 
32778. .32863 



30922. .31107, 31175 .. 31299, 
31999. .32149, 32514 .. 32638 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23825 
49635 
28592 

OJ991214_08.0113.Cl.o5.np 
29963 
6721561 
29963. .30725, 
(AP001073) EST 
predicted gene 
gi| 6815086|dbj 
corresponds to 
protein [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_08.0113.C1 

32863 
AAT/NAP 
31574 
1078 



30793. .30851, 30922 3114 1, 31539.. 31574 
AU082058 (C12976) corresponds to a region of the 
; hypothetical protein [Oryza sativa] 
BAA90372.il (AP001081) EST AU082058 (C12976) 
a region of the predicted gene.; hypothetical 
sativa] 



23825 
49636 
51081 

OJ991214_08.0113.Cl.o2.tm 

1814 

none 

1814. .1861, 1917. .2231, 1920. 
2327. .2437, 2329. .2418, 2333. 
3707. .3802, 3708. .3803 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2228, 1949 
.2419, 2788 



OJ991214 08. 0113. CI 



55806 

TBLASTX: Maize 
3803 
62 

2233, 2026.. 2232, 
3081, 2793.. 3077, 



Seq. No. 


23825 








Seq. ID 


OJ991214JD8.0113 


.CI 


Gene No. 


49636 








Strand 






Start 


51081 








End 


55806 




Name 


OJ991214 08 


.0113. 


,Cl.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


1946 - 








End 


2189 




GI 


none 








Score 


148 




Exons 


1946. .2170, 


1949. 


. .2188, 


1950. 


.2189 






Seq. No. 


23825. 








Seq. ID 


OJ991214_08.0113 


.CI 


Gene No. 


49636 








Strand 






Start 


51081 








End 


55806 




Name 


OJ991214 08 


.0113. 


.Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


1959 








End 


2401 





24077 




GI 


none 








Score 


379 


Exons 


1959. .2231, 


1959. 


.2228, 


2026. 


.2238, 2327. .2401, 2329.. 2400 


Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand 




Start 


51081 








End 


55806 


Name 


OJ991214 08 


.0113. 


Cl.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2193 








End 


3848 


GI 


none 








Score 


62 


Exons 


2193. .2231, 


2327. 


.2437, 


2329. 


.2436, 2788.. 3081, 2805.. 3077 




3708. .3788, 


3780. 


.3848 








Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand - 




Start 


51081 








End 


55806 


Name 


OJ991214 08 


.0113. 


Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2788 








End 


4667 


GI 


none 








Score 


460 


Exons 


2788. .3078, 


2793. 


.3071, 


3686. 


.3853, 3687.. 3851, 3737.. 3853 




4556. .4666, 


4557. 


.4667 








Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand 




Start . . 


51081 








End 


55806 


Name 


OJ991214 08 


.0113. 


Cl.ol2 


. tm 


Method 


TBLASTX: Maize 


Start 


4554 








End 


4741 


GI 


none 








Score 


256 


Exons 


4554 . .4733, 


4556. 


.4741, 


4557. 


.4727 




Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand 




Start 


51081 








End 


55806 


Name 


OJ991214 08 


.0113. 


Cl.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


5549 








End 


6780 


GI 


none 








Score 


179 


Exons 


5549. .5704, 


5557. 


.5703, 


5563. 


.5706, 5789. .5944, 5796. .5948 




5797. .5949, 


5797. 


.5952, 


6359. 


.6436, 6380. .6451, 6547. .6660 




6548. .6658, 


6552. 


. 6659, 


6744. 


.6779, 6745. .6780, 6746. .6778 


Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand" 




Start 


51081 








' End 


55806 


Name 


OJ991214 08 


.0113. 


Cl.o5. 


tc 


Method 


TBLASTX: Cress 


Start 


5590 








End 


5884 


GI 


none 








Score 


93 


Exons 


5590. .5703, 


5591. 


. 5707, 


5789. 


.5884, 5799. .5882 


Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand 




Start 


51081 








End 


55806 


Name 


OJ991214 08 


.0113. 


CI .o7 . 


ts 


Method 


TBLASTX: Soybean 


Start 


5590 








End 


5893 


GI 


none 








Score 


129 


Exons 


5590. .5703, 


5591. 


.5695, 


5789, 


-. 5893,- 5799. . 5891 


Seq. No. 


23825 








Seq. ID 


OJ991214_08.0113.C1 


Gene No. 


49636 








Strand 





24078 




Start 


51081 




End 


55806 




Name 


OJ991214 08. 0113. CI 


.08. ts 


Method 


TBLASTX : Soybean 




Start 


6553 




End 


6865 




GI 


none 




Score 


151 




Exons 


6553.. 6609, 6604.. 6660, 6746 


. .6865 






Seq. No. 


23825 




Seq. ID 


OJ991214J)8.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 




End ■ 


55806 




Name 


OJ991214 08 . 0113 .CI 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


10711 




End 


11088 




GI 


none 




Score 


81 




Exons 


10711 .. 10821, 10711 


. . 1087b , 


10712. .10879, 10885. .10959, 






10886. .10981, 11026 


. . 11088 








Seq. No. 


23825 . 




Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 . 




End 


55806 




Name 


OJ991214 08. 0113. CI 


,ol3. tm 


Method 


TBLASTX: Maize 




Start 


10711 • 




End 


11077 




GI 


none 




Score 


197 




Exons 


10711 . . 10872, 10712 


. . 10873, 


10892. .10963, 11027. . 11077 




Seq. No. 


23825 




Seq. ID 


OJ991214JD8.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 




End 


"55806 




Name 


OJ991214 08. 0113. CI 


. o4 . tc 


Method 


TBLASTX: Cress 




Start " 


10711 




End 


10973 




GI 


none 




Score 


207 




Exons 


10711 10878, 10712 


. . 10879, 


10884. .10973, 10901.. 10972 




Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08 .0113. CI 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12211 




End 


12622 




GI 


none 




Score 


69 




Exons 


12211 .. 12228, 12289 


. . 12327, 


12290. .12328, 12357. .12608, 






12364 . . 12612, 12487 


. . 12618, 


12507. .12620, 12593. .12622 




Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08. 0113. CI 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


12351 




End 


12617 




GI 


none 




Score 


280 




Exons 


12351. .12608, 12364 


. .12612, 


12487. .12612, 12507.. 12617 




Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113. 


CI 


Gene No. 


49636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08. 0113. CI 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


12352 




End 


12612 




GI 


none 




Score 


254 




Exons 


12352. .12612, 12354 


. .12608 








Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113. 


CI 



24079 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49636 Strand 

51081 End 

OJ991214JD8 . 0113 . CI . o5 . tw Method 

12357 ' End 

none Score 



55806 

TBLASTX: Wheat 

12625 

376 



12357. .12608, 12364 .. 12612, 12487 12615, 12507 12617, 
12593. .12625 



Seq. No. 23825 

Gene No. 49636 

Start 51081 

Name OJ991214_08.0113.C1- oil -tw 

Start 16163 

GI none 

Exons 16163. .16561, 16177 16215, 16288.. 16461 



Seq. ID OJ991214_08.0113.C1 
Strand 

End 55806 

Method TBLASTX : Wheat 

End 16561 

Score 260 



Seq. No. 23825 

Gene No. . 4 9636 

Start 51081 

Name OJ991214_08 . 0113 . CI . o7 . 

Start 17144 

GI none 

Exons 17144. .17326, 17152.. 17 
17375. .17584 

Seq. No. 23825 

Gene No. 49636 

Start 51081 

Name « OJ991214_08 . 0113 .CI . o2 . 

Start 17791 

GI none 

Exons 17791. .17964, 17792.. 17 
18114. .18206 



-Seq. ID OJ991214_08.0113.C1 
Strand 

End 55806 

tw Method TBLASTX : Wheat 

End 17599 

Score 146 
253, 17363. .17599, 17365 .. 17481, 

Seq. ID OJ991214_08.0113.C1 
Strand 

End 55806 

tw Method TBLASTX : Wheat 

End 18206 

Score 155 
962, 17875. .18195, 17 954 .. 18205, 



Seq. No. 23825 

Gene No. 49636 
Start . 51081 

Name OJ991214_08 . 0113 .CI . 06 . tm 

Start 17954 

GI none 

Exons 17954. .18238, 17957 .. 18094 , 

Seq. No. 23825 

Gene No. 49636 

Start 51081 

Name OJ991214_08 . 0113 . CI . olO . tm 

Start 18266 

GI none 

Exons 18266. . 18649, 18337.. 18648 

Seq. No. 23825 

Gene No. 49636 

Start 51081 

Name OJ991214_08 . 0113 . CI .o4.tw 

Start 18323 

GI none 

Exons 18323. .18718, 18337 .. 18705, 



Seq. ID OJ991214_08.0113.C1 
Strand 

End 55806 

Method TBLASTX: Maize 

End 18238 

. Score 361 
IT 95 9- .18237 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_08.0113.C1 
55806 

TBLASTX : Maize 

18649 

323 



OJ991214_08.0113.C1 
55806 

TBLASTX : Wheat 

18718 

438 



18425. .18712 



24080 



Seq. No. 23825 Seq. ID 

Gene No. 49636 Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . 06 . ts Method 

Start 18401 End 

GI none Score 

Exons 18401. .18718, 18403 18561, 18720.. 18800 



OJ991214 08. 0113. CI 



55806 

TBLASTX: Soybean 
18800 
257 



OJ991214 08. 0113. CI 



.Seq. No. 23825 Seq. ID 

Gene No. 49636 ; Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . o9 . tw Method 

Start 18891 End 

GI none Score 

Exons 18891. .19115, 18944 .. 19117, 19125 .. 19298 , 19218.. 19295 



55806 

TBLASTX: Wheat 

19298 

212 



Seq. No. 23825 Seq. ID 

Gene No. 49636 - Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . ol2 . tw Method 

Start 19337 End 

GI none Score 

Exons - 19337. .19591, 19338.. 19595 



OJ991214_08.0113.C1 
55806 

TBLASTX: Wheat 

19595 

186 



Seq. No. 23825 Seq. ID 

Gene No. 49636 Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . o7 . tm Method 

Start 27331 End 

GI none Score 

Exons 27331. .27657, 27351.. 27638 



OJ991214_08.0113.C1 
55806 

TBLASTX: Maize 

27657 

348 



Seq. No. 23825 Seq. ID 

Gene No. 49636 Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . 08 . tw Method 

Start 27334 End 

GI none Score 

Exons 27334. .27717, 27342.. 27716 , 



OJ991214_08.0113.C1 
55806 

TBLASTX: Wheat 

27717 

364 



OJ991214 08. 0113. CI 



Seq. No. 23825 Seq. ID 

Gene No. 49636 Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . 06 . tw Method 

Start 27841 End 

GI none Score 

Exons 27841. .28293, 27855 ..• 27 944 , 27990 .. 28097, 28318 .. 2844 9, 
28323. .28448 



55806 

TBLASTX: Wheat 

28449 

351 



Seq. No. 23825 Seq. ID 

Gene No. 49636 Strand 

Start 51081 End 

Name OJ991214_08 . 0113 . CI . o9 . ts Method 

Start 34510 End 

GI none Score 

Exons 34510. .34629, 34511.. 34726 



OJ991214_08.0113.C1 
55806 

trt.astx : Soybean 

34726 

197 



24081 



Seq. No. 


23825 








Seq. ID 


OJ991214 


AO A1 1 O 
Uo . U 11 J 


. L^x 


Gene No. 


49636 








Strand 








Start 


51081 








End 


55806 






Name 


OJ991214 08. 0113. CI. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


35094 








End 


35536 






GI 


none 








Score 


334 






Exons 


35094. 


.35534, 


35098. 


.35526, 


35099.. 35536 






Seq. No. 


23825 








Seq. ID 


OJ991214 


_08.0113 


.CI 


Gene No . 


49636 








Strand 








Start 


51081 








End 


55806 






Name 


OJ991214 08. 0113. CI. 


ol4 . tm 


Method 


TBLASTX: 


Maize 




Start 


36209 








End 


36568 






GI 


none 








Score 


78 






Exons 


36209. 


.36325, 


36308. 


.36568, 


36319. .36465, 36320 


. .36475, 






36514. 


.36543 














beq. wo. 


23825 








Seq. ID 


OJ991214 


no ni i *3 

UO . Ull J 




Gene No. 


49636 








Strand 








Start 


51081 








End 


55806 






Name 


OJ991214 08. 0113. CI. 


o9. tm 


Method 


TBLASTX: 


Maize 




Start 


36707 








End 


36982 






GI 


none 








Score 


337 






Exons 


36707. 


.36982, 


36709. 


.36981 










Seq. No. 


23825 








Seq. ID 


OJ991214 


_08.0113 


.CI 


Gene No. 


49636 








Strand 








Start 


51081 








End 


55806 






Name 


OJ991214 08. 0113. CI. 


ol. tm 


Method 


TBLASTX: 


Maize 




Start 


50971 








End 


52660 






GI 


none 








Score 


194 






Exons 


50971. 


.51192, 


51014. 


.51187, 


51063. .51191, 51079 


. .51192, 






51080. 


.51193, 


51260. 




51270. .51383, 51424 


. .DIDO/ , 






51435. 


.51566, 


51437. 


.51568, 


51437. .51568, 51644 


. .51772, 






51676. 


.51774, 


51677. 


.51775, 


51892. .52035, 51893 


. .52042, 






51894. 


.52043, 


51894. 


.52043, 


52143. .52235, 52144 


. .52236, 






• 52147. 


.52242, 


52152. 


.52238, 


52308. .52454, 52351 


. .52455, 






. 52352. 


.52456, 


52354. 


.52455, 


52528. .52644, 52528 


. .52647, 






52532. 


.52660 














Seq. No. 


23825 








Seq. ID 


OJ991214 


_08.0113 


.CI 


Gene No. 


49636 








Strand 








Start 


51081 








End 


55806 






Name 


OJ991214 08. 0113. CI. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start ' 


51063 








End 


55343 






GI 


none 








Score 


59 






Exons 


51063. 


.51191, 


51064. 


.51192, 


51260. .51352, 51308 


. .51391, 






51437. 


.51571, 


51438. 


. DID DO, 


51662. .51745, 51665 


. . D 1 / 4 D , 






51684. 


.51746, 


51901. 


.52035, 


51902. .52042, 52177 


. .52242, 






52350. 


.52454, 


52351. 


.52455, 


52528.-52653, 52532 


. .52585, 






52747. 


.52848, 


52784. 


.52855, 


52920. .53324, 52927 


. .53184, 






52932. 


.53324, 


53384. 


.53638, 


53390. .53665, 53391 


. .53675, 






53391. 


.53819, 


53392. 


.53700, 


53781. .53939, 53890 


. . 53 991 - 






54090. 


.54137, 


54217. 


.54327, 


54307. .54390, 55179 


. .55343' 




;Seq. No. 


23825 








Seq. ID 


OJ991214 


_08.0113 


.CI 



24082 



•3* 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49636 

51081 

OJ9912 

51081 

none 

51081. 

51437. 

51659. 

52381. 

52918. 

53212. 

53442. 

54217. 



14 08.0113.Cl.ol.ts 



51200, 
51565, 
51748, 
52455, 
53109, 
53301, 
53750, 
54300, 



51082, 
51438. 
51898. 
52522. 
52920. 
53217. 
53449. 
54316. 



.51192, 
.51563, 
.52035, 
.52650, 
.53177, 
.53324, 
.53718, 
.54390, 



Strand 

End 55806 

Method TBLASTX : Soybean 

End 55241 

Score 62 
51260. .51391, 51312. .51383, 
51458. .51565, 51644 .. 51748, 
51899. .52042, 52353 .. 52454 , 
52528. .52653, 52747 .. 52848 , 
52932. .53054, 52933 .. 53175, 
53244. .53324, 53337 .. 534 4 1, 
53859. .53939, 54075 .. 54137, 
55179. .55241 



Seq. No. 


23825 




Seq. ID 


OJ991214_ 


_08.0113. 


.CI 


Gene No. 


49636 




Strand 










JlUol 




End 


55806 






Name 


OJ991214 08. 0113. CI. 


o!3.gs 


Method 


GENSCAN 






Start 


51081 




End 


55481 






GI ' 


none 




Score 


.77 






Exons 


51081. .51190, 51271. 


.51349, 


51440. .51568, 51889. 


.52039, 






52145. .52233, 52353.^ 


.52455, 


52505. .52647, 52753. 


.52848, 






52932. .53318, 53391. 


.53813, 


53886. .53999, 54093. 


.54141, 






54218. .54380, 55181. 


.55481 










Seq. No. 


23825 




Seq. " ID 


OJ991214_ 


08.0113. 


CI 


Gene No . 


49636 




Strand 








Start 


51081 




End 


55806 






Name 


OJ991214 08. 0113. CI. 


o7 . np 


Method 


AAT/NAP 






Start 


51084 




End 


55806 






GI 


2654868 




Score 


1898 






Exons 


51084. .51190, 51271. 


.51349, 


51440. .51568, 51659. 


.51797, 






51839. .52047, 52177. 


.52233, 


52353. .52455, 52532. 


.52647, 






52753. .52848, 52932. 


.53318, 


53391. .53813, 53886. 


.53999, 






54093. .54141, 54218. 


.54380, 


55181. .55340, 55712. 


.55806 




GI Descrip. 


(AF015301) RbohApl08 


[Arabidopsis thaliana] 






Seq. No. 


23825 




Seq. ID 


OJ991214_ 


08.0113. 


CI 


Gene No. 


49636 




Strand 








Start 


. 51081 " 




End' 


55806 \ 






Name 


'OJ991214 08. 0113. CI. 


o7.gp 


Method 


AAT/GAP 






Start 


51920 




End 


53054 






GI 


41501 1.R1084 




Score 


1170 






Exons 


51920. .'52039, 52145. 


.52233, 


523S3..52455, 52532. 


.52647, 






52753. .52848, 52932. 


.53054 










GI Descrip. 


'2654868 8.0e-73 (AF015301) 


RbohApl08 


[Arabidopsis thaliana ; 


Seq. No. 


23825 




Seq. ID 


OJ991214_ 


08.0113. 


CI 


Gene No. 


49636 




Strand • 








Start 


51081 




End 


55806 






Name 


OJ991214 08. 0113. CI". 


olO.tw 


Method 


TBLASTX: Wheat 




Start 


52371 




End 


52848 






GI 


none 




Score 


80 






Exons 


52371. .52454, 52372. 


.52455. 


52528. .52653. 52532, 


s 52636- 






52747. .52848 












Seq. No. 


23825 




Seq. ID 


OJ991214_ 


08.0113. 


CI 



24083 




Gene No. 


49636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08. 


0113.Cl.o8.tm 


Method 


TBLASTX: Maize 




Start 


52798 




End 


53429 




GI 


none 




Score 


42 




Exons 


52798. .52848 


, 52799. .52849, 


52920. .53216, 52927 .. 53184 , 






53220. .53324 


, 53391.. 53429 








Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113 


.CI 


Gene No. 


49636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08. 


0113.Cl.ol. tw 


Method 


TBLASTX: Wheat 




Start 


52965 




End 


53445 




GI 


none 




Score 


406 




Exons 


52965. .53324 


, 52968. .53324, 


53388. .53444, 53389. .53445 




Seq. No. 


23825 




Seq. ID 


OJ991214_08.0113 


.CI 


Gene No. 


4 9636 




Strand 






Start 


51081 




End 


55806 




Name 


OJ991214 08. 


0113. CI. oil. tm 


Method 


TBLASTX: Maize 




Start 


53442 




End 


53741 




GI 


none 




Score 


130 




Exons 


53442. .53741 


, 53443. .53664, 


53463. .53699 




Seq. No. 


23826 




Seq. ID 


•OJ991214_08.0113 


.C2 


Gene No. 


49637 




Strand 


+ 




Start 


4313 




End 


5350 




Name 


OJ991214 08. 


0113.C2.o2.gp 


Method 


AAT/GAP 




Start 


4313 




End 


4789 




GI 


none 




Score 


706 




Exons 


4313. .4657, 


4760. .4789 








Seq. No. 


23826 




Seq. ID 


OJ991214_08.0113 


.C2 


Gene No. 


4 9637 




Strand 


+ 




Start 


4313 




End 


5350 




Name 


OJ991214 08. 


0113.C2.ol.gs ' 


Method 


GENSCAN 




Start 


4565 




End 


5350 




GI 


none 




Score 


.85 




Exons 


4565. .4657, 


4760. .4974, 5077. '.5350 






Seq. No. 


23826 




Seq. ID 


OJ991214_08.0113 


,C2 


Gene No. 


49638 




Strand 


+ 




Start 


9338 




End 


11021 




Name 


OJ991214 08. 


0113.C2.ol.np 


Method 


AAT/NAP 




Start 


9338 




End 


11021 




GI 


6907086 




Score 


1255 




Exons 


9338. .10099, 


10161. .10395, 


10621. .10687, 10813. .11021 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23826 




Seq. ID 


OJ991214JD8.0113 


.C2 


Gene No. 


49639 




Strand 






Start 


5432 




End 


5780 




Name 


OJ991214 08. 


0113.C2.o3.gp 


Method 


AAT/GAP 




Start 


5432 




End 


S7RQ 




GI 


none 




Score 


694 




Exons 


5432. .5780 











24084 



Seq. No. 


23826 


Seq. ID 


OJ991214 


_08.0113.C2 


Gene No. 


49640 


Strand 






Of -a 
OtalL 


/DO? 


End 


10379 




Name 


OJ991214 08.0113.C2.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4562 


End 


5287 




GI 


none 


Score 


73 




Exons 


4562. .4657, 4757. .4972, 4759. 


.4920, 5081.. 5155, 


5162. .5287, 




5179. .5265 








Seq. No. 


23826 


Seq. ID 


OJ991214 


_08 .0113.C2 






Strand 






Start 


7689 


End 


10379 




Name 


OJ991214 08.0113.C2.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4796 


End 


5290 


GI 


none 


Score 


114 




Exons 


4796. .4975, 5099. .5155, 5171. 


.5290, 5173.. 5265 




Seq. No. 


23826 


Seq. ID 


OJ991214 


_08.0113.C2 






Strand 






Start 


7689 


End 


10379 




Name 


OJ991214 08.0113.C2.o2.gs 


Method 


GENSCAN 




Start 


7689 


• End 


10379 




GI 


none 


Score 


.41 




Exons 


7689..7762, 8868. .9029, 9463. 


.9526, 9771.. 9970, 


10278. .1037' 


Seq. No. 


23827 


Seq. ID 


OJ991214 


_08.0113.C3 


Gene No. 


49641 


Strand 


+ 




Start 


1 


End 


3552 




Name 


OJ991214 08.0113. C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3552 




GI 


6815109 


Score 


173 




Exons 


1..28, 970.. 1201, 3532.. 3552 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23827 


Seq. ID 


OJ991214 


_08.0113.C3 


Gene No. 


49641 


Strand 


+ 




Start 


1 


End 


3552 




Name 


OJ991214 08.0113.C3.o2.np 


Method 


AAT/NAP 




Start 


448 


End 


2646 




.GI 


5042454 


Score 


283 • 




Exons 


448. .492, 1169. .1401, 2257. .2646 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


23827 


Seq. ID 


OJ991214_ 


_08.0113.C3 


vJCllC IN (J. 


49641 


Strand 


+ 




Start 


1 


End 


3552 




Name 


OJ991214 08.0113.C3.ol.gs 


Method 


GENSCAN 




Start 


1309 


End 


2689 




GI 


none 


Score 


.51 




Exons 


1309. .1344, 1406. .1622, 2373. 


.2689 






Seq. No. 


23827 


Seq. ID 


OJ991214_ 


_08.0113.C3 


Gene No. 


49642 


Strand 






Start 


2404 


End 


5935 




Name 


OJ991214 08.0113.C3.o3.np 


Method 


AAT/NAP 




Start 


2404 


End 


5876 




GI 


6721512 


Score 


79 





24085 




Exons 


2404. .2475, 3772. .3887, 5856. 


.5876 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23827 


Seq. ID 


OJ991214 


_08 


.0113. C3 


Gene No. 


49642 


Strand 








Start 


2404 


End 


5935 






Name 


OJ991214 08.0113.C3.o4.np 


Method 


AAT/NAP 






Start 


2646 


End 


5935 






GI 


6815109 


Score 


136 






Exons 


2646.. 2733, 4978.. 5187, 5879. 


.5935 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23827 


Seq. ID 


OJ991214 


_08 


.0113. C3 


Gene No. 


49642 


Strand 








Start 


2404 


End 


5935 






Name 


OJ991214 08.0113.C3.o2.gs 


Method 


GEN SCAN 






Start 


3715 


End 


4548 






GI 


none 


Score 


.95 






Exons 


3715. .3906, 4495. .4548 










Seq. No. 


23828 


Seq. ID 


OJ991214 


_08 


.0113. C4 


Gene No. 


49643 


Strand 


+ 






Start 


82 


End 


8873 






Name 


OJ991214 08.0113.C4.ol.np 


Method 


AAT/NAP 






Start 


82 


End 


4253 






GI 


3402693 


Score 


918 






Exons 


82. .142, 1329. .1666, 1763. .1936, 2077. 


.2239, 2318. 


2396, 




2502.. 2568, 2683.-2734, 3603. 


.3686, 3790. .4253 






GI Descrip. 


(AC004 697) unknown protein [Arabidopsis thaliana] 




Seq. No. 


23828 


Seq. ID 


OJ991214 


_08 


0113. C4 


Gene No. 


49643 


Strand 


+ 






Start 


82 


End 


8873 






Name 


OJ991214 08.0113.C4.ol.gs 


Method 


GENSCAN 






Start 


418 


End 


8873 






GI 


none 


Score 


.91 






Exons 


418. .461, 1020. .1089, 1175. .1666, 1763 


..1936, 2077 


.2190, 




2683.. 2734, 3790. .4202, 4421. 


.4482, 4716. .4785, 


5109. .5189 




5266.. 5367, 5849.. 5985, 6292. 


.6409, 6638.-6837, 


8717. .8873 


Seq. . No. 


23828 


Seq. ID 


OJ991214 


_08. 


0113. C4 


Gene No. 


49644 


Strand 








Start . . 


13297 


End 


13962 






Name 


OJ991214 08.0113.C4.ol.gp 


Method 


AAT/GAP 






Start 


13297 


End 


13962 






GI 


none 


Score 


1300 






Exons 


13297.. 13962 










Seq. No. 


23828 


Seq. ID 


OJ991214_ 


_08. 


0113. C4 


Gene No. 


49645 


Strand 








Start 


16373 


End 


17599 






Name 


OJ991214 08.0113.C4.ol.tm 


Method 


TBLASTX:] 


Vlaize 


Start 


2500 


End 


4079 






GI 


none 


Score 


100 






Exons 


2500. .2571, 2505. .2573, 2506. 


.2571, 2680. .2745, 


2681. .2734 




2835. .2930, 2839.". 2973, 2840. 


.2929, 3572.. 3688, 


3602. .3688 



3609.. 3692, 3609.. 3692, 3610. . 3699, ■ 3788 3991, 3789,. .3992, 



. 24086 




3789. .3995, 3791. .4000, 3989. .4078, 4002. .4079 



Seq. No.. 


23828 




Seq. ID 


OJ991214 


08 . 0113 . C4 


Gene No. 


49645 




Strand 






Start 


16373 




End 


17599 




Name 


OJ991214 08 


.0113.C4.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


2701 




End 


3989 




GI 


none 




Score 


53 




Exons 


2701. .2745, 


2804.. 2923, 2809. 


.2925, 2837.. 2926, 


2839. .2928 




2841. .2933, 


*'2841.. 2933, 3617. 


.3688, ' 3788. .3988, 


3789. .3989 


Seq. No. 


23828 




Seq. ID 


OJ991214 


_08.0113.C4 


Gene No. 


49645 




Strand 






Start 


16373 




End 


17599 




Name 


OJ991214 08 


.0113.C4.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


3783 




End 


4057 




GI 


none 




Score 


266 




Exons 


3783. .3986, 


3788. .3991, 4001. 


.4057, 4002. .4049 




Seq. No. 


23828 




Seq. ID 


OJ991214 


_08 . 0113. C4 


Gene No. 


49645 




Strand 






Start 


16373 




End 


17599 




Name 


OJ991214 08 


.0113.C4.o2.tm 


Method 


TBLASTX: 


Maize 


Start" 


5843 




End 


6411 




GI . 


none . 




Score 


177 




Exons 


5843. .5962, 


5845. .5958, 5846. 


.5977, 5945. .5986, 


6278. .6409, 




6289. .6411, 


6289. .6411 








Seq. No. 


23828 




Seq. ID 


OJ991214 


AO Alii /"t>l 

_08 . 0113 . C4 


Gene No. 


49645 




Strand 






Start 


16373 




End 


17599 




Name 


OJ991214 08 


.0113.C4.o2.np 


Method 


AAT/NAP 




Start 


16373 




End 


17599 




GI 


6815099 




Score 


84 




Exons 


16373. .16584, 17500.. 17599 








GI Descrip. 


(AP001081) : 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


23829 




Seq. ID 


OJ991214 


08. 0113. C5 


Gene No. 


4 964 6 




Strand 


+ 




Start 


89 




End 


206 




Name 


OJ991214 08 


.0113.C5.ol.gs 


Method 


GENSCAN 




Start 


89 




End 


206 




GI 


none 




Score 


.66 




Exons 


89. .206 










Seq. No. 


23830 




Seq. ID 


OJ991214 


_04 .0114 .C2 


Gene No. 


49647 




Strand 


+ 




Start 


503 




End 


664 




Name 


OJ991214 04 


.0114.C2.ol.gs 


Method 


GENSCAN 




Start 


503 




End 


664 




GI 


none 




Score 


.41 




Exons 


503. .664 










Seq. No. 


23830 




Seq. ID 


O.T991 ?1 d 


OA 0114 no 


Gene No. 


49648 




Strand 






Start 


1 




End 


896 




Name 


OJ991214 04 


.0114.C2,.ol.np 


Method 


AAT/NAP 





24087 




Start 


1 


End 


896 








GI 


6006359 


Score 


79 








Exons 


1..55, 622.. 722, 849.. 89.6 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23831 


Seq. ID 


OJ991214 


_04 


.0114 


.C3 


Gene No. 


49649 


Strand 


+ 








Start 


18 


End 


34 








Name 


OJ991214 04 . 0114 . C3.. ol .gs 


Method 


GENSCAN 








Start 


18 


End 


34 








GI 


none 


Score 


.89 








Exons 


18 . . 34 












Seq. No- 


23832 


Seq. ID 


OJ991214 


_04 


.0114 


.C4 


Gene No. 


49650 


Strand 


+ 








Start 


495 


End 


792 








Name 


OJ991214_04 . 0114 .C4 .ol .gs 


Method 


GENSCAN 








Start 


495 


End 


792 








GI 


none 


Score 


. 61 








Exons 


495. .792 












Seq. No. 


23833 


Seq. ID 


OJ9912U 


_04 


.0114 


.C5 


Gene No. 


49651 


Strand 


+ 








Start 


1 


End 


623 








Name 


OJ991214_04 . 0114 .C5.ol.np 


Method . 


AAT/NAP 








Start 


1 


End 


' 6'23 








GI 


5852093 


Score 


45 








Exons 


1. .21, 532. .623 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 










Seq. No. 


23833 


Seq. ID 


OJ991214_ 


_04 


.0114 


.C5 


Gene No. 


49651 


Strand 


+ 








Start 


1 


End 


623 








Name 


OJ991214 04.0114.C5.ol.gs 


Method 


GENSCAN 








Start 


204 


End 


416 








GI 


none 


Score 


.73 








Exons 


204. .255, 324. .416 












Seq. No. 


23833 


Seq. ID 


OJ991214_ 


_04 


.0114 


.C5 


Gene No..- 


49652 


Strand 










Start *■■ 


1189 . 


' End 


.1970 








Name 


OJ991214 ,04 .0114 .C5.o2 .gs 


Method 


GENSCAN 








Start 


1189 


End 


1970 








GI 


none 


Score 


.65 








Exons 


1189. .1295, 1910. .1970 












Seq. No. 


23834 


Seq. ID 


OJ991214_ 


_04, 


.0114 


.C7 


Gene No. 


49653 


Strand 


+ 








Start 


419 


End 


1282 








Name 


OJ991214' 04.0114.C7.ol.gs 


Method 


GENSCAN 








Start 


419 


End 


1282 








GI 


none 


Score 


.76 








Exons 


419. .522, 1111. .1282 












Seq. No. 


23834 


Seq. ID 


OJ991214_ 


_04. 


.0114 


.C7 


Gene No. 


49654 


Strand 


+ 








Start 


16537 


End 


20.009 









24088 



Name 


OJ991214 04.0114.C7.o4.gs 


Method 


GEN SCAN 






Start 


16537 


End 


20009 






GI 


none 


Score 


.52 






Exons 


16537. .16587, 16781 16870 , 


16899. .17130, 17622 


. .17729, 






18102 : .18405, 18516. .18788, 


19877. .20009 






Seq. No. 


23834 


c on t n 

Dctj. ±u 


Ci TQQ1 91 A 


_04.0114 


.C7 


Gene No. 


4 9655 


c +- ran H 
O L. XallU 








Start 


20852 


Hi 1 1 Li 


91 1 91 






Name 


OJ991214 04.0114.C7.o5.gs 


f\ -J- Vn r\(~\ 
VlKi LI1UU 


\J Cj L\ O ^rtlN 






Start 


20852 


End 


21121 






GI 


none 


Score 


.77 






Exons 


20852. .21121 










Seq. No. 


23834 


Seq. ID 


n TQQ1 91 A 


_04.0114 


.C7 


Gene No. 


49656 


Strand 


_L 
T 






Start 


23947 


End 


94 A Dfi 






Name 


OJ991214 04.0114.C7.o3.np 


Method 








Start 


23947 


End 


24408 






GI 


6069668 


Score 


770 






Exons 


23947. .24408 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


SatlVd J 






Seq. No. 


23834 


Seq. ID 


n TQQ1 9 1 A 


_04.0114 


.C7 


Gene No. 


•49657 


Strand 


T 






Start 


27728 


End 








Name 


OJ991214 04.0114.C7.o7.gs 


Method 


GENSCAN 






Start 


27728 


End 


28199 






GI 


none 


Score 


.98 






Exons 


27728. .27970, 28048. .28199 










Seq. No. 


23834 


Seq. ID 


OJ991214 


_04.0114 


.C7 


Gene No. 


49658 


Strand 








Start 


3160 


End 


9150 






Name 


OJ991214 04.0114.C7.o2.gs 


Method 


GENSCAN 






Start 


3160 


End 


9150 






GI 


none ■ 


Score 


.41 






Exons 


3160. .3383, 3980. .4091, 4150 


..4275, 6005. .6078, 


6347. .6571, 




7221. .7261, 7300. .7508, 8005 


..8058, 8269. .8313, 


8429. .8596, 




9064. ,9150 










Seq. No. 


23834 


Seq. ID 


OJ991214 


_04.0114 


-C7 


Gene No. 


49658 


Strand 








Start 


3160 


End 


9150 






Name 


OJ991214 04.0114.C7.ol.np 


Method 


AAT/NAP 






Start 


4051 


End 


7315 






GI 


6539588 


Score 


286 






Exons 


4051. .4348, 6288. .6571, 7289 


. .7315 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


23834 


Seq. ID 


OJ991214 


_04 .0114 


.C7 


Gene No. 


49659 


Strand 








Start 


12172 


End 


15417 






Name 


OJ991214 04.0114.C7.o2.np 


Method 


AAT/NAP 






Start 


11936 


End 


13622 






GI 


6539588 


Score 


145 






Exons 


11936. .11956, 13290. .13622 











24089 




GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 


23834 




Seq. ID 


OJ991214 


_04 .0114 


.C7 


Gene No. 


49659 




Strand 








Start 


12172 




End 


15417 






Name 


OJ991214 04.0114-.C7. 


o3 . gs 


Method 


GENSCAN 






Start 


12172 




End 


15417 






GI 


none 




Score 


.52 






Exons 


12172. . 12420, 13319. 


.13588, 


13770. . 13962, 14406 


. . 14467, 






14910. . 15106, 15360. 


.15417 










Seq. No. 


23834 




Seq. ID 


OJ991214 


_04.0114 


.C7 


Gene No. 


49660 




Strand 








Start 


23092 




End 


26232 






Name 


OJ991214 04. 0114. C7 . 


ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


7426 




End 


7798 






GI 


none 




Score 


60 






Exons 


7426. .7503, 7503. .7727, 7541 


...7702, 7739.-7798 






Seq. No. 


23834 




Seq. ID 


OJ991214 


_04 .0114 


'-C7 


Gene No. 


49660 




Strand 








Start 


23092 




End 


26232 






Name 


OJ991214 04. 0114. C7. 


o6.gs 


Method 


GENSCAN 






Start 


23092 




End 


26232 






GI 


none 




■ Score 


.82 






Exons 


23092. .23205, 23505. 


.23682, 


23993. .24442, 26101 


. .26201, 






26230. .26232 












Seq. No. 


23835 




Seq. ID 


OJ991214 


_04.0114 


.C8 


Gene No. 


49661 




Strand 


+ 






Start 


282 




End 


5798 






Name 


OJ991214 04. 0114. C8 . 


ol.gs 


Method 


GENSCAN 






Start 


282 




End 


5798 






GI 


none 




Score 


.51 






Exons 


282. .1037, 1689. .1828, 2804. 


.2973, 3740.. 3924, 


4470. .4557, 




5602. .5798 












Seq. No. 


23835 




Seq. ID 


OJ991214 


_04.0114 


.C8 


Gene No. 


49662 




Strand 


+ 






Start 


11062 




End 


13817 






Name 


OJ991214 04. 0114. C8 . 


ol ,gp 


Method 


AAT/GAP 






Start . 


11062 


End 


13817 






GI 


23724 1.R1084 




Score 


1084 






Exons 


11062. .11117, 11253'. 


.11316, 


12686. .12770, 13094 


. .13183, 





13490. .13817 

GI Descrip. 1 1351359/sp | P48504 | UCRH_SOLTU 5.0e-20 UBIQUINOL-CYTOCHROME C 

REDUCTASE COMPLEX 7.8 KD PROTEIN (MITOCHONDRIAL HINGE PROTEIN) 

(CR7) >gi_1071788_pir S48690 ubiquinol--cytochrome-c reductase 

(EC 1.10.2.2) UK protein - potato >gi_4 887 12__emb_CAA558 60_ 
(X7 9273) ubiquinol — cytochrome c reductase [Solanum tuberosum] ? 



Seq. No. 23835 Seq. ID 

Gene No. 4 9662 Strand 

Start 11062 End 

Name OJ991214_04 . 0114 . C8 . o4 . np Method 

Start 12684 End 

GI 1351359 Score 



OJ991214_04.0114.C8 
+ 

13817 
AAT/NAP 
13519 
197 



24090 



Exons 12684. .12770, 13094 .. 13183, 13490.. 13519 

GI Descrip. UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX 7 . 8 KD PROTEIN 

(MITOCHONDRIAL HINGE PROTEIN) (CR7) gi | 1071788 | pir | | S48690 
ubiquinol — cytochrome-c reductase (EC 1.10.2.2) 11K protein - 
potato- gi|488712|emb|CAA55860| (X79273) ubiquinol--cytochrome c 
reductase [Solanum tuberosum] 



Seq. No. 


23835 


Seq. ID 


OJ991214_04.0114 


.C8 


Gene No. 


49663 


Strand 






Start 


3626 


End 


3962 




Name 


OJ991214 04.0114.C8.o2.np 


Method 


AAT/NAP 




Start 


3626 


End 


3962 




GI 


85001 


Score 


154 




Exons 


3626. .3962 








GI Descrip. 


histone H3.3 - fruit fly (Drosophila melanogaster ) 




Seq. No. 


23835 


Seq. ID 


OJ991214_04.0114 


.C8 


Gene No. 


49664 


Strand 






Start 


5112 


End 


9123 




Name 


OJ991214 04.0114.C8.o3.np 


Method 


AAT/NAP 




Start 


5112 


End 


7455 




GI 


3868853 


Score 


113 




Exons 


5112. .5191, 6029. .6221, 7400 


. .7455 






GI Descrip. 


(AB013853) GPI-anchored protein [Vigna 


radiata] 




Seq. No. 


23835 


Seq. ID 


OJ991214_04.0114 


.C8 


Gene No. 


49664 


Strand 






Start 


5112 


End 


9123 




Name 


OJ991214 04.0114.C8.o2.gs 


Method 


GENSCAN 




Start 


6051 


End 


9123 




GI 


none 


Score 


.5 




Exons 


6051.. 6274, 6628.. 6720, 6852 


..6953, 78 


13. .7884, 8116. .8268, 




8484. .8656, 9023. .9123 








Seq. No. 


23835 


Seq. ID 


OJ991214_04.0114 


.C8 


Gene No. 


49665 


Strand 






Start 


10628 


End 


11961 




Name 


OJ991214 04.0114.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


366 


End 


758 




GI 


none 


Score 


206 




Exons 


366. .758, 425. .553, 447. .569 








Seq. No. 


23835 


- Seq. ID 


OJ991214_04.0114 


.C8 


Gene No. 


49665 


Strand 






Start 


10628 


End 


11961 




Name 


OJ991214 04.0114.C8.o3.gs 


Method 


GENSCAN 




Start 


10628 


End 


11961 




GI 


none 


Score 


.81 . 




Exons 


10628. .10639, 11007 .. 1164 9, 


11954 . .11961 




Seq. No. 


23835 


Seq. ID 


OJ991214_04 .0114 


.C8 


Gene No. 


49666 


Strand 






Start 


12687 


End 


13623 




Name 


OJ991214 04.0114.Cfl.o2,tm 


Method 


TBLASTX *Maize 




Start 


12687 


End 


13623 




GI 


none 


Score 


134 




Exons 


12687. .12770, 12687 .. 12773, 


12688. .12777, 12689 12778 , 





24091 



13090. .13185, 13091. .13189, 13093 .. 13185, 134 68 13524 , 
13469. .13525, 1354 9 .. 13623, 13567.. 13617 



Seq. No. 23836 

Gene No. 49667 

Start 100 

Name OJ991214_04 . 0114 . CIO . ol . gs 

Start 100 

GI none 
Exons . 100. .277 

Seq. No. 23836 

Gene No. 49668 

Start 2353 

Name OJ991214_04 . 0114 . C10 . ol . gp 

Start 2353 

GI 492_1.R1084 

Exons 2353.. 3166 

GI Descrip. ' 4996105/dbj | BAA78331 . 1 |. 2 . 

decarboxylase [Brassica napus] ' 



Seq. ID OJ991214_04. 0114. C10 

Strand + 

End 277 

Method GENSCAN 

End 277 

Score .54 



Seq. ID OJ991214_04. 0114. C10 

Strand + 

End 3166 

Method AAT/GAP 

End 3166 

Score 1569 

Oe-95 (AB014076) histidine 



Seq. No. 


23836 








Seq. ID 


OJ991214_04. 0114. C10 


Gene No. 


49669 








Strand 




Start 


2579 








End . 


4043 


Name 


OJ991214 04 


.0114, 


.C10.O2. 


.gs 


Method 


GENSCAN 


Start 


2579 








End 


4043 


GI 


none 








Score 


.93 


Exons 


2579. .3148, 


3267. 


. .3400, 


3485. 


.3678, 3790. .4043 


Seq. No. 


23836 








Seq. ID 


OJ991214_04.0114.C10 


Gene No. 


49669 








Strand 




Start 


2579 








End 


4043 


Name 


OJ991214 04 


.0114. 


.ClO.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


2580 








End 


4023 


GI 


none 








Score 


428 


Exons 


2580. .3149, 


2585. 


. .3160, 


3270. 


.3365, 3274.. 3351, 3333.. 3401, 




3333. .3401, 


3337. 


. .3402, 


3483. 


.3698, 3484. .3678, 3542. .3679, 




3780. .4019, 


3781. 


. .4023, 


3788. 


.4018, 3789.. 4022, 3790.. 4023 


Seq. No. 


23836 








Seq.. ID 


OJ991214_04. 0114. C10 


Gene No. 


49669 








Strand 




Start 


2579 








End 


4043 


Name . 


OJ991214 04 


.0114. 


.ClO.ol. 


.np 


Method 


AAT/NAP 


Start 


2585 








End 


4027 


GI 


4996105 








Score 


1653 


Exons 


2585. .3148, 


3267. 


. .3400, 


3485. 


.3678, 3790.. 4027 


GI Descrip. 


(AB014076) 


histidine decarboxylase [Brassica napus] 


Seq. No. 


23836 








Seq. ID 


OJ991214_04. 0114. C10 


Gene No. 


49669 








Strand 




Start 


2579 








End 


4043 


Name 


OJ991214 04 


.0114. 


.ClO.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


2585 








End 


3082 


GI 


none 








S cor ft 


31 0 


Exons 


2585. .2665, 


2672. 


. .3079, 


2714. 


.3082 




Seq. No. 


23836 








Seq. ID 


OJ991214_04. 0114. C10 



24092 



Gene No. 


49669 






Strand 






Start 


2579 






End 


4043 




Name 


OJ991214 04 


.0114. C10. ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


2585 






End 


3384 




GI 


none 






Score 


619 




Exons 


2585. .3160, 


2598. .3161, 


2723. 


.3163, 2929. .3162, 3252. .3383, 




3265. .3384, 


3267. .3380, 


3268. 


.3384 






Seq. No. 


23836 






Seq. ID 


OJ99.1214_04.0114 


.C10 


Gene No. 


4 9669 






Strand 






Start 


2579 






End 


4043 




Name 


OJ991214 04 


.0114. C10. o2. 


,tc 


Method 


TBLASTX: Cress 




Start 


3840 






End 


4023 




GI 


none 






Score 


80 




Exons 


3840. .4022, 


3846. .4022, 


3850. 


.4023, 3865. .4023 




Seq. No. 


23837 






Seq. ID 


OJ991214_04.0114 


.Cll 


Gene No. 


49670 






Strand 






ptart 


1 






End 


963 . 




Name 


OJ991214 04 


.0114.Cll.ol. 


,np 


Method 


AAT/NAP 




Start 


1 






End 


963 




GI 


4996105 






Score 


115 




Exons 


1..19, 839. 


.963 










GI Descrip. 


(AB014076) i 


histidine decarboxylase [Brassica napus] 




•Seq. No. 


23837 






Seq. ID 


OJ991214JD4.0114 


.Cll 


Gene No. 


49670 






Strand 






Start 


1 






End 


963 




Name 


OJ991214 04 


.0114.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


296 






End 


903 




GI 


none 






Score 


.59 




Exons 


296. .404, 536. .631, 671. 


.903 








Seq. No. 


23837 






Seq. ID 


OJ991214_04.0114 


.Cll 


Gene No. 


49670 






Strand 






Start 


1 






End 


963 




Name 


OJ991214 04 


.0114.Cll.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


826 






End 


960 




GI 


none 






Score 


64 




Exons 


826. .960, 841. .894 










Seq. No. 


23838 






Seq. ID 


OJ991214_04.0114 


.C12 


Gene No. 


49671 






Strand 






Start 


135 






End 


583 




Name 


OJ991214 04, 


.0114.C12.ol. 


np 


Method 


AAT/NAP • 




Start 


135 






End 


583 




GI 


6630539 






Score 


301 




Exons 


135. .583 












GI Descrip. 


(AC011708) putative RING 


i zinc 


finger protein [Arabidopsis 




thaliana] 












Seq. No. 


23838 






Seq. ID 


OJ991214_04.0114 


.C12 


Gene No. 


49671 






Strand 






Start 


135 






F.nd 


583 




Name 


OJ991214 04, 


.0114.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


195 






End 


413 




GI 


none 






Score 


74 





24093 



Exons 195.. 341, 211.. 285, 363.. 413 



Seq. No. 


23838 






Seq. ID 


OJ991214_04.0114 


.C12 


Gene No. 


49671 






Strand 


- 




Start 


135 






End 


583 




Name 


OJ991214 04.0114 


.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


198 






End 


341 




GI 


none 






Score 


178 




Exons 


198. .341 












Seq. No. 


23838 






Seq. ID 


OJ991214_04.0114 


.C12 


Gene No. 


49671 






Strand 


- 




Start 


135 






End 


583 




Name 


OJ991214 04.0114 


.C12.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


204 






End 


413 




GI 


none 






Score 


52 




Exons 


204. .359, 342. .413 










Seq. No. 


z Jo 






Seq. ID 


OJ991214_04.0114 


.C14 


Gene No. 


49672 






Strand 


+ 




Start 


155 






End- 


424 




Name 


OJ991214 04.0114 


.C14.ol. 


gs 


Method 


GENSCAN 




Start 


155 






End 


424 




GI 


none 






Score 


.4 




Exons 


155. .424 












Seq. No. 


23840 






Seq. ID 


OJ991214_.04.0114 


.C15 


Gene No. 


49673 






Strand 






Start 


8652 






End 


12258 




Name 


OJ991214 04.0114 


.C15.o2. 


gs 


Method 


GENSCAN 




Start 


8652 






End 


10521 




GI 


none 






Score 


.51 




Exons 


8652.. 8899, 9213 


. .9349, 


9731. . 


9983, 10000. .10180, 10216 


. .10294, 




10388. .10521 












Seq. No. 


23840 






Seq. ID 


OJ991214_04.0114 


.C15 


Gene No. 


49673 






Strand 






Start 


8652 






End 


12258 




Name 


OJ991214 04.0114 


.CIS.ol. 


np 


Method 


AAT/NAP 




Start 


9664 






End 


12258 




GI 


6069667 . ■ - 






Score 


1001 




Exons 


9664. .9889, 9980 


. .10180, 


11047 


. .11156, 


11510. .11617, 





12111. .12258 



GI Descrip. (AP000616) similar to UMP/CMP kinase (AF000147) [Oryza sativa] 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23841 
49674 
135 

OJ991214_04.0114.C16.ol.gs 

135 

none 



Seq. ID OJ991214_04.0114.C16 
Strand 

End 4312 

Method GENSCAN 

End 4312 

Score .63 



135. .391, 2012. .2067, 2307. .2470, 2717. .2809, 2900. .3085, 
3184. .3218, 3233. .3285, 4172. .4312 



Seq. No. 23841 Seq. ID OJ991214JD4 . 0114 . C16 

Gene No. 4 9675 Strand 

Start 6352 . End 6786 



24094 



Name 

Start 

GI 

Exons 



OJ991214_04.0114.C16.ol.tm Method TBLASTX : Maize 

6349 End 6576 

none Score 14 9 
6349.. 6576, 6356.. 6553 



Seq. No. 23841 

Gene No. 49675 

Start 6352 End 

Name OJ991214_04 . 0114 ,C16.ol . tc Method TBLASTX : Cress 

Start 6352 End 6585 

GI none Score 

Exons 6352.. 6519, 6353.. 6487, 6430.. 6585 



Seq. ID OJ991214_04.0114.C16 
Strand 

6786 



90 



Seq. No. 23841 Seq. ID 

Gene No. 49675 Strand 

Start 6352 End 

Name OJ991214_04 . 0114 . C16 . o2 . gs Method 

Start 6352 End 

GI none Score.;--. 

Exons 6352. . 6786 



OJ991214_04.0114.C16 

6786 
GEN SCAN 
6786 

1 . ■ 



Seq. No. 23842 Seq. ID OJ991214_04 . 0114 . C17 

Gene No. 49676 Strand 

Start 1 End 2618 

Name ■ OJ991214_04 . 0114 .C17 .ol .np Method AAT/NAP 

Start 1 End 2326 

GI 6523054 Score 179 

Exons 1..234, 307.. 558, 2294.. 2326 

GI Descrip. (AL133314) arm repeat containing protein homolog [Arabidopsis 
thaliana] 



Seq. No. 


23842 






Seq. ID 


OJ991214_04.0114 


.C17 


Gene No. 


49676 






Strand 






Start 


1 






End 


2618 




Name 


OJ991214 


_04.0114.C17.ol. 


gs 


Method 


GENSCAN 




Start 


70 






End 


1219 




GI 


none 






Score 


.4 




Exons 


70. .700, 


1203. .1219 










Seq. -No. 


23842 






Seq. ID 


OJ99121v4_04 .0114 


.C17 


Gene No. 


49676 






Strand 






Start 


1 






End 


2618 




Name 


OJ991214 


04.0114.C17.ol. 


tm 


Method • 


TBLASTX: Maize 




Start 


160 






End 


577 




GI 


none 






Score 


297 




Exons 


160. .252, 


353. .577, 358. 


.576 








Seq. No. 


23842 






Seq. ID 


OJ991214_04 .0114 


.C17 


Gene No. 


49676 






Strand 






Start 


1 






End 


2618 




Name 


OJ991214 


04.0114.C17.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


356 






End 


576 




GI 


none 






Score 


184 




Exons 


356. .SfiS. 












Seq. No. 


23842 






Seq. ID 


OJ991214_04 .0114 


.C17 


Gene No. 


. 49676 






Strand 







24095 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 



2618 



OJ991214 04.0114.C17.ol.tc Method TBLASTX : Cress 



358 
none 

358. .564, 422. .571 

23842 
49676 
1 



End 
Score 



571 
165 



Seq. ID OJ991214_04.0114.C17 
Strand 

End 2618 



OJ991214_04 . 0114 . C17 . ol . tw Method TBLASTX : Wheat 

358 End 588 

none Score 121 
358. .402, 389. .574, 400. .588 

23842 
49676 
1 

OJ991214_04 . 0114 . C17 . o2 . gs Method GENSCAN 



Seq. ID OJ991214_04.0114.C17 
Strand 

End 2618 



2226 
none 

2226. .2618 



End 
Score 



2618 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23843 
49677 
323 

OJ991214_04 . 0114 . C18 . ol . gs 
323 
none 

323. .484, 875. .937 

23844 
49678 
255 

OJ991214_04.0114 .C19.ol.gs 
255 
none 

255. .314, 1115. .1210, 1912. .2070 



Seq. ID OJ991214_04.0114.C18 
Strand 

End 937 

Method GENSCAN 

End 937 

Score .5 



Seq. ID OJ991214JD4.0114 .C19 

Strand + 

End 2070 

Method GENSCAN 

End 2070 

Score .82 



23845 Seq. ID 

49679 Strand 

181 . End 
OJ991214_04\0114.C21.ol.gs ' Method 

181 End 

none Score 

181. .270, 384. .467 



OJ991214_04.0114.C21 
467 

GENSCAN 

467 

.58 



23846 
49680 
111 

OJ991214_07.0114 .C2.ol.gs 

111 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

111. .172, 2690. .2822, 3789. .3920, 5065. .5167, 5180. .5663, 
5743.. 6114, 6223.. 6378. , 91.22. 9828= =9922,- 11891,. 12007 

12066. .12270, 13236 .. 13324 , 13433 . '.13511, 13625 .. 13752 , 
13960. .14058, 14 14 9 .. 14257 , 144 97 .. 14576, 14 660 .. 14 887 , 
14964. .15029, 15166 .. 15282 ,' 15424 .. 15483 



OJ991214_07.0114 -C2 
+ 

15483 
GENSCAN 
15483 
.54 



24096 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23846 
49680 
111 

OJ991214_07.0114.C2.o3.np 

4584 

6598934 



Seq. ID OJ991214_07.0114.C2 

Strand + 

End 15483 

Method AAT/NAP 

End 9248 

Score 930 



4584. .4660, 5247. .5316, 5482. .5663, 5743. .6114, 6220. .6378, 
8899.-9248 



GI Descrip. (AC018721) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23846 
49680 
111 

OJ991214_07.0114 .C2.ol.gp 
6084 

22637_1.R1084 
6084.. 6114, 6223 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6378, 8899.-9436 
'4521193/dbj IAB013450.1 IAB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene' 



OJ991214_07.0114.C2 
+ 

15483 
AAT/GAP 
9436 
1312 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons 



23846 
49680 
111 

OJ991214_07.0114.C2.o4.np 

11921 • 

6016683 



Seq. ID OJ991214_07.0114.C2 

Strand + 

End 15483 

Method AAT/NAP 

End 15282 

Score 1571 



11921. .11965, 12066. .12270, 13236 .. 13324 , 134 33 .. 13511, 
13625. .13752, 13960 .. 14058 , 1414 9 .. 14257 , 144 97 .. 14576, 
14660. .14887, 14 964 .. 15029, 15166.. 15282 
GI Descrip. (AC009991) putative clathrin heavy chain [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23846 Seq. ID OJ991214_07 . 0114 . C2 

49681 Strand 

1 End 94 96 

OJ991214_07.0114 .C2.o2.np Method AAT/NAP 

1 End 6396 

6063557 Score 291 

1..125, 2867. .2999, 3223. .3393, 6374. .6396 

(AP000615) similar to dJ522J7.-2 (Z98885) [Oryza sativa] 



23846 
49681 
1 

OJ991214_07.0114 .C2.ol.np 
2028 
6721512 
2028. .2192 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ991214_07.0114.C2 
Strand' 

End 94 96 

Method AAT/NAP 

End 2192 

Score 4 6 



23846 
49681 
1 

OJ991214_07 . 0114 .C2 . o2 . tm 

5304 

none 

5304. .5576, 5335. .5577 



Seq. ID OJ991214_07.0114 . C2 
Strand 

End 9496 

Method TBLASTX : Mai ze 

End - 5577 

Score 313 



24097 



Seq. No. 
, Gene No. 
Start 
Name 
Start 
GI 

Exons 



23846 
49681 
1 

OJ991214_07, 

5518 

none 

5518. .5667, 
6257. .6349 



Seq. ID OJ991214_07.0114.C2 
Strand 

End 94 96 

Method TBLASTX : Cress 

End 634 9 

Score 99 

5562. .5663, 5740. .5832, 5741. .5974, 6002. .6088, 



0114.C2.o2.tc 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

_Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name ". 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



23846 
49681 
1 

OJ991214_07. 

5620 

none 

5620. .5685, 

2£84 6 
49681 
1 

OJ991214_07. 

5741 

none 

5741.. .5917, 

23846 
49681 
1 

OJ991214_07. 
5770 
none 
5770. 
8896. 
9144. 



,6114, 
,9156, 
,9239, 



23846 
49681 
1 

OJ991214_07; 

6245 

none 

6245. .6373, 
9144. .9239, 

23846 
49681 
1 

OJ991214_07, 

8951 

none 

8951. .9148, 

23846 
49682 
11896 

OJ991214 07. 



0114.C2.ol.tw 



5710. .6105, 5741. 



0114 .C2.o2.ts 



5767.. 5904, 5914. 



0114.C2.ol.tm 



5771. .6115, 6220. 
8897. .9157, 8897. 
9146.. 9250, 9356. 



0114.C2.o3.ts 



6253.. 6378, 8909. 
9149. .9253 



0114.C2.o4.tc 



9037.. 9159, 9144, 



0114.C2.o3.tc 



Seq. ID OJ991214_07.0114.C2 
Strand 

End 9496 

Method TBLASTX : Wheat 

End 6111 

Score 67 
.6109, 6022.. 6111 

Seq. ID OJ991214_07.0114.C2 
Strand- 
End 9496 
Method TBLASTX: Soybean 
End 6112 
Score 157 
.6111, 5915.V-6112 

Seq. ID OJ991214_07.0114.C2 
Strand 

End 94 96 

Method TBLASTX : Mai ze 

End 94 96 

Score 565 

.6378, 6221.. 6373, 8886. .9008, 
.9157, 9036. .9161, 9125. .9250, 
.9496, 9422. .9484 

Seq. ID OJ991214_07.0114.C2 
Strand 

End 94 96 

Method TBLASTX : Soybean 

End 9253 

Score 14 6 

.9037, 9011.. 9160, 9037. .9159, 



Seq. ID OJ991214_07.0114.C2 
Strand 

End 9496 

Method TBLASTX : Cress 

End 9224 

Score 126 
.9224, 9152.. 9214 

Seq. ID OJ991214_07.0114.C2 
Strand 

End 15282 

Method TBLASTX : Cress 



24098 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11896 
none 



End 
Score 



12263 
40 



11896. .11958, 12060. .12263, 12065.. 12262 



23846 

49682 

11896 

OJ9912 

12042 

none 

12042. 

13423. 

13624. 

13952. 

14202. 

14500. 

14654. 

14961. 

15166. 



14 07.0114.C2.ol.ts 



.12269, 
.13509, 
.13752, 
.14047, 
.14258, 
.14550, 
.14890, 
.15032, 
.15282 . 



12077. 
13429. 
13933. 
13957. 
14203. 
14530. 
14656. 
14963. 



.12265, 
.13521, 
.14019, 
.14061, 
.14259, 
.14574, 
.14787, 
.15031, 



Seq. I 
Strand 
End 

Method 
End - 
Score 

13241. .1 

13430 

13937 

13959 

14496 

14538 

14666 

15165 



D OJ991214 07. 0114. C2 



15282 
TBLASTX 
15282 
279 
3342, 13246 
3513, 13624 
4047, 13941 
4060, 14146 
4549, 14497 
4579, 14539 
4887, 14682 
5281, 15166 



Soybean 



. .13341, 
. .13752, 
. .14054, 
. .14220, 
. .14550, 
. .14577, 
. . 14891, 
. .15282, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23846 
49682 
11896 

OJ991214_07.0114.C2.ol.tc 
13940 
none 

13940. .14059, 13957 .. 14061, 13957 
14146. .14259, 14146 .. 14256, 14148 



Seq. ID OJ991214_07.0114.C2 
Strand 

End 15282 
Method TBLASTX : Cres s 
End 14818 
Score 75 

14010, 13959. .14060, 
14258, 14494. .14577, 



14496. .14576, 14 654 .. 14818 , 14656.. 14793 



23847 
49683 
1 

OJ991214_07.0114.C3.ol.np 
1 

6016683 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..68, 181. .267, 372. .455, 576. .710, 790. .852, 932. .1036, 
1127. -.1239, 1327. .1579, 1668. .1804, 1923. .2201, 2305. .3305, 
3401. .3886, 3974. .4144, 4236. .4421, 4769. .4891, 4973. .5083, 
5174. .5317 

(AC009991) putative clathrin heavy. chain [Arabidopsis thaliana] 



OJ991214_07.0114.C3 
+ 

5333 
AAT/NAP 
5317 
4990 



23847 
49683 
1 

OJ9912 
6 

none 
6. .68, 
573. .7 
914. .1 
1123. . 
1324 . . 
1920 
2448 
2608 
3400 



14 07.0114.C3.ol.ts 



8. .64, 17 
10, 574. .7 
039, 920.. 
1239, 1123 
1581, 1325 
2204, 1921 
2597, 2448 
3084, 2678 
3735, 3401 



Seq. ID OJ991214_07.0114.C3 
Strand + 
End 5333 
Method TBLASTX : Soybean 
End 5309 
Score 111 
8. .267, 180. .266, 360. .458, 371. .457, 572. .706, 
05, 597. .710, 784. .'852, 786. .851, 787. .852, 
1036, 928.. 1038, 1121.. 1237, 1122.. 1238, 
..1239, 1124. .1276, 1309. .1578, 1322. .1582, 
..1582, 1664. .1816, 1667. .1756, 1668. .1805, 
..2205, 1921. .2205, 2287. .2472. 2300, ,2440,. 
..2624, 2449. .2601, 2601. .3308, 2601. .2657, 
..3298, 2694. ..3311, 3211. .3312, 3396.-3644, 
..3886, 3433.. 3882, 3717.. 3893, 3963.. 4025, 



24099 



3971. .4153, 3971. .4144, 4230. .4424, 4233. .4421, 4237. .4422, 
4766. .4891, 4768. .4890, 4967. .5092, 4970. .5113, 5171. .5206, 
5262. .5309 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23847 
49683 
1 

OJ991214_07.0114 .C3.ol.gs 
45 

none 



Seq. ID OJ991214_07.0114.C3 

Strand + 

End 5333 

Method GENSCAN 

End 5083 

Score .94 



45. .68, 181. .267, 372. .455, 576. .710, 790. .852, 932. .1036, 
1127. .1239, 1327. .1579, 1668. .1804, 1923. .2201, 2606. .3305, 
3401. .3886, 3974. .4144, 4236. .4421, 4973. .5083 



23847 Seq. ID 

49683 Strand 

1 End 

OJ991214_07.0114 .C3.o2.tm Method 

374 End 

none Score 



OJ991214_07.0114.C3 
+ 

5333 

TBLASTX: Maize 

1230 

141 



374. .457, 375. .458, 575. .709, 597. .710, 784. .852, 789. .854, 
789. .851, 910. .1035, 914. .1036, 918. .1037, 928. .1038, 





1121. , 


.1228, 


1122 


. .1229, 


1123. 


.1230 








Seq. No. 


23847 










Seq. ID 


OJ99-1214 


07. 0114. C3 


Gene No. 


49683 










Strand 


+ 






Start 


1 










End 


5333 






Name 


OJ991214 07 


.0114 


.C3.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


1411 










End 


5333 






GI 


none 










Score 


69 






Exons 


1411. . 


.1461, 


1412 


. .1450, 


1439. 


.1582, 1447. .1581, 


1461. 


.1628, 




1665. . 


.1808, 


1668 


. .1805, 


1879. 


.1959, 1920.. 1961, 


1921. 


.1962, 




1950. . 


.2204, 


1960 


. .2205, 


1963. 


.2205, 2300. .2440, 


2307. 


.2441, 




2447. , 


.2599, 


2447 


. .2581, 


2449. 


.2601, 2449. .2598, 


2601. 


.3308, 




2601. . 


.3311, 


3136 


. .3318, 


3388. 


.3741, 3398. .3892, 


3401. 


.3886, 




3717. . 


.3893, 


3920 


. .4150, 


3971. 


.4153, 4230. .4421, 


4233. 


.4421, 




4234. . 


.4422, 


4303 


. .4422, 


.4735. 


.4890, 47i 


56. .4891, 


4766. 


.4900, 




4967. , 


,5092, 


4968 


. .5081, 


4970. 


.5113, 5169.. 5213, 


5170. 


.5217, 




5200. . 


.5295, 


5211 


. .5294, 


5221. 


.5331, 5223.-5333, 


5223. 


.5333 


Seq. No. 


23847 










Seq. ID 


OJ991214 


07. 0114. C3 


Gene No. 


49683' 










Strand 


+ 






Start 


1 










End 


5333 






Name 


OJ991214 07 


.0114- 


.C3.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


1971 










End 


2556 






GI 


none 










Score 


113 






Exons 


1971. . 


2198, 


1971 


. .2204, 


1972. 


.2205, 1972.. 2205, 


2287. 


.2472, 




2300. . 


2440, 


2448 


. .2549, 


2449." 


.2556, 2452.. 2553 






Seq. No. 


23847 










Seq. ID 


OJ991214 


07. 0114. C3 


Gene No. 


49683 










Strand 


+ 






Start 


1 










End 


5333 






Name 


OJ991214 07 


.0114, 


.C3.o3. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2557 










End 


2999 






GI 


none 










Score 


73 






Exons 


2557. . 


2601, 


2559, 


. .2624, 


2601. 


.2975, 2601. .2657, 


2678. 


.2974, 




2694. . 


2975, 


2719, 


. .2976, 


2961. 


.2999 









24100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23847 
49683 
1 

OJ991214_07.0114.C3.ol.tc 
3104 
none 

3104. .3184, 3110. .3298, 3111 
3396.-3647, 3401.. 3886, 3433 
3972. .4154, 4233. .4421, 4238. .4423, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3308, 3135 
3885, 3971 



OJ991214_07.0114.C3 
+ 

5333 

TBLASTX: Cress 
5217 



70 



,4884, 4766. .4891, 4967. 
,5205 



3311, 3136.. 3318, 

4153, 3971.. -4150, 

4280. .4420, 4300. .4422, 

5074, 4970. .5068, 5161. .5217, 



Seq. ID OJ991214_07.0114 .C3 



4753. 
5170. 

23847 
49683 
1 

OJ991214_07.0114 .C3.ol.gp 
3159 
426584 
3159. .3305, 3401. .3589 

1335862 8.0e-47 (U42608). clathrin heavy chain [Glycine max] 



Strand 
End 

Method 

End 

Score 



+ 

5333 
AAT/GAP 
3589 
603 



23847 Seq. ID 

49683 Strand 
1 End 
OJ991214_07 . 0114 .C3 . o2 . gp Method 
3957 End 
5005228 Score 
3957. .4144, 4236. .4423 

6016683/gb|AAF01510.1 |AC009991_6 9.0e-50 (AC009991) putative 
clathrin heavy chain [Arabidopsis thaliana] 



OJ991214_07.0114.C3 
+ 

5333 
AAT/GAP 
4423 
670 



23847 
49683 
1 

OJ991214_07.0114.C3.ol.tw 
4366 



none 
4366. 
4774 . 
5158, 



,4422, 4377. 
,4893, 4920. 
,5298, 5169. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4421, 4762. .4890, 4763 
5039, 4963.. 5082, 4967 



OJ991214_07.0114.C3 
+ 

5333 

TBLASTX: Wheat 
5313 
61 

4891, 4772..4894, 
5092, 4970.. 5110, 



.5297, 5220... 5309, 5224.. 5313 



23847 Seq. ID 

49683 Strand 

1 End 

OJ991214_07.0114.C3.o3.gp Method 

5009 End 

13704_1.R1084 Score 
5009.. 5083, 5174.. 5333 

'1335862 3.0e-09 (U42608) clathrin heavy chain [Glycine max] 1 



OJ991214__07.0114.C3 
+ 

5333 
AAT/GAP 
5333 
438 



23848 Seq. ID 

49684 Strand 

1 End 

OJ991214_07.0114.C4 .ol.gp Method 

1 End 

13704 1.R1084.' Score 



OJ991214_07.0114.C4 
+ 

281 

AAT/GAP 
281 
"4 99 



24101 



Exons 1..281 

GI Descrip. '1335862 3.0e-09 (U42608) clathrin heavy chain [Glycine max]' 



Seq. No. 


23848 




Seq. ID 


OJ991214_07.0114.C4 


Gene No. 


49685 




Strand 


+ 


Start 


3934 




End 


5647 


Name 


OJ991214 07 


.0114 .C4.o2.gs 


Method 


GEN SCAN 


Start 


3934 




End 


5647 


GI 


none 




Score 


.84 


Exons 




4 o 14 . . oUO / , Jj4y. 


.004/ 




Seq. No. 


23848 




Seq. ID 


OJ991214 07. 0114. C4 


Gene No. 


49686 




Strand 


- 


Start 


1063 




End 


1630 


Name 


OJ991214 07 


.0114.C4.ol.gs 


Method 


GENSCAN 


Start 


1063 




End 


1428 


GI 


none 




Score 


.87 


Exons 


1063. .1428 








Seq. No. 


23848 




Seq. ID 


OJ991214_07.0114.C4 


Gene No. 


49686 




Strand 




Start 


1063 ' 




End 


1630 


Name 


OJ991214. 07 


.0114.C4.ol.np 


Method 


AAT/NAP 


Start 


1072 




End 


1630 


GI 


6143901 




Score 


176 


Exons 


1072. .1630 








GI Descrip. 


(AC010718) 


putative calmodulin [Arabiciopsis thaliana] 


Seq. No. 


23848 




Seq.. ID 


OJ991214_07.0114.C4 


Gene No. 


49687 




Strand 




Start 


5033 




End 


7486 


Name 


OJ991214 07 


.0114.C4.o2.np 


Method 


AAT/NAP 


Start 


5033 




End 


7486 


GI 


6598436 




Score 


1245 


Exons 


5033. .5079, 


6143. .7132, 7166. 


.7486 




GI Descrip. 


(AC004 683) 


putative ammonium 


transporter [Arabidopsis thaliana] 


Seq. No. 


23848 




Seq. ID 


OJ991214_07.0114.C4 


Gene No. 


49687 




Strand 




Start 


5033 




End 


7486 


Nairte ■ ' 


OJ991214 07 


.0114.C4.o3.gs 


Method 


GENSCAN 


Start 


6092 




End 


7468 


GI 


none 




Score 


. 97 


Exons 


6092. .7468 








Seq. No. 


23848 




Seq. ID 


OJ991214_07.0114.C4 


Gene No. 


49688 




Strand 




Start 


8134 




End 


11202 


Name 


OJ991214 07 


.0114.C4.o3.tw 


Method- 


TBLASTX: Wheat 


Start 


1066 




End 


1506 


GI 


none 




Score 


54 


Exons 


1066. .1170, 


1246. .1275, 1247. 


.1297, 1248. .1355, 1317. .1370, 




1318. .1416, 


1318. .1440, 1444. 


.1506, 1445. .1498, 1458. .1502 


Seq. No. 


23848 




Seq. ID 


OJ991214_07.0114.C4 


Gene No. 


49688 




Strand 




Start 


8134 




End 


11202 



24102 




Name OJ991214_07 . 0114 . C4 . ol . ts Method TBLASTX : Soybean 

Start 6531 End 7457 

GI none Score 66 

Exons 6531.. 6593, 6533.. 6601, 6593.-6799, 6594.. 6800, 6821.. 7456, 

6833.. 6907, 6912.. 7457 



Seq. No. 


23848 








Seq. ID 


OJ991214_07.0114 


.C4 


Gene No. 


49688 








Stranci 


- 




Start 


8134 








End 


11202 




Name 


OJ991214 07. 


0114 


C4.ol 


tc 


Method 


TBLASTX: Cress 




Start 


6557 








End 


6800 




GI 


none 








Score 


192 




Exons 


6557. .6799, 


6558 


.6800 










Seq. No. 


23848 








Seq. ID 


OJ991214_07.0114 


.C4 


Gene No. 


49688 








Strand 






Start 


8134 








End 


11202 




Name 


OJ991214 07. 


0114 


C4.o2 


tm 


Method 


TBLASTX: Maize 




Start 


6557 








End 


6799 




GI 


none 








Score 


226 




Exons 


6557. .6799, 


6558 


.6788 











Seq. No. 


23848 








Seq. ID 


OJ991214_07.0114 


.C4 


Gene No. 


49688 








Strand 






Start 


8134 








End 


11202 




Name 


OJ991214 07 


0114 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


6626 








End 


6904 




GI 


none 








Score 


119 




Exons 


6626..6799, 


6627 


. .6800, 


6752. 


.6904, 6821.. 6904 




Seq. No. 


23848 








Seq. ID 


OJ991214_07.0114 


,C4 


Gene No. 


49688 








Strand 






Start 


8134 








End 


11202 




Name 


OJ991214 07 


0114 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7019 








End 


7465 




GI 


none 








Score 


53 




Exons 


7019. .7087, 


7082 


. .7465, 


7199. 


.7282, 7206. .7463 





Seq. No. 23848 Seq. ID 

Gene No. 4 9688 Strand 

Start 8134 End 

Name * OJ991214_07 . 0114 . C4 . o2 . gp Method 

Start 8134 End 

GI none Score 

Exons . 8134.. 8291, 8343.. 8561, 8772.. 8871 



OJ991214_07.0114.C4 

11202 
AAT/GAP 
8871 
808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq, No. 



23848 Seq. ID 

49688 Strand 

8134 End,- - 

OJ991214_07 . 0114 . C4 . o3 . np Method 

8421 End 

5815233 Score 



OJ991214_07.0114.C4 

11202 
AAT/NAP 
10522 
274 



8421. .8561, 8772. .8848, 8932. .9022, 9346. .9406, 9503. .9561, 
9658.. 9748, 9966.. 10131, 10495.. 10522 

(AF173378) 60S acidic ribosomal protein PO [Homo sapiens] 



23848 



Seq. ID OJ991214_07.0114.C4 



24103 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49688 Strand 
8134 End 11202 

OJ991214_07.0114.C4.o4.gs Method . GEN SCAN 

8436 End 11202 

none Score .83 

8436. .8561, 9346. .9406, 9503. .9561, 9658.-9748, 9963. .10180, 

10300. .10306, 10495. .10592, 11140.. 11202 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23848 
49688 
8134 

OJ991214_07.0114 .C4 .o3.tm 
8454 
none 
8454. , 
8930. , 
9343. . 
9660. . 
10026, 



OJ991214 07. 0114. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8561, 8473. .8562, 8772. .8855, 8772. .8858, 8773. .8862, 
9022, 8931.. 9023, 8931.. 9023, 9339.. 9401, 9341.. 9409, 
9408, 9502.. 9561, 9503.. 9562, 9658.. 9750, 9659.. 9751, 
9755, 9961. .10020, 9980. .10132, 10007 .. 10087 , 
.10133, 10072. . 10137, 10081. .10134 



11202 

TBLASTX: Maize 

10137 

122 



23848 
49688 
8134 

OJ991214_07 .0114 .C4 .o2 .'ts 

8793 

none 

8793. .8858, 8930. .9025, 8931. 
9502.. 9558, 9503.. 9553, 9599. 
10106. .10132 



Seq. ID OJ991214_07.0114.C4 
Strand 

End 11202 

Method TBLASTX : Soybean 

End 10132 

Score 126 

.9023, 9341.. 9430, 9343.. 9408, 
.9751, 9655.. 9750, 9980.. 10111, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23848 
49688 
8134 

OJ991214_07.0114.C4.ol.tw 
9339 
none 

9339.. 9407, 9341.. 9409, 9343 



Seq. ID OJ991214_07.0114.C4 
Strand 

11202 

TBLASTX: Wheat 
10135 
84 



End 

Method 
End 
Score 

9408, 9344.. 9409, 9502.. 9561, 
9503. .9562, 9658. .9750, 9659.-9748, 9953. .10087, 9980. .10135, 
10026. .10133 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23848 - Seq. ID 

49688 Strand 

8134 End 

OJ991214_07.0114.C4.o3.gp Method 

9347 End 

27320_1.R1084 Score 

9347. .9406, 9502. .9561, 9658.-9748, 



OJ991214 07. 0114. C4 



11202 
AAT/GAP 
10595 
794 

9963. .10131, 



10495. .10595 



'5815233/gb|AAD52608.1|AF173378_l 2.0e-17 (AF173378) 60S acidic 
ribosomal protein PO [Homo sapiens] 1 



Seq. No. 


23849 




Seq. ID 


OJ991214 


Gene No. 


49689 




Strand 


+ 


Start 


97 




End 


1014 


Name 


OJ991214 


_07.0114.C5.ol.gs 


Method 


GENSCAN 


Start 


97 




End 


1014 


GI 


none 




Score 


.56 


Exons 


. 97. .163, 


665. .769, 799. . 1014 







24104 



r 




Seq. No. 


23849 




Seq. ID 


OJ991214_07.0114.C5 


Gene No . 


49690 




Strand 


+ 


Start 


6739 




End 


9369 


Name 


OJ991214 07 


. 0114 . C5 . o3 . gs 


Method 


GENSCAN 


Start 


6739 


End 


8919 


GI 


none 




Score 


.42 


Exons 


6739. .8487, 


8637 . . 8738, 8818 . . 


8919 




Seq. No. 


23849 




Seq. ID 


OJ991214_07.0114 .C5 * 


Gene No. 


49690 




Strand 


+ 


Start 


6739 




End 


9369 


Name 


OJ991214 07 


.0114 .C5.o2.np 


Method 


AAT/NAP 


Start 


7303 




End ■ 


9369 


GI 


6069646 




Score 


801 


Exons 


7303. .8097, 


8386. .9369 






GI Descrip. 


(AP000616) 


similar to putative 


t reverse 


transcriptase (AC005315) 



[Oryza sativa] gi I 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, * 

putative non-LTR retroelement reverse transcriptase.. (AC006248) 
[Oryza sativa] 



Seq. No. 23849 Seq. ID 

Gene No. 4 9691 Strand 

Start 12034 . End 

Name OJ991214_07 . 0114 . C5 .o5 . gs Method 

Start 12034 End 

GI none Score 

Exons 12034. .12177 



OJ991214_07.0114 .C5 
+ 

12177 
GENSCAN 
12177 
.68 



Seq. No. 23849 Seq. ID 

Gene No. 4 9692 Strand 

Start 12956 End 

Name OJ991214_07 .0114 . C5 . o7 . gs Method 

Start 12956 End 

GI none Score 

Exons 12956. .13844, 13955.. 14103 



OJ991214_07.0114.C5 
+ 

16896 
GENSCAN 
14103 
.47 



Seq. No. 23849 

Gene No. 49692 

Start 12956 

Name OJ991214_07 . 0114 .C5 . o3 .np 

Start 13094 

GI 6630696 

Exons 13094. .16896 

GI Descrip. (AP000969) ESTs D22114 (C10364 ) 
region of the predicted gene.; 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_ 
+ 

16896 
AAT/NAP 
16896 
5919 



07. 0114. C5 



. AU076106 (E20423) correspond to a 
Similar to retrovirus-related pol 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23849 
49692 
12956 

OJ991214_07.0114.C5.o3.gp 
1 ^9nn 



Seq. ID OJ991214_07.0114.C5 

Strand + 

End 16896 

Method AAT/GAP 



Score 



1118 



101595JL.R1084 • 
13200. .13839, 13955. .14029 

f 3047066 3.0e-15 (AF058825) contains similarity to 



24105 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



Seq. No. 23849 

Gene No. 4 9692 

Start 12956 

Name OJ991214_07 . 0114 .C5 . 08 . gs 

Start 15229 

GI none 

Exons 15229. . 16521 



Seq. ID OJ991214_07.0114.C5 

Strand + 

End 16896 

Method GEN SCAN 

End 16521 

Score . 4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23849 
49693 
2739 

OJ991214_07.0114 .C5.ol.np 
2702 
2832661 



Seq. ID OJ991214_07.0114.C5 
Strand 

6135 
AAT/NAP 
5366 
655 



End 

Method 
End 
Score 

2702. .2834, 3918. .4061, 4156. .4267, 4413. .4612, 4655. .4804, 
4930. .5366 

(AL021710) pherophorin - like protein [Arabidopsis thaliana] 



23849 
49693 
2739 

OJ991214_07.0114.C5.o2.gs 

2739 

none*' 



Seq. ID OJ991214_07.0114.C5 
Strand 

End 6135 

Method GENSCAN 

End 6135 

Score .74 



2739. .2834, 3918. .4061, 4156. .4321, 4413. .4594, 4673. .4804, 
4930. .5189, 5223. .6135 



Seq. ID OJ991214_07.0114.C5 
Strand 

End 6135 
Method AAT/GAP 
End 4 978 

Score 686 
4227. .4267, 4413. .4594, 4673. .4804, 4930. .4978 
, 2832661/emb|CAA16736| 2.0e-38 (AL021710) pherophorin - like 
protein [Arabidopsis thaliana] ' 



23849 
49693 
2739 

OJ991214_07.0114.C5.ol.gp 
4227 

LIB3474-011-P1-K1-A11 



Seq. No. 


23849 






Seq. ID 


OJ991214 


_07 


.0114 


.C5 


Gene No. 


49694 






Strand 










Start 


9727 






End 


10838 








Name 


OJ991214 07. 


0114. C5 


.o4 .gs 


Method 


GENSCAN 








Start 


9727 






End 


10757 








GI 


none 






Score 


. 96 








Exons 


9727. .10437, 


10541. 


.10587, 


10679. .10757 








Seq. No. 


23849 






Seq. ID 


OJ991214 


_07 


.0114 


.C5 


Gene No. 


49694 






Strand 










Start 


9727 






End 


10838 








Name 


OJ991214 07. 


0114. C5 


. o2 . gp 


Method 


AAT/GAP 








Start 


10186 






End 


10838 








GI 


702324 






Score 


818 








Exons 


10186. .10437 


, 10541 


. . 10587. 


10679. . 1083?! ' 








Seq. No. 


23849 






Seq. ID 


OJ991214 


_07 


.0114 


.C5 


Gene No. 


49695 






Strand 











24106 




Start 


12467 








End 


12746 




Name 


OJ991214 07, 


.0114. 


C5.o7. 


tm 


Method 


TBLASTX : 1 


Maize 


Start 


2738 








End 


4254 




GI 


none 








Score 


68 




Exons 


2738. .2836, 


2751. 


.2849, 


2751. 


.2834, 3918. .4061, 


3919. .4062, 




3919. .4062, 


3920. 


.4063, 


4147. 


.4254, 4151. .4240, 


4158. .4253 ' 


Seq. No. 


23849 








Seq. ID 


OJ991214 


_07.0114 .C5 


Gene No. 


49695 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114. 


C5.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2763 








End 


4444 




GI 


none 




- 




Score 


133 




Exons 


2763. .2834, 


3918. 


.4061, 


3925. 


.4062, 4012. .4062, 


4146. .4274, 




4147. . 4284, 


4151. 


.4240, 


4158. 


.4268, 4415. .4444 




Seq. No. 


23849 








Seq. ID 


OJ991214 


_07.0114.C5 


Gene No. 


49695 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


. 0114 . 


Co . oo . 


tm 


Method 


TBLASTX : 


ixiai ze 


Start 


4411 








End 


5029 




GI 


none 








Score 


190 




Exons 


4411. .4590, 


4414. 


.4599, 


4415. 


.4615, 4415. .4609, 


4673. .4723, 




4724. .4801, 


4728. 


.4853, 


4740. 


.4811, 4742. .4813, 


4925. .5008, 




- 4 926.. 5006, 


4928. 


.5029 










Seq. No. 


23849 








Seq. ID 


OJ991214 


_07.0114.C5 


Gene No. 


49695 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114 . 


C5 . ol . 


tc 


Method 


TBLASTX: 


Cress 


Start 


4415 








End 


5002 




GI 


none 








Score 


144 




Exons 


4415. .4609, 


4421. 


.4594, 


4510. 


.4599, 4' 


671. .4811, 


4673. .4801, 




4685. .4813, 


4698. 


.4820, 


4925. 


.4978, 4926. .4976, 


4927. .4980, 




4928. .5002 














Seq. No. 


23849 








Seq. ' ID 


OJ991214 


_07.0114.C5 


Gene No. 


49695 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


. 0114 . 


C5 . ol . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4448 








End 


5098 




GI 


none 








Score 


69 




Exons 


4448. .4609, 


4451. 


.4573, 


4453. 


.4599, 4672. .4692, 


4673. . 4801, 




4685. .4813, 


4 698. 


.4805, 


4927. 


.4962, 4929. .4961, 


4964 . .5017, 




4970. .5098, 


5023. 


.5097 










Seq. No. 


23849 








Seq. ID 


OJ991214 


07 . 0114 .C5 


Gene No. 


49695 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114'. 


C5.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5386 








End 


5998 




GI 


none 








Score 


207 




Exons 


5386. .5637, 


5387. 


.5671, 


5630. 


.5716, 5635. .5757, 


5636. .5722, 




5767, . 5907, 


5778 , 


58 94 - 


5899. 


.5997. 5902. .5991, 


5921. .5998 


Seq. No. 


23849 








Seq. ID 


OJ991214 


_07.0114 .C5 


Gene No. 


49695 








Strand 







24107 



Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114 


.C5.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


5950 








End 


10254 




GI 


none 








Score 


140 




Exons 


5950. .6249, 


5960 


. .6199, 


10156 


. .10254 






Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


.C5 












OLI ailU. 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114 


.C5.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5950 








End 


9795 




GI 


none 








Score 


262 




Exons 


5950. -.6231, 


5951 


. .6247, 


9730. 


.9795 






Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


.C5 


(?pnp Mo 

uCHC IN \J • 


*± u y <j 








OUI dim. 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114 


.C5.ol2 


!.tm 


Method 


TBLASTX : Maize 




Start 


5999 








End 


6205 




GI 


none 








Score 


138 




Exons 


5999. .6115, 


6001 


. .6204, 


6002. 


.6205 






Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


.C5 


f!ono Mo 










our ana. 






Start- 


12467 








End 


12746 




Name 


OJ991214 07 


.0114 


.C5.o9. 


tm 


Method 


TBLASTX: Maize 




Start 


6691 








End 


7080 




GI 


none 








Score 


282 




Exons 


6691. .7080, 


6733 


. .6792, 


6825. 


.6959 






Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


.C5 


fZ&TIO Mo 


fi .7 D -7 J 








Q-t- ranH 

ol rana. 






Start 


12467 








End 


12746 




Name 


OJ991214 07 


.0114, 


.C5.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7288 








End 


7632 




GI 


none 








Score 


321 




Exons 


7288. .7632, 


7290, 


. .7631 










Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


• C5 


Con o Mo 


ft -7 O -7 -J 














Start 


12467 








End 


12746 




Name 


OJ991214 07, 


.0114, 


,C5.o8. 


tw 


Method 


TBLASTX: Wheat 




Start. 


7294 








End 


7635 




GI 


none 








Score 


149 




Exons 


7294. .7551, 


7363. 


. .7542, 


7558. . 


,7635 






Seq. No. 


_ 

23849 








Seq. ID 


OJ991214_07.0114 


• C5 


nono Mo 


ft .7 0 -7 D 








Strand 






Start 


12467 








End 


12746 




Name 


OJ991214 07. 


.0114. 


,C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7632 








End 


8319 




GI 


none 








Score 


542 




Exons 


7632.^7787, 


7633. 


, .8319, 


8067. . 


,8237, 8137.. 8313, 8262.. 8318 


Seq. No. 


23849 








Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49695 








Strand 






Start 


12467 








End ■ 


12746 





24108 




Name 


OJ991214 07.0114.C5.o6.tw 


Method 


TBLASTX: Wheat 




Start 


7965 


End 


8406 




GI 


none 


Score 


220 




Exons 


7965. .8237, 7966. .8262, 8346. .8402, 8350. .8406 




Seq. No. 


23849 


Seq. ID 


ATrtOI 11/1 AT A T 1 A 

OJ991214 07.0114 


.C5 


uene no . 


49695 


Strand 






Start 


12467 


End 


1 A T A C 




Name 


OJ991214 07.0114.C5.ol3.tm 


Method 


TBLASTX : Maize 




Start 


8383 


.End 


8663 




GI 


none 


Score 


78 




Exons 


8383. .8442, 8448. .8561, 8574. .8663 






Seq. No. 


2,384 9 


Seq. ID 


^>TA.OTA1VI AT A 1 1 VI 

OJ991214 07.0114 


.C5 


Gene No . 


4 9695 


Strand 






Start 


124 6 / 


End 


T O T A C 

12 / 4 b 




Name 


OJ991214 07 . 0114 . Co . olo . tm 


Method 


TBLASTX: Maize 




Start 




End 


9251 




GI 


none 


Score 


165 




Exons 


8757.. 9077, 9105.. 9251 








Seq. No. 




Seq. ID 


OJ991214_07 .0114 


.C5 


Gene No. 


4 9695 


Strand 






Start 


12467 


End 


1274 6 




Name 


OJ9912,14_07 . 0114 . C5 . ob . ts 


Method 


- TBLASTX: Soybean 




Start 


9o /i 


End 


10080 




GI 


none 


Score 


69 




Exons 


9871.. 10080, 9932.. 9982 








Seq. No. 


O O O A C\ 

2 Jo4 9 


Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


4 9695 


Strand 






Start 


124 67 


End 


12746 




Name 


OJ991214_07 .0114.C5.ol4.tm 


Method 


TBLASTX: Maize 




Start 


i n o c t 
l(J2o / 


End 


10785 




GI 


none 


Score 


94 




Exons 


10257 .. 10358, 10258 .. 10371, 


10264. .10371, 10360. .10410, 






10376. .10438, 1054 0 .. 10587 , 


10541. . 10588, 10681. .10776, 






10689. .10778, 10705.. 10785 








Seq. No. 


23849 


Seq. ID 


OJ991214_07.0114 


.C5 


Gene No . 


49695 


Strand 






Start ' 


12467 


End 


12746 




Name 


OJ991214 07.0114.C5.o6.gs 


Method 


GENSCAN 




Start 


12467 


End 


12746 




GI 


none 


Score 


.89 




Exons 


12467. .12594, 12665. .12746 








Seq. No. 


23849 


Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49696 


Strand 






otart 


12989 


End 


13444 




Name 


OJ991214 07.0114.C5.o4.tw 


Method 


TBLASTX: Wheat 




Start 


12989 


End 


13385- 




GI 


none 


Score 


125 




Exons 


12989. .13123, 13006 .. 1308 6, 


13163. .13384, 13174 .. 13365 , 






13203. .13385 








Seq. No. 


23849 


Seq. ID 


OJ991214_07.0114. 


.C5 



24109 



Gene No. 


49696 




Start 


12989 




Name 


OJ991214 07 0114 C5 


.oil . tm " 


Start 


13160 ~ 




GI 


none 




Exons 


13160. .13444, 13183 


. .13365, 


Seq. No. 


23849 




Gene No. 


49697 




Start 


13931 




Name 


OJ991214 07. 0114. C5 


. o3 . tm 


Start 


13931 ~ 




GI 


none 




Exons 


13931. .14275, 13954 


. . 14238, 


Seq. No. 


23849 




Gene No. 


49698 




Start 


14423 




Name 


OJ991214 07 . 0114 .C5 


. olO . tm 


Start 


14423 ~ 




GI 


none 




Exons 


14423 . . 14887 




Seq. No. 


23849 




Gene No. 


49698 




Start 


14423 




Name 


OJ991214 07 . 0114 .C5 


. o5 . tw 


Start 


14530 — 




GI 


none 




Exons 


14530. .14727, 14531 


. . 14728, 


Seq. No. 


23849 




Gene No. 


49698 




Start 


14423 




Name 


OJ991214 07 . 0114 .C5 


. o5 . t s 


Start 


14675 ~ 




GI 


none 




Exons 


14675 . . 14896, 14746 


. . 14937, 


Seq. No. 


23849 




Gene No. 


49698 




Start 


14423 




Name 


OJ991214 07 . 0114 .C5 , 


. ol . tw 


Start 


14730 _ 




GI 


none 




Exons 


14730 14888, 14731 


. . 15159, 




15294 15473 




Seq. No. 


23849 




Gene No. 


49699 




Start 


15397 




Name 


OJ991214 07. 0114. C5. 


.o2.'ts 


Start 


15397 




GI 


5509260 




Exons 


. 15397. .15861, 15492, 


. .15653 


GI Descrip. 







Strand 
End 

Method 

End 

Score 



13444 

TBLASTX: Maize 

13444 

272 



13250. .13441 

Seq. ID OJ991214_07.0114.C5- 
Strand 

End 14335 , 

Method TBLASTX : Maize 

End 14335 

Score 397 
13955. .14254, 14273. .14335 

Seq. ID OJ99121-4_07.0114.C5 
Strand 

End 15477 

Method ' TBLASTX : Maize 

End 14887 

Score 279 



Seq. ID OJ991214_07.0114.C5 
Strand- 
End 15477 
Method TBLASTX : Wheat 
End 14729 
Score 268 
14538. .14729 

Seq. ID OJ991214_07.0114.C5 
Strand 

End 15477 

Method TBLASTX : Soybean 

End 15079 

Score 182 
14900. .15079 

Seq. ID OJ991214_07.0114.C5 
- Strand 

End 15477 

Method TBLASTX : Wheat 

End 15477 

Score 554 
14732. .15145, 15142. .154 77, 



Seq. ID OJ991214_07.0114.C5 
Strand 

End . 16760 

Method TBLASTX : Soybean 

End 15861 



24110 




Seq. No. 


23849 






Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49699 






Strand 






Cf art 


15397 






End ■ 


16760 




inch lie 


OJ991214 07. 0114. C5. 


o2 . tc 


Method 


TBLASTX: Cress 






15490 






End 


15741 




(IT 


none 






Score 


279 






15490. 


.15741, 15490. 


. 15609, 


15492. .15662 




Seq. No. 


23849 




* 


Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


OJ991214 07. 0114. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15531 






End 


15996 




GI 


none 






Score 


341 




F.xons 


15531. 


.15662, 15532. 


. 15996, 


15689. .157 48, 15783. . 158 93 




Seq. No. 


23849 






Seq. ID 


OJ991214JD7.0114 


.C5 


Gene No. 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


OJ991214 07. 0114. C5 . 


o3 . tw 


Method 


TBLASTX: Wheat 






15532 






End 


16077 




GI 


none 






Score 


296 




L-l S\. KJ 1 1 0 


15532. 


.15876, 15549. 


. 15710, 


15871. .16077 




iw/ C V_J ■ W . 


23849 






Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


OJ991214 07. 0114. C5. 


o7 . ts 


Method 


TBLASTX: Soybean 




Start 


15930 






End 


16281 




GI 


none 






Score 


132 




LlAUl 1 


15930. 


.16058, 15931. 


. 16089, 


16090. .16278, 16092 .. 16277 , 






16099. 


.16281 










Seq. No. 


23849 






Seq. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


OJ991214 07. 0114. C5. 


o5 . tm 


Method 


TBLASTX: Maize 




^t Art 


16081 






End 


16428 




GI 


none 






Score 


331 




R von <3 


16081. 


.16428, 16087. 


. 16425, 


16095. .16' 


427 




O \Z v.^ * nv • 


23849 






Seq. ID 


OJ991214._07.0114 


.C5 


Gene No . 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


OJ991214 07. 0114. C5. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


16285 






End 


16760 




GI 


none 






Score 


109 






16285. 


.16365, 16286. 


. 16354 , 


16290. .16373, 162 90. .16358, 






16374. 


.16553, 16375. 


. 16758, 


16375. .16731, 16647. .167 60 




Seq. No. 


23849 






Seq.. ID 


OJ991214_07.0114 


.C5 


Gene No. 


49699 






Strand 






Start 


15397 






End 


16760 




Name 


O.TQQ1 914 07 0114 P<V 


riP.-r.es 


Method 


TBLASTX : Soybean 




Start 


16291 






End 


16632 




GI 


none 






Score 


87 




Exons 


16291. 


.16404, 16326. 


.16385, 


16423. .16632, 16428. .16517 





24111 




Seq. No. 


23849 


Seq. ID 


OJ991214_07.0114.C5 


Gene No . 


49700 


Strand 




Start 


17035 


End 


17387 


Name 




Method 


TBLASTX: Wheat 


Start 


17035 


End 


17387 


GI 


none 


Score 


59 


Exons 


17035. .17106, 17036. .17107, 


17085. .17177, 17108. .17179, 




17110. .17190, 17116. .17178, 


17178. .17252, 1717 9 .. 17256, 




17181. .17249, 17183. . 1.7257, 


17268. .17387, 1727 9 .. 17335, 




17283. .17357 






beq. no. 




Seq. ID 


OJ991214_07.0114 .C6 


Gene No. 


49701 


Strand 


+ 


Start 


7474 


End 


7759 


Name 


OJ991214 07.0114.C6.ol.gp 


Method 


AAT/GAP 


Start 


7474 


End 


7759 


GI 


3762906 


Score 


536 


Exons 


7474. .7759 






oeq. no . 


z joou 


Seq. ID 


OJ991214_07.0114.C6 


Gene No. 


49702 


Strand 


+ 


Start 


17259 


End 


17734 


Name 


OJ991214 07.0114.C6.o8.gp 


Method 


AAT/GAP 


Start 


17259 .. 


End 


17734 


GI 


none *^ : " 


Score 


439 


Exons 


17259. .17481, 17655. .17734 






Seq. No. 




Seq. ID 


OJ991214_07.0114.C6 


Gene No . 


49703 


Strand 




Start 


5713 


End 


6443 


Name 


OJ991214 07.0114.C6.o2.gs 


Method 


GENSCAN 


Start 


5713 


End 


6443 


GI 


none 


Score 


.64 


Exons 


5713. .5918, 6401. .6443 






Seq. No. 


23850 


Seq. ID 


OJ991214_07.0114.C6 


Gene No. 


49704 


Strand 




Of -i v-4- 

o tar u 


*7 Q n A 

/oU4 


End 


20358 


Name 


OJ991214 07.0114.C6.o2.tm 


Method 


TBLASTX: Maize 


Start 


754 


End 


1922 ' 


GI 


. none 


Score 


248 


Exons 


754. .1014, 801. .1016, 1054.. 


1215, 1099 


. .1215, 1106. .1216, 




1332.. 1457, 1333.. 1464, 1591 


..1716, 1596. .1751, 1620... 1766, 




1621. .1776, 1878. .1922, 1880 


. .1921 




oeq. no. 




Seq. ID 


OJ991214_07.0114.C6 


Gene No. 


49704 


Strand 




Start 


7804 


End 


20358 


Name 


OJ991214 07.0114.C6.o3.tc 


Method 


TBLASTX: Cress 


Start 


1097 


End 


1403 


GI 


none 


Score 


92 


Exons 


1097.. 1216, 1102.. 1215, 1332 


..1403, 1333.. 1395 


Seq. No. 


23850 


Seq. ID 


OJ991214JD7. 0114. C6 


Gene No. 


49704 


Strand 




Start 


7804 


End 


20358 



24112 



Name OJ991214_07 . 0114 . C6 . o2 . gp Method AAT/GAP 

Start 7769 End 8165 

GI LIB3434-018-P1-K1-D7 Score 578 
Exons 7769.. 8165 

GI Descrip. 1 3395440 5.0e-22 (AC004683) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 23850 

Gene No. 49704 

Start 7804 

Name OJ991214_07 . 0114 . C6 . o3 . gs 

Start 7804 

GI none 
Exons 



OJ991214_07.0114.C6 

20358 ' 
GENSCAN 
20358 
.77 

7804. .8224, 8461. .8629, 8745. .8781, 8913. .8989, 9207. .9585, 
9927. .10016, 12533. .12571, 13450 .. 137 68 , 13810 13958, 
14365. .14847, 15485 15943, 17007 .. 1707 9, 17914 .. 18334 , 
18441. .18573, 18644 .. 18834 , 19042 1 9322 , 19482 .. 19604 , 
20054. .20153, 20265.. 20358 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



Seq. No. 23850 Seq. ID 

Gene No. 4 9704 Strand 

Start 7804 End 

Name OJ991214_07 . 0114 . C6 . o3 . gp Method 

Start 8588 - End 

GI LIB3434-018-P1-K1-D7 Score 

Exons ' 8588. .8629,. 8745. .8781, 8913.. 8986 
GI Descrip. 



OJ991214_07.0114 .C6 

20358 
AAT/GAP 
8 98 6 • 
164 



•3395440 5.0e-22 
thaliana] 1 



(AC004683) hypothetical protein [Arabidopsis 



Seq. No. 23850 Seq. ID 

Gene No. 4 9704 Strand 

Start 7804 End 

Name OJ991214_07 . 0114 . C6 . o4 . gp Method 

Start 12781 End 

GI none Score 

Exons 12781... 13037 



OJ991214_07.0114.C6 

20358 
AAT/GAP 
13037 
388 



Seq. No. 23850 
Gene No. 49704 
Start 7804 

Name OJ991214_07 . 0114 . C6 . ol . tm 

Start ' 13281 

GI none 

Exons 13281. .13370, 13284 

13451. .13489, 13490 
13521. .13736, 13735 
13749. .13967, 14359 
14513. .14620, 14529 

Seq. No. 23850 

Gene No. 49704 

Start 7804 

Name OJ991214_07 . 0114 . C6 . ol . np 

Start 13287 

GI 6016688 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_07.0114 .C6 
20358 

TBLASTX: Maize 

14621 

95 



.13370, 13285. .13401, 134 47 .. 13488 , 

,13702, 13492. .13755, 134 93 .. 13702, 

,13959, 13742. .13960, 13743 .. 13961, 

,14511, 14363. . 14506, 14512 14619, 
,14621 



Seq. ID OJ991214_07.0114.C6 
Strand 

End 20358 . 

Method AAT/NAP 

End 16009 

Score 974 



13287. .13367, 13450 ;. 13719, 1374 6 .. 13958, 14 365 .. 14 84 7 , 
15485.. 16009 



24113 




GI Descrip. 


(AC009991) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


23850 


Seq. ID 


OJ991214_07.0114 


.C6 


bene ino • 


4 j / U 4 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


13299 


End 


13675 




GI 


none 


Score 


68 




Exons 


13299. .13370, 13423 .. 13650, 


13447. .13674, 13448. .13675 




Seq. No. 


' 23850 


Seq. ID 


OJ991214JD7.0114 


.C6 


vacllc LNVJ • 


A Q7D4 

4 .7 / U 4 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o5.gp 


Method 


AAT/GAP 




Start 


14563 


End 


14752 




GI 


6025108 


Score 


309 




Exons 


14563. .14752 








Seq. No. 


23850 


. Seq. ID 


OJ991214_07.0114 


.C6 




A QIC) A 
4 y f \J 4 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


14622 


End 


14851 




GI 


none 


Score 


296 




Exons 


14622. .14849, 14 623 .. 14850, 


14624. .14851 




Seq. No. 


23850 


Seq. ID 


OJ991214_07.0114 


.C6 


Gene No. 


497 04 


Strand 






DLdl L 


1 ft 04 

/ 0 U 4 


End 


20358 




Name 


OJ991214 07.0114.C6.o5.tm 


Method 


TBLASTX: Maize 




Start 


15548 


End 


15823 




GI 


none 


Score 


192 




Exons 


15548. .15619, 15551 .. 15790, 


15577. .15699, 15695 157 90, 






15750. .15791, 15791. .15823 








Seq. No. 


23850 


Seq. ID 


OJ991214_07.0114 


.C6 




4 Q7 OA 

4 _7 / U 4 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o6.gp 


Method 


AAT/GAP 




Start 


15705 


End 


16046 






2427532 . * 


Score 


565 




Exons 


15705. .16046 








Seq. No. 


23850 


Seq. ID 


OJ991214JD7.0114. 


.C6 


Gene No. 


49704 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o9.gp 


Method 


AAT/GAP 




Start 


17605 


End 


18310 




GI 


32935 1.R1084 


Score 


1328 




Exons 


17605. .18310 








GI Descrip. 


? 4539383/emb|CAB37449.1 | 9. 


Oe-25 (AL035526) putative protein 




(fragment) [Arabidopsis thaliana] ' 






Seq. No. 


23850 


Seq. ID 


OJ991214_07.0114. 


.C6 


Gene No. 


49704 


Strand 






Start 


7804 


End 


20358 




Name 


OJ991214 07.0114.C6.o2.np 


Method 


AAT/NAP 





24114 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17757 End 19149 

4539383 Score 659 

17757. .18352, 18435 .. 18573, 18644 . . 18834 , 19042.. 19149 

(AL035526) putative protein (fragment) [Arabidopsis thaliana] 



23850 
49704 
7804 

OJ991214_07.0114.C6.ol. ts 
^7763 

' none 



Seq. ID OJ991214_07.0114.C6 
Strand 

End 20358 

Method TBLASTX : Soybean 

End 18550 

Score 43 



17763. .17876, 18009 .. 18116, 18120 .. 18206, 18 151 1824 9, 
18241. .18342, 18252 .. 18335, 18442 .. 1854 9, 18448 18549, 
18452. .18550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23850 
49704 
7804 

OJ991214J)7.0114.C6.o3.tm 
18066 



„ End 
Method 
End 

none Score 
18066. .18116, 18108. .18206, 18252 .. 18323, 18436 .. 18585 , 
18464. .18562, 18639 .. 18836, 1864 1 18835, 19040 .. 19117, 
19041. .19154 



Seq. ID OJ991214_07. 0114. C6 
Strand 

20358 

TBLASTX : Maize 
19154 
114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



23850 Seq. ID 

49704 Strand 
7804 End 
OJ991214_07 . 0114 . C6 . ol . tc Method 
18431 End 
none Score 

18431. .18562, 18436 .. 18558 , 18436. 

18641. .18835, 18702 .. 18845, 19040. 



23850 
49704 
7804 

OJ991214_07.0114.C6.ol0.gp 
18450 

34101_1.R1084 

18450. .18573, 18644 18834, 



OJ991214_07.0114.'C6 
20358 

TBLASTX: Cress 
19124 
108 

18576, 18452. .18574, 
19117, 19041.-19124 



OJ991214 07. 0114. C6 



Seq. ID 
Strand 

End ' 20358 
Method AAT/GAP 
End 19328 
Score 1059 
19042. .19328 

■ 6016683/gb|AAF01510.1|AC009991_6 9.0e-50 (AC009991) putative 
clathrin heavy chain [Arabidopsis thaliana] f 



23850 ' Seq. ID 

49704 Strand 

7804 End 

OJ991214_07. 0114. C6. oil. gp Method 

18470 . . End 

34101 1.R1084 Score 



OJ991214_07.0114.C6 

20358 
AAT/GAP 
19398 
1014 



18470. .18573, 18644 .. 18834 , 19042 .. 19322, 19376. .19398 
, 6016683/gb|AAF01510.1|AC009991_6 9.0e-50 (AC009991) putative 
clathrin heavy chain [Arabidopsis thaliana] 1 



23850 
49704 
7804 



Seq. ID 

Strand 

End 



OJ991214 07. 0114. C6 



20358 



24115 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991214_07.0114 .C6.ol2.gp Method AAT/GAP 
18677 End 19605 

34101_1.R1084 Score 961 

18677. .18834, 19042 .. 19322, 19482. .19605 

'6016683/gb| AAF01510.il AC009991_6 9.0e-50 (AC009991) putative 
clathrin heavy chain [Arabidopsis thaliana] 1 



Seq. No. 


23851 


Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. 


49705 


Strand 


+ 




Start 


13838. 


End 


17760 




Name 


OJ991214 07.0114.C7.o2.gs 


Method 


GENSCAN 




Start 


13838 


End 


17760 






none 


Score 


.85 




Exons 


13838. .13908, 14000 .. 14204, 


14522. .14665, 15177 


. .15318, 




15886. .16014, 17025. .17136, 


17604. .17760 




Seq. No. 


23851 


Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. 


49706 


Strand 


+ 




Start 


20208 


End 


21374 




Name 


OJ991214 07.0114.C7.o3.np 


Method 


AAT/NAP 




Start 


20208 


End 


21374 




GI 


3150407 


Score 


397 




Exons 


20208. .20613, 21216. .21374 








GI Descrip. 


(AC004165) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


2 .3851 


Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. 


49707 


Strand 






Start 


1271 


End 


13072 




Name 


OJ991214 07.0114 .C7.ol.gs 


Method 


GENSCAN 




Start 


1271 


End 


13072 




GI 


none. 


Score 


. 69 






1271. .1646, 1784. .1845, 2143 


..2718, 2900.. 3332, 


3542. .4410, 




4505. .5299, 6207. .6424, 7127 


..7476, 7571. .7635, 


8224. .8447, 




10128. .10191, 10305. .10370, 


10504. .10667, 11318 


. .11405, 




11508. .11568, 11649. .11732, 


12439. .12723, 12996 


. .13072 


Seq. No. 


23851 


Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. 


49707 


Strand 






Start 


1271 


End 


13072 




Name 


OJ991214 07.0114.C7.o3.ts 


Method 


TBLASTX: 


Soybean 


Start 


1983 


End 


3172 


(IT 


none 


Score 


406 




Exons 


1983.. 2000, 2122.. 2727, 2126 


..2719, 2128. .2721, 


2463. .2726, 




2895.. 2966, 2898.. 3152, 2900 


..3172, 2900. .3160, 


3021. .3161 


Seq. No. 


23851 


Seq. ID 


OJ991214_ 


_07.0114.C7 


Gene No. 


49707 


Strand 






Start 


1271 


End 


13072 




Name 


OJ991214 07.0114.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


2115 


End 


4393 




GI 


none 


Score 


619 




Exons 


2115.. 2555, 2116.. 2721, 2122 


..2727, 2259.. 2729, 


2893. .2958, 




2895.-2984, 2900.. 3331, 2900 


..3337, 3112.. 3333, 


3541. .3627, 




3541. .4392, 3545. .4393 








Seq. No. 


23851 


Seq. ID 


OJ991214_ 


_07.0114.C7 


Gene No. 


49707 


Strand 








24116 








Start 


1271 




End 


13072 


Name 


OJ991214 07.0114. 


C7.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2120 




End 


2509 


GI 


none 




Score 


450 


Exons 


2120. .2176, 2122. 


.2508, 2122. 


2508, 2258.. 2509 


Seq. No. 


23851 




oeq . iu 


r> tqqi m Piii/i c*i 
VuyztlZlQ U / . U 1 1 4 . C / 




A Q7D7 




ourana 




Start 


1271 




CjUQ 


1 jU / £ 


Name 


OJ991214 07.0114. 


C7.o4.tc 


Method 


TBLASTX: Cress 


Start 


2122 




End 


2547 


GI 


none 




Score 


244 


Exons 


2122.. 2523, 2128. 


.2547, 2276.. 


2545 




Seq. No. 


23851 




Seq. ID 


OJ991214_07.0114 .C7 


Gene No. 


49707 




Strand 




Start 


1271 




End 


13072 


Name 


OJ991214 07.0114. 


C7 . ol .np 


Method 


AAT/NAP 


Start 


2125 




End 


7364 


GI 


401237 




Score 


' 4710 


Exons 


2125. .2718, 2900. 


.3332, 3542. . 


4410, 4505.. 5299, 6207. .6424, 




7127. .7364 








GI Descrip. 


UBIQUITIN-ACTIVATING ENZYME El 2 gi 1170684 (M90663) ubiquitin 




activating enyme 


[Triticum aestivum] 




Seq. No. 


23851 




Seq. ID 


OJ991214_07.0114.C7 ' 


Gene No. 


49707 




Strand 




Start 


1271 




End 


13072 


Name 


OJ991214 07.0114. 


C7.ol.gp 


Method 


AAT/GAP 


Start 


2462 


End 


3837 


GI 


31454 1.R1084 




Score 


1805 


Exons 


2462. .2718, 2900. 


.3332, 3542. . 


3837 





GI Descrip. ' 401237/sp | P31251 1 UBA2_WHEAT 1.0e-142 UBIQUITIN-ACTIVATING 



ENZYME El 2 >gi_170684 (M90663) ubiquitin activating enyme 
[Triticum aestivum] 1 



Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




Start 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


.C7.o6. 


tc 


Method 


TBLASTX: Cress 


Start 


2548 








End 


3205 


GI 


none 








Score 


133 


Exons 


2548. .2727, 


2549 


. .2719, 


2551. 


.2721, 2561. .2728, 2565. .2729 




2898. .2936, 


2900 


. .3199, 


2900. 


.3205, 3015.. 3203 


Seq. No. 


23851 








Seq. ID 


OJ991214JD7.0114.C7 


Gene No. 


49707 








Strand 




Start 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


,C7.o6. 


ts 


Method " 


.. TBLASTX : Soybean 


Start 


3173 








End 


3667 


GI 


none 








Score 


160 


Exons 


3173. .3337, 


3198 


. .3332, 


3539. 


.3658, 3541. .3666, 3545. .3667 


Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




Start 


1271- 








End 


13072 


Name 


OJ991214 07 


.0114 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 



24117 



Start 
GI 

Exons 



3206 End 3994 

none Score 122 

3206.. 3337, 3207. .3335, 3541. .3993, 3542.. 3991, 3686.. 3994, 
3691. .3993 



Seq. No. 23851 

Gene No. 49707 

Start 1271 . 

Name OJ991214_07 . 0114 .C7 . o2 . ts 

Start 3673 

GI none 
Exons 



Seq. ID OJ991214_07.0114.C7 
Strand 

End 13072 

Method TBLASTX : Soybean 

End 4357 

Score 182 ■ - 



3673. .3822, 3674. .3823, 3818. .4357, 3818. .4021, 3823. .4356 



Seq. No. 23851 

Gene No. 4 9707 

Start 1271 

Name OJ991214_07 . 0114 .C7 . ol . tw 

Start 3928 

GI none' 
Exons 



Seq. ID OJ991214_07.0114.C7 
Strand 

End 13072 

Method TBLASTX : Wheat 

End 6392 

Score 328 



3928. .4311, 3929. .4312, 4203. .4316, 6246. .6392 



Seq. ID OJ991214_07.0114.C7 
Strand 

End 13072 

Method AAT/GAP 

End 4408 

Score 752 



Seq. No. 23851 
Gene No. 4 9707 

Start 1271 

Name . OJ991214_07 . 0114 . C7 . o2 . gp 

Start 4009 
GI uC-osflm202102h02bl 
Exons 4009.14408 

GI.Descrip. * 13 6632 /sp | P2 0973 |UBAi_WHEAT 7.0e-45 UBIQUITIN-ACTIVATING ENZYME 

•El 1 >gi_100841_pir A38373 ubiquitin — protein ligase (EC 

6.3.2.19) El - wheat >gi_285451_pir A42873 ubiquitin-activating 

enzyme El, UBA1 - Wheat >gi_170780 (M55604) ubiquitin-activating 
enzyme El [Triticum aestivum] 1 



Seq. No. 


23851 








Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. . 


49707 








Strand 






Start 


1271 








End 


13072 




Name 


OJ991214 07 


.0114 


.C7.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


- 4015 








End 


4565 




GI 


none 








Score 


271 




Exons 


4015. .4422, 


4015 


. .4419, 


4203. 


.4430, 4529. .4564, 


4530. : 4 565. 


Seq. No. 


23851 








Seq. ID 


OJ991214 


_07.0114.C7 


Gene No. 


49707 








Strand 






Start 


1271 - 








End 


13072 




Name 


OJ991214 07 


0114 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4360 








End 


6327 




GI 


none 








Score 


64 




Exons 


4360. .4416, 


4360 


. .4419, 


4505. 


.5308, 4512. .4616, 


4680. .5300, 




4872. .5315, 


6163 


. .6327, 


6207. 


.6323 






Seq. No. 


23851 








Seq. ID 


OJ991214 


_07.0114..C7 


Gene No. 


49707 








Strand 






Start 


1271 








End 


13072 




Name 


OJ991214 07. 


0114 


.C7.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4571 








End 


5299 




GI 


none 








Score 


847 





24118 




Exons 


4571. .5296, 


4572 


. .5297, 


4573. 


.5298, 5078.. 5299 


Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No . 


4 y / u / 








Strand 




Start 


1271 








bna 




Name 


OJ991214 07 


.0114 


,C7.o2. 


tc 


Metnoa 


i BiiAb 1a i cress 


Start 


4718 








bna 


CI Qfl 

3 1 o U 


GI 


none 








Score 


/ion 


Exons 


4718. .5173, 


4719 


. .5180 








Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




Start 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


.C7.o3. 


gp 


Method 


AAT/GAP 


otart 


4804 








End 


5269 


GI 


uC-osflM202083c01bl 




Score 


8 92 


Exons 


4804. .5269 












GI Descrip. 


M01237/sp| 


P31251IUBA2 


WHEAT 


1.0e-79 UBIQUITIN-ACTIVATING ENZYME 




El 2 >gi_170684 


(M90663) ubiquitin activating enyme [Triticum 




aestivum] 1 












Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




otart 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


,C7.o8. 


tc 


Method 


TBLASTX: Cress 


Start 


5180 








End 


7184 


GI 


none 








Score 


81 


Exons 


5180. .5308, 


5187 


. .5297, 


6228. 


.6425, 6238. .6426, 7077. .7184, 




7129. .7179 












Seq. No. 


23851 








Seq. ID 


- OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




otart 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


.C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


6262 








End 


7371 


GI 


none 








Score 


194 


Exons 


6262. .6423, 


6263 


. . 6418, 


6264. 


.6425, 7077. .7256, 7128. .7250, 




7129. ;7263, 


7327 


. .7371 








Seq. No.- 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No . 


49707 








Strand 




Start 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


.C7.o7. 


ts 


Method 


TBLASTX: Soybean 


Start 


6375 








End 


7248 


GI 


none 








Score 


72 


Exons 


6375. .6425, 


6382 


. .6426, 


7077. 


.7247, 7125. .7244, 7129. .7248 


Seq. No. 


23851 








Seq. ID 


OJ991214_07.0114.C7 


Gene No. 


49707 








Strand 




Start 


1271 








End 


13072 


Name 


OJ991214 07 


.0114 


;C7.o4 . 


gp 


Method 


AAT/GAP 


Start 


9523 








End 


10569 


GI 


676 1.R1084 








Score 


1312 



Exons 9523.. 10021, 10128 .. 10191, 10305 .. 10370 , 10504.. 10569 

GI Descrip. ' 2130127/pir | | S66524 5.0e-33 ferritin 1 precursor - maize 
>gi_1103628_emb_CAA5814 6_ (X83076) ferritin [Zea mays] 1 

24119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23851 
49707 
1271 

OJ991214_07.0114.C7.o5.ts 
9978 



Seq. ID OJ991214_07.0114.C7 
Strand 

13072 

TBLASTX: Soybean 
12572 
39 



End 

Method 
End 

none Score 
9978. .10019, 9993,. 10016, 10115 10225, 10126 .. 10194, 
10299. .10370, 10303. .10371, 10393 104 43, 10501 10566, 
10502. .10567, 11308. .11409, 11319 11408, 11508 11570, 
11647. .11733, 11648. .11734, 12345 .. 12572, 12439.. 12570 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23851 Seq. ID 

49707 Strand 

1271 End 

OJ991214_07 . 0114 . C7 . o2 .np Method 

9981 End 

120507 Score 



OJ991214_07.0114.C7 

13072 
AAT/NAP 
12836 
830 



9981. .10021, 10128. .10191, 10305 10370, 10504 .. 10565 , 
11318. .11405, 11508. .11568, 1164 9 .. 11732, 12439. .12836 
FERRITIN 1 PRECURSOR gi | 82687 |pir.| I S22498 ferritin precursor 
(clone FM1) - maize (fragment) gi | 22276 | emb | CAA4 3663 | (X61391) 
ferritin [Zea mays] 



Seq. No. 23851 

Gene No. 49707 

Start 1271 

Name OJ991214_07 . 0114 . C7 . o4 . tm 

Start 9983 

GI none 

Exons 9983. 

10303 



Seq. ID OJ991214_07.0114.C7 
Strand 

End 13072 

Method TBLASTX: Maize 

End 12602 

Score 115 



10021, 10088.. 
.10371, 10393. 
10502. .10591, 10502. 
11508. .11567, 11508. 
11649. .11735, 12345. 



10225, 10126. .10194, 10299 .. 10370 , 
.10443, 10501. .10566, 10501 .. 10566, 
.10576, 11308. .11406, 11319 .. 11408, 
.11570, 11647. .11730, 11648 11734, 
.12578, 12439. .12579, 12567.. 12602 



Seq. No. 23851 Seq. ID 

Gene No. 4 9707 Strand 

Start 1271 End 

Name OJ991214_07 . 0114 . C7 . o7 . tc Method 

Start 9993 End 

GI none Score 
Exons 



OJ9912I4_07.0114.C7 
13072 

TBLASTX: Cress 

12573 

99 



9993. .10016, 10115. .10192, 10126 .. 10194 , 10299 .. 10370 , 
10501. .10566, 10502. .10591, 11319 .. 11408, 11323 .. 1 1409, 
11508. .11570, 11647. .11733, 11648 . .11734 , 11649 .. 11735, 
12345. .12572, 12439.. 12573 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23851 Seq. ID 

49707 Strand 

1271 End 

OJ991214_07.-0114.C7.o5.gp Method 

11292 End 

7612 2.R1084 Score 



OJ991214_07.0114.C7 

13072 
AAT/GAP 
12817 
1080 



11292. .11405, 11508. .11568, 11649 .. 11732, 12439.. 12817 
? 2130127/pir | | S66524 8.0e-65 ferritin 1 precursor - maize 
>gi_1103628_emb_CAA5814 6_ (X83076) ferritin [Zea mays] ? 



Seq. No. 



23851 



Seq. ID OJ991214_07.0114.C7 



24120 



Gene No. 


a m r\ o 

4 9 /Uo 




Strand 








Start 


20208 




End 


20504 






Name 


OJ991214 07. 0114. CI. 


,o3. tin 


Method 


TBLASTX: 


Maize 




Start 


20208 




End. 


20459 






GI 


none 




Score 


320 






Exons 


20208. .20459, 20228. 


, .20344, 


20280. .20438, 20408 


. .20458 




Seq. No. 


23851 




Seq. ID 


OJ991214 


_07.0114. 


,C7 


Gene No. 


A m A o 

4 9 /Uo 




Strand 








Start 


20208 




■ End 


20504 






Name 


OJ991214 07. 0114. C7 . 


o5.tc 


Method 


TBLASTX : 


Cress 




Start 


20211 




End 


20504 






GI 


none 




Score 


385 






Exons 


20211. .20504, 20228. 


.20344, 


20289. .20366, 20408 


. .20497 




Seq. No. 


23851 




beq. id 


uj y yizi4 


_07.0114. 


C7 


Gene No. 


a n *7 r\ o 

4 y /utf 




btrana 








Start 


20208 




End 


20504 






Name . 


OJ991214 07. 0114. C7. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


20220 




. End 


20501 • 






GI 


none. 




Score 


325 






Exons 


20220. .20501, -20231. 


.20473 










Seq. No. 


23852 




Seq. ID 


OJ991214 


_07.0114. 


C8 


Gene No. 


49709 




Strand 


+ 






Start 


■'• 2445 




End 


5786 






Name 


OJ991214 07. 0114. C8. 


ol .gp 


Method 


AAT/GAP 






Start 


2445 




End 


2806 






GI 


568508 




Score 


720 






Exons 


2445. .2806 












Seq. No. 


23852 




Seq. ID 


OJ991214 


_0.7.0114. 


C8 


bene no . 


49709 




Strand 


+ 






Start 


2445 




End 


5786 






Name 


OJ991214 07. 0114. C8 . 


ol .gs 


Method 


GENSCAN 






Start 


2511 




End 


5780 






GI 


none 




Score 


.71 






Exons 


2511.. 3130, 4245.. 4416, 4514 


..4722, 4932.. 5090, 


5432. .5780 


Seq. No. 


23852 




Seq. ID 


OJ991214 


JD7.0114. 


C8 


Gene No. 


49709 




Strand 


+ 






Start' 


2445 




End 


5786 






Name 


OJ991214 07. 0114. C8. 


ol . np 


Method 


AAT/NAP 






Start 


2667 




End 


5786 






GI 


3395440 




Score 


873 






Exons 


2667.. 2798, 2942.. 3130, 4245 


..4416, 4514. .4691, 


4913. .5090, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5432. .5786 

(AC004683) hypothetical protein [Arabidopsis thaliana] 



23852 
49709 
2445 

OJ991214_07.0114 .C8.o2.gp 

3702 

2427886 



Seq. ID OJ991214_07.0114.C8 

Strand + 

End 5786 

Method AAT/GAP 

End 4618 

Score 677 



3702. .3794, 4245. .4416, 4514. ,.4618 

3395440 5.0e-22 (AC004683) hypothetical protein [Arabidopsis 



2,4121 




thaliana] 



Seq. No. 


23852 








Seq. ID 


OJ991214_07.0114 .C8 


Gene No. 


49710 








Strand 


+ 


Start 


6354 








End 


6665 


Name 


OJ991214 07 


.0114 


.C8.o2. 


gs 


Method 


GEN SCAN 


Start 


6354 






End 


6665 


GI 


none 








Score 


.93 


Exons 


6354. .6665 






















Seq. ID 


OJ991214_07.0114.C8 


Gene No. 


49711 








Strand 


+ 


Start 


9603 








End 


10093 


Name 


OJ991214 07 


.0114 


.C8.o2. 


np 


Method 


AAT/NAP 


Start 


9570 






End 


10093 


GI 


6016721 








Score 


304 


Exons 


9570. .10093 












GI Descrip. 


(AC009325) 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No.'^r- 


23852 








Seq. ID 


OJ991214_07.0114.C8 


Gene No. 


49711 








Strand 


+ 


Start 


9603 








End . 


10093 


Name 


OJ991214 07 


.0114 


.C8.o4. 


gs 


Method 


GEN SCAN 


Start 


9603 








End 


9971 


GI 


none 








Score 


.96 


Exons 


9603. .9971 












Seq. No. 


23852 








Seq. ID 


OJ991214_07.0114.C8 


Gene No. 


49712 








Strand 




Start 


7021 








End 


7946 


Name 


OJ991214__07 


.0114 


.C8.ol. 


tm 


Method 


TBLASTX: Maize 


O -I 1 —.4- 










End 


5777 


GI 


none 








Score 


152 


Exons 


2645. .2749, 


2646 


. .2795, 


2834. 


.2863, 2870. .2908, 2879. .2926, 




2964. .3116, 


2966 


. .3115, 


2970. 


.3116, 2980. .3117, 4229.-4348, 




4242. .4358, 


4242 


. .4364, 


4243. 


.4371, 4363. .4413, 4363. .4419, 




4371. .4421, 


4476 


. .4640, 


4513. 


.4725, 4514. .4723, 4517. .4726, 




4887. .5090, 


4888 


. .5100, 


4934. 


.5101, 4996. .5100, 5427. .5777, 




5427. .5753, 


5465 


. .5758 








oeq. no. 










Seq. ID 


OJ991214_07.0114.C8 


Gene No. 


49712 








Strand 




Start 


7021 








End 


7946 


Name 


OJ991214 07 


.01lK'C8.o2. 


tw 


Method 


TBLASTX: Wheat • 


Start 


2669 








End 


3080 


GI 


none 








Score 


132 


Exons 


2669. .2749, 


2670 


.2795, 


2876. 


.2923, 2877. .2924, 2879. .2896, 




2964. .3080, 


2966 


.3079, 


2970. 


.3080 




Seq. No. 


23852 








Seq. ID 


OJ991214_07.0114.C8 


Gene No. 


49712 








Strand 




Start 


7021 








End 


7946 


Name 


OJ991214 07 


.0114 


-C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3087 








End 


4692 


GI 


none 








Score 


78 


Exons 


3087. .3134, 


3087, 


.3131, 


. 4242. 


.4346, 4242. .4397, 4243. .4410, 




4508. .4687, 


4513 


.4692 









24122 



Seq. No. 


Z JoOZ 






Gene No. 


49712 






Start 


7021 






Name 


OJ991214 07 


.0114 


.C8.ol. 


Start 


3090 






GI 


none 






Exons 


3090. .3134, 


4239 


. .4421, 


oeq. IN O . 


Z Jo 3Z 






Gene No. 


49712 






Start 


7021 






Name 


OJ991214 07 


.0114 


.C8.o2. 


Start 


4522 






GI 


none 






Exons 


4522. .4719, 


4523 


. .4687 


Seq. No. 


23852 






bene no . 


j4 Q"7 1 0 

ft y / iz 






Start 


7021 






Name 


OJ991214 07 


.0114 


.C8.ol. 


Start 


4972 






GI 


none 






Exons 


4972. .5091, 


5430 


. .5573, 




5595. .5756 






oeq . no . 


Z JO DZ 






Gene No. 


4 9712 






Start 


7021 






Name 


OJ991214 07 


.0114 


,C8.o2. 


Start 


5430 






GI 


none 






Exons 


5430. .5726, 


5570 


. .5728, 


oeq. in o ■ 


Z JO OZ 






Gene No. 


49712 






Start 


7021 






Name 


OJ991214 07 


.0114 


.C8.o3. 


Start 


7021 






GI 


none 






Exons 


7021. .7057, 


7726 


.7946 


oeq. no. 


O O Q C O 

Z oooZ 






Gene No. 


49713 






Start 


9662 






Name 


OJ991214 07 


0114. 


C8.o2. 


Start 


9662 






GI 


none 






Exons 


. 9662. .9850, 


9690. 


.9851, 


Seq. No. 


23852 






Gene No. 


49713 






Start 


9662 






Name 


OJ991214 07. 


0114. 


C8.03.1 


Start 


9690 






GI 


none 






Exons 


9690. .9851, 


9695. 


.9850, 



Seq. ID OJ991214_07.0114 .C8 
Strand 

End 7 94 6 

Method TBLASTX : Soybean 

End 4 678 

Score 7 9 

.4413, 4511. .4678, 4513. .4671 

Seq. ID OJ991214_07.0114.C8 
Strand 

End 7 94 6 

Method TBLASTX : Cress 

End 4719 

Score 182 



Seq. ID OJ991214JD7.0114 .C8 
Strand 

End 794 6 

Method TBLASTX : Cress 

End 5768 

Score 81 

.5745, 5562.. 5768, 5594.. 5752, 



Seq. ID OJ991214_07. 0114 .C8 
Strand 

7946 

TBLASTX : Soybean 
5728 
267 



End 

Method 
End 
Score 
.5728 



Seq. ID OJ991214_07.0114 .C8 
Strand 

End 7 94 6 

Method GENSCAN 

End 794 6 

Score .66 



Seq. ID OJ991214_07.0114.C8 
Strand 

9851 

TBLASTX: Maize 
9851 
252 



End 

Method 
End 
Score 
.9851 



Seq. ID OJ991214_07.0114.C8 
Strand 

End 9851 

Method TBLASTX : Soybean 

End 9851 

Score 210 
.9851 



24123 




Seq. No. 


23853 




Seq. ID 


OJ991214_06.0114 


.CI 


Gene No. 


49714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214 06. 0114. CI, 


. ol .np 


Method 


AAT/NAP 




Start 


1 


End 


1003 




GI 


4680179 




Score 


1671 




Exons 


1. .1003 










GI ^Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


23853 




Seq. ID 


OJ991214_06.0114 


. CI 


Gene No. 


4 9714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214 06. 0114. CI, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


3 




End 


258 




GI 


none 




Score 


196 




Exons 


3 . . 149/ A . .258 










Seq. No. 


23853^" 




Seq. ID 


OJ991214_06.0114 


. CI 


Gene No. 


49714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214_06.0114 .CI. 


. o2. tw 


Method 


TBLASTX : Wheat 




Start 


3 




End 


324 




GI 


none 




Score 


226 




Exons 


3. .170, 4. .258, 31. . 


,216, 229. 


.324, 297 


. . 323 




Seq. No. 


23853 




Seq. ID 


OJ991214_06.0114 


. CI 


Gene No. 


49714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214 06. 0114 . CI . 


. ol . gs 


Method 


GENSCAN 




Start 


95 




End 


993 




GI 


none 




Score 


. 83 




Exons 


95 . . 652, 890 . . 993 










Seq. No. 


23853 




Seq. ID 


OJ991214_06.0114 


. CI 


Gene No. 


49714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214_06. 0114 .CI. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


598 




End 


918 




GI 


none 




Score 


179 




Exons 


598 . . 918, 642 . . 734, 


653. . 739 








Seq. No. 


23853 




Seq. ID 


OJ991214_06.0114 


. CI 


Gene No. 


49714 




Strand 


+ 




Start 


1 




End 


1003 




Name 


OJ991214 06. 0114. CI. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


601 




End 


999 




GI 


none 




Score 


157 




Exons 


601. .795, 636. .749, 


835. .999, 


861. .998 






Seq. No. 


23854 




Seq. ID 


OJ991214 06.0114 


.C2 


Gene No. 


49715 




Strand 


+ 




Start 


90 




End 


6979 




Name 


OJ991214 06.0114. C2 . 


ol , gs 


Method 


GENSCAN 




Start 


90 




End 


4245 




GI 


none 




Score 


.51 




Exons 


90. .171, 335. .475, 2896.-4245 









24124 



Seq. No. 23854 

Gene No. 49715 

Start 90 

Name OJ991214_06. 0114 .C2 .ol .gp 

Start 1258 

GI uC-osflcyp033a04bl 

Exons 1258. .1643 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991214_06.0114.C2 

Strand + 

End 6979 

Method AAT/GAP 

End 1643 

Score 629 



Seq. No. 


23854 


Seq. ID 


OJ991214_06. 


0114 


,C2 


Gene No. 


49715 


Strand 


+ 






Start 


90 


End 


6979 






Name 


OJ991214 06.0114.C2.o2.np 


Method 


AAT/NAP 






Start 


2875 


End 


6979 






GI 


5042447 


Score 


585 






Exons 


2875. .3715, 3884. .4135, 6940. 


.6979 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


. 23854 


Seq. ID 


OJ991214_06. 


0114 


.C2 


Gene No. 


49715 


Strand 


+ 






Start 


90 


End 


6979 






Name 


OJ991214 06.0114.C2.o3.np 


Method 


AAT/NAP 






Start 


4077 v 


End 


4188 






GI 


130582 


Score 


46 






Exons 


4077. .4188 










GI Descrip. 


RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON 


TNT 


1-94 



[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi 1 100342 | pir M S04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23854 
49716 
1 

OJ991214_06.0114 .C2.ol.np 
1 

5852180 

1..327, 379. .497, 1492, ,1554 
(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991214_06.0114.C2 
Strand 

End 6979 

Method AAT/NAP 

End 1554 

Score 551 



23854 
49716 
1 

OJ991214_06.0114.C2.o4.np 

1222 

5852180 



Seq. ID OJ991214_06.0114.C2 
Strand 

End 6979 

Method AAT/NAP 

End 6979 

Score 499 



1222. .1289, 5747. .5817, 6521. .6979 
(AL117265) zhbOOOlO.l [Oryza sativa] 



23854 
49716 
1 

OJ991214_06. 0114.C2.ol. tw 

3118 

none 

3118. .3477, 3120. .3473 



Seq. ID OJ991214_06.0114.C2 
Strand 

End 6979 

Method TBLASTX : Wheat 

End 3477 

Score 274 



24125 




Seq. No. 


23854 


Seq. ID 


OJ991214_06. 


.0114. C2 


Gene No. 


49716 


Strand 






Start 


1 


End 


6979 




Name 


OJ991214 06.0114.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


3358 


End 


3657 




GI 


none 


Score 


226 




Exons 


3358.. 3657, 3372.. 3533 








Seq. No. 


' 23855 


Seq. ID 


OJ991214_06. 


.0114. C3 


Gene No. 


49717 


Strand 


+ 




Start 


804 


End 


4010 




Name 


OJ991214 06-0114. C3.ol.gs 


Method 


GENSCAN 




Start 


804 


End 


4010 




GI 


none 


Score 


A 

. 4 0 




Exons 


804. .974, 1251. .1312, 1391 


..1665, 3458 


..3592, 3769. 


.4010 


Seq. No. 


23855 


Seq. ID 


OJ991214„_06. 


0114. C3 


Gene No. 


49718 


Strand 






Start 


1 


End 


1856 




Name 


OJ991214 06.0114.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1856 




GI 


2522210 


Score 


296 




=1 Exons 


1..54, 395. .530, 745. .790, 


1466. .1856 






GI Descrip. 


'(AF023132) choline monooxygenase [Beta 


vulgaris] 




Seq. No. 


23855 


Seq. ID 


OJ991214_06. 


0114. C3 


LI Gene No. 


49719 


Strand 






1 Start 


5528 


End 


6442 




: ! Name 


OJ991214 06.0114.C3.ol.tm 


Method 


TBLASTX: Maize 


t Start 


731 


End 


1601 




i gi 


none 


Score 


71 




^ Exons 


731. .787, 741. .788, 742. .792, 744. .791 


, 1464. .1601, 


1464. .1595 


1 Seq. No. 


23855 


Seq. ID 


OJ991214_06. 


0114. C3 


. i Gene No. 


49719 


Strand 






1 Start 


5528 


End 


6442 




Z Name 


OJ991214 ^06.0114.C3.o2.gs 


Method 


GENSCAN 




3 Start 


5528 


End 


6442 




3 GI 


none 


Score 


.98 




3 Exons 


5528. .5646, 6379.-6442 








Seq. No. 


23856 


Seq. ID 


O.J991214_06. 


0114. C4 


Gene No. 


49720 


Strand 


+ 




Start 


45 


End 


608 




Name 


OJ991214 06.0114.C4.ol.gs 


Method 


GENSCAN 




Start 


45 


End 


608 




GI 


none 


Score 


.72 




Exons 


45.. 461, 593.. 608 








Seq. No. 


23856 


Seq. ID 


OJ991214_06. 


0114. C4 


Gene No. 


49721 


Strand 


+ 




Start 


2767 


End 


2871 




Name 


OJ991214 06.0114.C4.ol.gp 


Method- 


AAT/GAP 




Start 


2767 


End 


2871 




GI 


5816518 


Score 


141 




Exons 


2767. .2871 









24126 



GI Descrip. 4521193/dbj | AB013450 . 1 1 AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


23856 


Seq. ID 


OJ991214_ 


06. 0114. C4 


Gene No. 


49722 


Strand 






Start 


4478 


End 


7758 




Name 


OJ991214 06.0114.C4.ol.np 


Method 


AAT/NAP 




Start 


4320 


End 


7758 




GI- 


5091513 


Score 


1530 




Exons 


4320. .4510, 4545. .4682, 5252.. 


5486, 5536.. 6293, 


6871. .7758 


GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


23856 


Seq. ID 


OJ991214_ 


06. 0114. C4 


Gene No. 


4 y /zz 


Strand 






Start 


4478 


End 


7758 




Name 


OJ991214_0 6 . 0114 ,C4 . o2 . gs 


Method 


GENSCAN 




Start 


4478 


End 


7743 




GI 


none 


Score 


.43 




Exons 


4478. .4804, 4928. .5039, 5059.. 


5338, 5596.. 5895, 


5993. .6267, 




6914 . . 7743 








Seq. No. 


23857 


Seq. ID 


OJ991214_ 


_06.0114'.C5 


Gene No. 


A C\ "J O O 

49723 


Strand 


+ 




Start 


4210 


End 


4570 




Name 


OJ991214_06 . 0114 .C5 . o2 . np 


Method 


AAT/NAP 




Start 


4210 


End 


4570 




GI 


C C\ A O A Ad 

5902448 


Score 


542 




Exons 


4210 . . 4570 








GI Descrip. 


(AB030283) orf3 [Oryza sativa] 








Seq. No. 


23857 


Seq. ID 


OJ991214_ 


06. 0114. C5 


Gene No. 


49724 


Strand 


+ 




Start 


5043 


End 


13312 




Name 


OJ991214 06.0114.C5.o3.gs 


Method 


GENSCAN 




Start 


5043 


End 


13312 




GI 


none 


Score 


.77 




Exons 


5043. .7954, 8051. .10879, 1107C 


). .11352, 


11759. .11877, 




12624. .12672, 12833.. 13312 








Seq. No. 


23857 


Seq. ID 


OJ991214_ 


06. 0114. C5 


Gene No. 


49724 


Strand 






Start 


5043 


End 


13312 




Name 


OJ991214 06.0114.C5.o3.np' 


Method 


AAT/NAP 




Start 


5043 


End 


11093 




GI 


5922631 


Score 


6531 




Exons 


5043. .5167, 5426. .5664, 5899.. 


6101, 6147. .6718, 


6761. .6912, 




7039. .7962, 8569. .11093 








GI Descrip. 


(AP000492) ESTs C26347 {C12145 ) , AU078074 


t (C12145) 


correspond 




region of the predicted gene.; 


similar 


to prpol; 


Zea mays 



retrotransposon Cinful-1 . . (AF04 9110) [Oryza sativa] 
gi I 6016864 |dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 
Gene No. 



23857 
49725 



Seq. ID 
Strand 



OJ991214 06. 0114. C5 



24127 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991214_06.0114.C5.ol.np 
1 

5091513 
1..818, 2578. .2603 

(AB023482) Hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



2603 
AAT/NAP 
2603 
1056 



Seq. No. 23857 Seq. ID 

Gene No. 4 9725 Strand 

Start 1 End 

Name OJ991214_06 . 0114 . C5 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 753, 1116.. 1176, 2315.. 2397 



OJ991214J)6.0114.C5 

2603 • 
GENSCAN 
2397 
.63 



Seq. No. 23857 Seq. ID OJ991214JD6 . 0114 . C5 

Gene No. 4 9726 Strand 

Start 2825 End 3132 

Name ■ OJ991214_06 . 0114. C5 . ol . gp Method AAT/GAP 

Start 2825 End 3132 

GI 5816559 Score 464 

Exons 2825. .3132 

GI Descrip. 4 680178/gb | AF111709. 1 | AF111709 1.0e-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete.- sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23857 Seq. ID OJ991214_06 . 0114 . C5 

49727 Strand 

4608 End 4915 

OJ991214_06.0114.C5.o2.gp Method AAT/GAP 

4 608 End 4 915 

5816559 Score 470 

4608. .4915 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 23857 

Gene No. 4 9728 

Start 14127 

Name • OJ991214_06 . 0114 . C5 . oil . tw 

Start 4355 

GI none 

Exons 4355.-4552, 4356.. 4556, 4449.. 4556 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX : Wheat 

End 4 556 

Score 179 



Seq. No. 


23857 








Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 








Strand 






Start 


14127 








End 


15593 




Name 


OJ991214 06. 


0114 


.C5.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


6323 








End 


6725 




GI 


none 








Score 


293 




Exons 


6323. .6592, 


6324, 


. .6725 










Seq. No. 


23857 








Seq. ID 


OJ991214_06.0114 


-C5 


Gene No. 


49728 








Strand 






Start 


14127 








End 


15593 




Name 


OJ991214 06. 


0114. 


.C5.-o8 


.tw 


* Method 


.T-BLASTX: Wheat 





24128 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start * 



7302 
none 

7302. .7478, 



7523.. 7759, 7527, 



23857 
49728 
14127 

OJ991214_06.0114 .C5.o9.tm 
7610 
•none 

7610. .7756, 7611. .7757 



23857 
49728 
14127 

OJ991214_06, 

7979 

none 

7979. .8434, 



23857 
49728 
14127 

OJ991214_06. 

8019 

none 

8019. .8243, 

23857 
49728 
14127 

OJ991214_06. 

8109 

none 

8109. .8465, 

23857 
49728 
14127 

OJ991214_06. 

8550 

none 

8550. .8960, 

23857 
49728 
14127 

OJ991214_06. 

8628 

none 

8628. .9029, 

23857 
49728 
14127 

OJ991214_06. 
8696 



0114 .C5.o3.tw 
7980. .8435 

0114.C5.o4.ts 
8250.. 8384 

0114 .C5.o5.tm 
8150;. 8455, 8172. 

0114.C5.o4.tw 
8594. .8974 

0114.C5.ol.ts 
8645. .8788, 8825. 

0114 .C5.o4. tm 



End 7759 

Score 149 
.7757 

Seq. ID OJ991214_06.0114 .C5 
Strand 

End 15593 

Method TBLASTX : Mai ze 

End 7757 

Score 183 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX : Wheat 

End 8435 

Score 497 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX : Soybean 

End . 8384 • 

Score 138 



Seq. ID OJ991214_06.0114.C5 
Strand 

15593 

TBLASTX: Maize 
8465 
375 



End 

Method 
End 
Score 
.8465 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX : Wheat 

End 8974 

Score 436 



Seq. ID OJ991214_06.0114.C5 
Strand 

15593 

TBLASTX : Soybean 
9029 
306 



End 

Method 
End 
Score 
.8956 



Seq. ID OJ991214_06.0114 .C5 
Strand 

End 15593 

Method TBLASTX : Mai ze 

End 9140 



24129 



GI 

Exons 



none Score 276 

8696. .8950, 8697. .8951, 8721. .8957, 8943. .9116, 8972. .9103, 
9114. .9140 



Seq. No. 23857 

Gene No. 4 9728 

Start 14127 End 

Name OJ991214_06 . 0114 . C5 . olO . tw Method TBLASTX : Wheat 

Start 8978 End 9260 

GI none Score 

Exons 8978.. 9055, 8979.. 9260, 9114.. 9248 



Seq. ID OJ991214_06.0114.C5 
Strand 

15593 



276 



Seq. No. 23857 

Gene No. 49728 

Start 14127 

Name OJ991214_06. 0114 .C5 .o3 . ts 

Start 9255 

GI none 

Exons 9255.. 9641, 9263.. 9643 



Seq. ID OJ991214_06.0114 .C5 
Strand 

End 15593 

Method TBLASTX : Soybean 

End 9643 

Score 261 



Seq. No. 23857 

Gene No. 4 9728 

Start 14127 

Name OJ991214_06 . 0114 . C5 . 06 . tw 

Start 9264 

GI none 

Exons 9264.. 9686, 9272.. 9676 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX : Wheat 

End 9686 

Score 413 



Seq. No. 23857 

Gene No. 4 9728 

Start 14127 

Name OJ991214_06. 0114 .C5 .o7 . tm 

Start 9516 

GI none 

Exons 9516.. 9770 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX: Maize . 

End 9770 

Score 193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23857 
49728 
14127 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 



OJ991214 06.0114.C5.ol2.tw Method .TBLASTX : Wheat 



9702 
none 

9702.. 9836, 9861.. 10001 



End 
Score 



10001 
130 



Seq. No. 23857 

Gene No. 4 9728 

Start 14127 

Name OJ 991214 _0 6. 0114. C5.o2.tm 

Start • 9999 

GI none 
Exons 



Seq. ID OJ991214_06.0114.C5 
Strand 

End 15593 

Method TBLASTX: Maize 

End 10361 

Score 447 



9999. .10322, 10019 .. 10342, 10019 .. 10309,. 10313 .. 10360, 
10314. .10361 



Seq. No. 23857 

Gene No. 49728 

Start 14127 

Name OJ991214 06 . 0114 . C5 . o5 . tw 



Seq, ID 0-J991214 06. 0114. C5 

Strand - ~~ 

End 15593 

Method TBLASTX : Wheat 



24130 



Start 


10004 




End 


10391 


GI 


none 




Score 


420 


Exons 


10004. .10315, 10005 


. .10391, 


10206. .10391 


Seq. No. 


23857 




Seq. ID 


OJ991214_06.0114 


Gene No. 


49728 




Strand 




Start 


14127 




End 


15593 


Name 


OJ991214 06. 0114. C5 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


10434 




End 


15134 


GI 


. none 




Score 


101 


Exons 


10434. .10625, 10653 


.10763, 


14508. .15134, 14509.. 15132 



Seq. No. 


23857 




Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127 




End 


15593 




Name 


OJ991214 06. 0114. C5 


.08. tm 


Method 


TBLASTX: Maize 




Start 


10463 




End 


10736 




GI 


none- 




Score 


95 




Exons 


10463 . . 10570, 10464 


. . 10562, 


10553. .10627, 10557 .. 10640, 






10650. .10736 










Seq. No. 


23857 




Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127" 




End 


15593 




Name 


OJ991214 06. 0114. C5 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


10737 




End 


10997 




GI 


none 




Score 


183 




Exons 


10737. .10997 










Seq. No. 


23857 




Seq. ID 


' OJ991214_06.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127 




End 


15593 




Name 


OJ991214 06. 0114. C5 


. o4 . gs 


Method 


GENSCAN 




Start 


14127 




End 


15524 




GI 


none 




Score 


.88 




Exons 


14127. .15524 










Seq. No. 


23857 




Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127 




End 


15593 




Name 


OJ991214 06. 0114. C5 


. o4 .np 


Method 


AAT/NAP 




Start 


14130 




End 


15590 




GI 


4680179 




Score 


2453 




Exons 


14130. .15590 










GI Descrip. 


(AF111709) polyprotein [Oryza ~sativa subsp. indica] 




Seq. No. 


23857 




Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127 




End 


15593 




Name 


OJ991214 06. 0114. C5 


. o7.tw 


Method 


TBLASTX: Wheat 




Start 


14140 




End 


14508 




GI 


none 




Score 


36 




Exons 


14140. .14193, 14175 


. .14507, 


14308. . 14508 




Seq. No. 


23857 




Seq. ID 


OJ991214JD6.0114 


.C5 


Gene No. 


49728 




Strand 






Start 


14127 




End 


15593 





24131 




Name 


OJ991214 06. 0114. C5. 


, o 6 . tm 


Method 


TBLASTX: Maize 




Start 


14154 






End 


14366 




GI 


none 






Score 


202 




Exons 


14154. . 


14366 










Seq. No. 


23857 






Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 






Strand 






Start 


14127 






End 


15593 




Name 


OJ991214 06. 0114. C5. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


14367 






End 


14954 




GI 


none 






Score 


255 




Exons 


14367. . 


14795, 14368. 


.14796, 


14793. .14 954, 14800. .14 94 6, 






14802. . 


14948 










Seq. No. 


23857 






Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 






Strand 






Start 


14127 






End 


15593 




Name 


OJ991214 06. 0114. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


15003 






End 


15294 




GI 


none 






Score ' 


171 




Exons 


15003. . 


15293, 15006. 


.15293, 


15007. .15294 




Seq. No. 


23857 






Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 






Strand 






Start 


14127 . 






End 


15593 




Name 


OJ991214 06. 0114. C5. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15093 






End 


15353 




GI 


none 






. Score 


176 




Exons 


15093. . 


15353, 15094. 


.15348 








Seq. No. 


23857 






Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 






Strand 






Start 


14127 






End 


15593 




Name 


OJ991214 06.0114.C5-.ol.tc 


Method 


TBLASTX: Cress 




Start 


15117 






End 


15434 




GI 


none 






Score 


92 




Exons 


15117. . 


15260, 15118. 


.15258, 


15261.. 15434 




Seq. No. 


23857 






Seq. ID 


OJ991214_06.0114 


.C5 


Gene No. 


49728 






Strand 






Start- 


14127 






- End 


15593 . 




Name 


OJ991214 06. 0114. C5. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


15141 






End 


15593 




GI 


none 






Score 


262 




Exons 


15141. . 


15593, 15142. 


.15396, 


15177. .15587 




Seq. No. 


23858 






Seq. ID 


OJ991214 06.0114 


.C6 


Gene No. 


49729 






Strand 


+ 




Start 


1 * 






End 


503 




Name 


OJ991214 06. 0114. C6. 


ol . np 


Method 


AAT/NAP 




Start 


1 






End 


500 




GI 


5902445 






Score 


836 




Exons 


1. .500 












GI Descrip. 


(AB030283) GAG-POL precursor 


[Qrvza sativa] 




Seq. No. 


23858 






Seq. ID 


OJ991214_06.0114 


.C6 


Gene No. 


49729 






Strand 


+ 





24132 




Start 


1 






End 


503 


Name 


OJ991214 06.0114. 


C6.ol. 


gs 


Method 


GEN SCAN 


Start 


126 






End. 


503 


GI 


none 






Score 


.95 * 


Exons 


126. .503 










Seq. No. 


23858 






Seq. ID 


OJ991214_06.0114.C6 


Gene No. 


49730 






Strand 




Start 


820 






End 


3611 


Name 


OJ991214 06.0114. 


C6,ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


30 






End 


491 


GI 


none 






Score 


126 


Exons 


30. .155, 38. .139, 


210. . 


368, 


354. .491 




Seq. No. 


23858 






Seq. ID 


OJ991214_06.0114.C6 


Gene No. 


49730 






Strand 




Start 


820 






End 


3611 


Name 


OJ991214 06.0114. 


C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start" ' 


219 






End 


452 


GI' 


none 






Score 


149 


Exons 


219.. 371, 311-. .370, 350 


..451, 351. .452 




Seq. No. 


23858 






Seq. ID 


OJ991214 06. 0114. C6 


Gene No . . 


49730 






Strand 




Start 


820 






End 


3611 


Name 


OJ991214 06.0114. 


C6.o2. 


gs 


Method 


GENSCAN 


Start 


820 






End 


3307 


GI 


none 






Score 


.77 


Exons 


820.. 1268, 1341.. 


1445, 


1518. 


.1707, ,178 


3. .1970, 2045. .2452, 




2486. .2657, 2876. 


.3307 








Seq. No. 


23858 






Seq. ID 


OJ991214_06.0114.C6 


Gene No. 


49730 






Strand 




Start 


820 






End 


3611 


Name 


OJ991214 06.0114. 


C6.o2. 


np 


Method 


AAT/NAP 


Start 


823 






End 


3611 


GI 


6691716 






Score 


2158 


Exons 


823. .1268, 1341.. 


1457, 


1608. 


.1707, 1783. .1977, 2145. .2418, 




2500.. 2678, 2876. 


.3611 








GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 



gi I 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


23858 








Seq. ID 


OJ991214_06.0114 


-C.6 


Gene No. 


49730 








Strand 






Start 


820 








End 


3611 




Name 


OJ991214 06 


.0114 


.C6.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3377 








End 


3583 




GI 


none 








Score 


63 




Exons 


3377. .3583, 


3423 


. .3569 










Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114 


.C7 


Gene No. 


4 9731 








Strand 


+ 




Start 


1 








End 


10749 




Name 


OJ991214 06 


0114 


C7.o3 


np 


Method 


AAT/NAP 




Start 


1 








End 


10749 




GI 


4680183 








Score 


183' 





24133 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..22, 9980.. 10050, 10660.. 10749 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



23859 Seq. ID 

49731 Strand 

1 End 

OJ991214_06 . 0114 ,C7 ,o2 . gs Method 

5416 End 

none Score 

5416. .5582, 5740. .5856, 5862. .6606 



OJ991214_06.0114.C7 
+ 

10749 
GEN SCAN 
6606 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23859 
49732 
13062 

OJ991214_06.0114.C7.o5.np 

13062 

5922631 

13062. .13264, 13310. .13483 
(AP000492) ESTs C26347,(C12145 
region of the predicted gene 
retrotransposon Cinful-1. 
gi | 60168 64 | dbj IBAA85207.1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_ 
+ 

13483 
AAT/NAP 
13483 
356 



06. 0114. C7 



,AU078074 (C12145) correspond 
similar to prpol; Zea -mays 
(AF049110) [Oryza sativa] 
(AP000570) ESTs 



to a 



C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



23859 Seq. ID 

49733 Strand 

382 End 

OJ991214_06.0114.C7.ol.gs Method 

382 End 

none Score 



OJ991214_06.0114.C7 

8119 
GENSCAN 
4879 
.65 



382. .1282, 1595. .3512, 3750. .3890, 4650. . 4695, 4814. .4879 



Seq. No. 


23859 


Seq. ID 


OJ991214_06. 


0114. C7 


Gene No. 


49733 


Strand 






Start 


382 


End 


8119 




Name 


OJ991214 06.0114.C7.ol.np 


Method 


AAT/NAP 




Start 


385 


End 


8119 




GI 


4680179 


Score 


7865 . 




Exons 


385. .3891, 7064. .8119; 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


23859 


Seq. ID 


OJ991214_06. 


0114 ,C7 


Gene No. 


49733 


Strand 






Start 


382 


End 


8119 




Name 


OJ991214 06.0114.C7.ol.gp 


Method 


AAT/GAP 




Start 


4602 


End 


4984 




GI 


uC-os.f Icyp033a04bl 


Score 


628 




Exons 


4602!. 4984 ' 








GI Descrip. 


* 601684 5/dbj | AP000570 . 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 11E10 1 






Seq. No. 


23859 


Seq. ID 


OJ99121 4 06, 


0114 = C7 


Gene No. 


49733 


Strand 






Start 


382 


End 


8119 




Name 


OJ991214 06.0114.C7.o3.gs . 


Method 


GENSCAN 





24134 



Start 
GI 

Exons 



7031 
none 

7031. .8119 



End 
Score 



8119 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23859 
49734 
8373 

OJ991214_06.0114.C7.o6.tw 

395 

none 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX : Wheat 

End 763 

Score 35 



395. .448, 430. .762, 451. .612, 554. .670, 655. .735, 710. .763 



23859 
49734 
8373 

OJ991214_06.0114.C7.o7.tm 

409 

none 

409. .606 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX : Mai ze 

End 606 

Score 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



23859 
49734 
8373 

OJ991214_06.0114.C7.ol.tm 

610 

none 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX: Maize' 

End '1209 

Score 244 



610. .1050, .'623. .1048, 1048. .1209, 1055. .1201 



23859 
49734 
8373 

OJ991214_06.0114.C7.ol.tw 

763 

none 

763. .1389, 764. .1387 

23859 
49734 
8373 

OJ991214_06.0114 .C7.o4.tm 

1258 

none 

1258.. 1548, 1262.. 1549 

23859 
49734 
8373 

OJ991214_06.0114.C7.o2.ts 

1348 

none 

1348. .1608, 1349. .1603 

23859 
49734 
8373 

OJ991214JD6.0114 .C7 .ol.tc " 
1372 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX : Wheat 

End 1389 

Score 337 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX : Maize 

End 154 9 

Score 253 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method TBLASTX : Soybean 

End 1608 

Score 150 



Seq. ID OJ991214_06.0114.C7 

Strand 

End 13213 

Method - TBLASTX: Cress 

End 1689 



24135 




GI 


none 






Score 


90 




Exons 


1372. .1515, 


1373 


..1513, 1516. 


.1689 






Seq. No. 


23859 






Seq. ID 


OJ991214_06.0114 


-C7 


Gene No. 


A Q"7 "5 A 






Strand 






Start 


8373 






End 


13213 




Name 


OJ991214 06 


.0114 


.C7.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1396 






End 


1875 




GI 


none 






. Score 


239 




Exons 


1396. .1875, 


1397 


..1651, 14 29-. 


.1842 






Seq. No. 


23859 






Seq. ID 


OJ991214_06.0114 


.C7 


Gene No. 


A fn O A 






Strand 






Start 


8373 






End 


13213 




Name 


OJ991214 06 


.0114 


.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1879 






End 


2388 




GI 


none 






Score 


252 




Exons 


1879. .2388, 


1963 


..2310, 2045. 


..2356 






Seq. No. 


23859 






~i. > ■ 
Seq. ID 


OJ991214_06.0114 


-C7 


Gene No . 


a m o a 

4 y / J4 






Strand 






Start 


8373 






End 


13213 




Name 


OJ991214 06 


.0114 


.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1951 






End 


2316 




GI 


none 






Score 


155 




Exons 


1951. .2262, 


1963 


..2316, 2048. 


.2314 






Seq. No. 


- 23859 






Seq. ID 


OJ991.214_06.0114 


.C7 


Gene No. 


4 y /34 






Strand 






Start 


8373 






End 


13213 ' 




Name 


OJ991214 06 


.0114 


.C7.o3.ts 


Method 


TBLASTX : Soybean 




Start 


2137 






End 


2382 




GI 


none 






Score 


202 




Exons 


2137. .2382 












Seq. No. 


23859 






Seq. ID 


OJ991214_06.0114 


.CI 


Gene No . 


A C\ 1 O A 

4 y / J4 






Strand 






Start 


8373 




• 


End 


13213 




Name 


OJ991214 06 


.0114 


.C7.o3.tm 


Method 


TBLASTX: Maize 




Start 


2353 






End 


2853 




GI 


none 






Score 


92 




Exons 


2353. .2688, 


2398 


..2676, 2674. 


.2853 - 






Seq. No. 


23859 






Seq. ID 


OJ991214_06.0114 


.C7 


Gene No . 


a m "D A 

4 y / o4 






Strand 






Start 


8373 






End 


13213 




Name 


OJ991214 06 


.0114 


C7.o5.tw 


Method 


TBLASTX: Wheat 




Start 


2389 






End . 


2691 




GI 


none 






Score 


235 




Exons 


2389. .2691, 


2390 


.2659, 2398. 


.2691 






Seq.' No. 


23859 






Seq. ID 


OJ991214_06.0114 


.C7 


Gene No. 


49734 






Strand 






Start 


8373 






End 


1321 3 




Name 


OJ991214 06 


0114 


C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2404 






End . 


2799 




GI • 


none 






Score " 


161 





24136 




Exons 


2404. .2763, 


2405 


.2659, 


2533. 


.2763, 2755. .2799, 2767. .2799 


Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114.C7 


Gene No. 


A Ci ^ O A 

4 97 34 








otrana 




Start 


8373 








hna 


13213 


Name 


OJ991214 06 


.0114 


C7.o4. 


tw 


Method 


TBLASTX : Wheat 


Start 


2740 








hna 


3222 


GI 


none 








Score 


l/o 


Exons 


2740. .3222, 


2749. 


.3093, 


2783. 


. 31 lo 




Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114 .C7 


Gene No. 


a m O A 

4 9734 








Strand 




Start 


8373 








T7" *i 

End 


13213 


Name 


OJ991214 06 


0114. 


C7.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


2872 








End 


3186 


GI 


none 








Score 




Exons 


2872. .3186, 


2873. 


.3070 








Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114 .C7 


Gene No . 


a m O A 

4 97 34 








Strand 




Start 


8373 








End 


13213 


Name 


OJ991214 06 


0114. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


2921 








End 


3210 


GI 


none 








Score 


165 


Exons 


2921. .3112, 


2923. 


.3210 








Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114.C7 


Gene No. 


4 9734 








Strand 




Start 


8373 








End 


13213 


Name 


OJ991214 06. 


0114. 


C7.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


3379 








End 


3801 


GI 


none 








Score 


107 


Exons 


3379. .3567, 


3386. 


.3541, 


3607. 


.3801, 36S3..3766 


Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114.C7 


Gene No . 


a m O A 

4 3 /34 








Strand 




Start 


8373 








End 


13213 ■ 


Name 


OJ991214 06. 


0114. 


C7.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


7316 








End 


7612 


GI 


none 








Score 


91 


Exons 


7316. .7612, 

- 


7425. 


.7595 








Seq. No. 


23859 








Seq. ID 


OJ991214_06.0114.C7 


Gene No . 


A m "3 A 

4 9734 








Strand 




Start 


8373 








End 


13213 


Name 


OJ991214 06. 


0114. 


C7.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


7493 








End 


7852 


GI 


none 








Score 


92 


Exons 


. 7493. .7852, 


7494. 


.7727, 


7752. 


.7826 




Seq. No. 


23859 








Seq. ID- 


OJ991214_06.0114.C7 


Gene No. 


49734 








Strand 




Start 


8373 








End 


13213 


Name 


OJ991214 06. 


0114. 


C7 .o4 . 


gs 


Method- 


GENSCA.N 


Start 


8373 








End 


13213 


GI 


none 








Score 


.54 


Exons 


8373. .9260, 


10523 


..10655, 11447. .11561, 


11830. .11895, 



24137 



11988. .12101, 12524. .12582, 12867.. 13213 



Seq. No. 23859 

Gene No. 49734 

Start 8373 

Name OJ991214_06. 0114 .C7 . o2 .np 

Start 8376 

GI . 5042448 

Exons 8376.. 9194 

GI Descrip. (AC007789) putative ORFO protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ991214_06.0114.C7 
Strand 

End 13213 

Method AAT/NAP 

End 9194 

Score 114 0 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

-GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23860 
49735 
1 

OJ991214_06.0114.C8.ol.np 
1 

5852180 



Seq. ID OJ991214_06.0114.CE 
Strand 

End 1988 

Method AAT/NAP 

End 1988 

Score 557 



1..345, 397. .513, 1591. .1645, 1896. .198* 
(AL117265) zhbOOOlO.l [Oryza sativa] 



23861 Seq. ID 

49736 Strand 
1 End 
OJ991214_06.0114.C9.ol.gp ■ Method 
1 End 
5816559 Score 
1. .268 

4680178/gb|AF111709.1|AF111709 1.0e-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 
retrotransposon, complete sequences; and unknown genes 



OJ991214_06.0114.C9 
+ 

268 

AAT/GAP ■ 
2 68 
409 



23861 
49737 
345 

OJ991214_06.0114.C9.ol.np 
345 

5902448 
345. .729 

(AB030283) orf3 [Oryza sativa] 

23862 ■ ' 
49738 
1 

OJ991214_06. 0114. C10. ol.np 
1 

5902447 

1..90, 126. .434 
(AB030283) orf4 [Oryza sativa] 

23862 
49738 
1 

OJ991214_06. 0114 .C10. o2.np 
1 

6691716 

1..129, 241. .405, 480. .667, 743. .846, 997. .1187 



Seq. ID OJ991214_06.0114.C9 

Strand + 

End 729 

Method AAT/NAP 

End 729 

Score 64 9 



Seq. ID OJ991214_06. 0114. C10 

Strand* + 

End 1187 

Method AAT/NAP 

End 434 

Score 580 



Seq. ID OJ991214_06. 0114. C10 
Strand + 

1187 
AAT/NAP 
1187 
389 



End 

Method 

End 

Score 



24138 



GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


23862 




Seq. ID 


OJ991214_06. 


,0114 


.C10 


Gene No. 


49738 




Strand 


+ 






Start 


1 




End 


1187 






Name 


OJ991214 06. 0114. CIO. ol 


.gs 


Method 


GENSCAN 






Start 


109 




End 


1109 






GI 


none 




Score 


.77 






Exons 


inn yirm 4pn £P.n ri q 


. .932, 


1005. .1109 






Seq. No. 


23863 




Seq. ID 


r\ tq Q 1 1 1 A ft £ 


,0114 


.Cll 


Gene No. 


49739 




Strand 


+ 






Start 


1 




End 


mo 

978 






Name 


OJ991214 06.0114.Cll.ol 


.np 


Method 


7\ 7\ m /M7\ n 

AAT/NAP 






Start 


1 




End • 


O ~7 O 

y /y 






GI 


5091513 




Score 


lloo 






Exons 


-t ci oa mo'-' 

■1.-51/ 80 . . y /o 












GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


23863 




Seq. ID 


OJ991214_06. 


,0114 


.Cll 


Gene No. 


49739 




Strand 


+ 






Start 


1 




End 


978 






Name 


OJ991214 06.0114.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


60 




. End 


936 






GI 


none 




Score 


.5 






Exons 


60. .936 












Seq. No. 


O O O C A 




Seq. ID 


OJ991214JD6, 


,0114 


.C12 


Gene No. 


49740 




Strand 








Start 


319 




End 


3013 






Name 


OJ991214 06.0114.C12.ol 


.gp 


Method 


AAT/GAP 






Start 


319 




End 


2029 






GI 


29079 2.R1084 




Score 


254 






Exons 


319. .370, 1932. .2029 












GI Descrip. 


, 2130023/pir | IS61413 9. 


Oe-35 


DNA-binding protein ABF1 - 


wild 




(fragment) >gi_1159877_ 


emb CAA88326_ (Z48429) DNA-binding 




protein [Avena fatua] 1 












Seq. No. 


23864 




Seq. ID 


OJ991214_06. 


.0114 


.C12 


Gene No. 


49740 




Strand 








Start 


319 




End 


3013 






Name 


OJ991214 06.0114.C12.ol 


. gs 


Method 


GENSCAN 






Start 


1847 




End 


3013 






GI 


none 




Score 


.67 






Exons 


1847. .1879, 1932. .2128, 


2807. 


.2957, 30*06.. 3013 






Seq. No. 


23865 




Seq. ID 


OJ991214__06. 


.0114 


.C14 


'Gene No. 


49741 




Strand 








Start 


237 




End 


370 






Name 


OJ991214 06.0114.C14.ol 


. gs 


Method 


GENSCAN 






Start 


237 




End 


370 






GI 


none 




Score 


.84 






Exons 


237. .370 












Seq. No. 


23865 




Seq. ID 


OJ991214_06. 


.0114 


.C14 



24139 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49742 Strand 

401 End 649 

OJ991214_06.0114.C14.ol.gp Method AAT/GAP 

401 End 649 

3761181 Score 414 
401. .649 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



23866 
49743 
1053 

OJ991214_06.0114.C15.ol.gs 

1053 

none 

1053. .1807 



Seq. ID OJ991214_06:0114.C15 

Strand + 

End 1878 

Method GEN SCAN 

End 1807 

Score .82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23866 
49743 
1053 

OJ991214_06- 0114. CIS. ol.np 
1053 
4680179 
1053. .1878 

(AF111709) polyprotein [Oryza sativa subsp. indica-] 



Seq. ID OJ991214_06.0114.C15 
Strand + *'V 
1878 
AAT/NAP 
1878 
962 



End 

Method 

End 

Score 



23866 
49743 
1053 

OJ991214_06. 0114. CIS. ol.tw 

1266 
none 

1266. .1646, 1286. .1645 



Seq. ID OJ991214_06.0114.C15 

Strand + 

End 1878 

Method TBLASTX : Wheat 

End 1646 

Score 304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . .. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi 



23866 
49743 
1053 

OJ991214JD6. 0114. CIS. ol.tm 

1527 

none 

1527. .1859, 1550. .1714 



Seq. ID OJ991214_06. 0114. CIS 

Strand + 

End 1878 

Method • TBLASTX: Maize 

End 1859" 

Score 208 



23867 
49744 
1 

OJ991214_06. 0114. C16. ol.np 

1 

4680179 
1..2218 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID. OJ991214_06.0114.C16 
Strand + 

2236 
AAT/NAP 
2218 
3188 



End 

Method 

End 

Score 



23867 
49744 
1 

OJ991214_06.0114.C16.ol.gs 
14 

none 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method GEN SCAN 

End 2236 

Score 1 



24140 



Exons 



14. .2236 



Seq. No. 23867 

Gene No. 49744 

Start 1 

Name OJ991214_06 . 0114 .C16.o4 . tw 

Start 185 

GI none 

Exons 185. .409, 199.. 351, 413.. 586, 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX : Wheat 

End - 58 6 

Score 150 

446. .505, 487. .555 



Seq. No. 23867 Seq. ID 

Gene No. 49744 Strand 

Start 1 End 

Name OJ991214_06 . 0114 .C16.o4 . tm Method 

Start 223 End 

GI none Score 

Exons 223.. 324, 224.. 499 



OJ991214_06.0114.C16 
+ 

2236 

TBLASTX: Maize 

499 

195 



Seq. No. 23867 Seq. ID 

Gene No. 49744 Strand 

Start 1 End 

Name OJ991214_06 . 0114 . C16 . o2 . tw Method 

Start 761 End 

GI none Score 

Exons- 761.-^243, 865.. 1200 

Seq. No. 23867 Seq. ID 

Gene No. 49744 Strand 

Start 1 End 

Name OJ991214_06 . 0114 . C16 . o3 . ts Method 

Start 797 End 

GI none Score 

Exons 797.. 1111, 913.. 1110 



OJ991214_06.0114.C16 
+ 

2236 

TBLASTX: Wheat 

1243 

546 



OJ991214_06.0114.C16 
+ 

2236 * . 
TBLASTX: Soybean 
1111 
183 



Seq. No. 23867 Seq. ID 

Gene No. 4 9744 Strand 

Start 1 End 

Name OJ991214_06 . 0114 . C16 . o2 . tm Method 

Start 830 End 

GI none Score 

Exons 830.. 1297, 901.. 1200 



OJ991214_06.0114.C16 
+ 

2236 

TBLASTX: Maize 

1297 

389 



Seq. No. 23867 

Gene No. 49744 

Start 1 

Name OJ991214_06 . 0114 . C16 . ol . ts 

Start 1184 

GI none 

Exons 1184.. 1216, 1186.. 1212, 1220. 
1324. .1578 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX : Soybean 

End 157 9 

Score 57 

.1579, 1227. .1298, 1232. .1549, 



Seq. No. 23867 Seq. ID 

Gene No. 49744 Strand 

Start 1 End 

Name OJ991214_06 . 0114 . CI 6 . o3 . tw Method 

Start 1292 End 

GI none > Score ' 



OJ991214_06.0114.C16 
+ 

2236 

TBLASTX: Wheat 

1594 

401 



24141 



Exons 



1292. .1594, 1295. .1585, 1324. .1593 



Seq. No. 23867 

Gene No. 49744 
Start . 1 

Name OJ991214_06 . 0114 .C16.o3.tm 

Start 1313 

GI none 

Exons 1313.. 1666, 1381.. 1659 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX: Maize 

End 1666 

Score 328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23867 
49744 
1 

OJ991214_06.0114 .C16.ol.tw 

1595 

none 



Seq. No. 23867 

Gene No. 49744 

Start 1 

Name OJ991214_06. 0114 .C16.o2 .ts 

Start 1601 

GI none 

Exons 1601. . 1846 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX : Wheat 

End 2104 

Score 623 



1595. .2104, 1603. .2013, 1634. .2017 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX : Soybean 

End 1846 

Score 209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23867 
49744 
1 

OJ991214_06.0114.C16.ol.tm 

1667 

none 



Seq. ID OJ991214_06.0114.C16 

Strand + 

End 2236 

Method TBLASTX: Maize 

End 2030 

Score 479 



1667.. 2020, 1669.. 2013, 1707.. 2030 



Seq. ID OJ991214_03.0114.C1 
Strand + 

709 

AAT/NAP 
709 
1221 



End 

Method 

End 

Score 



Seq. No. 23868 
Gene No. 4 9745 

Start 1 

Name OJ991214_03 . 0114 . CI . ol . np 

Starf 1 
GI .1196998 
Exons \ 1. .709 - 

GI Descrip. ' ' ' ( J01829) unknown protein [Transposon TnlO] 

gi I 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1 1 (AB026428) transposase 
[Methylomonas aminofaciens] gi I 57380 92 | gb I AAD50250 . 1 1 AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi| 6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No.' 23868 

Gene No. 4 974 6 

Start • 100 

Name OJ991214_03 . 0114 . CI . ol . gs 

Start 100 

GI none 

Exons 100.. 115, 182.. 269, 410. .547 



Seq. ID OJ991214_03.0114.C1 
Strand 

End 547 

Method GENSCAN 

End 547 

Score .69 



24142 



Seq. No. 23869 Seq. ID 

Gene No. 4 9747 Strand 

Start 261 End 

Name OJ991214_03 . 0114 . C2 . ol . gs Method 

Start 261 End 

GI none Score 

Exons 261.. 400 



OJ991214_03.0114.C2 
400 

GEN SCAN 

400 

.73 



Seq. No. 23870 Seq. ID 

Gene No. 49748 " Strand 

Start 1387 End 

Name OJ991214J33 . 0114 . C4 . ol . gs Method 

Start 1387 End 

GI none Score 

Exons 1387.. 1500, 2583.. 2732, 4083.. 4235 



OJ991214_03.0114.C4 
+ 

4235 
GENSCAN 
4235 
.79 



Seq. No. 23870 

Gene No. 4 974 9 

Start 5332 

Name OJ991214_03 . 0114 . C4 . o2 . gs 

Start 5332 

GI none 

Exons S332..5535, 7790.. 7957, 8180. 
11700.. 13060 



Seq. ID OJ991214_03.0114.C4 

Strand + 

End 13060 

Method GENSCAN 

End 13060 

Score .55 

.8295, 8564. .10073, 10224 11691, 



Seq. No. 23870 ' Seq. ID 

Gene No. 4 975.0 Strand 

Start 255i2 End 

Name OJ991214_03 . 0114 . C4 . o3 . gp Method 

Start 25512 . End 

GI 5039111 Score 

Exons 25512. .25916 



OJ991214_03.0114.C4 
+ 

25916 
AAT/GAP 
25916 
797 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



GI Descrip. 

-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



23870 
49751 
6645 

OJ991214 
6645 
2943792 
6645. .6740, 
8129. .8210, 



OJ991214 03. 0114. C4 



03.0114.C4.ol.np 



Seq. ID _ 
Strand 

End 16297 
Method AAT/NAP 
End 16294 
Score 2109 
6863..6969, 7419. .7550, 7717. .7783, 7858. .7940, 
13405. .13481, 13582. .13665, 13747 .. 138 1 6, 
13929. .14017, 14105. .147 91, 16004. .16294 
(AB006809) PV72 [Cucurbita sp.] 



23870 
49751 
6645 

OJ991214_03.0114.C4.o3.gs 

13399 

none 

13399. .13481, 13747. .13816, 
16004. .16297 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_03.0114.C4 

16297 
GENSCAN 
16297 
.56 



13929. .14017, 14105. .14771, 



Seq. No. 23870 Seq. ID 

Gene No. 49752 Strand 

Start 16229 End 

Name OJ991214 03 . 0114 . C4 . ol . gp Method 



OJ991214_03. 0114 .C4 

16403 
AAT/GAP 



24143 



Start 
GI 

Exons 

GI Descrip. 



16229 End 16403 

uC-osflM202053f03bl Score 306 

16229. .16403 

'3850999/gb|AAC72192| 4.0e-27 (AF069908) pyruvate dehydrogenase 
El beta subunit isoform 1 [Zea mays] ' 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



23870 
49753 
18334 

OJ991214_03..0114.C4.o4.gs 

18334 

none 

18334. .18465, 20282 20374 , 
21481. .21560 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_03.0114'.C4 

21560 
GENSCAN 
21560 
.45 



20530. .20693, 21069 .. 21166, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23870 Seq. ID OJ991214_03 . 0114 . C4 

49753 Strand 

18334 End 21560 • 

OJ991214_03.0114.C4.o2.gp Method" AAT/GAP 

18630 End 20723 

59432_1.R1084 Score 1029 

18630. .18976, 20530.. 20723 

' 1351365/sp|P48505|UCRY_SOLTU 1.0e-12 UBIQUINOL-CYTOCHROME C 

REDUCTASE COMPLEX 6.7 KD PROTEIN (CR6) >gi_2130002_pir S689.69 

ubiquinol — cytochrome-c reductase (EC 1.10.2.2) - potato 
>gi_633683_emb_CAA577 68_ (X82325) cytochrome c reductase subunit 
[Solanum tuberosum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23870 
49754 
25822 

OJ991214_03.0114.C4.o5.gs 

25822 

none 



Seq. ID OJ991214_03.0114.C4 
Strand 

End 27745 

Method GENSCAN 

End 27745 

Score . 97 



25822. .26395, 26883 .. 26990, 27426. .27745 



23870 
49755 
29752 

OJ991214_03.0114.C4. 

6645 

none 

6645. .6740, 6681. .67 
7465. .7551, 7718. .77 
8124. .8210, 8134. .82 
13572. . 13685, 13577. 
13926. .14018, 13926. 
14112. .14687, 14115. 
16005. .16064, 16006. 
16130. .16240 



ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214 03. 0114. C4 



40990 

TBLASTX: Cress 
16241 
61 

43, 6857. .6976, 6863. .6973, 7420. .7458, 
83, 7719. .7775, 7861. .7941, 7862. .7942, 
11, 13403. .13474, 13405 .. 134 82 , 
.13666, 13737. .13817, 13739 .. 138 19, 
.14018, 14104. .14661, 14104 14589, 
.14672, 14670. .14792, 14686. . 14817, 
.16065, 16086. .16130, 16116. . 16241, 



Seq. No. 23870 Seq. ID 

Gene No. 4 9755 Strand 

Start 29752 End 

Name OJ9912 14 JD3 . 0114 . C4 . ol . ts Method 

Start ■ 6663 End. 

GI none _ Score 



OJ991214_03.0114.C4 
40990 

TBLASTX: Soybean 

16130 

75 



24144 



Exons 



6663. .6743, 6863. .6943, 7411. .7455, 7459. .7551, 7461. .7553, 
7713. .7760, 7718. .7765, 7856. .7948, 7858.-7944, 8131. .8211, 
8133.. 8210, 13403. .13486, 13405 13482 , 13586 .. 13666, 
13587. .13682, 13739 .. 13819, 1374 6 .. 138 14 , 13926 .. 14018 , 
14095. .14667, 14 104 14586, 14 112 .. 14 687 , 14 673 147 92 , 
16005. .16061, 16086.. 16130 



Seq. No. 23870 

Gene No. 49755 

Start 29752 

Name OJ991214_03 . 0114 . C4 . o9 . tm 

Start 6690 

GI none - 

Exons 6690.. 6737, 6690.. 6743, 6692, 
6864. .6944, 7396. .7551, 7414, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214 03. 0114. C4 



40990 

TBLASTX: Maize 
7559 
68 

6742, 6856.. 6969, 6863.. 6976, 
7551, 7434.. 7559 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23870 
49755 
29752 

OJ991214_03.0114 .C4 .o4 .tw 
6914 



Seq. ID OJ991214_03.0114.C4 
Strand 

40990 

TBLASTX: Wheat 
8211 
57 



End 

Method 
End 

none Score 
6914. .7006, 6915. .6968, 7010. .7057, 7414. .7551, 7418. .7453, 
7434. .7553, 7713. .7781, 7714. .7785, 7716. .7781, 7718. . 7783, . 
7858. .7941, 7859. .7948, 8124. .8210, 8131. .8211 ' '' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23870 

49755 

29752 

OJ9912 

7754 

none 

7754. . 

7857. . 

13405. 

13583. 

13745. 

14101. 

14686. 

16116. 



14 03.0114.C4.ol.tm 



7780, 7 
7970, 8 
.13485, 
.13666, 
.13819, 
.14673, 
.14739, 
.16280, 



837. .7941, 7840 
124. .8210, 8131 
13405. .13482, 



13587. 
13926. 
14105. 
16005. 
16128. 



.13682, 
,14048, 
,14677, 
,16040, 
,16211, 



Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 
Method TBLASTX : Maize 
End 16280 
Score 37 

.7941, 7847. .7948, 7847. .7954, 
.8211, 13403. .13483, 134 04 .. 13484 , 
13574. .13666, 13582 .. 13665, 
13737. .13817, 13739 .. 13819, 
13929. .14018, 14095. .14679, 
14112. .14678, 14685. .14792, 
16006. . 16041, 16086. .16130, 
16130. .16279 



Seq. No. 


23870 








Seq. ID 


OJ991214_03.0114 


.C4 


Gene No. 


49755 








Strand 






Start 


29752 








End 


40990 




Name 


OJ991214 03. 


0114. 


C4 .08. tm 


Method 


TBLASTX: Maize 




Start 


8805 








End 


9317 




GI 


none 








Score 


77 




Exons 


8805. . 


8981, 


9011. 


.9211, 9015. 


.9317 






Seq. No. 


23870 








Seq. ID 


OJ991214_03.0114 


.C4 


Gene No. 


49755 








Strand 






Start 


29752 








End 


40990 




Name 


OJ991214 03. 


0114. 


C4.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9855 








End 


1 0109 




GI 


none 








Score 


211 




Exons 


9855. . 


10109, 


9950 


. .10057 









24145 




Seq. No. 


23870 






Seq. ID 


OJ991214_03.0114 


.C4 


Gene No. 


49755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


9933 






End 


10199 




GI 


none 






Score 


211 




Exons 


9933. .10115, 


9935. . 


10099, 9936.. 10112, 


9950.. 10123, 10155. 


Seq. No. 


23870 






Seq. . ID 


OJ991214_03.0114 




Gene No. 


4 9755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 




Method 


TBLASTX: Maize 




Start 


10260 






End 


10547 




GI 


none 






Score 


176 




Exons 


10260. .10430 


, 10262 


i n a a 1 
. . 1U4 4 1 , 


10443. .10547 




Seq. No. 


23870 






Seq. ID 


OJ991214_03.0114 




Gene No . 


4 9755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


. oo . tin 


Method 


TBLASTX: Maize 




Start 


10548 






End 


11005 




GI 


none 






Score 


98 




Exons 


10548. .10649 


, 10613 


t i n n c 
. . 11UU5, 


10626. .11003 




Seq. No. 


23870 - 






Seq. ID 


OJ991214_03.0114 


r* 1 A 


Gene No. 


49755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


10554 






End 


11015 




GI 


none 






Score 


280 




Exons 


10554. .11015 












Seq. No. 


23870 






Seq. ID 


OJ991214_03.0114 




Gene No. 


4 9755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


. oZ . tc 


Method 


TBLASTX: Cress 




Start 


10593 






End 


11033 




GI 


none 






Score 


347 




Exons 


10593. .11033 


, 10610 


. . 10/bo, 


10811. .10861, 10889. .11029 




Seq. No. 


23870 






Seq. ID 


OJ991214_03.0114 


* C4 


Gene No. 


49755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10679 






End 


11024 




GI 


none 






Score 


335 




Exons 


10679. .10771 


, 10680 


. .11024, 


10820. .11023 




Seq. No. 


23870 






Seq. ID 


OJ991214_03.0114 


.C4 


Gene No. 


49755 






Strand 






Start 


29752 






End 


40990 




Name 


OJ991214 03. 


0114. C4 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


11520 






End 


12007 




GI 


5509260 






Score 


99 




Exons 


11520. .11699 


, 11678 


. .12007, 


11836. .11991 




GI Descrip. 















24146 



Seq. No. 


23870 




Gene No. 


49755 




Start 


29752 




Name 


OJ991214 03. 0114. C4 


.oil. tm 


Start 


11558 




GI 


none 




Exons 


11558. .11671, 11559 


.11669, 




11734. .11796 




Seq. No. 


23870 




Gene No . 


4 91 do 




Start 


29752 




Name 


OJ991214 03. 0114. C4 


o4 . tc 


Start 


11657 




GI 


none 




Exons 


11657. .11896, 11665 


.11874 


Seq. No. 


23870 ^ . . . 




Gene No. 


A O T C C 

4 3 /oo 




Start 


29752 




Name 


OJ991214 03. 0114. C4. 


ol.tw 


Start 


11678 




GI 


none 




Exons . 


11678. .12022, .11695. 


.12021, 


Seq. No. 


23870 




Gene No . 


4 9755 




Start 


29752 




Name 


OJ991214 03. 0114. C4. 


o3 . tm 


Start 


11809 




GI 


none 




Exons 


11809. .12048, 11810. 


.12256, 


Seq. No. 


23870 




Gene No . 


49755 




Start 


29752 




Name 


OJ991214 03. 0114. C4. 


o5 . tc 


Start 


12068 




GI 


none 




Exons 


12068. .12361 




.Seq. No. 


23870 




Gene No . 


49755 




Start 


29752 




Name 


OJ991214 03. 0114. C4. 


o4 . tm 


Start 


12308 




GI 


none 




Exons 


12308. .12691, 12310. 


.12675, 


Seq. No. 


23870 




Gene No. 


49755 




Start 


29752 




Name 


OJ991214 03. 0114. C4. 


o3.tw 


Start 


12364 




GI 


none 




Exons 


12364. .12513, 12365. 


.12622, 



Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 

Method TBLASTX: Maize 

End 11803 

Score 139 
11663. .11803, 11665. .11709, 



Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 

Method TBLASTX : Cress 

End 11896 

Score 214 



Seq. -ID OJ991214_03.0114.C4 
Strand 

End 40990 ■ 

Method TBLASTX : Wheat 

End 12340 

Score 300 
12008. .12223, 12221.. 12340 

Seq. ID OJ991214_03.0114 .C4 
Strand 

End 40990 

Method TBLASTX : Maize 

End 12256 

Score 510 
11819. .12070, 12166. .12252 

Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 

Method TBLASTX : Cress 

End 12361 

Score 202 



Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 

Method TBLASTX: Maize 

End 12691 

Score 478 
12377. .12691 

Seq. ID OJ991214_03.0114.C4 
Strand 

End 40990 

Method TBLASTX : Wheat 

F.nrj 12622 

Score 2 62 
12568. .12621 



24147 



Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114. 


,C4 


Gene No. 


4 y too 




Strand 








Start 


29752 




End 


40990 






Name 


OJ991214 03. 0114. C4. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


12386 




End 


12982 






GI 


none 




Score 


514 






Exons 


12386. .12982, 12391. 


.12504, 


12580. .12729, 12811 


. . 12909 




Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114. 


CA 


Gene No. 


4 y zoo 




Strand 








Start 


29752 




End 


40990 






Name 


OJ991214 03. 0114. C4. 


06 . tm 


Method 


TBLASTX: 


Maize 




Start 


12692 




End 


12985 






GI 


none 




Score 


325 






Exons 


12692. .12985, 12707. 

' : *- 


.12982, 


12784. .12984 






Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114. 


C4 


Gene No. 


49755 




Strand 








Start 


29752 




End 


40990 






Name 


ojyyizi4 oj.oii4.C4. 


ol2 . tm 


Method 


TBLASTX: 


Maize 




Start 


18719 




End 


20671 






GI 


none 




Score 


35 






Exons 


18719. .18787, 18755. 


.18787, 


18759. .18794, 18795 


. .18836, 






18795. .18845, 18796. 


.18846, 


18860. .18901, 18893 


. .18979, 






18896. .18985, 18912. 


.18986, 


20485. .20670, 20531 


. .20671 




Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114. 


C4 


Gene No. 


49755 




Strand 








Start 


29752 




End 


40990 






Name 


OJ991214 03. 0114. C4 . 


o3.np 


Method 


AAT/NAP 






Start 


29739 




End 


40990 






GI 


4895216 




Score 


2898 






Exons 


29739. .30030, 30110. 


.30371, 


31102. .31253, 32059 


. .32254, 






32554. .32756, 33030. 


.33274, 


33895. .34011, 34492 


. .34689, 






34772. .34985, 35127. 


.35293, 


35505. .35716, 35786 


. .36104, 






36200. .36348, 36699. 


.36942, 


37504 . .37759, 37926 


. .38126, 






38713. .38870, 38898. 


.39210, 


39931. .40143, 40462 


. .40990 




GI Descrip. 


(AC007660) putative 


SNF2/SWI2 family transcription factor 




[Arabidopsis thaliana] 










Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114. 


C4 


Gene No. 


49755 




Strand 








Start 


29752 




End 


40990 






Name 


OJ991214 03. 0114. C4. 


06. gs 


Method 


GENSCAN 






Start 


29752 




End 


31545 






GI 


none 




Score 


.79 






Exons 


29752. .29804, 29841. 


.30030, 


30110. .30371, 31102 


. .31254, 






31469. .31545 












Seq. No. 


23870 




Seq. ID 


OJ991214_ 


_03.0114. 


C4 


Gene No. 


49755 




Strand 








Start 


29752 




End 


40990 






Name 


OJ991214 03. 0114. C4. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


29768 




F.nd 


32260 






GI 


none 




Score 


80 






Exons 


29768. .29842, 29777. 


.29827, 


29783. .29827, 29783 


. .29830, 






29802. .30029, 29836. 


.30042, 


29848. .30036, 29849 


. .30037, 





24148 




30107. .30373, 30108 .. 30374 , 30111 .. 30374 , 31101 .. 31256, 
31102. .31251, 31102. .31269, 32059 .. 32256, 32059 32253, „ 
32060. .32260 



Seq. No. 


23870 




. Seq. ID 


6J991214 


_03.0114 


Gene No. 


49755 




Strand 






Start 


29752 




End 


40990 




Name 


OJ991214 03. 0114. C4. 


o5.ts 


Method 


TBLASTX: 


Soybean 


Start 


29768 




End 


30042 




GI 


none 




Score 


80 




Exons 


29768. .29842, 29778. 


.29825, 


29783. .29827, 29783 


. .29830, 




29783. .29827, 29802. 


.30029, 


29836. .30042, 29848 


. .30036 


Seq. No. 


23870 




Seq. ID 


OJ991214 


_03.0114 


Gene No. 


49755 




Strand 






Start 


29752 




End 


40990 




Name 


OJ991214 03. 0114. C4. 


o3 . tc 


Method 


TBLASTX : 


Cress 


Start 


29905 




End 


30371 




GI 


none 




Score 


62 




Exons 


29905. .29973, 29979. 


.30044, 


29983. .30060, 30104 


. .30214, 




30171. .30215, 30215. 


.30277, 


30216. .30278, 30338 


. .30370, 




30339. .30371 










oeq. wo . 


ZjO / u 




Seq. ID 


OJ991214 




Gene No. 


49755 




Strand 






Start 


29752 




End 


40990 




Name 


OJ991214 03. 011*4 . C4. 


o7 .gs 


Method 


GENS CAN 




Start 


32005 




End 


40856 




GI 


none 




Score 


.85 




Exons 


32005. .32255, 32552. 


.32756, 


33030... 33173, 33895 


. .34011, 




34498. .34689, 34772. 


.34985, 


35127. .35293, 35625 


. .36104, 




^£9nn *3£"3£n ^fi£QQ 




37504. .37759, 37926 






38860. .39202, 39295. 


.39356, 


39937. .40143, 40462 


. .40856 


Seq. No. 


23870 




Seq. ID 


OJ991214 


JD3.0114 


Gene No. 


49755 




Strand 






Start 


29752 




End 


40990 




Name 


OJ991214 03. 0114. C4. 


o7 . tm 


Method 


TBLASTX: 


Maize 


Start 


32530 




End 


32763 




PT 


none 




Score 


240 




Exons 


32530. .32763, 32541. 


.327 62 








Seq. No. 


23871 




Seq. ID 


OJ991214 


_03.0114 


Gene No. 


49756 




Strand 


+ 




Start 


2599 




End 


2729 




Name 


OJ991214 03. 0114. C5. 


ol . gs 


Method 


GENSCAN 




Start 


2599 




End 


2729 




GI- 


none 




Score 


.7 




Exons 


2599. .2729 










Seq. No. 


23871 




Seq.. ID 


OJ991214 


_03.0114 


Gene No. 


49757 




Strand 


+ 




Start 


4451 




End 


4946 




Name 


OJ991214 03. 0114. C5. 


ol . gp 


Method 


AAT/GAP 




Start 


4451 


End 


4946 




GI 


none 




Score 


962 




Exons 


4451. .4946. 











24149 




Seq. No. 


23871 


Seq. ID 


OJ991214_03.0114 ,C5 


Gene No. 


49758 


Strand 


+ 


Start 


iuuyb 


End 


14939 


Name 


OJ991214 03.0114.C5.o3.gs 


Method 


GENSCAN 


Start 


10096 


End 


14939 


GI 


none 


Score 


.5 


Exons 


10096. .10132, 10196. .103JL3, 


10991. .11026, 1307 6. .13688, 




13768. .13850, 13934 ,. 14 054 , 


14136. .14 309, 14399. .14503, 




14593. .14856, 14907.. 14939 






Seq. No. 


23871 


Seq. ID 


OJ991214_03.0114.C5 


Gene No. 


49758 


Strand 


+ 


Start 


10096 


End 


14939 


Name 


OJ991214 03,0114. C5.ol.np 


Method 


AAT/NAP 


Start 


13044 


End 


14898 


GI 


1362152 


Score 


1761 


Exons 


13044. .13688, 137 68 .. 13850, 


13934 . . 14 054, 14136. .14 309, 




14399. .14503, 14593. .14898 






GI Descrip. 


ribosomal protein S6 kinase 


homolog (clone Aspkll) - oat 




gi| 871986 | emb ! CAA56313 | (X79992) putative pp70 ribosomal prote. 




S6 kinase [Avena sativa] 






13 Seq. No. 


23871 


Seq. ID 


OJ991214_03.0114.C5 


.3 Gene No. 


49758 


Strand 


+ 


"?\ Start 


10096 


■ End 


14939 


'•J Name 


OJ991214 03.0114.C5.o4.gp 


Method 


AAT/GAP 


.'!? Start 


13044 


End 


13828 


;j GI 


23711 1.R1084 


Score 


1368 


xi Exons 


13044. .13688, 13768.. 13828 






3 GI Descrip. 


'3122234/sp|024473|IF2B WHEAT 5.0e-15 


EUKARYOTIC TRANSLATION 


: i I 


INITIATION FACTOR 2 BETA SUBUNIT (EIF- 


2-BETA) (P38) >gi_230676: 




(U87163) eIF-2 beta subunit 


[Triticum 


aestivum] 1 


:» 

J Seq. No. 


23871 


Seq. ID 


OJ991214_03.0114.C5 


4 Gene No. 


49759 


Strand 




& Start 


4676 


End 


8245 


*s Name 


OJ991214 03.0114.C5.o2'.gs 


Method 


GENSCAN 


Z Start 


4676 


End 


8245 


i GI 


none 


Score 


.7 


«? Exons 


4676. .5475, 5616. .6482, 6521 


..6648, 6672. .6783, 7987. .8245 


Seq. No- 


23871 


Seq. ID 


OJ991214_03.0114.C5 


Gene No. 


49759 


Strand 




Start 


4676 


End 


8245 


Name 


OJ991214 03.0114.C5.o2.gp 


Method 


AAT/GAP' 


Start 


6269 


End 


7908 


GI 


53415 1.R1084 


Score 


1560 


Exons 


6269.-6482, 6584.. 6783, 7515 


. .7908 . 




GI Descrip. 


'130897/spl P20664 | PRI1 MOUSE 


9.0e-18 DNA PRIMASE SMALL SUBUNIT 




(DNA PRIMASE 4 9 KD SUBUNIT) 


(P49) >gi 


423418_pir D46642 DNA 




primase (EC 2.7.7.-) 46K chain - mouse 






>gi 303661 dbj BAA02744.1 (D13544) primase small subunit [Mus 




musculus] ' 






Seq. No. 


23871 


Seq. ID 


OJ991214_03.0114.C5 


Gene No. 


49760 


Strand 





24150 



Start 


11419 




End 


11568 






Name 


OJ991214 03. 0114. C5. 


o3.gp 


Method 


AAT/GAP 






Start 


11419 


End 


11568 






GI 


701030 




Score 


236 






Exons 


11419. .11568 












Seq. No. 


23871 




Seq. ID 


OJ991214_ 


_03.0114 


.C5 


Gene No. 


49761 




Strand 








Start 


15045 




End 


18762 






Name 


OJ991214 03. 0114. C5. 


o5.gp 


Method 


AAT/GAP 






Start 


15045 




End 


16828 






GI 


. 3759050 




Score 


1153 






Exons 


15045. .15387, 16226. 


.16311, 


16478. .16620, 16724 


. .16828 




GI Descrip. 


3024028/sp|Q41969|IF2B ARATH 


1.0e-31 EUKARYOTIC 


TRANSLATION 




INITIATION FACTOR 2 


BETA SUBUNIT (EIF- 


2-BETA) 






Seq. No. 


23871 




Seq. ID 


OJ991214_ 


_03.0114 


.C5 


Gene No. 


49761 




Strand 








Start 


15045 




End 


18762 






Name 


OJ991214 03. 0114. C5. 


o2.np 


Method 


AAT/NAP 






Start 


15313 




End 


18512 






GI 


3122234 




Score 


1007 






Exons 


15313. .15387, 16226. 


.16311, 


16478. .16620, 16724 


. .16869, 






17296. .17396, 17468. 


.17519, 


17637. .17692, 11770 


. .17875, 





18468.. 18512 

GI Descrip. EUKARYOTIC TRANSLATION. INITIATION FACTOR 2 BETA SUBUNIT 

(EIF-2-BETA) (P38) gi 12306768 (U87163) eIF-2 beta subunit 
[Triticum aestivum] 



Seq. No. 23871 Seq. ID 

Gene No. 4 97 61 Strand 

Start 15045 End 

Name OJ991214_03 . 0114 . C5 . o4 . gs Method 

Start 16211 End 

GI none Score 

Exons 16211. .16311, 16478 .. 16620, 

17770. .17875, 18468. .18512 



OJ991214_03.0114.C5 

18762 
GENSCAN 
18512 
.83 

16724. .16869, 17637 17 692, 



Seq. No. 23871 Seq. ID OJ991214_03 . 0114 . C5 

Gene No. 49761 Strand 

Start 15045 End 18762 

Name OJ991214_03 . 0114 . C5 . 06 . gp Method AAT/GAP 

Start 17659 End 18762 

GI 426404 Score 580 

Exons 17659. .17692, 17770 . . 17875, 18468 .. 18572, 18666.. 18762 

GI Descrip. 3122234/sp | 024473 | IF2B_WHEAT 5.0e-15 EUKARYOTIC TRANSLATION 
INITIATION FACTOR 2 BETA SUBUNIT (EIF-2-BETA) (P38] 
(U87163) eIF-2 beta subunit [Triticum aestivum] 



>gi_2306768 



Seq. No. 23871 Seq. ID 

Gene No. 4 97 62 Strand 

Start 19393 End 

Name OJ991214JD3 . 0114 . C5 . o4 . tm Method 

Start 4871 End 

GI none Score 
Exons 



OJ991214_03.0114.C5 
21803 

TBLASTX: Maize 

5720 

60 



4871. .4918, 4871. .4921, 4891. .4971, 4929. .4970, 5009. .5074, 
5009.. 5074, 5180.. 5257, 5181.. 5258, 5256.. 5318, 5258.. 5332, 



24151 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5261. .5332, 5321. .5350, 5326. .5358, 5422. .5448, 5427.. 5510, 
5453. .5485, 5456. .5548, 5539. .5604, 5556. .5588, 5676. .5720 



23871 
49762 
19393 

OJ991214_03.0114.C5.o5.tm 
12761 



none 
12761. 
12787, 
13131. 



Seq. ID OJ991214_03.0114.C5 
Strand 

End 21803 
Method TBLASTX : Maize 
End 13357 
Score 113 
12871, 12773. .12880, 12775 .. 1287.6, 12783 .. 12881, 
12882, 13043. .13147, 1304 4 .. 13157 , 13044 .. 13157, 
13352, 13152. .13343, 13157 .. 13357 



Seq. No. 23871 
Gene No. 49762 
Start 19393 

Name OJ991214_03 . 0114 . C5 . ol . tc 

Start 13140 
GI none 

Exons 13140. .13193, 13251 i . 134 63, 

13765. .13851, 13767 .. 13856, 
14138. .14308, 14139. .14309, 
14390. .14506, 14397 .. 14489, 
14593. .14799, 14649. . 14810, 
19837.. 19914 



Seq. ID OJ991214_03.0114.C5 
Strand 

End 21803 

Method TBLASTX : Cress 

End 19914 

Score 50 
13467. .13724, 134 99 .. 13687, 
13931. .14059, 13932. .14063, 
14139. .14309, 14141. .14317, 
14592. .14801, 14593. .14811, 
14851. .14871, 19687. .19788, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23871 
49762 
19393 

OJ991214_03.0114.C5.o2.ts 
13140 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13140. .13184, 13242. .13397, 13401 
13758. .13850, 13765 .. 13851 , 13765 
14054, 13931. .14056, 13931 
14206, 14139. .14207, 14411 



none 



13926 
14138 



OJ991214 03. 0114. C5 



21803 

TBLASTX: Soybean 
14819 
48 

13724, 13499. .13687, 
13848, 13767. .13856, 
14059, 13932. .14063, 
14506, 14644. .14811, 



14649. .14819 



Seq. No. 23871 
Gene No. 49762 
Start 19393 

Name OJ991214_03 . 0114 . C5 . o2 . tm 

Start 13359 
GI none 
Exons 13359. 

13765. 

13932. 

14136. 

14649. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



.13724, 13396. 

.13851, 13765. 

.14063, 13933. 

.14207, 14411. 

.14816, 14823. 



.13539, 
.13851, 
.14055, 
.14506, 
.14879, 



23871 
49762 
19393 

OJ991214_03.0114 .C5.o3.tw 

14001 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214 03. 0114. C5 



21803 

TBLASTX: Maize 
14892 
450 

13499. .13687, 13758. .13832, 
13767. .13871, 13931 .. 14050, 



14118. .14204, 
14593. .14814, 
14851. .14892 



14135. .14206, 
14596. . 14802, 



Seq. ID OJ991214_03.0114 . C5 
Strand . - 
End 

Method 
End 
Score 



21803 

TBLASTX : Wheat 

19995 

53 



14001. .14048, 14130. .1-4165, ■ 19684. .19794, 19685 .. 19792, 



24152 



19825. .19995 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23871 Seq. ID 

49762 Strand 

19393 End 

OJ991214_03.0114.C5.ol.tm Method 

14208 End 

'none Score 



OJ991214_03.0114.C5 
21803 

TBLASTX: Maize 

21640 

84 



14208. .14321, 19390. .20025, 19397 19543 , 19398 .. 19574 , 

19628. .20026, 20453 20896, 20454 .. 20600 , 204 56 20920, 

20906. .21001, 20940. .21044, 2104 6 .. 21267 , 2 1047 21142, 

21048. .21638, 21054 .. 21638 , 21056 .. 21640, 21269. .21640 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23871 Seq. ID 

49762 Strand 

19393 End 

OJ991214_03.0114.C5.ol.ts .Method 

14208 . End 

none Score 



OJ991214_03.0114.C5 
21803 

TBLASTX: Soybean 

21287 

84 



14208. .14321, 19390. .20025, 19397 .. 19543, 1 9628 .. 20026, 

20453. .20896, 20454 .. 20600, 204 56 20920 , 20906 .. 21001, 

20940. .21044, 2104 6 .. 21267 , 2104 6 .. 21276, 21048 .. 21287, 
21054. .21287 



Seq. No. 23871 Seq. ID 

Gene No. * 4 9762 Strand 

Start 19393 ' End 

Name OJ991214_03 . 0114 .C5 . ol . tw Method 

Start 14633 End 

GI none Score 

Exons 14633. .14662, 14634 .. 14 813, 14635 

14649. .14816, 14832 .. 14876,. 14851 



OJ991214 03. 0114. C5 



21803 

TBLASTX: Wheat 
14892 
119 

14802, 14641. .14814, 
14892 



Seq. No. 23871 Seq. ID 

Gene No. 4 9762 Strand 

Start 19393 End 

Name OJ991214_03 . 0114 . C5 . o3 . ts Method 

Start 15310 * End 

GI none Score 
Exons 15310, 

16230. 

16708. 



OJ991214_03.0114.C5 
21803 

TBLASTX: Soybean 

17878 

101 



.15387, 15311. 
.16310, 16473. 
,16872, 16708. 



17771. .17830, 17807. .17878 



.15388, 15311. .15388, 1622 6 .. 16312 , 
,16619, 16477. .16629, 16676 .. 16870, 
,16872, 17290. .17340, 17 628 .. 17 693, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23871 
49762 
19393 

OJ991214_03.0114.C5.o3.tm 
15319 



none 

15319. 

16230. 

16708. 

17344. 

17773. 



Seq. ID OJ991214_03.0114.C5 
Strand 

21803 

TBLASTX: Maize 
17878 . 
103 



,15387, 15320, 

,16316, 16473. 

,16872, 16724. 

,17397, 17628. 

,17871, 17855. .1787* 



End 

Method 
End 
Score 

.15388, 16226. .16312, 16227 
,16619, 16475. . 16618, 16477 
.16870, 16726. . 16872, 17290 
.17693. 17634. . 1 7687. 17771 



. 16310, 
.16629, 
,17346, 

17P7R 



Seq. No. 



23871 



Seq. ID OJ991214 03. 0114. C5 



24153 




Gene No. 


49762 




Strand 






Start 


19393 




End 


21803 




Name 


OJ991214_03.0114.C5 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


16226 




End 


17878 




GI 


none 




Score 


86 




Exons 


16226. .16309, 16230 


. .16304, 


16242. .16316, 16424 .. 16477, 






16473. .16619, 16476 


. .16619, 


16477. .16626, 16706 .. 1 6870 , 






16707. .16871, 16708 


. .16872, 


16708. .16872, 17290 .. 17340, 






17637. .17678, 17804 


. .17878 








Seq. No. 


23871 




Seq. ID 


OJ991214JD3.0114 


.C5 


Gene No . 


4 9762 




Strand 






Start 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


. o5 . gs 


Method 


GENSCAN 




Start 


19393 




End 


21311 




GI 


none 




Score 


.61 




Exons 


19393. .20024, 20458, 


. .21311 








Seq. No. 


23871 




.Seq. ID 


OJ991214JD3.0114 


.C5 


Gene No. 


49762 




■Strand 






otiarT: 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


,o3.np 


Method ( 


AAT/NAP 




Start 


19399 




End 


21735 




GI 


6714369 




Score 


1585 




Exons 


19399. .20017, 20454. 


. .21735 








GI Descrip. 


(AC012562) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


23871 




Seq. ID 


OJ991214_03.0114 


.C5 


Gene No . 


49762 




Strand 






Start " 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


>o2.tw 


Method 


TBLASTX: Wheat 




Start 


19408 




End 


19650 




GI 


none 




Score 


208 




Exons 


19408.. 19650 










Seq. No. 


23871 




Seq. ID 


OJ991214_03.0114 


.C5 


Gene No. 


49762 




Strand 






Start 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


19426 




End 


19686 




GI 


none 




Score 


66 




Exons 


19426. .1-9686, 19445. 


.19543, 


19625. .19669 




Seq. No. 


23871 




Seq. ID 


OJ991214_03.0114 


,C5 


Gene No. 


49762 




Strand 






Start 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


20456 




End 


21661 




GI 


none: 




Score 


78 




Exons 


20456. .20560, 20457. 


.20558, 


20567. .20773, 20573 .... 20776, 






21096. .21170, 21194. 


.21319, 


21272. .21307, 21326 .. 2154 1, 






21536. .21586, 21614;, 


..21661 








Seq. No. 


23871 






OJ991214 03.0114 


= C5 


Gene No. 


49762 




Strand 






Start 


19393 




End 


21803 




Name 


OJ991214 03. 0114. C5. 


o7 . gp 


Method 


AAT/GAP 





24154 




Start 


20721 




End 


21151 


GI 


none 




Score 


753 


Exons 


20721. .21151 








Seq. No. 


23871 




Seq. ID 


OJ991214_03.0114.C5 


Gene No. 


49762 




Strand 




Start 


19393 




End 


21803 


Name 




08 . gp 


Method 


AAT/GAP 


Start 


21192 




End 


21803 


GI 


33054 1.R1084 




Score 


1181 


Exons 


21192. .21803 








GI Descrip. 


, 2760839/gb|AAB95307 


.11- 4.0e 


-35 (AC003105) putative receptor 




kinase [Arabidopsis 


thaliana] * 




Seq. No. 


23871 




Seq. ID 


OJ991214_03.0114.C5 


Gene No. 


4 y Ibl 




btrana 


- 


Start 


19393 




End 


21803 


Name 


OJ991214 03. 0114. C5. 


o4 . ts 


Method 


TBLASTX : Soybean 


Start 


21326 




End 


21589 


GI 


none 




Score 


106 


Exons 


21326. .21589, 21336. 


.21569 






Seq. No. 


. 23872 




Seq. ID 


OJ991214 03. 0114. C6 


Gene No. 


49763 




Strand 


+ 


Start 


1561 




End 


2161 


Name 


OJ991214 03. 0114. C6. 


ol . gs 


Method 


GEN SCAN 


Start 


1561 ' 




End 


2161 


GI 


none 




Score 


.58 


Exons 


1561.. 1671, 1801.. 1884, 2033 


. .2161 




Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


49764 




Strand 


+ 


Start 


3247 




End 


6666 


Name 


OJ991214 03. 0114. C6. 


o2 . gs 


Method 


GEN SCAN 


Start 


3247 




End 


6666 


GI 


none 




Score 


.64 


Exons 


3247.. 3301, 3707.. 3789, 5829 


..5890, 6311.. 6410, 6652.. 6666 


Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6. 


Gene No. 


49765 




Strand 


+ 


o tar z 


10765 




End 


12804 


Name 


OJ991214 03. 0114. C6. 


ol.np 


. Method 


AAT/NAP 


Start 


10765 




End 


12804 


GI 


3786012 




Score 


588 


Exons 


10765. .11123, 11491. 


.11703, 


12630. .12804 


GI Descrip. 


(AC005499) putative 


acid phosphatase 


[Arabidopsis thaliana] 


Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No . 


49766 




Strand 


+ 


Start 


15676 




End 


19632 


Name 


OJ991214 03. 0114. C6. 


ol.gp 


Method 


AAT/GAP 


Start 


15572 




End 


15963 


GI 


none 




Score 


760 


Exons 


15572. .15963 








Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


49766 




Straiid 


+ 



24155 




Start 


15676 




End 


19632 


Name 


OJ991214 03. 0114. C6. 


o5 . gs 


Method 


GENSCAN 


Start 


15676 




End . 


17795 


GI 


none 




Score 


.51 


Exons 


15676. .15970, 17686. 


.17795 






Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114 .C6 


Gene No. 


49766 




Strand 


+ 


Start 


15676 




End 


19632 


Name 


OJyyi214 03. 0114. C6. 


o2 .rip 


Method 


AAT/NAP 


Start 


17099 




End 


19632 


GI 


4204278 




Score 


319 


Exons 


17099. .17142, 18423. 


.18511, 


18664. .19296, 19374.. 19632 


GI Descrip. 


(AC004146) putative 


Cytochrome P450 protein [Arabidopsis 




thaliana] 








Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


49766 




Strand 


+ 


Start 


15676 




End 


19632 


Name 


OJ991214 03. 0114. C6. 


06 . gs 


Method 


GENSCAN 


Start 


18314 




End 


19600 


GI 


none 




Score 


.78 


Exons 


18314. .18511, 18664. 


.19296, 


19374. .19600 


Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


49767 




Strand 




Start 


7147 




End 


8539 


Name 


OJ991214 03. 0114. C6. 


o3 . gs 


Method 


GENSCAN 


Start 


7147 




End 


8539 


GI 


none 




Score 


.65 


Exons 


7147. .7229, 7301. .7401, 7571 


..7664, 8172. .8268, 8492. .8539 


Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


49768 




Strand 




Start 


10846 




End 


12807 


Name 


OJ991214 03. 0114. C6. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


10846 




End 


12807 


GI 


none 




Score 


195 


Exons 


10846. .11124, 12619. 


.12807, 


1264 5. .12803, 1267 9. .12807 


Seq. No. 


23872 




Seq. ID 


OJ991214_03.0114.C6 


Gene No. 


4 97.68 




Strand 




Start 


108"4'6 




End 


12807 


Name 


OJ991214 03. 0114. C6. 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


10846 




End 


11608 


GI 


none 




Score 


225 


Exons 


10846. .11124, 11483. 


.11608 






Seq. No. 


23872 




Seq. ID 


' OJ991214_03.0114.C6 


Gene No. 


49768 




Strand 




Start 


10846 




End 


12807 


Name 


OJ991214 03. .0114. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


12613 




End 


12801 


GI 


none 




Score 


189 


Exons 


12613. .12801, 12615. 


.12794 






Seq. No. 


23872 




Seq. ID 


OJ991214_03. 0114. C6 



24156 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



49769 Strand 

18283 End 

OJ991214_03 . 0114 . C6 . o2 . tm Method 

18283 End 

none Score 



18804 

TBLASTX: Maize 

18804 

348 



18283. .18519, 18284 .. 18511, 18651 18773, 18 664 1874 1, 
18717. .18803, 18739. .18804 



23872 
49770 
19099 

OJ991214_03.0114.C6.ol.tm 

19099 

none 



Seq. ID OJ991214_03.0114.C6 
Strand 

End 19631 

Method TBLASTX : Mai ze 

End 19631' 

Score 224 



19099. .19248, 19099 19233, 19116 .. 19247 , 19255 .. 1 92 99, 
19374. .19535, 1937 6 19516, 19539 19631 , 19595.. 19630 



23872 
4 9J70. . 
19099 •. ' 

OJ991214_03.0114.C6.o2.ts 
19099 
none 

19099. .19230, 19105 .. 19299, 19116 19250, 19373 .. 194 11, 
1937-4. .19412 



Seq. ID OJ991214_03.0114.C6 
Strand 

End 19631 

Method TBLASTX : Soybean 

End 19412 

Score 212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23872 
49770 
19099 

OJ991214_03.0114.C6.ol.tw 

19102 

none 



Seq. ID OJ991214_03.0114.C6 
Strand 

End 19631 

Method TBLASTX : Wheat 

End 19451 

Score 192 



19102. .19248, 19102. .19212, 19116 .. 19247 , 19374 .. 19451, 
19374. .19442 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Starf 



23873 
49771 
2895 

OJ991214_03.0114.C7.ol.gp 
2895 

14410_1.R1084 
2895. .3252 

, 5262218/emb|CAB45844.1| 1.0e-13 (AL080254) calcium-binding 
protein-like [Arabidopsis thaliana] 1 



Seq. ID OJ991214_03.0114.C7 

Strand + 

End 3538 

Method AAT/GAP 

End 3252 

Score 628 



23873 
49771 
2895 

OJ991214_03.0114.C7.ol.np 
2976 
5262218 
2976. .3538 

(AL080254) calcium-binding protein-like [Arabidopsis thaliana] 



Seq. ID OJ991214_03.0114.C7 

Strand + 

End 3538 

Method AAT/NAP 

End ■ 3538 

Score 442 



23873 
49772 
5159 



Seq. ID OJ991214_03.0114.C7 
Strand + 
End 14251 



24157 



Name 

Start 

GI 

Exons 



OJ991214_03 . 0114 . C7 . o2 . gs Method GENS CAN 

5159 End 14234 

none Score .91 

5159. .5200, 6667. .6951,. 7142. .7356, 7649. .8002, 8185. .8501, 
8729. .8820, 8933. .9260, 9561. .9768, 10788 .. 10902, 11256 .. 11423, 
12037. .12709, 12785 .. 12991 , 13144.. 14234 



Seq. No. 
■Gene No. 
Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq.-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23873 Seq. ID OJ991214_03 . 0114 . C7 

49772 Strand + 

5159 End 14251 

OJ991214 _03 . 0114 . C7 . o2 .hp Method AAT/NAP 

6863 End 14251 

6554175 Score 1561 

6863. .7141, 7243. .7356, 7649. .8002, 8185. .8501, 8786.-8826, 
8858. .9260, 9705. .9768, 10788 .. 10902 , 12037 .. 12709, 
12785. .12980, 13130.. 14251 

(AC006072) unknown protein [Arabidopsis thaliana] 



23873 . 
49772 
5159 

OJ991214_03.0114.C7.o2.gp 
7869 

uC-osflcyp039h03bl 
7869. .7970 

• 6002631/gb | AAF00071 . 1 1 AF093604 
[Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214. 
+ 

14251 
AAT/GAP 
7970 
174 



03. 0114. C7 



1 9.0e-32 (AF093604) apyrase 



Seq. No. 23873 Seq. ID 

Gene No. 49773 Strand 

Start 15056 End 20918 

Name OJ991214_03 . 0114 . C7 . o3 . gs Method GENSCAN 

Start 15056 End 20691 

GI none Score .86 

Exons 15056. .15298, 15442 15554 , 15999 .. 16074 , 16173 

16725. .16808, 17457 .. 17664 , 17754 .. 17839, 18228 



OJ991214_03.0114.C7 
+ 



,16315, 
,18459, 



18584. .18704, 18843 .. 18936, 19832 .. 19893, 19984 .. 20026, 
20178. .20349, 20425 .. 204 95, 20598.. 20691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23873 
49773 
15056 
OJ991214 
15378 
2500112 
15378. .15554, 
16725. .16808, 
18584. .18704, 



_03.0114.C7.o3.np 



Seq. ID OJ991214_03.0114.C7 
Strand + 
End - 20918 
Method AAT/NAP 
End 20918 
Score 419 
15999. .16074, 16173 .. 16309, 16530 .. 16616, 
17457. .17664, 17754 .. 17839, 18228 .. 18459, 
18843. .18979, 1931 9 . . 1 94 35 , 20883. .20918 
ATP-DEPENDENT DNA HELICASE RECQ gi 11573732 (U32756) 
ATP-dependent DNA helicase (recQ) [Haemophilus influenzae Rd] 



23873 Seq. ID 

49774 Strand 

13842 F.nd 

OJ991214_03.0114.C7.ol.ts Method 

1569 End 

none Score 



OJ991214_03.0114 .C7 
14385 

TBLASTX : Soybean 

13808 

206 



24158 



Exons 



1569. .1688," 13151. .13417, 13188 .. 13409, 13521 .. 13598 , 
13662. .13808 



Seq. No. 


23873 








Seq. ID 


OJ991214_03.0114.C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03 


.0114. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3017 








End 


3564 


GI 


none 








Score 


408 


Exons 


3017. .3280, 


3041. 


.3157, 


3065. 


.3154, 3196.. 3252, 3325.. 3555, 








"3 >1 1 R 


"3 A O £ 


.3560, 3499..3S64 


Seq. No. 


23873 








Seq. ID 


OJ991214_03.0114.C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03 


.0114. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3017 








End 


3415 


GI 


none 








Score 


251 


Exons 


oU 1 / . . oZo b, 


* o n / a 
oU44 . 


. OLD 1 , 




.3415 




Seq. No. 


23873 








Seq. ID 


OJ991214J33.0114 .C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03 


0114. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3050 








End 


3520 


GI 


none 








Score 


100 


Exons 


3050. .3256, 


3065. 


.3166, 


3325. 


.3519, 3326. .3520, 3338. .3415 


Seq. No. 


23873 








Seq. ID 


OJ991214_03.0114.C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03 


0114. 


C7.o8. 


tm 


Method 


TBLASTX: Maize 


Start 


6889 








End 


7357 


GI 


none 








Score 


60 


Exons 


6889. .6954, 


6955. 


.6996, 


7012. 


.7062, 7040. .7141, 7041. .7142, 




7240. .7356, 


7241. 


.7357 








Seq. No. 


Zoo 16 








Seq. ID 


OJ991214_03.0114.C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03. 


0114. 


C7.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


8169 






• * * 


End 


8808 


GI 


none 








Score 


223 


Exons 


8169. .8378, 


8171. 


.8377, 


8171. 


.8407, 8341. .8499, 8375. .8500, 




8375. .8506, 


8379. 


.8501, 


8383. 


.8502, 8727. .8807, 8728.. 8808, 




8728.". 8805 












Seq. No. 


23873 








Seq. ID 


OJ991214JD3.0114 .C7 


Gene No. 


49774 








Strand 




Start 


13842 








End 


14385 


Name 


OJ991214 03. 


0114. 


C7.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


8896 








End 


9153 


GI 


none 








Score 


109 


Exons 


8896. .9078, 


8928. 


. 9020. 


8 933 = 


: 9Q73 ( - 8979= =9083,- 9032.. 9151, 




9053. . 9139, 


9082. 


. 9144, 


9082. 


.9153 




Seq. No. 


23873 








Seq. ID 


OJ991214_03.0114.C7 



24159 




Gene No. 


49774. 




Strand 






Start 


13842 




End 


14385 




Name 


OJ991214 03. 0114. CI. 


olO . tm 


Method 


TBLASTX : Maize 




Start - 


9186 




End 


11421 




GI 


none 




Score 


66 




Exons 


9186.. 9251, 9187.. 9255, 9188.. 9262, 10782 10898, 10786 


. .H 




10796. .10906, 10797. 


.10907, 


11242. .11316, 11254. .11316, 






11294. .11419, 11316. 


.11420, 


11326. .11421 




Seq. No. 


23873 




Seq. ID 


, OJ991214_03.0114 


.C7 


Gene No . 


49774 




Strand 






Start 


13842 




End 


14385 




Name 


OJ991214 03. 0114. C7. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


9557 




End 


9768 




GI 


none 




Score 


304 




Exons 


9557.. 9766, 9560. .9766, 9562.. 9768 






Seq. No. 


o o o ^ o 
Z Jo / 3 




Seq. ID 


OJ991214_03.0114 


.C7 


Gene No. 


A A H T A 

4 9 / / 4 




Strand 






Start 


13842 




* End 


14385 




Name 


OJ991214 03. 0114. C7. 


o3 . ts 


Method 


TBLASTX: Soybean 




Start 


i n n o a 
10 /O O 




End 


12474 




GI 


none 




Score 


127 




Exons 


10786. .10902, 10827. 


.10898, 


12036. .12209, 12037 .. 12096, 






IZ IZ 1 . . IZZlU , 1ZZ3Z. 


1 oooo 
. IZZoo i 


12363. .12470, 12364. .12474 




Seq. No. 


o o o ~t o 




Seq. ID 


OJ991214_03.0114 


,C7 


Gene No. 


4 9 / / 4 




Strand 






Start 


1 O O A O 

13o42 




End 


14385 




Name 


OJ991214_03 . 0114 . C7 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12108 




End 


12675 




GI 


none 




Score 


353 




Exons 


12108. .12512, 12108. 


.12236, 


12109. .12516, 12116. .12475, 






12436. .12594, 12525. 


.12593, 


12536. .12595, 1258 9 .. 12675, 






12589. .12675 










Seq. No. 


23873' 




Seq. ID 


OJ991214_03.0114. 


.CI 


Gene No. 


49774 




Strand . 






Start 


13842 




End 


14385 




Name 


OJ991214 03. 0114. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


12843 




End 


13793 




GI 


none 




Score 


234 




Exons 


12843. .12992, 12844. 


.12993, 


12847. .12993, 12884 .. 12994, 






13135. .13452, 13138. 


.13476, 


13143. .13781, 13145. .13792, 






13188. .13793 










Seq. No. 


23873 




Seq. ID 


OJ991214_03.0114, 


,C7 


Gene No. 


49774 




.Strand 






Start 


13842 




End 


14385 




Name" 


OJ991214 03. 0114. CI. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


13218 




End 


14221 




GI 


none 




Score 


163 




Exons 


13218. .13409, 13244. 


.13429, 


13671. .13820, 13836. .13937, 






13953. .14195, 13953. 


.14096, 


13982. .14221 





Seq. No. 23873 Seq. ID OJ9912 14_03 . 0114 . C7 

Gene No. 49774 Strand ' - 



24160 



Start 


13842 




End 


14385 




Name 


OJ991214 03. 0114. C7 


. o3 . gp 


Method 


AAT/GAP 




Start 


13842 




End 


14385 




GI 


2173 1.R1084 




Score 


1088 




Exons 


13842. .14385 










GI Descrip. 


, 5729704/gb|AAD48511.1|AC007927 1 2 . 0e- 


-23 (AC007927) unknown 




protein, 5' 1 partial [Arabidopsis thaliana] ' 




Seq. No. 


£6o / 3 




Seq. ID 


OJ991214_03.0114 


.C7 


Gene No. 


a din a 
4y / / 4 




Strand 






Start 


13842 




End 


14385 




Name 


OJ991214_03.0114.C7 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


1 O Ci A C 

13906 




End 


14261 




GI 


none 




Score 


125 




Exons 


13906. . 13989, 13907 


. . 14035, 


13908. .13991, 13994. .14260, 






13995 . . 14261 










Seq. No. 


O *5 O 1 o 

23873 




Seq. ID 


OJ991214j^01M 


.C-7 


Gene No. 


49774 - 




Strand 






Start \ 


13842 




End 


14385 • K^^V:- ' 




Name 


OJ991214 03. 0114. C7 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


13953 




End 


14231 




GI 


none 




Score 


242 




Exons 


13953. .14231, 13977 


. . 14204 








Seq. No. 


23873 




Seq. ID 


OJ991.214_03.0114 


.C7 


Gene No. 


49775 




Strand 






Start 


18232 




End 


18432 




Name 


OJ991214 03. 0114. C7 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


18232 




End 


18432 




GI 


none 




Score 


191 




Exons 


*t O A O A 1 A jl O A i o a it a 

18232 .. 18432 , 18252 


. . 18395 








Seq. No. 


23873 




Seq. ID 


OJ991214_03.0114 


.C7 


Gene No. 


4 9776 




Strand 






Start 


20173 




End 


20918 




Name 


OJ991214 03. 0114. C7 


. o6.tm 


Method 


TBLASTX: Maize 




Start 


20173 




End 


20918 




GI 


none 




Score 


181 




Exons 


20 173.. 20349, 20175 


. . 20351, 


20176. .20349, 20416 .. 20505 , 






20422 .. 204 96, 20424, 


. . 20507, 


20598. .20690, 20599 .. 20 691 , 






O A C AH O A /" A 1 A A A 1 A 

20599 .. 20691, 20838 


. .20918, 


20840. .20917 




Seq. No. 


23874 




Seq. ID 


OJ991214_03.0114 


.C8 


Gene No . 


49777 




Strand 


+ 




Start 


272 




End 


783 




Name 


OJ991214 03. 0114. C8. 


. ol . gs 


Method 


GENSCAN 




Start 


272 




End 


783 




GI 


none 




Score 


.74 




Exons 


272. .580, 658. .783 










Seq. No. 


23875 




Seq. ID 


OJ991214JD3.0114 


.C9 


Gene No. 


49778 




Strand 


+ 




Start 


155 




End 


4098 




Name 


OJ991214 03. 0114. C9, 


, ol . gs 


Method 


GENSCAN 




Start 


155 




End 


4098 




GI 


none 




Score . 


.76 . 





24161 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



155. .256, 628. .724, 1694. .2021, 2303. .2660, 2752. .3294, 
3497.. 3695, 4066. .4098 



23875 
49778 
155 

OJ991214_03.0114.C9.ol.np 
292 

3786007 



Seq. ID OJ991214_03.0114.C9 

Strand + 

End 4 098 

Method AAT/NAP 

End 3775 

Score 1169 



292. .324, 1769. .2021, 2303. .2660, 2752. .3294, 3497. .3775 
(AC005499) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991214_03.0114.C9 

Strand + 

End 4098 

Method TBLASTX : Soybean 

End 2028 

Score 182 



Seq. ID OJ991214_03.0114.C9 

Strand + 

End 4098 

Method TBLASTX : Soybean 

End . 2871 

Score 244 



Seq. ID OJ991214_03.0114.C9 
Strand + 
End 4 098 

Method TBLASTX : Cress 
End 3147 
Score 237 
.3147 

Seq. ID OJ991214_03.0114.C9 

Strand + 

End 4098 

Method TBLASTX : Mai ze 

End 3610 

Score 77 

.2633, 2370.. 2561, 2523.. 2681, 
.3273, 2750.. 3247, 2769.. 3293, 
.3538, 3494.. 3550, 3535.. 3609, 



Seq. No. 


23875 








Gene No. 


49778 








Start 


155 








Name 


OJ991214 03 


.0114. 


C9.o3. 


ts 


Start 


1842 








GI 


* . none ' - 








„Exohs - " 


'■'\:M-842. .2015^ 


: .184 6. 


■2028.; 




Seq. No. 


23875 








Gene No . 


49778 








Start 


155 








Name 


OJ991214 03 


.0114. 


C9.ol. 


ts 


Start 


2307 








GI 


none 








Exons 


2307. .2660, 


2746. 


.2871 




Seq. No. 


23875 








Gene No. 


49778 








Start 


155 








Name 


OJ991214 03 


.0114. 


C9.ol. 


tc 


Start 


2310 








GI 


none 








Exons 


2310. .2660, 


2746. 


.2871, 


2980. 


Seq. No. 


23875 








Gene No. 


49778 








Start 


155 








Name 


OJ991214 03 


.0114. 


C9.ol. 


tm 


Start 


2324 








GI 


none 








Exons 


2324. .2374, 


2325. 


.2372, 


2370. 




2549. .2668, 


2550. 


.2675, 


2749. 




3075. .3293, 


3085. 


.3294, 


3482. 




3536. .3610 








Seq. No. 


23875 








Gene No. 


49778 








Start 


155 








Name 


OJ991214 03 


.0114. 


C9.o2. 


ts 


Start 


3509 








GI 


none 








Exons 


3509. .3793 








Seq. No. 


23875 








Gene No. 


49778 









Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ991214_03.0114 .C9 
+ 

4098 

TBLASTX : Soybean 

3793 

190 



,OJ991214_03.0114 .C9 
+ 



24162 




Start 


155 






End 


4098 






Name 


OJ991214 03. 


0114.C9.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


3538 






End 


3763 






GI 


none 






Score 


193 






Exons 


3538. .3732, 


3539. .3763 












Seq. No. 


23875 






Seq. ID 


OJ991214 


_03.0114 


.C9 


Gene No. 


49778 






Strand 


+ 






Start 


155 






End 


4098 






Name 


OJ991214 03. 


0114.C9.ol. 


tw 


Method 


TBLASTX : 


Wheat 




Start 


3551 






End 


3775 






GI 


none 






Score 


180 






Exons 


3551. .3775, 


3574. .3774 












Seq. No. 


23875 






Seq. ID 


OJ991214 


_03.0114 


.C9 


Gene No. 


49778 






Strand 


+ 






Start 


155 






End 


4098 






Name 


OJ991214 ,03. 


0114.C9.o2-. 


tm 


Method - 


TBLASTX: 


Maize 




Start: [r '? ■ 


••3633 . , 






End-; 


37 99 * 






GI ' 


none 






Score 


'116 






Exons 


3633. .3764, 


3633. .3773, 


3637. 


.3777, 3641.. 3799, 


3643. .3798 


Seq. No. 


23876 






Seq. ID 


OJ991214 


_03 . 0114 


.Cll 


Gene No. 


49779 






Strand 








Start 


358 






End' 


491 






Name 


OJ991214 03. 


0114.Cir.ol 


. gs 


Method 


GENSCAN 






Start 


358 






End 


491 






GI 


none 






Score 


.43 






Exons 


358. .491 














Seq. No. 


23877 






Seq. ID 


OJ991214 


_02.0111 


.C2 


Gene No. 


49780 






Strand 








Start 


1 






End 


536 






Name 


OJ991214 02. 


0111.C2.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


536 






GI 


6815109 






Score 


125 






Exons 


1..22, 175.. 


536 












GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


23878 






Seq. ID 


OJ991214 


_02.0111 


.C3 


Gene No. 


49781 






Strand 


+ 






Start 


327 






End 


1913 






Name 


OJ991214 02. 


0111.C3.ol. 


gs 


Method 


GENSCAN 






Start 


327 






End 


1913 






GI 


none 






Score 


.79 






Exons 


327. .465, 500. .501, 652 


. .887, 


1739. .1913 






Seq. No. 


23879 






Seq. ID 


OJ991214 


_02.0111 


.C4 


Gene No. 


49782 






Strand 








Start 


475 






End 


1044 






Name 


OJ991214 02. 


0111.C4.ol. 


gs 


Method 


GENSCAN 






Start 


475 




End 


1044 






GI 


none 






Score 


.99 






Exons 


475. .1044 














Seq. No. 


23880 






Seq. ID 


OJ991214 


_02.0111 


.C5 


Gene No. 


49783 






Strand 


+ 







24163 



Start 
. Name 
Start 
GI 

Exons 



6038 End 

OJ991214_02 . 0111 . C5 . o3 . gs Method 

6038 End 

none Score 



10865 
GENS CAN 
10865 
.44 



6038. .6085, 6745. .6918, 7011. .7136, 9189. .9216, 10159 .. 10237, 
10700.. 10865 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



23880 
49784 
.1 

OJ991214_02.0111.C5.ol.np 
1 

4467124 



Seq. ID OJ991214_02.0111.C5 
Strand 

End 12771 

Method AAT/NAP 

End 1661 

Score 584 



1..31, 102. .559, 647. .1374, 1490. .1661 

(AL035538) hypothetical protein [Arabidopsis thaliana] 



23880 

49784 . . 

1 , - • - t 

OJ991214_02 .0111 .C5.ol.gs 

125 

none 



Seq. ID OJ991214_02.0111.C5 
Strand 

End -12771 
Method GENS CAN 
End 2236 
Score . 63 



125. .255, 367. .559, 1093. .1348, 1491. .1713, 1795. .1967, 
2177.. 2236 



Seq. No. 23880 

Gene No. 4 9784 

Start 1 

Name OJ991214_02 . 0111 . C5 . ol . tw 

Start 202 

GI none 

Exons 202.. 546, 204.. 572, 648.. 722 

Seq. No. 23880 

Gene No. 4 9784 

Start 1 

Name OJ991214_02 . 0111 .C5 .o2 . ts 

Start 240 

GI none 

Exons 240.. 560 



Seq. ID OJ991214_02.0111.C5 
Strand 

End 12771 

Method TBLASTX: Wheat 

End 722 

Score 150 



Seq. ID OJ991214_02.0111.C5 
Strand 

End 12771 

Method TBLASTX : Soybean 

End 560 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23880 
49784 
1 

OJ991214_02.0111.C5.o3.np 

382 

5042454 

382..43S, 6672. .7049, 7878. .8144, 12711. .12771 
(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID OJ991214_02.0111.C5 
Strand 

End 12771 

Method AAT/NAP 

End 12771 

Score 274 



23880 
49784 
1 

OJ991214_02.0111.C5.ol.tm. 

447 

none 

447. .614, 725. .961, 731. .856 



Seq. ID OJ991214_02.0111.C5 
Strand 

End 12771 

Method TBLASTX : Maize 

End 961 

Score 95 



24164 



Seq. No. 


23880 


Seq. ID 


OJ991214 02.0111 


.C5 


Gene No. 


49784 


Strand 






Start 


1" ' 


End 


12771 




Name 


OJ991214 02.0111.C5.o2.tc 


Method 


TBLASTX: Cress 




Start 


728 


End 


988 




GI 


none 


Score 


64 




Exons 


728. .988, 780. .908 








Seq. No. 


23880 


Seq. ID 


OJ991214_02 .0111 


. C5 


Gene No. 


49784 


Strand 






Start 


1 


End 


12771 




Name 


OJ991214 02.0111.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


776 


End 


988 




GI 


none 


Score 


75 




Exons 


776. .856, 776..988 








Seq. No. 


23880 


Seq. ID 


OJ991214_02.0111 


.C5 


"Gene Nov.- - 


- 4 97.84 *. . • ;■■ 


/Strand -. 






o tar z 


i ' . 


End 


12771 ' ' 




Name 


OJ991214 02.0111.C5.ol.gp 


Method 


AAT/GAP 




Start 


2290 


End 


3075 




GI 


95583 1.R1084 


Score 


1160 




Exons 


2290.. 2733, 2833.. 3075 








GI Descrip.. 


<'343696/gb|K01229|WHTMTRR18 0 


. 0e+00 Wheat mitochondrial 


small 




subunit (18S) rRNA gene '(complete) 1 






Seq. No. 


23880 


Seq. ID 


OJ991214_02.0111 


.C5 


Gene No. 


49784 


Strand 






Start 


1 


End 


12771 




Name 


OJ991214 02.0111.C5.o2.np 


Method 


AAT/NAP 




Start 


2553 


End 


5302 




GI 


6815109 


Score 


146 




Exons 


2S53..2572, 4909.. 5302 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


23880 


Seq. ID 


OJ991214_02.0111 


.C5 


Gene No. 


49784 


Strand 






Start 


1 


End 


12771 




Name 


OJ991214 02.0111. C5.ol.tc 


Method 


TBLASTX: Cress . 




Start 


9550 


End 


9693 




GI 


none 


Score 


235 




Exons 


9550.. 9693, 9553.. 9687, 9554. 


.9688 






Seq. No. 


23880 


Seq. ID 


OJ991214_02.0111, 


.C5 


Gene No. 


4 9784 ' ' 


Strand 






Start 


1 - 


End 


12771 




Name 


OJ991214 02.0111.C5.o6.gp 


Method 


AAT/GAP 




Start 


9551 


End 


9691 




GI 


5003694 


Score 


237 





Exons 

GI Descrip. 



seq. No. 
Gene No. 
Start 



9551. . 9691 

343696/gb|K01229|WHTMTRR18 0.0e+00 Wheat mitochondrial small 
subunit (18S) rRNA gene (complete) 



23881 
49785 
264 



Seq. ID OJ991214_02.0111.C6 
Strand + 
End 4386 



24165 



Name 


OJ991214 02.0111.C6.ol. 


gs 


Method 


GEN SCAN 


Start 


264 




End 


2517 


GI 


none 




Score 


.78 


Exons 


264. .375, 817. .898, 1034. .1074, 1344.. 


1431, 1865. .2517 


Seq. No. 


ZOOO ± 




Seq. ID 


OJ991214_02.0111.C6 


Gene No. 


4 y / o D 




Strand 


+ 


Start 


Z 04 




End 


4386 


Name 


n tqqi no mil /-\i 
*jjyyizi4 . Ulll . LD . Ol . 


gp 


Method 


AAT/GAP 


Start 


0 1/ 




End 


1114 


GI 


t t n "3 yi 7 c; _ n n "3 di i^O—in 
Li1do4 / 0-UU J-rl-Jx^-iliO 




Score 


180 


Exons 


Q1 1 QQQ 111/1 

ol/..oyo, luo4..1114 








GI Descrip. 


•4176420/dbj |BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


^JOO 1 




Seq. ID 


OJ991214_02.0111.C6 


Gene No. 


y| QTQC 

4y / OJ 




Strand 


+ 




OCA 

z D4 




End 


4386 


\\ Name*. - 


vStqqi ot/i no niii r 1 c ^ i 


np* 


../Method 


AAT/NAP . 


Start 


i /i n o 
1 4 Uz 




End 


4386 ' " . . 


GI 






Score . 


1258 


Exons 


1402. .1463, 2001. .2556, 


2788 


..3240, 3339. .3852, 3898. .4386 


GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis thaliana] 


I Seq. No. 


ZOOO 1 




Seq. ID 


OJ991214_02.0111.C6 


:: Gene No. 


4 y /bO 




Strand 


+ 


] Start 


z 04 




End 


4386 


j Name 


PiTQQioi/i no mil a1 

ujyyizi4 uz . ui i i . to . oi . 


tm 


Method 


TBLASTX: Maize 


:! Start 


zloo . 




End 


2984 


1 GI 


none 




Score 


82 


I Exons 


2188.. 2241, 2190.. 2240, 


-2248 


..2505, 2321. .2392, 2397. .2486, 


:? 
J 


Z DUO . . Z / 1 1 , ZD 1 1 . . Z OO 1 , 


2603 


..2695, 2721. .2984 


Seq. No. 


Z JO o 1 




Seq. ID 


OJ991214_02.0111.C6 


s bene wo . 


jl Q1QC 

4 y / o o 




Strand 


+ 


i Start 


z 04 




End 


4386 


] Name 


HTQQ1 01 /I nO mil CC r\0 

ujyyizi4 uz . u i n . Lb . oz . 


gs 


Method 


GEN SCAN 


! Start 


2736 




End ■ 


4335 


: GI 


none 




Score 


. 65 


1 Exons 


07TC ^0*5n O'SQQ /]Q*3t; 








Seq. No. 


Z JOO 1 




Seq. ID 


OJ991214_02.0111.C6 


Gene No. 


4 y /oo 




Strand 


+ 


Start 


O OI 

Z o4 




End 


4386 


Name 


r>TQQi 01 /i no mil r 1 a ^i 

ujyyizi4 uz . ui li . Lo . oi . 


tw 


Method 


TBLASTX: Wheat 


Start 


2808 




End 


3209 


GI 


none 




Score 


266 


Exons 


o Q nfl ^116 9Q0Q ^10^ 


3129 


. .3209 




Seq. No. 


2*3881 




Seq. ID 


OJ991214_02.0111.C6 




49785 




Strand 


+ 


Start 


264 




End 


4386 


Name 


OJ991214 02.0111.C6.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2987 




End 


3394 


/-> -r 
VJ-L 


none 




Score 


174 


Exons . ;„. t 


2987.. . 3118, . 2991 . . 31:16, 


3116 


..3238, 3123. .3227, 3338. .3394 














/'W-i. ' 









24166 



Seq. No. 23882 Seq. ID 

Gene No. 4 9786 Strand 

Start 1 End 

Name OJ991214_02 . 0111 . C7 . ol . np Method 

Start 1 End 

GI 6815072 Score 

Exons 1 . .1643 

GI Descrip. (AP001080) Similar to Arabidopsis thaliana chromosome II BAC 

T13P21; hypothetical protein (AC006067) [Oryza sativa] 



OJ991214_02.0111.C7 
+ 

6179 
AAT/NAP 
1643 
1173 



Seq. No.-. 23882 Seq. ID 

Gene No. 49786 Strand 

Start 1 End 

Name OJ991214_02 . 0111 . C7 . ol . gs Method 

Start 108 End 

GI none Score 
Exons 



OJ991214__02.0111.C7 
+ 

6179 
GEN SCAN 
6179 
.63 



108. .435, 715. .1191, 1537. .1595, 1961. .2104, 2250. .2460, 
2551. .2653, 2768. .2898, 3030. .3105, 3194. .3326, 3933. .4115, 
4199. . 4281, 491-6 : . .5018, 5673.. 5756, 6132.. 617*9 



Seq. No. 23882 

Gene No. 49787 - 

Start 9183 

Name OJ991214__02 . 0111 . C7 . o3 . tm 

Start 78 

GI none 

Exons 78.. 302, 161.. 301 



Seq. ID OJ991214_02.0111.C7 
Strand 

End 15226 
Method TBLASTX : Mai ze 
End ' 302 

Score 224 



Seq. No. 23882 Seq. ID 

Gene No. 49787 Strand 

Start 9183 End 

Name OJ991214_02 . 0111 . C7 . ol . tm Method 

Start 4 47 End 

GI none . Score 

Exons 447.. 815, 



OJ991214_02.0111.C7 
15226 

TBLASTX: Maize 

815 

344 



458. .553, 471. .641 



Seq. No. 23882 

Gene No. 49787 

Start 9183 

Name OJ991214_02 . 0111 . C7 . o2 . ts 

Start 1074 

GI none 

Exons 1074.. 1298, 1124.. 1291 



Seq. ID OJ991214_02.0111.C7 
Strand 

End 15226 

Method TBLASTX : Soybean 

End 1298 

Score 192 



Seq. No. 23882 Seq. ID 

Gene No. 4 9787 Strand 

Start 9183 End 

Name OJ991214_02 . 0111 . C7 . o2 . tm Method 

Start 1104 .End 

GI none Score 

Exons 1104.. 1349, 1353.. 1442 



OJ991214_02.0111.C7 
15226 

TBLASTX: Maize 

1442 

199 



Seq. No. 23882 Seq. ID 

Gene No. 49787 Strand 

Start 9183 End 

Name - OJ991214_02 . 0111 . C7 . ol . tc Method^ 

-Start \.. 113L. • -End - 



OJ991214_02.0111.C7 
15226 

.TBLASTX: Cress 
1376 * 



24167 




GI 


none 








Score 


227 


Exons 


1131. .1376, 


1181. 


.1375 








Seq. No. 


23882 








Seq. ID 


OJ991214_02.0111 


Gene No. 


49787 








Strand 




Start 


9183 








End 


15226 


Name 


OJ991214 02 


.0111. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1368 








End 


1550 


GI 


none 








. Score - 


200 


Exons 


1368. .1550, 


1368. 


.1511, 


1412. 


.1543 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GJ^Des'crip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23882 
49787 
9183 

OJ991214_02.0111.C7.o2.np 

8766 

5091513 



Seq. ID OJ991214_02.0111.C7 
Strand 

End 15226 

Method AAT/NAP 

End 12442 

Score 2176 



8766. .8983, 9437. .9580, 9614. .10591, 11335. .12442 
(AB023482) H.ypotheticalvprotein ^tbry'za sativa] 



23882 
49787 
9183 

OJ991214_02.0111.C7.o2.gs 

9.183 

none 



Seq. ID -OJ991214_02.0111.C7 
Strand 

End 15226 

Method GENSCAN 

End 15226 

Score . 61 



9183. .9622, 9799. .10565, 11760 .. 1208 9, 12223 12473, 
13178. .13238, 15177. .15226 



Seq. No. 23882 Seq. ID OJ991214_02 . 0111 . C7 

Gene No. 49787 Strand 

Start 9183 End 15226 

Name OJ991214_02 . 0111 . C7 . ol . gp Method AAT/GAP 

Start 13318 End 13644 

GI 72524_1.R1084 Score 410 

Exons 13318. .13644 

GI Descrip. ' 50914 96/dbj | AB023482 . 2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq. No. 23883 Seq. ID OJ991214 

Gene No. 49788 Strand + 

Start 3337 End 3980 

Name OJ991214J32 . 0111 . C8 . ol . gs Method GENSCAN 

Start 3337 End 3980 

GI none Score .55 

Exons 3337.. 3548, 3806.. 3980 



02. 0111. C8 



Seq. No. 23883 

Gene No. 4 9789 

Start 11298 

Name OJ991214JD2 . 0111 . C8 .o3 . gs 

-Start 11298 

GI none 

Exons 11298. . 11342, 11803 .. 11847 , 12225.. 12269 



Seq. ID OJ991214_02.0111.C8 



Strand 
End 

Method 

End 

Score 



12269 
GENSCAN 
12269 
-.52 ■ 



Seq. No. 
."Gene No. 



23884 
4 97 90*. 



Seq. ID OJ991214_02. 0111. C10 
Strand + 



24168 



Start 
Name 
Start 
GI ... 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



2667 
AAT/NAP 
2667 
2253 



OJ991214_02. 0111. CIO. ol.np 
1 

6069646 

1..43, 575. .1403, 1688. .2667 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



23884 
49790 
1 

OJ991214_02. 0111. C10. ol.gs 
603 
none 

603. .700, 778. .1027, 1084. .1216, 1684. 
2439. .2547 \ 



Seq. ID OJ991214_02. 0111. C10 



Strand 
End 

Method 

End 

Score 



+ 

2667 
GENS CAN 
2547 
.61 

,1894, 2329.-2375, 



Seq. No. 


23884 


Seq. ID 


OJ991214 


_02. 


0111 


.C10 


Gene No. 


49791 


Strand 


+ 








Start 


11370 


End 


14409 








Name 


OJ991214 02.0111.C10.o3.gs 


Method 


GENSCAN 








Start 


11370 


End 


14409 








GI 


none 


Score 


.79 








Exons 


11370. .11384, il986. .12184, 


14387. .14409 








Seq. No. 


23884 


Seq'l ID 


OJ991214 


_02. 


0111 


.C10 


Gene No. 


49792 


Strand 


+ 








Start 


37910 


End 


40871 








Name 


OJ991214 02,0111. C10. o4.np 


Method 


AAT/NAP 








Start 


37910 


End 


40871 








GI 


5902445 


Score 


2165 








Exons 


37910. .38916, 39159 .. 39500, 


39546. .40871 








GI Descrip. . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23884 Seq. ID 

49793 Strand 

46828 End 

OJ991214_02. 0111. C10. o7.gp Method 

4 6828 End 

uC-osroM202025d06bl Score 
46828. .47163 

'3036816/emb|CAA18506| 4.0e-15 (AL022373) myosin-like protein 
[Arabidopsis thaliana] ' 



OJ991214J32. 0111. C10 
+ 

47163 
AAT/GAP 
47163 
454 



23884 
49794 ■ 
161 

OJ991214_02. 0111. C10. ol.gp 
161 

10431_1.R1084 
161. .331 

12b6198/dbj | D63711 1 RICTNR3 
complete sequence 1 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_02. 0111. C10 
331 

AAT/GAP 

331 

310 



4.0e-82 Rice transposon Tnr3 DNA, 



24169 



Seq. No. 


23884 




Seq. ID 


OJ991214_ 


02. 0111. C10 


bene wo . 












Start 


6330 




End 


9975 




Name 


OJ991214 02. 


0111. C10. o2.gp 


Method 


AAT/GAP 




Start 


5995 




End 


6242 




GI 


286920 




Score 


496 




Exons 


5995. .6242 










Seq. No. 


23884 . 




Seq. ID 


OJ991214_ 


02. 0111. C10 


bene ino . 












Start 


6330 




End 


9975 




Name 


OJ991214 02. 


0111. C10. o2.gs 


Method 


GENS CAN 




Start 


6330 


End 


9963 




GI 


none 




Score 


1 




Exons 


6330. .6823, 


7050. .9963 








Seq. No. 


23884 




Seq. ID 


OJ991214_ 


02. 0111. C10 


Gene No. 


49795 




Strand 






Starj; 


6330 




-End 


9975 




Name 


OJ991214 02. 


0111. C10. o2.np 


Method 


AAT/NAP 




o tar u 


6369 




End .-. 


9975 




GI 


2982452 




Score 


1900 




Exons 


6369. .6845, 


7034. .7461, 7504 


..7704, 7747. .7880, 


7920. .8469, 




8695. .9975 










GI Descrip. 


(AL022223) receptor protein 


kinase-like protein 


[Arabidopsis 




thaliana] 










Seq. No. 


23884 




Seq. ID 


OJ991214_ 


02. 0111. C10 


Gene No. 


49796 




Strand 






Start 


17764 




End 


25601 




Name 


OJ991214 02. 


0111. C10. o4.gs 


Method 


GENSCAN 




Start 


17764 




End 


25574 




GI 


none 




Score 


.67 




Exons 


17764. .17847 


, 18945. .19031, 


21895. .22121, 22207. 


.22336, 




23138. .23244 


, 24673. .24793, 


25179. .25243, 25323. 


.25404, 




25449. .25574 










Seq. No. 


23884 




Seq. ID 


OJ991214_ 


02. 0111. C10 


Gene No. 


49796 




Strand 






Start 


17764 




End 


25601 




LNclULtr 


OJ991214 02. 


0111. C10. o3.np 


Method 


AAT/NAP 




Start 


18893 




End 


22098 




GI 


6069471 




Score 


370 




Exons 


18893. .19031 


, 19498. .19555, 


20410. .20550, 20674. 


.20706, • 




21476. .21547 


, 21624. .21716, 


21895. .22098 




GI Descrip. 


(AB022071) S 


-locus protein 3 


[Brassica 


rapa] 




Seq. No. 


23884 




Seq. ID 


OJ991214_ 


02. 0111. C10 


Gene No. 


49796 




Strand 






Start 


17764 




End 


25601 




Name 


OJ991214 02. 


0111. C10. o3.gp 


Method 


AAT/GAP 




Start 


21992 




End 


25601 




GI 


6720 1.R1084 




Score 


1029 




Exons 


21992. .22121 


, 22207. .22334, 


23304. .23364, 24124. 


.24181, 




25279. .25361 


, 25449. .25601 









GI Descrip. ' 4 680685/gb | AAD27732 . 1 | AF132957_1 2.0e-20 (AF132957) CGI-23 
protein [Homo sapiens] 1 i^:.: * 



24170 



Seq. No. 23884 

Gene No. 49797 

Start 26485 

Name OJ991214_02 . 0111 . CIO . o5 . gs 

Start 26485 

GI none 
Exons 



Seq. ID OJ991214_02. 0111. CIO 
Strand 

End 28575 

Method GEN SCAN 

End 28575 

Score .46 



26485. .26553, 26600 .. 26777 , 27089 27248, 27813 .. 28 102 , 
28370. .28575 



Seq. No. 23884 

Gene No. 4 9798 

Start 33840 

Name OJ991214_02 . 0111 . C10 . o4 . gp 

Start 33840 

GI uC-osflcyp033a04bl 

Exons 33840. .34225 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 

*..■; . ;DNA, chromosome 1, clone : P0711E10.1,. . 



Seq. ID OJ991214J52. 0111. C10 
Strand 

End 34225 

Method AAT/GAP 

End 34225 

Score 641 



Seq. No. 23884 

Gene No. 49799 

Start 41758 

Name OJ991214_02 . 0111 . C10 . o2 . tm 

Start 940 

GI none 
Exons 



Seq. ID OJ991214_02. 0111. C10 
Strand 

End 45168 
Method TBLASTX : Maize- 
End 1626 
Score 77 

940. .1035, 949. .1029, 1017. .1466, 1029. .1448, 1465. .1626, 
1466. .1624 



Seq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


49799 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 


0111. C10. o7.tm 


Method 


TBLASTX: Maize 




Start 


2056 




End 


12624 




GI 


none 




Score 


73 




Exons 


2056. .2181, 


2214.. 2285, 2215 


..2409, 2443.-2637, 12025.. 


1214 




12165. .12284 


, 12166. .12366, 


12427.. 12624 




Seq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


49799 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 


0111. C10. olO.tw 


Method 


TBLASTX: Wheat 




Start 


2206 




End 


12510 




GI 


none 




Score 


167 




Exons 


2206. .2385, 


2217.. 2339, 2509 


..2541, 12157. .12351, 12466 


. .121 


Seq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


49799 




Strand 






Start 


41758 




End 


45168 




Name - 


OJ991214 02. 


0111. C10. ol.tc 


Method 


TBLASTX: Cress 




Start 


6489 




End 


9828 




GI 


none 




Score 


80 





Exons 6489. .6611, 6729. .6824, 7120. .7284, 7208. .7282, 7324. .7461, 

7525. .7641, 7930. .8169, 7987. .8028. 8083. .8166, 8086. .81.75. 

8086. .8169, 8086... 8169, 8173. .8244, 8173. .8460, 8176. .8652, 

8176. .8553, 8179. . 8769, 8179. .,8616, 8197. .8652, 8197. .8652, 

8197.. 8649, 8200... 8652, 8204.. 8374, 8209.'. 8649, 8281. .8652, 



24171 



8329. .8649, 8698. .9048, 8701. .9114, 8701. .9093, 8707. .8964, 

8708. .8866, 8710. .8778, 8710. .9333, 8710. .9093, 8710. .9252, 

8764. .9336, 8785. .9375, 8843. .9013, 8855. .9160, 8929. .9384, 

8933.-9226, 8981.. 9085, 9070.. 9378, 9196.. 9375, 9433.. 9483, 

9469.-9672, 9475. .9726, 9484. .9726, 9487. .9699, 9490. .9708, 

9490. .9708, 9490. .9702, 9490. .9630, 9490. .9708, 9490. .9726, 

9508. .9702, 9511. .9726, 9568. .9684, 9718. .9828 



Seq. No. 

Gene-rNo . 

Start 

Name 

Start 

GI 

Exons 



23884 
49799 
41758 

OJ991214_02. 

6519 

none 

6519. .6620, 
7517. .7678, 
8173. .8445, 
8278.-8652, 
8638. .9045, 
8710. .9306, 
9355. .9699, 
9496. .9708, 



0111. CIO. ol.ts 



6687. 
7528. 
8176. 
8347. 
8701. 
8749. 
■9490. 
9499. 



6824, 
7677, 
8517, 
8652, 
9087, 
9384-, 
9726, 
9708, 



7051. 
8086. 
8188. 
8351. 
8704. 
8827. 
9490. 
9508. 



Seq. I 
Strand 
End 

Method 

End 

Score 
.7284, 
.8799, 
.8475, 
.8650, 
.9117, 
,8931, 
,9663, 
.9708 



D OJ991214 02. 0111. C10 



45168 

TBLASTX : Soybean 

9765 

88 

7467 
8649 
8589 
8805 
9369 
9117 



7315 
8161 
8197 
8419 
8710 
8920 

9490. .9603, 



7343. .7459, 
8170. .8532, 
8197. .8376, 



8452. 
8710. 
9172. 
9493. 



8571, 
894 9., 
9291, 
9765, 



Seq. No. 23884 

Gene No. 49799 

Start 41758 

Name OJ991214_02 . 0111 . C10 . ol . tm 

Start 6750 

GI none 

Exons 6750.. 6824, 7051.. 7284, 7315. 
7528. .7677 



OJ991214_02.0111.C10 
45168 

TBLASTX: Maize 

7687 

73 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7461, 7343.-7462, 7514. .7687, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



14 02.0111.C10.o3.tm 



23884 
49799 
41758 

OJ991214_02. 0111. C10. o6.tw 
7147 
none 



23884 
49799 
41758 
OJ9912 
7990 
none 
7990. . 
8197. . 
8278. . 
8420. . 
8629. . 
8767. . 
8918. . 
9068. . 
9214. . 
9490. . 
9580". . 



Seq. ID OJ991214J32. 0111. C10 
Strand 

End 45168 

Method TBLASTX : Wheat 



8031, 
8532, 
8541, 
865.0>. 
9120, 
9117, 
9226, 
9361, 
9378, 
9696, 
970.8;, 



8086. 
8201. 
8347. 
8492. 
8630. 
8780. 
8980. 
9163. 
9355. 
9493. 
9649. 



8169, 
8518, 
8637, 
8722, 
9109, 
9022, 
9093, 
9387, 
9507, 
9618, 
9708, 





End 


7491 








Score 


99 








7315. 


.7491, 


7324. . 


7461 








Seq. 


ID OJ991214 


02. 0111. C10 




Strand 










End 


45168 






tm 


Method TBLASTX: 


Maize 






End 


36962 








Score 


104 








8123. 


.8170, 


8188. . 


8472, 


8191. 


.8460, 


8203. 


.8652, 


8204. . 


8362, 


8206. 


.8604, 


8384. 


.8650, 


8404. . 


8649, 


8407. 


.8892, 


8494. 


.8748, 


8548. . 


8805, 


8629. 


.8925, 


8710. 


.8964, 


8711. . 


8893, 


8764. 


.9036, 


8854. 


.9324, 


8854. . 


9120, 


8914. 


.9378, 


8996. 


.9226, 


9052. . 


9102, 


9065. 


.9298, 


9178. 


.9327, 


9208. . 


9336, 


9208. 


. 937 8, 


9433. 


.9471, 


9484. . 


9546, 


9490. 


.9699, 


9496. 


.9693, 


9508. . 


9702, 


9569. 


. 9691, 


9712.. 


.9780, 


36783. 


.3696t • 





24172 




Seq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No . 


49799 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 0111. CIO 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


8179 




End 


9840 




GI 


none 




Score 


71 




Exons 


8179. .8388, 8293. .8622, 8365. .8652, 8710. .8805, 8713. .8910, 




8725. .9066, 8941. .9252, 9163. .9378, 9490. .9708, 9781. .9840 


Seq. No. 


Z JO 0 4 




Seq. ID 


OJ991214_02.0111 


.LIU 


Gene No. 


4 y / y y 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214_02.0111.C10 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


9 907 9 
Z ZU 1 Z 




End 


25544 




GI 


none 




Score 


80 




Exons 


99H"79 991 99 99m0 
ZZU / Z . . ZZ 1ZZ , ZZU/J. 


00100 
. zz izo , 


22207. .22338, 22208 22363, 






999HQ 9 9 O c: 9 900nc; 
zzzuy. .ZZJOZ, ZJoUO. 


. zoob / , 


24109. .241! 


33, 24113. .24184, 






z4±io. .z4±yo, Z4izz. 


O A 1 Q C 

. z4 1 yo, 


25278'; .25364, 25279 .. 25359, 






Z04 4 D . . Z0014 , ZOOUO. 


O C C A A 

. zoo4 4 








C 1 rt /-* \1 rt 

beq. No. 


23884 




Seq. ID 


OJ991214JD2.0111 


.C10 


Gene No. 


/ Q1QQ 

4 y / y y 




Strand 






Start 


4 1 / DO 




End 


45168 




Name 


n tqqi oi /i no ni i i pi n 

(jjyyizi4 uz.uiii.liu 


rt O +- rt 

. OO . ts 


Method 


TBLASTX: Soybean 




Start 


Z OZ / O 




End ■ 


25544 




GI 


none 




Score 


76 




Exons 


OCOIC OCT7/1 OCOOQ 

ZOZ / O . . ZOO /4 , zoz/o. 


. Z0004 , 


25446. .25544 




C rt y» M >n 

beq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


/Q7QQ 

4 y / y y 




Strand 






Start 


41 / DO 




End 


45168 




Name 


n tqqi 01 /i no m 1 1 pin 

ujyyizi4 uz.uiii.liu 


. o9 . tw 


Method 


TBLASTX: Wheat 




Start 


z o i / o 




End 


28294 




GI 


none 




Score 


104 




Exons 


OQno OQ9"7"7 OQIOVI 

zo 1 / o . . zoz / / , zol/4. 


. ZOZ / 0 , 


28175. .28294 




beq. no. 


23884 




Seq. , ID 


OJ991214_02.0111 


.C10 


Gene No. 


4 y / y y 




Strand 






Start 


41/00 




End 


45168 




Name 


ojyyizi4 Uz.um.ciu 


rt O A- rt 

. Oz . tc 


Method 


TBLASTX: Cress 




Start 


28174 




End 


28420 




GI 


none 




Score 


149 




Exons 


28174. .28302, 28175. 


.28294, 


28367. .28420, 28371. .28412 




beq. no. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


49799 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 0111. C10. 


. o4 .ts 


Method 


TBLASTX : Soybean 




Start 


28174 




End 


28447 




GI 


none 




Score 


161 




Exons 


28174. .28302, 28175., 


.28294, 


28367. .28447, 28371. .28412 




Seq. No. 


23884 




Seq. ID 


OJ991214 02=0111 


= C10 


Gene No. 


49799 




Strand 






.Start 


41758 




./End 


45168 




Name 


OJ991214 02. 01-11. Ci'O, 


,o4 . tw' 


■-^Method " 


TBLASTX: Wheat- ' 





24173 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start- 



37213 
none 

37213. .37329, 37352.-37699, 

23884 
49799 
41758 

OJ991214_02. 0111. CIO. ol.tw 

37856 

none 

37856. .38290, 37859 .. 38317 , 

23884 
49799 
41758 

OJ991214__02. 0111. CIO. oS.ts 

37895 

none 

37895. .38110, 38126.. 38260 

23884 
49799 
41758 

OJ991214_02. 0111. C10. o4.tm 

37985 

none 

37985. .38341, 38020.. 38331 



End 37728 

Score 91 
37411. .37728 

Seq. ID OJ991214_02.0111.C10 
Strand 

End 45168 

Method TBLASTX : Wheat 

End 38317 

Score 552 
37864. .38316 

Seq. ID OJ991214_02. 0111. C10 
Strand 

End 45168 

Method TBLASTX : Soybean 

End 38260 

Score 112 



Seq. ID OJ991214_02. 0111. C10 
Strand 

End 45168 

Method TBLASTX : Maize 

End 38341' 

Score 376 



23884 
49799 
41758 

OJ991214_02. 0111. C10. o6.tm 
38368 
none 

38368.-38646, 38369.-38647, 38369.-38647, 38641.. 38751 



Seq. ID OJ991214_02. 0111. C10 
Strand 

45168 

TBLASTX: Maize 
38751 
276 



End 

Method 

End 

Score 



23884 
49799 
41758 

OJ991214_02. 0111. C10. o2.ts 

38402 

none 

38402. .38638, 38419.. 38616 



Seq. ID OJ991214_02. 0111. C10 
Strand 

End 45168 

Method TBLASTX : Soybean 

End 38638 

Score 202 



23884 
49799 
41758 

OJ991214_02. 0111. C10. o2.tw 
38426 
none 

38426.-38656, 38431 .. 38 64 6, 38 638 .. 38784 , 38779.-38835 



Seq. ID OJ991214_02. 0111. C10 
Strand 

45168 

TBLASTX: Wheat 
38835 
275 



End 

Method 

End 

Score 



23884 
49799 
41758 

OJ991214JD2. 0111. C10. o5.tw 
3924 6 



Seq. ID OJ991214_02. 0111. C10 
Strand 

End 45168 

Method TBLASTX : Wheat 

End 39695 . 



24174 




GI 


none 




Score 


209 




Exons 


39246. .39470, 39314.. 


39487, 


39543. .39695, 39557.. 39694 




Seq. No. 


23884 




oeq . i u 


DTQQT 91 4 no mil 

UU55J.i 11 UZ.U.L.L1 


.C10 


Gene No . 


A Q*7 Q Q 

4 y / y y 




otrana 






Start 


41758 






f± O X DO 




Name 


OJ991214 02. 0111. CIO. 


o5. tm 


LYie tnoa 


TRT Z1QTY • Ma -i 70 




Start 


39814 




onu 






GI 


none 




Score 






Exons 


39814. .40137, 39927.. 


40127 








Seq. No. 


23884 




C Q r, T n 

oeq . ± u 


O.TQQ1 91 4 09 D1 1 1 


.C10 


Gene No . 


h y / y y 




Q+- ranH 

our ana 






Start 


41758 




CjIIU 


A R 1 fifi 




Name 


OJ991214 02. 0111. CIO. 


o3. tw 


Fuf 4* /"\ 


TT3T Zi QTY « Ta7V-h=> a +■ 

i dJj/\o i a . wneai, 




Start 


39951 




tiiia 






GI 


none 




Score 






Exons . ... 


39951. .40298, 39952.. 

- . > >,-v - ^ • 


40305 








Seq. NbT' " 


' : 2 : 3884 * : ' 




■// 

Seq. ID"?' 


> OJ991214_02.0'111 


.C10 


Gene No . 


4 y / yy 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 0111. C10. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


40327 




End 


40862 




GI 


none 




Score 


229 




Exons 


40327. .40575, 40458.. 


40559, 


40649. .40711, 40830. .40862 




Seq. No. 


23884 




Seq. ID 


OJ991214_02.0111 


.C10 


Gene No. 


49799 




Strand 






Start 


41758 




End 


45168 




Name 


OJ991214 02. 0111. C10. 


o5.np 


Method 


AAT/NAP 




Start 


41593 




End 


45168 




GI 


5803259 




Score 


1901 




Exons 


41593. .42267, 42373.. 


42582, 


42718. .43738, 438 96 .. 44 142 , 






44176. .45168 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 





OJ991214 02. 0111. C10 



Seq. No. 23884 Seq. ID 

Gene No. 49799 Strand 

Start . 41758 End 45168 

Name OJ991214_02 . 0111 . C10 . o7 . qs Method GEN SCAN 

Start 41758 End 45159 

GI none Score .88 

Exons 41758. .43203, 434 63 .. 43744 , 43890 .. 4 4428 , 44434 .. 44 963, 
44990.. 45159 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene- No. 



23885 
49800 
1 

OJ991014_08.0112.Cl.ol.np 
1 

2245069 
1..88 

(Z97342) hypothetical protein fArabidopsis thaiiana] 



Seq. ID OJ991014_08.0112.C1 
Strand 

End 88 

Method AAT/NAP 

End 88 

Score 115 



23885 
49801 



Seq. ID OJ991014_08..0112.C1 
Strand. - 



24175 




Start 


186 




End 


344 


Name 


OJ991014 08. 0112. CI. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


130 


GI 


none 




Score 


118 


Exons 


1..108, 2. .109, 2. .130 








Seq. No. 


23885 




Seq. ID 


OJ991014_08.0112.C1 


Gene No. 


A C\ O f\ 1 

4 98U1 




Strand 




Start 


186 




End 


344 


Name 


. OJ991014 08. 0112. CI. ol 


. gs 


Method 


GENSCAN 


Start 


186 




End 


344 


GI 


none 




Score 


.89 


Exons 


186. .344 








Seq. No. 


23886 




Seq. ID 


OJ991014_08.0112.C2 


Gene No. 


a c\ o n o 




Strand 


+ 


Start 


' 121 




End 


500 


Name 


OJ991014 08.0112.C2.ol 


. gs 


Method 


GENSCAN 


Start 


.121 ■ . \ 




End 


500 


GI 


none* 




Score 


.53 . 


Exons 


121. .203, 419. .500 








Seq. No. 


23886 




Seq. ID 


OJ991014_08.0112.C2 


bene No. 


4 yyuo 




Strand 




Start 


673 




■ End 


2503 


Name 


OJ991014 08.0112.C2.ol 


. tm 


Method' 


TBLASTX : Maize 


Start 


3 




End 


244 


GI 


none 




Score 


271 


Exons 


3. .203, 4. .201, 8. .244 








Seq. No. 


23886 




Seq. ID 


OJ991014_08.0112.C2 


Gene No . 


49803 




Strand 




Start 


673 




End 


2503 


Name 


OJ991014 08.0112.C2.o2 


gs 


Method 


GENSCAN 


Start 


673 




End 


2503 


GI 


none 




Score 


.77 


Exons 


673. .808, 1305. .1404, 1533.. 


1669, 2210 


..2371, 2373.. 2503 


Seq. No. 


23887 




Seq. ID 


OJ991014_08.0112.C3 


Gene No . 


49804 




Strand 


+ 


Start 


1333 




End 


1850 


Name 


OJ991014 08.0112.C3-.ol. 




Method 


GENSCAN 


Start 


1333 




. End 


1850 


GI 


none 




Score 


.61 


Exons 


1333. .1395, 1818. .1850 








Seq. No. 


23887 




Seq. ID 


OJ991014_08.0112.C3 


Gene. No . 


49805 




Strand 


+ 


Start 


2593 




End 


5565 


Name 


O"J : §91014 08.0112.C3.o2. 


gs 


Method 


GENSCAN 


Start 


2593 


End 


5565 


GI 


none 




Score 


.58 


Exons 


2593. .2949, 3013. .3113, 


4066 


..4276, 4497. .4607, 4774. .5565 


Seq. No. 


23887 




Seq. ID 


OJ991014_08.0112.C3 


Gene No. 


49805 




Strand 


+ 


Start 


2593 




End 


5565 



24176 




Name OJ991014_08 . 0112 . C3 . ol . np Method AAT/NAP 

Start 2740 End 5553 

GI 5302810 . Score 1613 

Exons 2740.. 3113, 4066.. 4276, 4497.. 4607, 4774.. 5553 

GI Descrip. (Z97342) putative beta-amylase [Arabidopsis thaliana] 



Seq. No. 23887 
Gene No. 49806 
Start 6432 

Name OJ991014_08 . 0112 . C3 . ol . 

Start 2842 
GI none 

Exons 2842.. 2868, 2989.. 3126, 

4495. .4605, 4496. .4606, 
5007. .5225, 5349. .5504, 

Seq. No. 23887 

Gene No. 49806 

Start " 64 32 

Name " : OJ991014_08 . 0112 . C3 . o3 . 

Start 2842 

GI none 

Exons 2842.. 2868, 2989.. 3126, 
4061. .4249 

Seq. No'.' 23887 
Gene No. 49806 
Start 6432 

Name OJ991014_08 . 0112 .C3 .o2 . 

Start 2989 
GI none 

Exons 2989.. 3108, 2991.. 3146, 

4476. .4613, 4496. .4606, 
4897. .5307, 4897. .4980, 
5359. .5451 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 
ts Method TBLASTX: Soybean 

End 5514 

Score 42 
3066. .3146, 4061. .4282, 4063. .4281, 
4497. .4613, 4771. .5307, 4773. .4952, 
5350. .5514 

Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

tc Method TBLASTX: Cress 

End 4249 

Score 38 
3060. .3146, 4057. .4239, 4057. .4248, 



Seq. ID OJ991014_08 . 0112 . C3 
Strand 

End 13478 
tm Method TBLASTX: Maize 

End 5451 

Score 154 
4057. .4281, 4063. .4281, 4064. .4282, 
4771. .4899, 4773. .4913, 4833. .4952, 
5016. .5225, 5140. .5307, 5350. .5439, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23887 
49806 
6432 

OJ991014_08.0112.C3.ol.tw 

4111 

none 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method TBLASTX : Wheat 

End 8171 

Score 70 



4111. .4269, 7853. .8170, 7860. .8171, 8001. .8171 

OJ991014 08. 0112. C3 



23887 
49806 
6432 

OJ991014_08.0112.C3.ol.tc 

4505 

none 

4505. .4606, 4506. .4613, 4771 
5349.. 5507, 5350.. 5514 



Seq. ID 
Strand 
End 

Method 

End 

Score 



13478 

TBLASTX: Cress 

5514' 

198 



.5232, 4827.. 5225, 5275.. 5307, 



Seq. No. 23887 Seq. ID OJ991014_08 . 0112 . C3 

Gene No. 4 9806 Strand 

Start . 6432- End 13478 

.-Name "- ■ OJ9910I4 -.08' .."0112 .C3.o2 :tw •' " Method" TBLASTX : Wheat 



24177 



Start 
GI 

Exons 



4840 End 5187 

none Score 141 

4840. .5022, 4912... 4980, 5010. .5186, 5011. .5187 



Seq. No. 23887 Seq. TD OJ991014_08 . 0112 . C3 

Gene No. 49806 Strand 

Start 6432 End 13478 

Name OJ991014_08 . 0112 .C3.ol .gp Method AAT/GAP 

Start 6255- End 6869 

GI uC-osflcypll7al0al Score 832 

Exons" 6255.. 6491, 6657.. 6869 

GI Descrip. '3258570 5.0e-20 (U89959) Unknown protein [Arabidopsis 
thaliana] ? 



Seq. No. 23887 

Gene No. 49806 

Start 6432 

Name OJ991014JD8 . 0112 . C3 . o2 . ts 

Start 6429 ' - 

GI none 
Exons 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method TBLASTX : Soybean 

End 8165. ..." 

Score 80 >: 



6429.-6494, 6433. .6495, 6667. .6732, 6718. .6756, 6735. .6887, 
6736.-6873, 7089. .7211, 7090. .7215, 7109. .7216, 7120. .7212, 
7853. .8164, 7854. .8165 



Seq. No. 23887 

Gene No. 49806 

Start 6432 

Name OJ991014_08 . 0112 . C3 . o3 . gs 

Start 6432 

GI none 
Exons 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method GENS CAN 

End 13357 

Score . 6 



6432. .6491, 6657. .6688, 6749. .6872, 7089. .7209, 7854. .8184, 
8793. .9342, 10084 .. 10138 , 10364 .. 10533, 1064 1 .. 108 99, 
13005.. 13357 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23887 
49806 
6432 

OJ991014_08.0112.C3.o2.np 

6435 

3258570 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method AAT/NAP 

End 9207 

Score 1223 



6435. .6491, 6657. .6908, 7089. ;7206, 7818. .8184, 8793. .9207 
(U89959) Unknown protein [Arabidopsis thaliana] 



Seq. No. 23887 

Gene No. 49806 

Start 6432 

Name OJ991014JD8 . 0112 . C3 . o3 . tm 

Start 6747 

GI none 
Exons 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method TBLASTX : Maize 

End 8886 

Score 67 



6747. .6806, 6810. .6881, 7089. .7211, 7123. .7212, 7853. .8179, 
7853. .8200, 7854. .8186, 8794. .8886, 8795. .8884 



Seq. No. 23887 

Gene No. 49806 

Start 6432 

Name OJ991014JD8 . 0112 . C3 . o2 . tc 

Start - 7853 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method TBLASTX : Cress 

End * . 8853 



24178 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI -.. ■ 

Exons 



none 

7853. .8173, 7854. .8162, 7966. 



23887 
49806 
6432 

OJ991014_08.0112.C3.o2.gp 
8134 

20266_1.R1084 
■8134. .8184, 8793. .9261 
'3258570 9.0e-17 (U89959) 
thaliana] 1 



Score 315 
.8178, 8794. .8853 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_08.0112.C3 

13478 
AAT/GAP 
9261 
929 



Unknown protein [Arabidopsis 



23887 
49806 
6432 

OJ991014_08.0112.C3.o3.gp 

9800 

none 

9800. .10249 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_08.0112.C3 

13478 
AAT/GAP 
10249 
861 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
•Name . 



23887 ■ 

49806 

6432 

OJ991014_08.0112.C3.o4.gp 

10281 

none 

10281. .10533, 10641.. 10765 

23887 
49806 
6432 

OJ991014_08.0112.C3.ol.tm 

10306 

none 

10306. .10338, 10310. 
10457. .10537, 10639. 
10722. .10853, 10723. 
10734. .10895, 10741. 
12998. .13138, 12998. 
12999. .13268, 12999. 
13068. .13265, 13211. 
13223. .13375, 13223. 

23887 
49806 
6432 

OJ991014_08.0112.C3.o3.np 

10366 

3668087 



.10363, 
,10818, 
.10818, 
.10818, 
.13156, 
,13307, 
,13372, 
,13354, 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 
Method ■ AAT/GAP 
End 10765 
Score 664 



Seq. ID OJ991014_08.0112.C3 
Strand 

End 13478 

Method TBLASTX : Mai ze 

End 13375 

Score 45 
10350. .10535, 10354 . .10536, 
10641. .10901, 10722. .10895, 
10725. .10898, 10725 .. 1088 6, 
10855.. 10902, 12986. .13138, 
12998. .13156, 12998 .. 13153, 
13000. .13221, 13035. .13268, 
13211. .13309, -13217. .13372, 
13235.. 13372 

Seq. ID OJ991014_08.0112.C3 



Strand 
End 

Method 
End 
Score , 



13478 
AAT/NAP 
13478 
1035 



10366. .10533, 10641 .. 10899, 13005.. 13478 

(AC004 667) hypothetical protein [Arabidopsis thaliana] 



23887 Seq. ID 

49806 Strand 

6432 . . End 

OJ991014 08.0112.C3.o3.ts Method 



OJ991014_08 .0112.C3 
.13478 

TBLASTX: Soybean 



24179 




Start 


10381 


End 


13372 






GI 


none 


. * Score 


72 






Exons 


10381. .10551, 10639. .10818, 


10640. . 10897, 10641 


. .10928, 






10641. .10901, 10717. .10902, 


10725. .10898, 10741 


. .10815, 






10817. .10897, 12992. .13078, 


12998. .13153, 12998 


. .13138, 






12998. .13078, 12999 .. 13217, 


13034. .13156, 13068 


. .13265, 






13122. .13271, 13214. .13354, 


13223. .13348, 13235 


. .13372 




Seq. No. 


23887 


Seq. ID 


OJ991014 


_08.0112 


-C3 


Gene No. 


49806 


Strand 








Start 


6432 


End 


13478 






Name 


ojyyiui4 Oo . un^ . c j . o4 . tc 


Method 


TBLASTX: Cress 




Start 


10711 


End 


13372 






GI 


none 


Score 


100 






Exons 


10711. .10815, 10713. .10901, 


10725. . 10850, 10858 


. .10902, 






12998. .13138, 12999 .. 13139, 


13034. .13156, 13035 


. . 13208 , 






13107. .13271, 13226. .13348, 


13244. .13372 






Seq. No. 


23888 


Seq. ID 


OJ991014 


_08 : ..0112 


,C4 


Gene no. 


4 ybu / 


Strand 


+ 






Start 


888 


End 


1481 






Name 


OJ991014 08.0112.C4 .ol.gs 


Method- 


GENS CAN 






Start 


888 


End 


1481 






GI 


none 


Score 


.9 






Exons 


888. .896, 1248. .1365, 1459. 


.1481 








Seq. No. 


23888 


Seq. ID 


OJ991014_ 


_08.0112, 


.C4 


Gene No. 


4 9808 


Strand 








Start 


2320 


End 


2863 






Name 


OJ991014 08.0112.C4 ,o2.gs 


Method 


GENSCAN 






Start 


2320 


End 


2588 






GI 


none 


Score 


.6 






Exons 


2320. .2417, 2573.-2588 










Seq. No. 


23888 


Seq. ID 


OJ991014_ 


_08.0112, 


.C4 


Gene No. 


49808 


Strand 








Start 


2320 


End 


2863 






Name 


OJ991014 08.0112.C4.ol.gp 


Method 


AAT/GAP 








2359 


End 


2718 






GI 


3724 1.R1084 


Score 


680 






Exons 


2359. .2718 










GI Descrip. 


»4325282/gb|AAD17313| 6.0e- 


49 (AF123310) NAC domain protein 




[Arabidopsis thaliaria] >gi 


4325286 gb AAD17314 


(AF123311) ] 




domain protein NAM [Arabidopsis thaliana] ' 






Seq. No. 


23888 


Seq. ID 


OJ991014_ 


_08.0112. 


,C4 


Gene No. 


49808 


Strand 








Start 


2320 


End 


2863 






Name 


OJ991014 08.0112.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


2573 


End 


2756 






GI 


none 


Score 


203 






Exons 


2573. .2746, 2574. .2720, 2575. .2733, 2577. .2756 






Seq. No. 


23888 


Seq. ID 


OJ991014_ 


08.0112, 


C4 


Gene No. 


49808 


Strand 








Start 


2320 


End 


2863 . 






Name 


.OJ991014 08.0112.C4.ol.hp" 


Method 


AAT/NAP 







24180 



Start 2591 End 2863 

GI 6016427 Score 172 

Exons 2591.. 2863 

GI Descrip. CASEIN KINASE II BETA- 3 CHAIN (CK II) gi I 3493611 (AF068318) 
regulatory subunit of protein kinase CK2; CK2 beta-subunit 
[Arabidopsis thaliana] 



Seq. No. 23888 Seq. ID 

Gene No. 4 9808 Strand 

Start 2320 End 

Name OJ991014J38 . 0112 . C4 . ol . tc Method 

Start 2594 End 

GI none Score 

Exons 2594.. 2719, 2601.. 2717 



OJ991014_08.0112.C4 
2863 

TBLASTX: Cress 

2719 

124 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



23888 Seq. ID 

49808 Strand 

2320 End 

OJ991014_08 . 0112 . C4 . ol . ts Method 
2594 < End 

none Score 
2594. .2719, . 2595. .2720 



OJ991014_08.0112.C4 
2863 

TBLASTX : Soybean 

2720 

134 



Seq. No. 


23889 






Seq. ID 


OJ991014_08, 


,0112 


.C5 


Gene No. 


4 98.09 






Strand 


+ 






Start 


1 






End 


488 






Name 


OJ991014 08 


.0112.C5.ol. 


,np 


Method 


AAT/NAP 






Start 


1 






End 


488 






GI 


5852084 






Score 


76 






Exons 


1..31, 402. 


.488 












GI Descrip. 


(AL117264) 


zwh0007.1 [Oryza 


sativa] 








Seq. No. 


23889 






Seq. ID 


OJ991014_08. 


,0112 


.C5 


Gene No. 


49810 






Strand 


+ 






Start 


1929 






End 


2643 






Name 


OJ991014 08 


.0112.C5.ol. 


gs 


Method 


GENSCAN 






Start 


1929 






End 


2643 






GI 


none 






Score 


.73 






Exons 


1929. .2000, 


2485. .2643 












Seq. No. 


23889 






Seq. ID 


OJ991014_08-. 


0112 


-C5 


Gene So. 


49811. 






Strand. 


+ 






Start 


3706 






End ' 


5403 






Name 


OJ991014 08 


.0112.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3646 






End 


4005 






GI 


none 






Score 


39 






Exons 


3646. .3732, 


3715. .3774, 


3843 


..3929, 3844. .4005 






Seq. No. 


23889 






Seq. ID 


OJ991014_08. 


0112 


.C5 


Gene No. 


49811 






Strand 


+ 






Start 


3706 






End 


5403 






Name 


OJ991014 08 


.0112.C5.o2. 


gs 


Method 


GENSCAN 






Start 


3706 




End 


5403 






GI 


none 






Score 


.88 






Exons 


3706. .4055, 


4676. .4828, 


5115 


. .5403 








Seq. No. 


23889 






Seq. ID 


OJ991014_08. 


0112 


.C5 



24181 




Gene No. 


49811 




Strand 


+ 


Start 


3706 




End 


5403 


Maine 


OJ991014 08.0112.C5.o2. 




Method 


AAT/NAP 


Start 


3706 




End 


5379 


GI 


3341694 




Score 


521 


Exons 


3706. .4059, 5119.. 5379 








GI Descrip. 


(AC003672) putative PREGl-like negative regulator [Arabidop: 




thaliana] 








Seq. No. 


23889 




Seq. ID 


OJ991014_08.0112.C5 


Gene No . 


49811 




Strand 


+ 


Start 


o /0b 




End 


54U J 


Name 


OJ991014 08.0112.C5.ol. 


,ts 


Method 


TBLASTX: Soybean 


Start 


3733 




End 


4053 


GI 


none 




Score 


44 


Exons 


3733. .3774, 3844. .4053 








Seq. No. 


23889 




Seq. ID 


OJ991014_08.0112.C5 


Gene, ,. No . 


49811 




Strand 


+ 


Start' 


3706 




End 


5403 


Name 


a Trim ni /i a o Aii*"} oc _ i 

OJ991014 08 . 0112 . C5 . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


3844 




End 


5268 


GI 


none 




Score 


211 


Exons 


3844. .4059, 5119. .5268 








Seq. No. 


23889 




Seq. ID 


OJ991014_08.0112.C5 


Gene No. 


49811 




Strand 


+ 


Start 


3706 




End 


5403 


Name 


OJ991014 08.0112.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4005 




End 


5342 


GI 


none 




Score 


64 


Exons 


4005. .4058, 4006... 4056, 


5091 


..5228, 5116. .5292, 5116.. 5289, 




5163. .5342 








Seq. No. 


23890 




Seq. ID 


OJ991014_08.0112.C6 


Gene No. 


49812 




Strand 


+ 


Start 


2285 




End 


3651 


Name 


OJ991014 08.0112.C6.ol. 


np 


Method 


AAT/NAP 


Start ' 


2285 




End 


3651 


GI 


4538929 




Score 


197 


Exons 


2285. .2318, -3355. .3651 








GI Descrip. 


(AL049483) putative nucleic 


acid binding protein [Arabidops: 




thaliana] 








Seq. No. 


23890 




Seq. ID 


OJ991014_08.0112.C6 


Gene No. 


49812 




Strand 


+ 


Start 


2285 




End 


3651 


Name 


OJ991014 08.0112.C6.ol. 


gp 


Method 


AAT/GAP 


Start 


3281 




End 


3565 


GI 


uC-osflcypl39hllbl 




Score 


546 



Exons 3281.. 3565 

GI Descrip. ' 4538929/emb | CAB39665 .1 1 7.0e-27 (AL049483) putative nucleic 
acid binding protein [Arabidopsis thaliana] ' 

Seq. No. 23890 Seq. ID OJ991014_08 . 0112 . C6. 

Gene No. 49812 . Strand + 

Start 2285 End 3651' 



24182 



Name 

Start 

GI 

Exons 



0 J9 91014__08.0112.C6.ol.tm Method TBLASTX : Mai ze 
3479 End 3650 

none Score 287 

3479.. 3496, 3480.. 3650, 3504.. 3533, 3560.. 3649 



Seq. No. 


23890 




Seq. ID 


OJ991014_08.0112.C6 


Gene No. 


49812 




Strand 


+ 


Start 


2285 




End 


3651 


Name 


OJ991014 


08.0112.C6.ol.ts 


Method 


TBLASTX : Soybean 


OLal L 


3480 








GI 


none 




Score 


239 


Exons 


3480. .3650, 3563. .3649 






Seq. No. 


23891 




Seq. ID 


OJ991014_08.0112.C7 


Gene No. 


49813 




Strand 


+ 


Start 


391 . 




End 


2407 


Name 


OJ991014 


08.0112.C7.ol.gs 


Method 


GEN SCAN 


Start 


391 




End 


2407 


GI 


none 




. Score 


. 98 


Exons 


391. .646, 


1194 . .1348, 1426." 


.1698, 1931 


. .2125, 2216. .2407 


Seq. No. 


23891 




Seq. ID 


OJ991014 08. 0112. C7 


Gene No. 


49813 




Strand 


+ 


Start 


391 




End 


2407 


Name 


OJ991014 


08.0112.C7.ol.np 


Method 


AAT/NAP- 


Start 


391 




End 


2401 


GI 


4538929 




Score 


544 


Exons 


391. .642, 


1196.. 1351, 1426. 


.1669, 1908 


. .2401 


GI Descrip. 


(AL049483 


) putative nucleic 


acid binding protein [Arabidopsis 



thaliana] 



Seq. No. 23891 Seq. ID OJ991014_08 . 0112 . C7 

Gene No. 49813 Strand + 

Start 391 End 2407 

Name OJ991014_08 . 0112 . C7 . ol . gp Method AAT/GAP 

Start 570 End 1649 

GI 700729 Score 851 

Exons 570.. 646, 1194.. 1348, 1426.. 1649 

GI Descrip. 4538929/emb | CAB39665 . 1 | 7.0e-27 (AL049483) putative nucleic acid 
binding protein [Arabidopsis thaliana]' 



Seq. No. 


23891 




Seq. ID 


OJ991014JD8 .0112.C7 


Gene No. 


49814 




Strand 




Start 


2343 




End 


2716 


Name 


OJ991014 08.0112.C7.o2. 


gp 


Method 


AAT/GAP 


Start 


2343 




End 


2716 


GI 


none 




Score 


696 


Exons 


2343. .2716 








Seq. No. 


23891 




Seq. ID 


OJ991014_08.0112.C7 


Gene No. 


49815 




Strand 




Start 


3720 




End 


4650 


Name 


OJ991014 08.0112.C7.ol. 


tm 


Method 


TBLASTX: Maize ' 


Start 


375 




End 


2408 


GI 


none 




Score 


387 


Exons 


375. .641, 391. .645, -391 


. .645, 


402. .650., 


• 527. . 649, 1171. . 1347, 




1184. .1357,. 1190. .1357, 


1412. 


.1645, 1414. .1665, 1426. .1677, 



24183 




1427. .1672, 1925. .2125, 1951. .2127, 2207. .2263, 2207. .2257, 
2215. .2262, 2257. .2349, 2259. .2351, 2259. .2351, 2349. .2408, 
2365. .2406 



Seq. No. 


23891 


Seq. ID 


OJ991014_08.0112.C7 


Gene No. 


49815 


Strand 




Start 


3720 


End 


4650 


Name 


OJ991014 08-0112. C7.ol.ts 


Method 


TBLASTX: Soybean 


Start . 


391 


End 


2125 




none 


Score 


88 


Exons 


391. .513, 538. .654, 546. .635, 1208. .1342, 1925. .2125, 1951 


Seq. No. 


23891 


Seq. ID 




Gene No. 


49815 


Strand 




Start 


3720 


End 


^ (Ten 


Name 


OJ991014 08.0112.C7.o2.gs 


Method 




Start 


3720 


End 


A a c n 


GI 


none 


Score 


c; a 




3720. .3760, 4125. .4211, 4347. .4650 




Seq. No. 


23892 


Seq. ID 


OJ991014 08. 0112. C8 


Gene No. 


49816 


Strand 


+ 


Start 


642 


End 


3868 


Name 


OJ991014 08.0112.C8.o2.np 


Method 


AAT/NAP 


Start 


642 


. End 


3868 


GI 


5852093 


Score 


101 


Exons 


642. .698, 2022. .2143, 3767. 


.3868 






(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


23892 


Seq. ID 


OJ991014_08.0112.C8 


Gene No. 


49817 


Strand 




Start 


1 


End 


700 


Name 


OJ991014 08.0112.C8.ol.np 


Method 


AAT/NAP 


Start • 


1 


End 


700 


GI 


4929719 


Score 


166 




1..18, 106. .202, 595. .700 






GI Descrip. 


(AF151883) CGI-125 protein 


[Homo sapiens] 


Seq. No. 


23893 


Seq. ID 


OJ991014_08.0112.C9 


Gene No. 


49818 


Strand 


+ 


Start 


54 


End 


1064 


Name 


OJ991014 08.0112.C9.ol.gs 


Method 


• GENSCAN 


Start 


54 


End 


1064 


GI 


none 


Score 


1 


Exons 


54. .1064 






Seq. No. 


23893 


Seq. ID 


OJ991014_08.0112.C9 


Gene No. 


49818 


Strand 


+ 


Start 


54 


End 


1064 


Name 


OJ991014 08.0112.C9.ol.gp 


Method 


AAT/GAP 


Start 


143 


End 


562 


GI 


56734 1.R1084 


Score 


789 


Exons 


143. .562 






GI Descrip. 


'3341693 3.0e-18 (AC003672) 


unknown protein [Arabidopsis 



thaliana] 1 



Seq. No. 23893 ' ' Seq. ID OJ991014_08 . 0112 . C9 



24184 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



49819 Strand + 

16103 End 16416 

OJ991014_08.0112.C9.o5.gp Method AAT/GAP 

16103 End 16416 

86158_1.R1084 Score 387 

16103. .16230, 16255.. 16416 

f 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



OJ991014_08.0112.C9 
+ 



23893 Seq. ID 

49820 Strand 
16801 End 17255 

OJ991014JD8 .0112.C9.o6.gp Method AAT/GAP 

16801 End 17255 

36280_1.R1084 Score 866 

16801. .17255 

'5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24 315 (R17 18 ) 
corresponds to a region of the predicted gene.; 
Tobacco DNA for retroviral-like transposon Tnt 1-94, 
[Oryza sativa] 1 - . 



Similar to 
(X13777] 



23893 Seq. ID OJ991014_08 . 0112 . C9 

49821 Strand + 

18949 End 19384 

OJ991014_08.0112.C9.o8.gp Method AAT/GAP 

18949 End 19384 

uC-osflM2020118f01al Score 809 

18949.. 19384 

, 5295971/dbj IBAA81872.il 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . {X13777 ) 
[Oryza sativa] ' 



23893 Seq. ID 

49822 Strand 

21157 End 

OJ991014JD8. 0112.C9.o2.np Method 

21157 End 

4938494 Score 



OJ991014_08.0112.C9 
+ 

24026 
AAT/NAP 
23850 
293 



21157. .21327, 22038 22097 , 22212 .. 22320 , 22401 .. 22453, 
22674.. 22754, 22854 22966, 23796.. 23850 

(AL0784 65) putative calcineurin B-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start " 



23893 Seq. ID 

49822 Strand 
21157 End 
OJ991014_08.0112.C9.o9.gp Method 
21440 End 
86158_1.R1084 Score 
21440. .21567/ 21592.. 21756 

•5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10 , complete sequence' 



OJ991014_08.0112.C9 
+ 

24026 
AAT/GAP 
21756 ' 
392 



23893 
49822 
21157 



Seq. ID OJ991014_08.0112.C9 
-Strand + 
End 24026. 



24185 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991014_08 . 0112 . C9 . olO . gp Method AAT/GAP 

22212 End 22458 

uOosflcyp065b08bl Score 295 

22212. .22320, 22401.. 22458 

'3309082/gb|AAC26008.1| 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] ' 

23893 Seq. ID OJ991014_08 . 0112 . C9 

49822 Strand + 

21157 End 24026 

OJ991014_08. 0112. C9. oil. gp Method AAT/GAP 

22212 End 22458 

uC-osflcyp065b08bl Score 260 

22212. .22320, 22401.. 22458 

'3309082/gbl AAC26008.il. 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI * Descrip. 



23893 
49822 
21157 

OJ991014_08.0112.C9.ol2.gp 
22380 

uC-osflcyp065b08bl 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22380. .22453, 22674 22754 , 22854. .22894 

'3309082/gb | AAC26008.il 4.0e-47 (AF076251) calcineurin B-like 
protein 1 [Arabidopsis thaliana] 1 



OJ991014_08.0112.C9 

+ , 

24026 - ' 

AAT/GAP 

22894 

272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23893 Seq. ID 

4 9822 Strand 
21157 End 
OJ991014_08.0112.C9.ol3.gp Method 
22863 End 
77081_1.R1084 Score 
22863. .22966, 23796.. 24026 

! 3309082/gb | AAC26008.il 2.0e-17 (AF076251) 
protein 1 [Arabidopsis thaliana] 1 



OJ991014_ 
+ 

24026 
AAT/GAP 
24026 
591 



08. 0112. C9 



calcineurin B-like 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23893 Seq. ID 

49823 Strand 

24719 End 
OJ991014_08.0112.C9.ol4 .gp Method 

24569 End 

none Score 
24569. .24926 



OJ991014_08.0112.C9 
+ 

27906 
AAT/GAP 
24926 
547 



Seq. ID 

Strand 

End 

Method 

End 

Score 



08. 0112. C9 



23893 
49823 
24719 

OJ991014_08.0112.C9.o3.np 
24687 
6016428 
24687. .24929, 27664. .27906 

PUTATIVE CASEIN KINASE II BETA- 4 CHAIN (CK II) 
gi|3341688|gb|AAC27470.1| (AC003672) putative casein kinase 
beta subunit [Arabidopsis thaliana] 



OJ991014_ 
+ 

27906 
AAT/NAP 
27906 
399 



II 



Seq.- No. 



23893 



Seq. ID OJ991014_08.0112.C9 



24186 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49823 Strand 

24719 End 

OJ991014_08 .0112.C9.o6.gs Method 

24719 End 

none Score 



+ 

27906 
GEN SCAN 
27880 
.65 



24719. .24929, 25362 25428, 26372 .. 2 64 99, 27659.. 27880 



Seq. No. 


23893 


Seq. ID 


OJ991014 08. 0112. C9 


Gene No. 


49824 


Strand 


_ 


Start 


1006 


End 


1356 


Name 


OJ991014 08.0112.C9.o2.gp 


Method 


AAT/GAP 


Start 


1006 


End 


1356 




none 


Score 


698 


Exons 


1006. .1356 






Seq. No. 


23893 


Seq. ID 


OJ991014_08.0112.C9 


Gene No. 


49825 


Strand 




Start 


4494 


End 


4960 


Name 


OJ991014 08.0112.C9.o3.gp 


Method 


AAT/GAP 


Start 


4268 " 


End' 


4 960 


GI 


7818 1.R1084 


Score 


1331 


Exons 


4268. .4960 






GI Descrip. 


, 3123264/sp|P51419|RL27 ARATH 7.0e-59 


60S RIBOSOMAL PROTEIN 




>gi_2244857_emb_CAB10279.1_ 


(Z97337) ribosomal protein 




[Arabidopsis thaliana] 1 






Seq. No. 


23893 


Seq. ID 


OJ991014_08.0112.C9 


Gene No. 


49825 


Strand 




Start 


4494 


End 


4960 


Name 


OJ991014 08.0112.C9.o2.gs 


Method 


GENS CAN 


Start 


4494 


End 


4904 


GI 


none 


Score 


.98 


Exons 


4494. .4904 







Seq. No. 


23893 


Seq. ID 


OJ991014 


_08.0112.C9 


Gene No. 


49826 


Strand 






Start 


5600 


End 


9015 




Name 


OJ991014 08.0112.C9.o3.gs 


Method . 


GENSCAN 




Start 


5600 


End 


9015 




GI 


none 


Score 


.82 




Exons 


5600.. 5869, 6183.. 6428, 6828 


..7104, 7392. .7669, 


8602. . 9015 


Seq. No. 


23893 


Seq. ID 


OJ991014 


_08.0112.C9 


Gene No. 


49827 


Strand 






Start 


10647 


End 


15050 




Name 


OJ991014 08.0112.C9.o4.gp 


Method 


AAT/GAP 




Start 


10467 


End 


13099 




GI 


200 1.R1084 


Score 


2156 




Exons 


104 67. .10907, 11173. .11271, 


11376. .11480, 11782 


. .11874, 




12005. .12097, 12190. .12243, 


12332. .12433, 12700 


. .12774, 



12977. .13099 

GI Descrip. ' 1669573/dbj | BAA13608 1 1.0e-176 (D88399) endosperm kinase [Oryza 
sativa] ' 



Seq. No. 23893 Seq. ID OJ991014_08 . 0112 . C9 

Gene No. 49827 ' Strand 

Start 10647 End 15050 



24187 



Name 

Start 

GI 

Exons 



OJ991014_08.0112.C9.o4.gs 
10647 
none 
10647. 
12700. 
15048. 



Method GENSCAN 
End 15050 
Score .94 
10907, 11173. .11271, 1137 6 .. 114 80, 12005. 
12774, 12977. .13106, 13272 .. 13401 , 14250. 
15050 



,12097, 
,14409, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23893 Seq. ID OJ991014_08 . 0112 . C9 

49828- Strand 

16427 • ■ End 21229 

OJ991014_08.0112.C9.ol.np Method AAT/NAP 

16427 End 21229 

5295971 Score 8144 

16427. .21229 

(AB026295) EST D24315 (R1718 ) corresponds to a region of the 
predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



23893 .Seq. ID OJ991014_08 . 0112 . C9 

49828 Strand 

16427 End 21229 

OJ991014_08.0112.C9.o7.gp Method AAT/GAP 

18585 End 18940 

uC-osflcypl39cl2al Score 589 

18585. .18940 

' 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



Seq. No. 23893 

Gene No. 49829 

Start 27677 

Name OJ991014_08 . 0112 . C9 . 06 . tm 

Start 170 

GI none 

Exons 170. .484, 179. .283, 207. .542 



Seq. ID OJ991014_08.0112.C9 



Strand 
End 

Method 

End 

Score 



27906 

TBLASTX: Maize 

542 

130" 



Seq. No. 


23893 






Gene No. 


49829 






Start 


27677 






Name 


OJ991014 


08. 0112. C9 


.ol0 


Start 


182 






GI 


none 






Exons 


182. .325, 


207. .332, 


362 


Seq. No. 


23893 






Gene No. 


49829 






Start 


27677 






Name 


OJ991014 


08. 0112. C9 


.o9. 


Start 


188 






GI 


none 






Exons 


188. .319, 


207. .326, 


357 


Seq. No. 


23893 






Gene No. 


49829 






Start 


27677 







Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

.ts Method TBLASTX : Soybean 

End 968 

Score 14 9 
..448, 365. .424, 825. .968 

Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

tc Method TBLASTX : Cress 

End' 436 

Score 162 
..395, 359. .436 

Seq. ID OJ991014_08.0112.C9 
Strand 

1- End 27906 



24188 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991014_08. 0112.C9.ol5.tm Method 

825 End 

none Score 
825. .980, 923. .976 



23893 
49829 
27677 

OJ991014_08.0112.C9.o2.tc ' 

2084 

none 

2084. .2149, 2090. .2152, 2172. 
5642. .5875, 6162. .6431, 6184. 
6823.. 7107, 7383.. 7670, 7387, 
8671. .8997, 8672. .8794, 8674, 



TBLASTX: Maize 

980 

229 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 
Method TBLASTX: Cress 
End 8997 
Score 53 

.2225, 2173. .2238, 5628. .5867, 
.6384, 6795. .7106, 6795. .7106, 
.7671, 7388. .7672, 7391. .7678, 
.8868 



Seq. No. 23893 
Gene No. 49829 
Start ■ ■ 27677 

Name OJ991014_08 . 0112 . C9 . o4. ts 

Start 2090 
GI none 

Exons 2090.. 2152, 2091.. 2150, 2172. 

5674. .5853, 5688. .5867, 6162. 
6819.. 7106, 6823.. 7107, 7380. 
7391. .7678, 8671. .8844, 8672. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991014 08. 0112. C9 



27906 

TBLASTX: Soybean 
8844 ~ 
59 

2225, 2173. .2226, 5633. .5875, 
6431, 6184.. 6384, 67-92.. 7106, 
7670, 7387. .7659, '7388. .7672> 
8794, 8674. .8799 



Seq. No. 23893 

Gene No. 49829 

Start 27677 

Name OJ991014_08 . 0112 . C9 . o7 . tm 

Start 2090 

GI none 

Exons 2090.. 2152, 2172.. 2225, 6363. 
6823. .7107 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Mai ze 

End 7107 

Score 215 

.6431, 6795. .7106, 6816. .7106, 



Seq. No. 23893 

Gene No. 49829 

Start 27677 

Name OJ991014_08 . 01 12 . C9 . ol . 

Start 4489 

GI none 

Exons 4489.. 4644, 4491.. 4622, 

Seq. No. 23893 

Gene No. 49829 

Start 27677 

Name OJ991014J38 . 0112 . C9 . ol . 

Start 4494 

GI none 

Exons 4494.. 4610, 4495..4'644, 

Seq. No. 23893 

Gene No. 49829 

Start 27677 

,Name OJ991014_08 . 0112 . C9 . o3 . 

'Start 4494 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

ts Method TBLASTX: Soybean 

End 4 905 

Score 127 
4626. .4904, 4627. .4905 

Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

tc Method TBLASTX : Cress 

End ^ 4910 

Score 120 
4620. .4910, 4621. .4905 

Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

tm Method . TBLASTX : Maize 

End • ■ 4 905 



24189 



GI 


none 






Score 


101 




Exons 


4494. . 


4622, 4496.-4558, 4498. .4617, 4600. .4905, 


4614. .4904 


Seq. No. 


23893 








\JU _7 _7 J. \J ± *i 


_08.0112.C9 


i^ene ino . 


49829 






DLL cUlvJ. 






Start 


27677 






Hi I Id 


97QDfi 




Name 


OJ991014 08. 0112. C9. 


ol . tw 


Mot" h r^H 


TRT flCTY - 
x Oi-irio 1 A . 


Wheat 


Start 


4656 






FnH 






GI 


none 








«'l 
JJ1 




Exons 


4656. . 


4904, 4657. .4905 








Seq. No. 


23893 






Seq. ID 


OJ991014 


_08.0112.C9 


Gene No. 


49829 






Strand 






Start 


27677 






End 


27906 




Name 


OJ991014 08. 0112. C9. 


olO. tm 


Method 


TBLASTX : 


Mai ze 


Start 


5633 






End 


9069 




GI 


none 






Score 


100 




Exons 


5633. . 


5875, 5672. .5S 


(54, 5688 


I..5867, 5914. .5955, 


6162. .6362, 




6187. . 


6363, .7383. .7706, 7391 


...7678, 8654. .8794, 


8671. .9069, 




' 8674., 


8868, 8864.. 8977 








Seq. No. 


23893 






Seq. ID 


OJ991014 


_08.0112.C9 




49829 






Strand 






Start 


27677 






End 


27906 




Name 


OJ991014 08. 0112. C9. 


o6.tw 


Method 


TBLASTX : 


Wheat 


Start 


5753 






End 


6428 




GI 


none 






Score 


78 




Exons 


5753. . 


5851, 5754.. 5834, 5914 


..5964, 6156. .6428, 


6184. .6366 


Seq. No. 


23893 






Seq. ID 


OJ991014 


_08.0112.'C9 


Gene No. 


49829 






Strand 






Start 


27677 






End 


27906 




Name 


OJ991014 08. 0112. C9. 


o9.tm 


Method 


TBLASTX : 


Maize 


Start 


10662 






End 


13117 




GI 


none 






Score 


59 




Exons 


10662. 


.10727, 10743. 


.10910, 


10744. .10908, 11172 


. .11270, 




11173, 


.11271, 11173, 


,11280, 


11174. .11272, 11371 


*\ 1 AQ A 




11376. 


.11483, 11765. 


.11875, 


11776. .11877, 11786 


. .11875, 




12005. 


.12112, 12006. 


.12098, 


12190. ■. 12243, .12194 


. .12241, 




- 12332. 


.12439, 12333. 


.12434, 


12689. .12775, 12697 


. .12777, 




12698. 


.12775, 12700. 


.12777, 


12974. .13099, 12974 


. .13117, 




. 12978. 


.13100 










Seq. No. 


23893 






Seq. ID 


OJ991014 


_08.0112.C9 


Gene No. 


49829 






Strand 






Start 


27677 






End 


27906 




Name 


OJ991014 08. 0112. C9. 


o4 . tc 


Method 


TBLASTX: 


Cress 


Start 


10746 






End 


13093 




GI 


none 






Store 


65 




Exons 


10746. 


.10907, 10855. 


.10908, 


11146. .11280, 11180 


1 1 O Q 1 




11379. 


.11483, 11380. 


.11481, 


11780. .11860, 11782 


. .11877, 




11783. 


.11881, 11784. 


.11885, 


12005. .12112, 12009 


. . 12095, 




12190. 


.12243, 12197. 


.12235, 


12323. .12439, 12333 


. .12434, 




12684. 


.12776, 12689. 


.12775, 


12694. .12777, 12695 


. .12811. 




12697. 


.12777, 12974. 


.13093 








Seq. No. 


23893 






Seq. ID 


OJ991014 


_08.0112.C9 



24190 



Gene No. 49829 

Start 27677 

Name OJ991014_08 . 0112 .C9, 

Start 10821 

GI none 

Exons 10821. .10913, 11120. 

11380. . 11478, 11782. 

11784. .11885, 12005. 

12197. .12244, 12323. 

12698. .12775, -12974. 



Strand 
End 

o5.ts Method 
End 
Score 

.11260, 11146. .11280, 11379 
.11877, 11783. .11875, 11783 
.12112, 12009. .12113, 12190 
.12439, 12333. .12434, 12697 
.13087, 12974. .13093,. 12978 



27906 

TBLASTX: Soybean 
13115 
63 

,11483, 
,11881, 
,12243, 
,12777, 
,13115 



Seq. No. 23893 Seq. ID 

Gene No. 49829 Strand 

Start 27677 End 

Name OJ991014_08 . 0112 . C9 . o4 . tw Method 

Start ' 11439 End 

GI none Score 

Exons 11439. .11483, 11440 11484 , 11776. 

12005. .12112, 12009. .12083^12190. 

12323. .12436, 12333 .. 12434 ' 



OJ991014 08. 0112. C9 



27906 

TBLASTX: Wheat 
12436 
66 

11877, 11786. .11875, 
12243, 12194. .12244, 



Seq. No. 23893 
Gene No. 49829 
Start 27677 

Name OJ991014_08 . 0112 .C9 . ol4 . tm 

Start 14717 
GI none 
Exons . 14717. 

14951. 

22204. 

22402. 

22672. 

23781. 



,14785, 
,15013, 
,22320, 



14721. 
22025. 
22209. 



,22458, 22403. 
,22779, 22851. 
,23891, 23790. 



.14789, 
,22120, 
.22361, 
.22456, 
.22967, 
,23885, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14932 

22035 

22211 

22671 

22852 

23794 



OJ991014 08. 0112. C9 



27906 

TBLASTX : Maize 
23904 
86 

15015, 14939. .15025, 
22097, 22036. .22101, 
22327, 22401. .22454, 
22763, 22671. .22754, 
22965, 22853. .22966, 
23904 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23893 Seq. ID 

49829 Strand 

27677 End 

OJ991014_08.0112.C9.o8.ts Method 

14932 End 

none Score 



OJ991014_08.0112.C9 
27906 

TBLASTX : Soybean 

22760 

86 



14932. .15015, ' 14951. .15013, 21944 .. 22096, 22035 22097, 
22209. .22316, 22211 .. 22360, 22403 .. 22456, 22671.. 22760 



Seq. No. 23893 

Gene No. 49829 

Start 27677 

Name OJ991014_08 . 0112 . C9 . 06 . ts 

Start 16451 

GI none 

Exons 16451. .16684, 16584 .. 16670, 
16940. .17101 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_08.0112.C9 
27906 

TBLASTX: Soybean 

17101 

51 



16739. .16927, 16767 .. 16928, 



Seq. No. 23893 Seq. ID 

Gene No. 49829 Strand 

Start 27677 End 

Name OJ991014_08. 0112 . C9 . o3 . tc Method 

Start 16460 End 



OJ991014_08.0112.C9 
27906 

TBLASTX: Cress 
17122 



24191 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exbns 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

16460. .16678, 16464 .. 16670, 
16835. .17122, 16836 16928, 

23893 
49829 
27677 

OJ991014_08 . 0112 . C9 . o5 . tm 
16461 ... 
none ' 

16461. .16685, 164 61 .. 16847 , 
16585. .16818, 16743. .16850 

23893 
49829 
27677 

OJ991014_08.0112.C9.o7.tw 

16490 

none 

16490. .16693, 16503 . .16670, 

23893 
49829 
27677 

OJ991014_08.0112.C9.ol6.tm 

16856 

none 

16856. .17035, 16857.. 17033 

23893 
49829 
27677 

OJ991014_08.0112.C9.o8.tw 

16943 

none 

16943. .17122, 17147. .17254 



Score 101 
16745. .16825, 1674 9 .. 16826, 
16950. .17060 

Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Mai ze 

End 16850' 

Score 255 
16463. .16768, 164 63 .. 1684 9, 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Wheat 

End 16909 

Score „ 65 
16739. . 16909, 16749. .16826 

Seq. ID OJ991014_08.0112.C9 
Strand 

End' 27906 

Method TBLASTX : Maize 

End 17035 

Score 120 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Wheat 

End 17254 

Score 64 



23893 
49829 
27677 

OJ991014_08.0112.C9.o4.tm 
17037 
none 

17037. .17426, 17039 .. 17428 , 17039. .17428 



Seq. ID OJ991014_08.0112.C9 
Strand 

27906 

TBLASTX: Maize 
17428 
459 



End 

Method 

End 

Score 



23893 
49829 
27677 

OJ991014_08.0112.C9.o2.tw 
17255 
none 

17255. .17479, 174 65 . .17809, 174 69 .. 17654 , 1748 9 .. 17 656, 
17721.. 17810 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method ■ TBLASTX: Wheat 

End 17810 

Score 66 - 



Seq. No. 
Gene No. 
Start 



23893 
49829 
27677' 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 



24192 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ991014_08.0112.C9.o3.ts 

17480 

5509260 

17480. .17977, 17499 .. 17657, 



Method TBLASTX : Soybean 
End 17977 
Score 130 
17721. .17897 



23893 
49829 
27677 

OJ991014_08.0112.C9.o8.tc 

17591 

none 

17591. .17854, 17724. .17855 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Cress 

End 17855 

Score 91 



23893 
49829 
27677 

OJ991014_08 .0112.C9.o8.tm 

17630 

none 

17630. .17926, 17631. .17900 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Maize 

End 17926 

Score 181 



23893 
49829 
27677 

OJ991014_08.0112.C9.62.ts 
18428 
none 

18428. .18574, 18599 .. 18907, 18612. .18902 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Soybean 

End 18907 

Score 161 



23893 
49829 
27677 

OJ991014_08.0112.C9.o6.tc 

18452 

none 

18452. .18574, 18596 .. 18892, 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX: Cress 

End 18892 

Score 60 
18606. .18752, 18810. .18842 



23893 
49829 
27677 

OJ991014_08 . 0112 . C9-/o2 . tm 

18512 

none 

18512. .18934, 18513. .18938 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Mai ze 

End 18938 

Score 569 



23893 
49829 
27677 

OJ991014_08.0112.C9.o5.tw 
18590 
none 

18590. .18670, 18603 .. 18 674 , 18677 .. 18 943, 18777 .. 18 926, 
19001.. 19141 



Seq. ID OJ991014_08.0112.C9 
Strand 

End 27906 

Method TBLASTX : Wheat 

End 19141 

Score 42 



23893 
49829 



Seq. ID OJ991014_08.0112.C9 
■Strand 



24193 




Start 


27677 




End 


27906 




Name 


OJ991014 08. 0112. C9, 


,o9.ts 


Method 


TBLASTX: 


Soybean 


Start 


19001 




End 


19276 


GI 


none 




Score 


194 




Exons 


19001. .19276, 19100, 


. .19180 








Seq. No. 


23893 




Seq. ID 


OJ991014 


_08.0112 


Gene No. 


49829 




Strand 






btart 


Z / o / / 




End 


27906 




Name ■ 


OJ991014 '08. 0112. C9. 


, o3 . tw 


Method 


TBLASTX: 


Wheat 


Start 


19214 




End 


• 19667 




GI 


none 




Score 


53 




Exons 


19214. .19306, 19214, 


, .19294, 


19274. .19663, 19301 


. .19666, 




19362. .19667 










Seq. No. 


23893 




Seq. ID 


OJ991014 


_08.0112 


Gene No. 


4 yyz y 




Strand 






Start 


27677 




End 


27906 




Name 


OJ991014 08. 0112. C9. 


, ol3 . tm 


Method 


TBLASTX: 


Maize 


Start 


19337 ■ ; 




End 


19577- . 




GI 


none 




Score 


262 




Exons 


19337. .19576, 19338. 


, .19577 








Seq. No. 


23893 




Seq. ID 


OJ991014 


_08.0112 


Gene No. 


49829 




Strand 






Start 


Z I D / / 




End 


27906 




Name 


OJ991014 08. 0112. C9. 


ol . tm 


Method 


TBLASTX: 


Maize 


Start 


19592 




End 


20311 




GI 


none 




Score 


417 




Exons 


19592. .20017, 19592. 


.19771, 


19693. .20016, 20022 


. .20054, 




20036. .20311, 20037. 


.20294 








Seq. No. 


23893 




Seq. ID 


OJ991014 


_08.0112 


Gene No . 


A QQ O Q 

4 yoz y 




Strand 






Start 


27677 




End 


27906 




Name 


OJ991014 08.0112.C9-. 


oll.tm 


Method 


TBLASTX: 


Maize 


Start 


20545 




End 


20837 




GI 


none 




Score 


215 




Exons 


20545. .20607, 20546. 


.20767, 


20546. .20836, 20622 


. .20837 


Seq. No. 


23893 




Seq. ID 


OJ991014 


__08.0112 


Gene No. 


49829 




Strand 






Start 


■ 27677 




End 


27906 




Name 


A TQQ1 ^1 ^ HO ftl 1 O nfl 


o / . tc 


Method 


TBLASTX: 


Cress 


Start 


22025 




End 


23859 




GI 


none 




Score 


93 




Exons 


22025. .22123, 22035. 


.22097, 


22209. .22319, 22211 


. .22324, 




22403. .22456, 22671. 


.22760, 


22851. .22967, 22853 


. .22966, 




23790. .23858, 23794. 


.23859 








Seq. No. 


23893 




Seq. ID 


OJ991014 


_08.0112 


Gene No. 


49829 




Strand 






Start 


27677 




End 


27906 




Name 


OJ991014 08. 0112. C9. 


o7 . ts 


Method 


TBLASTX: 


Soybean 


Start 


24706 




End 


27888 




GI 


none 




Score 


100 




Exons 


24706. .24753, 24755. 


.24835, 


24769. .248 


131, 27662 


. .27853, 



24194 




27664. .27738, 27665 .. 27883, 27 666 .. 27884 , 27720. .27887, 
27724.. 27888 



Qptct Kin 


O O -7 O 




Seq. ID 


OJ991014_08.0112 




Gene No. 


49829 




Strand 






Start 


27677 




End 


27906 




Name 


OJ991014 08. 0112. C9. 


ol2. tm 


Method 


TBLASTX: Maize 




Start 


24718 




End 


27885 




GI 


none 




Score 


76 




Exo'nfS " ' 


24718. .24765, 24734. 


.24811, 


24747. .24809, 24760: . 24831, 






24761. .24838, 24879. 


.24905, 


24937. .25014, 27661 .. 27885, 






97fifid ?78^1 Olfifi^ 










Seq. No. 


23893 




Seq. ID 


OJ991014_08.0112 


.C9 


Gene No. 


49829 




Strand 






Start 


27677 




End 


27906 




Name 


GJ991014 08. 0112. C9. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


27676 




End 


27888 




GI 


none 




Score 


113 




Exons 


27676. .27747,. 27677. 


.27886, 


27677. . 278 


i86, 277-24 . .27888 ' 




Seq. No. 


23893 




Seq. ID 


OJ991014_08.0112 


.C9 


Gene No. 


49829 




Strand 






Start 


27677 




End 


27906 ■ 




Name 


OJ991014 08. 0112. C9. 


o 1 5 . gp 


Method 


. AAT./GAP 




Start 


27677 




End 


27906 




GI 


3724 1.R1084 




Score 


357 




Exons 


27677. .27906 










GI Descrip. 


, 4325282/gb|AAD17313| 6.0e- 


4 9 (AF123310) NAC domain protein 



[Arabidopsis thaliana] >gi_4325286_gb_AAD17314_ (AF123311) NAC 
domain protein NAM [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23894 Seq. ID 

49830 Strand 

302 End 

OJ991014_08 . 0112 .Cll . ol . gs Method 

302 ( End 

none Score 



OJ991014_08. 0112. Cll 
+ 

3577 
GENSCAN 
3577 
.53 



302. .481, 516. .817, 859. .962, 2321. .2481, 2964. .3014, 3485. .3577 



Seq. No. 23894 Seq. ID OJ991014_08 . 0112 . Cll 

Gene No. 4 9830 Strand + 

Start 302 End 3577 

Name OJ991014_08 . 0112 .Cll . ol . gp Method AAT/GAP 

Start . 721 End 2454 

GI LIB3433-046-P1-K1-G6 Score 385 

Exons 721. .817, 939. .1023, 2174. .2225, 2321. .2341, 2428. .2454 

GI Descrip. '3063637 9.0e-ll (AF056204) thioesterase homolog [Gossypium 
hirsutum] 1 



Seq. No. 23894 

Gene No. 49830 

Start 302 

Name OJ991014__08 . 0112 . Cll . ol . np 

Start 965 

GI ... 3063637 

Exons 



Seq. ID OJ991014_08. 0112. Cll 



Strand 
End 

Method 

End 

Score 



+ 

3577 
AAT/NAP 
3238 
226 



965. .1023, 2174. .2225, 2428. .2481, 2964. .3014, 3209. .323E 



24195 



GI Descrip. (AF056204) thioesterase homolog [Gossypium hirsutum] 



Seq. No. 


23895 


Seq. ID 


OJ991014 


_08. 


,0112 


.C12 


Gene No . 


49831 


.Strand 


+ 








Start 


1 


End 


4261 








Name 


OJ991014 08.0112.C12.o2.np 


Method 


AAT/NAP 








Start 


1 


End 


3087 








GI 


6523547 


Score 


93 








Exons 


1.-22, 2074.. 2484., 2915.. 3087 










GI . Descrip. 


(AJ242540) hydroxyproline- 


rich glycoprotein DZ- 


HRGP [Volvox 




carteri f. nagariensis] 












Seq. No. 


23895 


Seq. ID 


OJ991014 


_08. 


0112 


.C12 


f2pnp No 


49831 


Strand 


+ 








Start 


1 


End 


4261 








Name 


OJ991014 08.0112.C12.ol.gp 


Method 


AAT/GAP 








Start 


552 


End 


1450 








GI 


LIB3434-04 8-P1-K1-H7 


Score 


478 








Exons \ 


552. .674, 1194. .1286, 1393 


. .1450 










GI Descrip. 


'2245107/emb|CAB10529.1| 3 


.Oe-36 (Z97343) thioesterase. 


like 




protein [Arabidopsis thaliana] 1 










Sea No 


23895 


Seq. ID 


OJ991014 


_08. 


0112 


.C12 


Gene No. 


49831 \ . 


Strand 


+ 








Start 


1 


End 


4261 








Name 


OJ991014 08.0112.C12.ol.np 


Method 


AAT/NAP 








Start 


552 


End 


4261 








GI 


2245107 


Score 


276 








Exons 


552. .674, 1194. .1286, 1393 


..1558, 4188 


. .4261 








GI Descrip. 


(Z97343) thioesterase like protein [Arabidopsis 


thaliana] 


Seq. No. 


23895 


Seq. ID 


OJ991014 


_08. 


0112 


.C12 


Gene No. 


49831 


Strand 


+ 








Start 


1 


End 


4261 








Name 


OJ991014 08.0112.C12.ol.gs 


Method 


GENSCAN 








Start 


552 


End 


1578 








GI 


none 


Score 


.96 








Exons 


552. .674, 1194.. 1286, 1393 


. .1578 










Seq. No. 


23895 


Seq.- ID 


OJ991014* 


_08. 


0112 


.C12 


Gene No. 


49831 


Strand 


+ 








Start 


1 


End 


4261 








Name 


OJ991014 08.0112.C12.o2.gp 


Method 


AAT/GAP 








Start 


1587 


End 


1952 








GI 


4969077 


Score 


692 








Exons 


1587. .1952 












Seq. No. 


23895 


Seq. ID 


OJ991014_ 


_08. 


0112 


.C12 


Gene No. 


49831 


Strand 


+ 








Start 


1- 


End 


4261 








Name 


OJ991014 08.0112.C12.o2.gs 


Method 


GENSCAN 








Start 


2400 


End 


3900 








GI 


none 


Score 


.66 








Exons 


2400. .2571, 2990. .3117, 3451. .3900 










Seq. No. 


23895 


Seq. ID 


OJ991014_ 


_08. 


0112 


.C12 


Gene No. 


49832 


Strand 


+ 









24196 





4316 








End 


vZo D 




Name 


OJ991014 08 


.0112. 


C12.ol, 


,tc 


Method 


TBLASTX: Cress 




Start 


552 








End 


1527 




GI 


none 








Score 


85 




Exons 


552. .611, 618. .674, 1178. .1342, 1194.. 


1304, 1392.. 1526, 






1393. .1527 














Seq. No. 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 


Gene No. 


49832 








Strand 


+ 




Of -1 vf 


4316 








End 






Name 


OJ991014 08 


.0112. 


C12.o2. 


,tm 


Method 


TBLASTX: Maize 




Start 


552 








End 


1531 




GI 


none 








Score 


172 




Exons 


552.-674, 552. .674, 1187. .1306, 1194.. 


1304, 1389.. 1520, 






1393. .1527, 


1454. 


.1531 










Seq. No.. 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 




49832 








Strand 


X 
T 




Start 


4316 








End . 


6285 




Name. 








gs 


Method 


GENSCAN 




Start 


4316 








End 


5650 




GI 


none 








Score 


.99 




Exons 


4316. .5650 














Seq. No. - 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 


bene wo. 


49832 








Strand 


j_ 

T 




Start 


4316 








End 


6285 




Name 


OJ991014 08 


.0112. 


C12.o2. 


,tw 


Method 


TBLASTX: Wheat 




Start 


44R4 

*i *i O *i 








End 


4858 




GI 


none 








Score 


234 




Exons 


4484. .4858, 


4526. 


.4600, 


4558. 


.4749 






Seq. No. 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 


bene ino. 


49832 








Strand 


+ 




Start 


4316 








End 


6285 




Name 


OJ991014 08 


.0112. 


C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4649 








End 4 


5077 




GI 


none 








Score 


362 




Exons 


4649. .4975, 


4657. 


.4974, 


4979. 


.5077, 4993. .5076 




Seq. No. 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 


Gene No. 


49832 








Strand 


' + 






4316 








End 


6285 


- 


Name 


OJ991014 08 


.0112. 


C12.o3. 


np 


Method 


AAT/NAP 




Start 


4694 








End 


6285 




GI 


2213632 








Score 


797 




Exons 


4694. .5458, 


6251. 


.6285 










GI Descrip. 


(AC000103) ] 


F21J9. 


24 [Arabidopsis thaliana] 




Seq. No. 


23895 








Seq. ID 


OJ991014_08.0112 


.C12 


Gene No. 


49832 








Strand 


+ 




Start 


4316 








End 


6285 




Name 


OJ991014 08 


.0112. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4993 








End 


5404 




GI 


none 








Score 


204 




Exons 


4993. .5157, 


4994 . 


.5167, 


5000. 


.5167, 5020.. 5169, 5152.. 5349, 




5159. .5404, 


5267. 


.5392 











24197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



23895 
49832 
4316 

OJ991014_08.0112.C12.o3.tm 

5078 

none 



Seq. ID OJ991014_08.0112.C12 

Strand + 

End 6285 

Method TBLASTX : Mai ze 

End 5416 

Score 231 



5078. .5311, 5170. .5310, 5351. .5416, 5351. .5413 



23896 
49833 
5 

OJ991014_08.0112.C13.ol.gs 
5 

none 

5. .79, 120. .518 



Seq. ID OJ991014_08.0112-.C13 

Strand + 

End 518 

Method GENS CAN 

End 518 

Score .76 



23897 
49834 
1 

OJ991014_08.0112.C14.ol.np 
1 

729880 
1..47, 111... 294 

CASEIN KINASE II BETA CHAIN <CK II) gi | 107 62 99 | pir || S47 967 
casein kinase II (EC 2.7.1.-) beta chain CKB1 - Arabidopsis 
thaliana gi 1468264 (L22563) casein kinase II beta subunit CKB1 
[Arabidopsis thaliana] 



Seq. ID OJ991014_08.0112.C14 

Strand + 

End -2 94 

Method AAT/NAP 

End 2 94 

Score 95 



23898 
49835 
206 

OJ991014_08.0112.C15.ol.gs 

206 

none 

206.. 288, 497.. 605 



Seq. ID OJ991014_08.0112.C15 

Strand ■+ 

End 605 

Method GENSCAN 

End 605 

Score .44 



23898 
49836 
1 

OJ991014_08.0112.C15.ol.np 
1 

2245072 
1..66, 915. .1131 

(Z97342) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991014_08.0112.C15 
Strand 

End 1131 
Method * AAT/NAP 
End .1131 
Score 18 6 



23899 
49837 

1 v- . 

OJ991014_08.0112.C16.ol.np 
1 

2344894 
1..324, 512. .609 

(AC002388) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991014__08.0112.C16 

Strand + 

End 60 9 

Method AAT/NAP 

End 609 

Score 242 



23899 
49837 



Seq. ID OJ991014_08.0112.C16 
Strand + 



24198 



Start 1 

Name OJ991014_08 . 0112 . C16 .ol . tm 

Start 95 

GI none 

Exons 95.. 337, 101- - 322, 477.. 605, 

Seq. No. 23899 

Gene No. 49837 

Start 1 

Name OJ991014_08 . 0112 . C16 . ol . gs 

Start 104 

GI none 

Exons 104. .324, 512. .596 

Seq. No. 23900 

Gene No. 49838 

Start 239 

Name OJ991014_08 . 0112 .C17 .ol . gs 

Start 239 

GI none 

Exons 239.. 322, 899.. 1067 

Seq. No. 23901 

Gene No. 49839 

Start 1 

Name OJ991014_08 . 0112 .C18. ol . gp 

Start 1 

GI 426975 

Exons 1..108 



End 609 

Method TBLASTX : Maize 

End 605 

Score 262 

508. .594, 510. .596 

Seq. ID. OJ991014_08.0112.C16 

Strand + 

End 609 

Method GENSCAN 

End 596 

Score .91 



Seq. ID OJ991014_08.0112.C17 
Strand 

End 1067 

Method GENSCAN 

End 1067 

Score .98 



Seq. ID OJ991014_08.0112.C18 

Strand + 

End 108 

Method AAT/GAP 

End 108 

Score 204 



Seq. No. 23901 

Gene No. 49840 

Start 23 

Name OJ991014_08 . 0112 . C18 . ol . gs 

Start 23 

GI none 

Exons. 23.. 391 



Seq. ID OJ991014_08.0112.C18 

Strand + 

End 391 

Method GENSCAN 

End 391 

Score .51 



Seq. No. 23901 Seq. ID OJ991014_08 . 0112 . C18 

Gene No. 4 9841 Strand + 

Start 1751 End 4276 

Name - OJ991014_08 . 0112 . C18 . o2 . gp Method AAT/GAP 

Start 1751 End 4276 

GI 16860_1.R1084 Score 1408 

Exons 1751.. 1782, 1840.. 1966, 2056.. 2104, 2399.. 2630, 3926.. 4276 

GI Descrip. 1 2498077/sp | P93554 | NDK1_SAC0F 1.0e-73 NUCLEOSIDE DIPHOSPHATE 
KINASE I (NDK I) (NDP KINASE I) (PP18) >gi_1777930 (U55019) 
nucleoside diphosphate kinase [Saccharum of ficinarum] ' 



Seq. No. 23901 Seq. ID 

Gene No. 4 9841 Strand 

Start 1751 End 

Name OJ991014_08 . 0112 . C18 . o2 . gs Method 

Start 1910 End 

GI none Score 
Exons • 



OJ991014_08.0112.C18 
+ 

4276 
GENSCAN 
4043 
.97 



1910. .1966/ 2056. .2104, 2399. .2630, 3926. .4043 



24199 



Seq. No. 23901 Seq. ID 

Gene No. 4 9841 Strand 

Start 1751 End 

Name OJ991014_08 . 0112 . C18 . ol . np Method 

Start 1916 End 

GI 2498077 Score 

Exons 1916.. 1966, 2056.. 2104, 2399.. 2630, 3926.. 4040 

GI.Descrip. NUCLEOSIDE DIPHOSPHATE KINASE I (NDK I) (NDP KINASE I) (PP18) 
gi 1 1777.930 (U55019) nucleoside diphosphate kinase [Saccharum 
of ficinarum] 



OJ991014_08.0112.C18 
+ 

4276 
AAT/NAP 
4040 
607 



Seq. No. 23901 

Gene No. 4 9842 

Start 20363 

Name OJ991014_08 . 0112 . C18 . 06 . gs 

Start 20363 

GI none 

Exons 20363. .20479, 23678 .. 23800, 
24594. .24982 



Seq. ID OJ991014_08.0112.C18 

Strand + 

End 25243 

Method GEN SCAN 

End 24982 

Score .94 
23894. .23978, 24 121 .. 24231, 



Seq. No. 23901 Seq. ID 

Gene No. 49842 Strand 

Start 20363 End 

Name OJ991014_08 . 0112 . C18 . o5 . gp Method 

Start 24768 - End 

GI none Score 
Exons ' 24768.. 25243 



OJ991014_08. 0112. CIS 
+ 

25243 
AAT/GAP 
25243 
872 



Seq. No. 


23901 


Seq. ID 


OJ991014_08.0112 


.C18 


Gene No. 


49843 


Strand 


+ 




Start 


25970 


End 


29069 




Name 


OJ991014 08.0112.C18.o4.np 


Method 


AAT/NAP 




Start 


25970 


End 


29069 




GI 


2344894 


Score 


1875 




Exons 


25970. .26096, 26139 .. 27388 , 


27486..27644, 27731 .. 27811, 






27913. .28044, 28703 28830, 


28940. .29069 




GI Descrip. 


(AC002388) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


23901 


Seq. ID 


OJ991014 08.0112 


.C18 


Gene No. 


49843 


Strand 


+ 




Start 


25970 


End 


29069 




Name 


OJ991014 08.0112.C18.o7.gs 


Method 


GENSCAN 




Start 


25970 


End 


29027 




GI 


none 


Score 


.93 




Exons 


25970. .27388, 274 8 6 27 698 , 


27731. .27811, 27 913 .. 2804 4 , 





28703. .28830, 28940.. 29027 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23901 Seq. ID OJ991014_08 . 0112 . C18 

49844 Strand 

5410 End 7499 

OJ991014_08 . 0112 . C18 . o3 . gp Method ' AAT/GAP 

5130 -End 7499 

10410_1.R1084 Score 2259 

5130. .5661, 6838. .7499 

M455256/emb|CAB36755.1| 1.0e-83 (AL035523) 

protein-methionine-S-oxide reductase [Arabidopsis thaliana] ' 



24200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23901 Seq. ID 

49844 Strand 

5410 End 

OJ991014_08.0112.C18.o3.gs Method 

5410 End 

none Score 
5410. .5661, 6838. .7203 

23901 . Seq. ID 

49844 Strand 

5410 End 

OJ991014_08.0112.C18.o2.np Method 

5413 End 

6635341 Score 
5413. .5661, 6838. .7203, 7325. .7487 

(AF162204) methionine sulfoxide reductase [Lactuca sativa] 



OJ991014_08.0112.C18 

7499 
GEN SCAN 
7203 
.99 



OJ991014_08.0112.C18 

7499 
AAT/NAP 
7487 
811 



23901 
49845 
8782 

OJ991014_08.0112.C18.o4 .gs 
8782 
none 

8782. .8904, 9129. .9458, 9585 
10090. .1.0569, 10951. .10978, 11074 .. 11163, 11430 .. 11523> 
11621. .11684, 12002. .12068, 12242 .. 13216, 1384 5 13918 , 
14010. .14391 



Seq. ID OJ991014_08.0112.C18 
Strand 

14391 
GEN SCAN 
14391 
.83 



End 

Method 

End 

Score 



.9672, 9757. .9866, 9946. .10007, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991014 08.0112.C18 



23901 
49845 
8782 

OJ991014_08.0112.C18.o3.np 
9176 
2245054 

9176. .9458, 9813. .9866, 10103 .. 10571, 1094 7 .. 10978 , 
11074. . 11163, 11251. .11334, 11430 .. 11523, 11621 .. 11684 , 
12002. .12058, 12328.. 12426 

(Z97342) kinase like protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14391 
AAT/NAP 
12426 
694 



23901 
49846 
15377 

OJ991014_08.0112.C18.o4.tm 
1894 



OJ991014 08.0112.C18 



none 
1894. 
2398. 
3973. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1965, 1913.. 1969, 2055.. 2102, 2056.. 2103, 2397 
2634, 2572. .2631, 2585.. 2632, 3923.. 4036, 3924 
4044 



18090 

TBLASTX: Maize 

4044 

86 



.2630, 
.4037, 



Seq. No.' 23901 Seq. ID 

Gene No. 4 9846 Strand 

Start 15377 End 

Name OJ991014_08 . 0112 . C18 . ol . tw Method 

Start 1909 End 

GI none Score 
Exons 



OJ991014_08.0112.C18 
18090 

TBLASTX: Wheat 

2600 

80 



1909.. 1965, 1913. 
2401.. 2598, 2403. 



.1969, 1913.. 1966, 2055.. 2117, 2056.. 2106, 
.2600 



24201 




Seq. No. 


23901 








Seq. ID 


OJ991014_08 .0112.C18 




*4 .7 O *± U 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08, 


.0112 


.C18.o2 


.tc 


Method 


TBLASTX : Cress 


Start 


1916 








End 


4043 


GI 


none 








Score 


87 


Exons 


1916. .1969, 


1918 


. .1962, 


2055. 


.2105, 2056. .2106, 2401. .2634, 




2403. .2630, 


3919 


. .4038, 


3921. 


.4034, 3923. .4036, 3924. .4043 


Seq. No. 


23901 








Seq. ID 


OJ991014_08.0112.C18 




4 984 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08, 


,0112 


.C18.o2. 


.ts 


Method 


TBLASTX: Soybean 


Start 


1918 








End 


4037 


GI 


none 








Score 


85 


Exons 


1918. .1965, 


1919 


. .1969, 


2055. 


.2105, 2056. .2106, 2401. .2634, 




2403. .2630, 


3892 


• .4035, 


3923. 


.4036, 3924.. 4037 


Q<=>rr No 


23901 








Seq. ID 


OJ9.91014_08.0112.C18 


Gene No. 


49846 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08. 


,0112 


.C18.ol. 


.tc 


Method 


TBLASTX: Cress 


Start 


5285 








End - 


7125 


GI 


none 






- - 


Score 


293 


Exons 


5285. .5338, 


5410 


. .5661, 


5414. 


.5674, 6833.. 7123, 6835.. 7125 


Qpn No 


23901 








Seq. ID 


OJ991014_08.0112.C18 


Gene No. 


49846 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08. 


0112 


.C18.pl. 


.ts 


Method 


TBLASTX : Soybean 


Start 


5379 








End 


7125 


GI 


none 








Score 


87 


Exons 


5379. .5522, 


5395 


. .5676, 


5414. 


.5689, 6838. .7125, 6947. .7123 


Spa No 


23901 








Seq. ID 


OJ991014_08.0112.C18 


Gene No. 


49846 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08. 


0112 , ;C18.o3. 


,tm 


Method 


TBLASTX: Maize 


Start 


6868 








End 


14790 


GI 


none 








Score ' 


333 


Exons 


6868. .7206, 


6869, 


. .7207, 


14643 


. .14750,- 


14743. .14790 


Sea No 


23901 








Seq. ID 


OJ991014_08.0112.C18 


Gene No. 


49846 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08. 


0112. 


■C18.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


9216 








End 


9635 


GI 


none . 








Score 


204 


Exons 


9216. .'9437, 


9220, 


. .9432, 


9272. 


.9433, 9574.. 9633, 9585.. 9635 


Seq. No. 


23901 








Seq. ID 


OJ991014_08.0112.C18 


Gene No. 


49846 








Strand 




Start 


15377 








End 


18090 


Name 


OJ991014 08. 


0112. 


,C18.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


11265 








End 


12316 


GI 


none 








Score 


56 



24202 




Exons 11265. .11321, 11266. . 11313, 

11429. .11539, 11593. .11685, 

11856. .11924, 11857. .11925, 

11994 . .12071, 12002. .12070, 




11427. .11552, 11427. .11522, 

11620. .11697, 11622. .11690, 

11857. .11925, 11858. .11929, 

12202. .12312, 12242.. 12316 



Seq. No. 


23901 






Seq. ID 


OJ991014 


_08.0112 


.C18 


Gene No. 


49846 






Strand 








Start 


15377 






End 


18090 






Name 


OJ991014 08.0112.C18 


. o4 . gp 


Method 


AAT/GAP 






Start 


15123 






End 


16426. 








none 






Score 


1440 






Exons 


15123. 


.15565, 15901. 


.15939, 


16091. .16426 






Seq. No. 


23901 






Seq. ID 


OJ991014 


_08.0112 


.C18 


Gene No. 


49846 






Strand 








Start 


15377 






End 


18090 






Name 


OJ991014 08.0112.C18 


.o5.gs 


Method 


GENS CAN 






Start 


15377 






End 


18090 






GI 


none 






Score 


.65 








15377. 


.15565, 15901. 


. ± -J -7 J _7 , 


16091. .16319, 16912 








17189. 


.17264, 17413. 


.17501, 


17949. .18090 






Seq. No. 


23901 






Seq. ID 


OJ991014 


_08.0112 


.C18 


Gene No. 


49847 






Strand 








Start 


20348 






End 


22493 






Name 


OJ991014 08.0112.C18 


. o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


20348 






End 


22493 




GI 


none 






Score 


188 






Exons 


20348. 


.20482, 20362. 


.20493, 


22385. .22468, 22386 


. .2247.8, 






22390. 


.22491, 22392. 


.22493 












23901 






Seq. ID 


OJ991014 


u 0 > 


P1 R 


Gene No. 


49848 






Strand 








Start 


22467 






End 


24961 






Name 


OJ991014 08.0112.C18 


.o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


22467 






End 


24874 






GI 


none 






Score 


316 






Exons 


22467. 


.22787, 22469. 


.22882, 


22475. .22882, 22477 


. .22884, 






22479. 


.22883, 22480. 


.22884, 


22827. .22892, 23576 


. .23800, 






23576. 


.23803, 23578.- 


.23802, 


23578. .23811, 23858 


. .23977, 






23872. 


.23976, 24117. 


. £. 4 X 4 U , 


24119. .24139, 24134 


9/1900 






24135. 


.24233, 24592. 


.24873, 


24593.-24874 






Seq. No. 


23901 






Seq. ID 


OJ991014 


_08.0112 


.C18 


Gene No. 


49848 






Strand 








Start 


22467 






End 


24961 






Name 


OJ991014 08.0112.C18 


.o3. tc 


Method 


TBLASTX : 


Cress 




Start 


23683 






End 


24739 






GI 


none 






Score 


152 






Exons 


23683. 


.23811, 23684. 


.23800, 


23873. .23950, 23884 


. .23943, 






24087. 


.24233, 24131. 


.24232, 


24623..24739, 24631 


. .24738 




Seq. No. 


23901 






Seq. ID 


OJ991014_ 


_08.0112 


.C18 


Gene No. 


49848 






Strand 








Start 


22467 






End 


24961 






Name 


OJ991014 08.0112.C18 


,o3. ts 


Method 


TBLASTX: Soybean ' 




Start 


24747 






End 


24961 







24203 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



none 



Score 



75 



24747. .24911, 24751 .. 24 915, 24752 24 91 9, 24908. .24961 

OJ991014 08.0112.C18 



23901 Seq. ID 

49849 Strand 
26177 End 
OJ991014_08 . 0112 . C18 . 06 . tm Method 
26177 End 

none . Score 



26476 

TBLASTX: Maize 

26476 

185 



26177. .26317, 26182 .. 26259, 26317 .. 26343, 2 6390 .. 2647 6, 
26417. .26476 



23901 
49850 
27027 
OJ991014 
27027 
none 
27027 
27486 
27748 



08.0112.C18.ol.tm 



27347, 27035. .27403, 
27653, 27562. .27669, 
27813, 27913. .28029, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991014 08.0112.C18 



29030 

TBLASTX: Maize 
29030 
470 

27046. .27393, 27483 .. 2764 4 , 
27730. .27810, 27737 277 69, 
27914. .28039, 27915 28040, 



28932. .29030, 28935.. 29030 



Seq. No. 


23901 


Seq. ID 


OJ991014_08.0112.C18 


Gene No. 


49850 


Strand 




Start 


27027 


End 


29030 


Name 


OJ991014 08.0112.C18.o4.ts 


Method 


TBLASTX : Soybean 


Start- 


27483 


End 


27632 


GI 


none 


Score 


208 


Exons 


27483. .27632, 27483 .. 27623, 


27533. .27631 


Seq. No. 


23902 


Seq. ID 


OJ991014_01.0111.C1 


Gene No. 


49851 


Strand 




Start 


1 


End 


649 


Name 


OJ991014 01.0111.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


649 


GI 


5091513 


Score 


957 


Exons 


1. .649 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


23902 


Seq. ID 


OJ991014_01.0111.C1 


Gene No. 


49851 ; 


Strand 




Start 


1 


End 


649 


Name 


OJ991014 01.0111.Cl.ol.gs 


Method 


GENSCAN . 


Start 


61 


End 


568 


GI 


none 


Score 


.48 


Exons 


61.. 568 






Seq. No. 


.23903 


Seq. ID 


OJ991014_01.0111.C2 


Gene No. 


49852 


Strand 




Start 


1 


End 


532 


Name 


OJ991014 01.0111.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


450 


GI 


3645898 


Score 


294 


Exons 


1. .450 






GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transposition 




mutation* [Zea mays] 







24204 







oeq. xu 


OJ991014_01. 


,0111 




Gene No. 


49852 


Strand 








Start 


1 


End 


532 






Name 


OJ991014 01.0111.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 








GI 


none 


Score 


191 






Exons 


2. .226 
















OJ991014_01. 


,0111 


CO 


Gene No. 


49852 


Strand 


- 






Start 


1 


End 


532 






Name 


OJ991014 01.0111.C2.ol.gs 


Method 


GENSCAN 






Start 


12 


End 


532 






GI 


none 


Score 








Exons 


12. .532 










Seq. No. 


23904 


Seq. ID 


OJ991014 01. 


0111 


• C3 


f!pnp Mo 


49853 


Strand 


+ 






Start 


1 


End 


1014 






Name 


OJ991014 01.0111.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


870 






GI 


5091513 


Score 


I 1 QQ 

I I o y 






Exons 


1..870 










GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






O r\ /-t NT o 

oeq. ino. 


23904 


Seq. ID 


OJ991014_01. 


0111 




Gene No. 


49853 


Strand 


+ 






Start 


1 


End 


1014 






Name 


OJ991014 01.0111.C3.ol.gs 


Method 


GENSCAN 






Start 


92 


End 


1014 






GI 


- none 


Score 








Exons 


92. .1014 










Seq. No. 


23905 


Seq. ID 


OJ991014_01. 


0111 


.C4 




49854 


Strand 


+ 






Start 


1 


End 


1057 






Name 


OJ991014 01.0111.C4.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1057 






GI 


5091513 


Score 


1 1 Q/1 






Exons 


1..31, 159. .1057 










GI Descrip. 


OM3023482) Hypothetical protein [Oryza 


sativa] 






oeq . ino ■ 


23905 


Seq. ID 


OJ991014 01. 


0111 




Gene No. 


49854 


Strand 


+ 






Start 


1 


End 


1057 






Name 


OJ991014 01.0111.C4.ol.gs 


Method 


GENSCAN 






Start 


146 


End 


862 






GI 


none 


Score 


.72.. 






Exons 


146. .862 










Seq. No. 


23906 


Seq. ID 


OJ991014_01. 


0111 


.C5 


Gene No. 


49855 


Strand 








Start 


960 


End 


2151 






Name 


OJ991014 01.0111.C5.ol.gs 


Method 


GENSCAN 






Start 


960 


End 


2151 






GI 


none 


Score 


.42 







24205 



Exons 



960. .1148, 2064. .2151 



Seq. No. 


23907 




Seq. ID 


OJ991014_01. 


.0111. C6 


bene ino . 






o x, rana 


+ 




Start 


1 




End 


1157 




Name 


OJ991014 01.0111.C6.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End ' 


1157 




GI 


3645898 




Score 


256 




Exons 


1..618., 687. .1157 










GI Descrip. 


(U68408) in-frame stop 


codon; 


possibly 


a post-transposition 




mutation [Zea mays] 










Seq. No. 


23907 




Seq. ID 


A TQQ1 n 1 A m 


Pi 1 1 1 r*£ 
U 1 X X . to 


Gene No. 


49856 




Strand 


+ 




Start 


1 




End 


1157 




Name 


OJ991014 01.0111.C6.ol. 


gs 


Method 


GENSCAN 




Start 


103 




End 


795 




GI 


none 




Score 


.97 




Exons 


103. .795 












£. o y \j o 




Seq. ID 


OJ991014_01. 


0111-C7 


Gene No. 


49857 




Strand 


+ 




Start 


1 




End 


6144 




Name 


OJ991014 01.0111.C7.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End • '". .* 


264 




GI 


4416301 




Score 


80 




Exons 


1..264 










GI Descrip. 


(AF105716) gag protein 


[Zea mays] 






oeq. no. 


O "5 QflQ 

c. j yuo 




Seq. ID 


OJ991014_01. 


0111. C7 


Gene No. 


49857 




Strand 


+ 




Start 


1 




End 


6144 




Name 


OJ991014 01.0111.C7.ol. 


gs 


Method 


GENSCAN 




Start 


46 




End 


6144 




GI 


none 




Score 


.52 




Exons 


46.. 240, 283.. 423, 532. 


.802, 


813. .1007, 


1046. .2519, 


2702. .2909, 




3079. .3532/ 4465. .4620, 


4962. 


.5119, 5423. .5777, 5792. .6144 




23908 




Seq. ID 


OJ991014_01. 


0111. C7 


Gene No. 


49857 




Strand 


+ 




Start 


1. . 




End 


6144 




Name 


■OJ991014 01.0111.C7.o2. 


np 


Method 


AAT/NAP 




Start 


334 




.End 


3570 




GI 


4416302 




Score 


3798 




Exons 


334. .1737, 1795. .3570 










GI Descrip. 


(AF105716) copia-type pol polyprotein [ 


'Zea mays] 




Seq. No. 


23908 




Seq. ID 


OJ991014_01. 


0111. C7 


Gene No. 


49858 




Strand 


+ 




Start 


7515 




End ' 


9629 




Name 


OJ991014 01.0111.C7.o2. 


gs 


Method 


GENSCAN 




Start 


7515 




End 


9629 




GI 


none 




Score 


.96 




Exons 


7515. .7588, 8223. .8491, 


8624. 


.8758, 9613.. 9629 




Seq. No. 


23908 




Seq. ID 


OJ991014_01. 


0111. C7 


Gene No. 


49859 




Strand 







24206 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
. GI. 
#Exons* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ991014_01.0111.C7.o3.np 
1 

4325282 



End 

Method 

End 

Score 



16909 
AAT/NAP 
16909 
391 



1..70, 5932. .6017, 16317 .. 16383, 16504. .16909 
(AF123310) NAC domain protein NAM [Arabidopsis thaliana] 
gi|4325286|gb|AAD17314| (AF123311) NAC domain protein NAM 
[Arabidopsis thaliana] gi | 6862948 | gb | AAF30336 . 1 | AC019018_14 
(AC019018) NAM-like protein [Arabidopsis thaliana] 



23908 
49859 
1 

OJ991014_01.0111.C7.o4.tm 

526 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Mai ze 

End 916 

Score 140 



526. .645, 643. .864, 643. .864, 651. .866, 845. .916 



23908 
49859 ■ 
1 

OJ991014_01.0111.C7.o2.tw 

685 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Wheat 

End 1254 

Score 192 

685. .876, 687. .875, 845. .931, 856. .912, 943. .969, 943 .. 969, 
971. .1057, 1027. .1254, 1068. .1253 



23908 
49859 
1 

OJ991014_01.0111.C7.o2.tm 

918 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Mai ze 

End 1611 

Score 106 



918. .986, 919. .993, 920. .991, 1024. .1581, 1038. .1568, 1069. .161 



23908 
49859 
1 

OJ991014_01.0111.C7.o4.ts 

1099 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Soybean 

End 1560 

Score 225 



1099. .1410, 1119. .1289, 1459. .1560 



23908 
49859 
1 

OJ991014_01.0111.C7.o5.tw 

1342 

none 



Seq. ID OJ991014__01.0111.C7 
Strand 

End 16909 

Method TBLASTX: Wheat 

End 1581 

Score 103 



1342. .1413, 1419. .1568, 1453. .1581, 1456. .1581 



23908 
49859 
1 

OJ991014_01.0111.C7.o5.tm 

1882 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX :Maize 

End 2211 

Score 446 



24207 




Exons 


1882. .2211, 


1918 


. .2208, 


1920. 


.2210 




Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Gene No. 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


. 0111 


.C7.ol. 


ts 


Method 


TBLASTX: Soybean . 


Start 


1944 








End 


2552 


GI 


5509260 








Score 


239 


Exons 


1944. .2165, 


1945 


. .2163, 


1945. 


.2175,, 2161. .2550, 2170.. 2550 




2241. .2552 












GI Descrip. 


- 












Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Cpnp No 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2070 








End 


2538 


GI 


none 








Score 


93 


Exons 


2070. .2162, 


2080 


. .2163, 


2189. 


.2209, 2191.. 2538, 2241.. 2525 


Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Cpnp No 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


,C7.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


,2152 








End 


2433 


GI 


none 








Score 


199 


Exons 


2152. .2433, 


2238 


. .2306 








Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Gene No. 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2212 








End 


2662 


GI 


none 








Score 


539 


Exons 


2212. .2595, 


2219 


. .2554, 


2241. 


.2594, 2607.. 2660, 2608.. 2661 




2608. .2661, 


2609 


. .2662 








Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


flfinp No 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


.C7.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


2700 








End 


2926 


GI 


none 








Score 


287 


Exons 


2700. .2921, 


2720 


. .2926 








Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Conp No 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2946 








End" ' 


3570 


GI 


none 








Score 


930 


Exons 


2946. . 3503, 


2947 


. . 3564, 


3274 . 


.3570 




Seq. No. 


23908 








Seq. ID 


OJ991014_01.0111.C7 


Gene No. 


49859 








Strand 




Start 


1 








End 


16909 


Name 


OJ991014 01 


.0111 


C7.o2. 


ts 


Method • 


TBLASTX .-.Soybean 



24208 



Start 
GI 

Exons 



2947 End 3552 

none Score 260 

2947.. 3309, 3135. ,3299, 3319.. 3552, 3334.. 3429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23908 
49859 
1 

OJ991014_01.0111.C7.o2.tc 

3091 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Cress 

End 354 9 

Score 63 



3091. .3180, 3184. .3318, 3337. .3549 



23908 
49859 
1 

OJ991014_01.0111.C7.o4.tw 

3100 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Wheat 

End 3504 

Score 127 



3100. .3306, 3204. .3305, 3328. .3504, 3384. .3503 



23908 
49859 
1 

OJ991014_01.0111.C7.o3.gs 

11121 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method GEN SCAN 

End * 16816 

Score . 67 



11121. . 11199, 11447. .11589, 14587 14 651 , 154 4 4 .. 154 65, 
15680. . 16375, 16460. .16816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23908 
49859 
1 

OJ991014_01.0111.C7.o6.tm 

16298 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method TBLASTX : Mai ze 

End 16799 

Score 111 



16298. .16378, 16547 16636, 1654 8 .. 16637 , 16649 .. 16798, 
16650. .16799 



Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23908 
49859 
1 

OJ991014_01.0111.C7.ol.tc 

16334 

none 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method * TBLASTX : Cress 

End 16808 

Score 134 



16334. .16378, 16547 .. 16645, 1654 8 .. 16643, 16553 .. 16645, 
16643. .16795, 16671. .16808 



Seq. ID OJ991014_01.0111.C7 
Strand 

End 16909 

Method AAT/GAP 

End 16797 

Score 537 



23908 
49859 
1 . 

OJ991014_01.0111.C7.ol.gp 
16513 
3762088 
16513. .16797 

4325282/gb| AAD17313I 6.0e-49 (AF123310) NAC domain protein NAM 
[Arabidopsis thaliana] >gi_432528 6_gb_AAD17 314_ (AF123311) NAC 
domain protein NAM . [Arabidopsis thaliana] 



24209 






?^Qnff 


Seq. ID 


OJ991014_01.0111.C7 


Gene No. 


49859 . 


Strand 




Start 


1 


End 


16909 


Name 


OJ991014 01.0111.C7.o3.ts 


Method 


TBLASTX : Soybean 


Start 


16545 


End 


16841 


GI 


none 


Score 


144 


Exons 


16545. .16658, 16547 16657 , 


16658. .16795, 16659. .16841 




23908 


Seq. ID 


" OJ991014_01.0111.C7 


Gene No. 


49859 


Strand 




Start 


1 


End 


16909 


Name 


OJ991014 01.0111.C7.o3.tw 


Method 


TBLASTX: Wheat 


Start 


16547 


End 


16787 


GI 


none 


Score 


220 


Exons 


16547. .16786, 16548 .. 16784 , 


16671. .16787 


Can Mn 


_> y \J J 


Seq. ID 


OJ991014_01.0111.C8 


Gene No. 


49860 


Strand 


+ 


Start 


293 


CjLl\JL 


1 47fi 


Name 


OJ991014 01.0111.C8.ol.gs 






Start 


293 




1 4 1 


GI 


none 


Score 


Q4 


Exons \ 


293.. 438, 1133. .1148, 1414.. 


1 4 7 fi 






c* o j \j y 


Seq. ID 


OJ991014_01.0111.C8 


Gene No. 


49861 


Strand 




Start 


1 


Hi 11 (J. 




Name 


OJ991014 01.0111.C8.ol.gp 


K/l +- V"\ 
1 V IC L-flOU. 




Start 


1 




9 n o 


GI 


1631908 


Score 


4 n r 


Exons 


1...208 








C* *J J \J _/ 


Seq. ID 


ojqqi m 4 m mil ra 


Gene No. 


49862 


Strand 




Start 


2304 


End. 


3732 


Name 


OJ991014 01-0111. C8.o2.gs 


Method 


GENSCAN 


Start 


2304 


End 


3732 


GI 


none 


Score 


.59 


Exons 


2304. .2381, 3299.-3492, 3512 


. .3732 






?39i*n 

c. O -7 J~ \J 


Seq. ID 


OJ991014_01.0111.C9 


Gene No. 


49863 


Strand 


+ 


Start 


115 


End 


557 


Name 


OJ991014 01.0111.C9.ol.gs 


Method 


GENSCAN 


Start 


115 


End 


557 


GI 


none 


Score 


.75 


Exons 


115. .255, 346. .557 






Seq. No. 


23910 


Seq. ID 


OJ991014_01.0111.C9 


Gene No. 


49864 


Strand 


+ 


Start 


948 


End 


6938 


Name 


OJ991014 01.0111.C9.ol.np 


Method 


AAT/NAP 


Start 


948 


End 


6938 


GI 


5091513 


Score 


1912 


Exons 


948. .982, 2555. .2676, 3262.. 


3844, 4598 


. .6037, 6786. . 6938 



GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



24210 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 



23910 Seq. ID 

49864 Strand 
948 End 
OJ991014_01.0111.C9.ol.gp Method 
2042 End 
72524_1.R1084 Score 
2042. .2357 

'5091496/dbj | AB023482 . 2 | AB023482 . 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ991014_01.0111.C9 
+ 

6938 
AAT/GAP 
2357 
422 



23910 
49864 
948 

OJ991014_01.0111.C9.o3.gs 

4607 

none 



Seq. ID OJ991014_01.0111.C9 



Strand 
End 

Method 

End 

Score 



+ 

6938 
GENSCAN 
6780 
.42 



4607. .5460, 5726. .5841, 5896. .6288, 6383. .6780 



Seq. No. 23910 Seq. ID OJ991014_01 . 0111 . C9 

Gene No. 49865 Strand 

Start 8393 End 8704 

Name OJ991014_01. 0111 . C9 . o3 . gp Method AAT/GAP 

Start 8393 End 8704 

GI 72524_1.R1084 Score 425 - 

Exons - 8393.. 8704 

GI Descrip. ' 5091496/dbj [AB023482 . 2 IAB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 

Seq. No. 23911 Seq. ID OJ991014_01 . 0111 . C10 

Gene No. 49866 Strand + 

Start 4505 End 4601 

Name OJ991014_01 . 0111 . C10 . ol . gp Method AAT/GAP 

Start 4505 End 4601 

GI 5867_1.R1084 Score 137 

Exons 4505.. 4601 

GI Descrip. ' 4 64 986/sp | P35132 | UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
EN2YME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_4 21857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23911 
49867 
7885 

OJ991014_01. 0111. C10. o2.np 

7870 

5921924 



Seq. ID OJ991014_01. 0111. C10 

Strand + 

End 19344 

Method AAT/NAP 

End 15142 

Score 1122 



7870. .7971, 8148. .8219, 13145 .. 13450 , 14144. .15142 
CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
.DEMETHYLASE) gi 11658193 (U74319) obtusifoliol 14-alpha 
demethylase CYP51 [Sorqhum bicolorl 



Seq. No. 
Gene No. 



23911 
49867 



Seq. ID OJ991014_01. 0111. C10 
Strand + 



24211 



Start 
Name 
Start 
GI 

Exons 



7885 End 

OJ991014_01. 0111. CIO. o3.gs Method 

7885 End 

none Score 



19344 
GEN SCAN 
16197 
.59 



7885.. 8694, 11197 11320, 12909. 
15894. .15940, 16026. .16197 



,13450, 14144. .15001, 



Seq. No. 23911 Seq. ID 

Gene No. 49867 Strand 

Start 7885 End- 

Name OJ991014_01 . 0111 . C10 . o3 . np Method 

Start 14835 End 

GI 2262164 Score 

Exons 14835. .15133 

GI Descrip. (AC002329) putative obtusifoliol 14-alpha demethylase 
[Arabidopsis thaliana] 



OJ991014JD1. 0111. C10 
+ 

19344 
AAT/NAP 
15133 
304 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23911 Seq. ID 

49867 Strand 

7885 End 

OJ991014_01. 0111. C10. o4 .np Method 

16030 End 

4586676 Score 



OJ991014_01. 0111. C10 
+ 

19344 
AAT/NAP 
18760 
615 



16030. .16191, 16642. .16808, 18128. .18760 
(AB025047) sterol 14-demethylase [Oryza satiya] 



23911 Seq. ID 

49867 Strand 

7885 End 

OJ991014_01. 0111. C10. o8.np Method 

16623 End 

4835788 Score 



OJ991014_01. 0111. C10 
+ 

19344 
AAT/NAP 
19335 
754 



16623. .16808, 18128 .. 19066, 19313.. 19335 

(AC007296) Strong similarity to gb|U74319 obtusifoliol 14-alpha 
demethylase (CYP51) from Sorghum bicolor and is a member of the 
PF | 00067 cytochrome P450 family. ESTs gb|AA72030, gb|N65031 and 
gb|AA651059 come from ... 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23911 Seq. ID 

49867 Strand 

7885 End 

OJ991014_01. 0111. C10. o6.np Method 

16627 End 

4835788 Score 



OJ991014_01. 0111. C10 
+ 

19344 
AAT/NAP 
19335 
759 



16627. .16808, 18128 .. 19066, 19313.. 19335 

(AC007296) Strong similarity to gb|U74319 obtusifoliol 14-alpha 
demethylase (CYP51) from Sorghum bicolor and is a member of the 
PFI00067 cytochrome P450 family. ESTs gb|AA72030, gb|N65031 and 
gb|AA651059 come from ... 



Seq. No. 23911 

Gene No. 49867 

Start 7885 

Name OJ991014J)1 . 0111 . C10 . o7 . np 

Start 16630 

..GI 5921924 . 
Exons 



Seq. ID OJ991014_01. 0111. C10 

Strand + 

End 19344 

Method AAT/NAP 

End 19344 

Score 791 



16630. .16808, 18128 .. 19062 , 19309.. 19344 



24212 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE). gi| 1658193 (U74319) obtusifoliol 14-alpha 
demethylase CYP51 [Sorghum bicolor] 



23911 
49867 
7885 

OJ991014_01. 0111. CIO. o4.gs 

17538 

none 



Seq. ID OJ991014_01. 0111. CIO 

Strand + 

End 19344 

Method GENSCAN 

End 18961 

Score .72 



17538. .17674, 18159 .. 18407 , 18415. .18961 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start > 
Name .V 
Start 
GI 

Exons 



23911 Seq. ID 

49867 Strand 

7885 End 

OJ991014JU. 0111. CIO. oS.np Method 

18136 End 

1707855 Score 
18136. .19062, 19309. .19344 

(Y09292) obtusifoliol 14-alpha-demethylase [Triticum aestivum] 



OJ991014_01. 0111. C10 
+ 

19344 
AAT/NAP 
19344 
723 



23911 
49868 
1212 

OJ991014_01. 0111. C10. ol.gs 

1212 

none 



Seq. ID OJ991014_01. 0111. C10 
Strand 

End 4405 

Method GENSCAN 

End 2715 

Score ..84 



1212. .1301, 1945. .2008, 2129. .2715 



23911 
49868 
1212 

OJ991014_01. 0111. C10. ol.np 
2129 
2443891 
2129. .2541, 4322. .4405 

(AC002294) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991014_01. 0111. C10 
Strand 

End 4405 

Method AAT/NAP 

End 4405 

Score 316 



23911 
49869 
10329 

OJ991014_01. 0111. C10. o3.ts 

2254 • 

none 

2254. .2544 



Seq. ID OJ991014_01. 0111. C10 
Strand 

End 214 69 

Method TBLASTX : Soybean 

End 2544 

Score 198 



Seq. No. 23911 Seq. ID 

Gene No. 4 98 69 Strand 

Start 10329 End 

Name OJ991014_01 . 0111 . C10 . o2 . tm Method 

Start 8513 End 

GI none Score 
Exons 



OJ991014JD1. 0111. C10 
21469 

TBLASTX: Maize 

11283 

116 



8513. .8629, 8513. .8623, 8514. .8693, 8515. .8694, 8661. .8696, 
10450. .10821, 10452. .10820, 10452 .. 10823, 10453 10821 . 
11194 . .11283, 11196. .11279, 11203.. 11283 



Seq. No. 



23911 



Seq. ID OJ991014- 01. 0111. C10 



24213 




Gene No. 


49869 




Strand 






O Lai L 


10329 




End 


21469 




Name 


OJ991014 01. 0111. CIO 


. o9 . np 


Method 


AAT/NAP 




Start 


10329 




End 


21468 




GI 


5738362 




Score 


214 




Exons 


10329. .10389, 19892. 


.20046, 


21255. .21468 




GI Descrip. 


(AL021637) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


23911 




oeq . lu 




.C10 


Con o Ma 






Strand . 






Start 


10329 




End 


21469 




Name 


OJ991014 01. 0111. C10 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


10438 




End 


10698 




GI 


none 




Score 


221 




Exons 


10438. .10698, 10548. 


.10697 








Seq. No. 


23911 




Seq. ID 


OJ991014_01.0111 


.C10 




*4 .7 o O _7 




Strand 






Start 


10329 




End 


21469 




Name 


OJ991014 01.0111. C10 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


10453 




End 


10821 




GI 


none 




Score 


287 




Exons 


10453. .10821, 10549. 


.10743, 


10557. .10778 




Seq. No. 


23911 




Seq. ID 


OJ991014_01.0111 


.C10 


bene ino • 


fi :70 0 :7 




Strand 






Start 


10329 




End 


21469 




Name 


OJ991014 01. 0111. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10473 




End 


10821 




GI 


none 




Score 


281 




Exons 


10473. .10769, 10474. 


.10821 








Seq. No. 


23911 




Seq. ID 


OJ991014_01.0111 


.C10 


Gene No. 


49869 




Strand 






Start 


10329 




End 


21469 




Name 


OJ991014 01. 0111. C10 


.o4 . tc 


Method 


TBLASTX: Cress 




CH- art- 
O Ldl L 


1 ?1 A R 




End 


18333 




GI 


none 




Score 


60 




Exons 


13145. .13213, 13147. 


.13209, 


13222. .13374, 13223 13450, 






14138. ..14293, 14141. 


.141.94, 


14266. .14394, 14267 .. 14419, 






16066;. .16209, 16080. 


.16208, 


16642. .16761, 1 6654 .. 16761, 






18172 V .;: 18333 










Seq. No. 


23911 




Seq. ID 


OJ991014_01.0111 


.C10 


Gene No. 


49869 




" Strand 






Start 


10329 




End 


21469 




Name 


OJ991014 01. 0111. C10 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


14138 




End 


19065 




GI 


none 




Score 


175 




Exons 


1 4 1 1 /lOQ^ 1 AT A1 


1 A O Q Q 
. 1 4 z o y , 


14266. .14616, 14267 14638,.. 






14678. .15130, 14692. 


.14817, 


14890. .15129, 18136. .18330, 






18172. .18333, 18255. 


.18344, 


18298. .184 38, 18318. .18437, 






18438. .18521, 18443. 


.18520, 


18596. .18739, 18 623. .18730, 






18754. .18864, 18755. 


.18922, 


18916. .18 945, 18 952. .19065, 






18952. .19062 










Seq. No. 


23911 




Seq. ID 


OJ991014_01.0111 


.C10 



24214 



Gene No. 49869 Strand 

Start 10329 End 

Name OJ991014_01 . 0111 . CIO . ol . ts Method 

Start 14405 End 

GI none Score 

Exons 14405, 

14678, 

18438, 



21469 

TBLASTX: Soybean 

19065 

137 



,14554, 14434. . 14553, 14561 .. 14 638 , 14 677 15009, 

.15133, 14990. .15130, 18375 18434 , 1837 6 .. 18435, 

,18497, 18440. .18496, 18501 .. 18521 , 18 605 .. 18739, 

18755. .18922, 18913 .. 18951, 18952 1 9065 , 18964. .19062 



Seq. No. 23911 Seq. ID 

Gene No. 4 9869 Strand 

Start 10329 End 

Name OJ991014_01 . 0111 .C10 . o3 . tc Method 

Start 14447 End 

GI none Score 
Exons 



OJ991014_01.0111.C10 

21469 

TBLASTX: Cress 

18739 

177 



14447. .14638, 14 4 61 .. 14583, 14645 .. 14794 , 14 645 .. 14794 , 
18384. .18434, 18385 .. 18435., 18438 .. 18521 , 184 43 .. 18520, 
18596. .18739 



Seq. No. 23911 

Gene No. 49869 

Start 10329 

Name OJ991014_01 . 0111 . C10 . o2 . tc 

Start 14.858 
GI ' none 
Exons 



Seq. ID OJ991014_01. 0111. C10 
Strand 

End 21469 

Method TBLASTX : Cress 

End 19065 

Score 283 



14858. .15133, 14897 15130 , 18 902 .. 1894 6, 18907 .. 18951, 
18952. .19065, 18952.. 19065 



Seq. No. 23911 

Gene No. 49869 

Start 10329 

Name OJ991014_01 . 0111 .C10 . o2 . gp 

Start 19541 

GI 5003489 

Exons 19541. .20046, 21255.. 21385 

GI Descrip. 5738362/emb | CAB52870 . 1 | 2.0e-18 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991014_01. 0111. C10 

21469 
AAT/GAP 
21385 
1220 



(AL021637) putative protein 



Seq. No. 23911 
Gene No. 49869 
Start • 10329 . 

Name OJ991014_01 . 0111 . C10 . o3 . tm 

Start 19542 
GI none 
Exons 19542. 

19787. 

19829. 



,19589, 19544. 
,19846, 19794. 
,19930, 19838. 



19597, 
19847, 
20044, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19682 

19795 



OJ991014 01. 0111. C10 



21469 

TBLASTX: Maize 
21469 
41 

19756, 19688. .19756, 
19866, 19795. .19866, 



19860. .20048, 19921. .20046, 



21244. .21450, 21251 .. 214 69, 21252. .21452 



Seq. No. 23911 Seq. ID 

Gene No. 4 9869 Strand 

Start 10329 End 

Name OJ991014_01 . 0111 . C10 . o5 . gs Method 

Start 19860 . . End 

GI none , Score 

Exons 19860. .20046, 21255.. 21449 



OJ991014_01. 0111. C10 

21469 
GENSCAN 
21449 
.61 



24215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 



23912 Seq. ID 

49870 Strand 

5887 End 
OJ991014_01.0111.Cll.ol.np Method 

5887 End 

6822068 Score 

5887. .6013, 8562. .8824, 10285 .. 10366, 



OJ991014_01.0111.C11 
+ 

15028 
AAT/NAP 
14965 
1156 
11292. 



.11392, 



11695. .11794, 12145. .12279, 13800.. 14965 
(AL132957) SCARECROW1 [Arabidopsis thaliana] 



23912 
49870 
5887 

OJ991014_01.0111.Cll.o5.gs 

13655 

none 

13655. .15028 



Seq. ID OJ991014_01.0111.C11 

Strand + 

End 15028 

Method GENSCAN 

End 15028 

Score .88 



Seq. No. 23912 

Gene No. 49871 

Start 17706 

Name OJ991014_01 . 0111 . Cll . 06 . gs 

Start 17706 

GI none 

Exons 17706. .17857, 18587 18808 , 
19998. .20057 



Seq. ID OJ991014JD1. 0111. Cll 

Strand + 

End 20057 

Method GENSCAN 

End 20057 

Score .7 
18853. .18 943, 192 60 .. 197 60, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No.' . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23912 Seq. ID 

49872 Strand 

21443 End 

OJ991014_01. 0111. Cll. o7.gs Method 

21443 End 

none Score 



OJ991014_01. 0111. Cll 
+ 

22710 
GENSCAN 
22710 
.42 



21443. .21479, 21617 .. 21803, 22665. .22710 



23912 
49873 
336 

OJ991014_01. 0111. Cll. ol.gp 
336 

31792_1.R1084 
336. .502, 1424. 



OJ991014 01. 0111. Cll 



Seq. ID _ 
Strand 

End 4228 
Method AAT/GAP 
End 3570 
Score 1395 
,3570 

, 2129549/pir MS71198 9.0e-18 calcium-dependent protein kinase 
(EC 2.7.1.-) CDPK19 - Arabidopsis thaliana 

>gi_2129551_pir S71778 calcium-dependent protein kinase 19 - 

Arabidopsis thaliana >gi_836942 (U20624) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836948 (U20627) 
calcium-dependent protein kinase [Arabidopsis thaliana] 1 



.1573, 3052. 



23912 Seq. ID 

49873 Strand 

336 End 

OJ991014_01. 0111. Cll. ol.gs Method 

365 End 

none Score 



OJ991014_01. 0111. Cll 

4228 
GENSCAN 
4228 
.84 



365. .502, 1424. .1573, 3052. .4034, 4058. .4228 



24216 






O "3 Q1 9 
^1 J 3 1 1 












fli mil ni 


Gene No. 


49874 








Strand 






Start 


4811 








End 


6035 ' 




Name 


OJ991014 01 


.0111. 


Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


4811 








End 


5290 




GI 


2431280 








Score 


634 




Exons 


4811. .5135, 


5226. 


.5290 










Seq. No. 


23912 








Seq. ID 


OJ991014_ 


_01-.0111.C11 


Gene No. 


49874 








Strand 






Start 


4811 








End 


6035 




Name 


OJ991014 01 


.0111. 


Cll.o2 


.gs 


Method 


GEN SCAN 




Start 


4995 








End 


6035 




GI 


none 








Score 


.84 




Exons 


4995. .5135, 


5226. 


.5289, 


5382. 


.5413, 5494. .5576, 


5789. .6035 



Seq. No. 23912 

Gene No. 49875 

Start ,10686 

Name OJ991014_01 . 0111 . Cll . o4 .gs 

'Start 10686 

GI none 

Exons 10686. .10817, 11680 .. 11958 , 12328 .. 124 68 , 12780 .. 12862, 
13256.. 13337 



Seq. ID OJ991014_01.0111.C11 
Strand 

End 13337 

Method GENSCAN 

End 13337 

Score .58 



Seq. No. 23912 

Gene No. 49876 

Start 13459 

Name OJ991014_01 . 0111 . Cll . o3 . gp 

Start 13459 

GI none 

Exons 13459. .13484, 13558.. 13825 



Seq. ID OJ991014_01. 0111. Cll 
Strand 

End 13825 

Method AAT/GAP 

End 13825' 



Score 



437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991014_01. 0111. Cll 
Strand 

End 15201 

Method AAT/GAP 

End 15201 

Score 773 



23912 
49877 
14799 

OJ991014_01. 0111. Cll. o4 .gp 
14799 

56673_1.R1084 
14799. .15201 

'1497987 7.0e-10 (U62798) SCARECROW [Arabidopsis thaliana] 1 



23912 
49878 
20654 

OJ991014_01. 0111. Cll. o2.np 
20654 
6815099 
20654. .20793 

(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID OJ991014_01. 0111. Cll 
Strand 

End 20793 

Method AAT/NAP 

End 20793 

Score 88 



Seq. No. 23912 Seq. ID OJ991014JU . 0111 . Cll 

Gene No. 4 987 9 Strand 

Start 23191 End 24278 

•islame OJ991014_01 . 0111 .Cll .o3.tm • Method . TBLASTX : Maize 

"Start 365 End 3234 



24217 




GI none Score 165 

Exons 365. .505, 370. .504, 372. .509, 1421. .1573, 1423. .1572, 





3036. .3233, 


3037 


. .3234, 


3040. 


.3225, 3048. .3233 


Seq. No. 


23912 ■ 








Seq. ID 


OJ991014_01.0111.C11 


Gene No. 


49879 








Strand 




Start 


23191 








End 


24278 


Name 


OJ991014 01. 


,0111 


.Cll.o4 


.ts 


Method 


TBLASTX: Soybean 


Start 


1421 








End 


3125 


GI . 


none 








Score 


125 


Exons 


1421. .1573, 


1422 


. .1571, 


1423. 


.1572, 3066.. 3125 


Seq. No. 


23912 








Seq. ID 


ATOQ1 ^1 j1 m Alii Oil 

ojyyiui4 ui.uiii.cii 


Gene No. 


49879 








bt rana 




Start 


23191 








bna 


o a on Q 


Name 


OJ991014 01. 


0111 


.Cll.o3 


.ts 


Metnoa 


i tsLiAb i a : boyoean 


Start 


3351 








hna 


ooy^ 


GI 


none 








Score 


78 


Exons 


3351. .3440, 


3435 


. .3581, 


3603. 


.3692 




Seq. No. 


23912 








Seq. ID 


OJ991014_01.0111.C11 


Gene No. 


49879 








Strand 




Start 


23191 








End 


. 24278 


Name 


OJ991014 01. 


0111 


.Cll.06 


.tm 


Method 


TBLASTX: Maize 


Start 


4997 








End 


5132 


GI 


none 








Score 


137 


Exons 


4997. .5128, 


5013 


. .5132, 


5014. 


.5130 




Seq. No. 


23912 








Seq. ID 


OJ991014_01.0111.C11 


Gene No . . 


49879 








Strand 




Start 


23191 








End 


24278 


Name 


OJ991014 01. 


0111 


.Cll.oS 


.ts 


Method 


TBLASTX : Soybean 


Start 


5013 








End 


5264 


GI 


none 








Score 


104 


Exons 


5013. .5135, 


5014 


. .5136, 


5021. 


.5137, 5226. .5264 


Q s\ r~i XT /-v 

beq. wo. 


£. o y iz 








Seq. ID 


OJ991014_01.0111.C11 


Gene No. 


49879 








Strand 




Start 


23191 








End 


24278 


Name 


OJ991014 01. 


0111 


.Cll.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


5097 








End 


5559 


GI 


none 








Score 


74 


Exons 


5097. .5135, 


5098 


. .5136, 


5195. 


.5290, 5226. .5291, 5227. .5298, 




5381. .5413, 


5494 


. .5559 








Seq. No. 


23912 








Seq. ID 


OJ991014_01.0111.C11 


Gene No. 


49879 








Strand 




Start 


23191 








End 


24278' 


Name 


OJ991014 01. 


0111 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


13861 








End 


14359 


GI 


none 








Score 


178 


Exons 


13861. .14031 


, 13877. .14074, 14057 .. 14359, 14080. .14358 


Seq. No. 


23912 








Seq. ID 


OJ991014_01.0111.C11 


Gene No. 


49879 








Strand 




Start - 


23191 








End 


24278 


Name 


OJ991014 01. 


0111, 


.Cll.ol, 


.tc 


Method 


TBLASTX: Cress 



24218 




Start 


13877 




End 


14959 






GI 


none 




Score 


549 






Exons 


13877. .14407, 13951; 


.14031, 


14071. .14400, 14446 


. .14601, 






14447. .14623, 14681. 


.14959, 


14716. .14745, 14800 


. .14958 




Seq. No. 


23912 




Seq. ID 


OJ991014 


_01.0111 


.Cll 


Gene No. 


49879 




Strand 








otart 


O O 1 Q 1 




End 


24278 






Name 


OJ991014 01.0111.C11 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


13931 




End 


14529 




GI 


none 




Score 


117 






Exons 


13931. .14047, 13951. 


.14031, 


14072. .14407, 14108 


. . 14248, 






14119. .14400, 14446. 


.14529, 


14447. .14527 






Seq. No. 


23912 




Seq. ID 


OJ991014 


_01.0111 


.Cll 


Gene No. 


49879 




Strand 










O "3 1 Q 1 

£. z> l y i 




End 


24278 






Name 


OJ991014 01. 0111. Cll 


. o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


14360 




End 


14623 






GI 


none 




Score 


52 






Exons 


14360. .14407, 14360. 


.14407, 


14444. .14563, 14446 


. .14601, 






14447. .14623 












Seq. No. 


23912 




-Seq. ID 


OJ991014 


_01.0111 


.Cll 


Gene No . . 


4 y o / y 




Strand 








Start 


23191 




End 


24-278 






Name 


OJ991014 01.0111.C11 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


14690 




End 


14959 






GI 


none 




Score 


300 






Exons 


14690. .14959, 14690. 


.14953, 


14800. .14958 






Seq. No. 


23912 




Seq. ID 


OJ991014 


_01.0111 


.Cll 


Gene No . 


A QQ *7 Q 

h y o / y 




Strand 








Start 


23191 




End 


24278 






Name 


OJ991014 01.0111.C11 


.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


14756 




End 


14959 




GI 


none 




Score 


227 






Exons 


14756. .14959, 14756. 


.14953, 


14800. .14958 






Seq. No. 


23912 




Seq. ID 


OJ991014 


JU.Olll 


.Cll 


bene ino ■ 


A QQ *7 Q 

h y o / y 




Strand 








•Start 


23191 




End 


24278 






Name 


OJ991014 01.0111.C11 


. 08 .gs 


Method 


GENSCAN 






Start 


23191 




End 


23928 






GI 


none 




Score 


.8 






Exons 


23191. .23487, 23591. 


.23671, 


23740. .23928 






Seq. No. 


23912 




Seq. ID 


OJ991014 


_01.0111 


.Cll 


Gene No. 


4 9879 




Strand 










Z Jl ^7X 




End 


24278 






Name 


OJ991014 01.0111.C11 


. o3 .np 


Method 


AAT/NAP 






Start 


23194 


End 


24278 






GI 


4914320 




Score 


397 






Exons 


23194. .23428, 23535. 


.23671, 


23740. .23952, 24222 


. .24278 




GI Descrip. 


(AC005489) F14N23.6 


[Arabidopsis thai i ana] 






Seq. No. 


23912 




Seq. ID 


OJ991014_ 


_01.0111, 


.Cll 



24219 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49879 Strand 

23191 End 

OJ991014_01.0111.Cll.o2.tm Method 

23374 End 

none Score 



24278 

TBLASTX: Maize 

23944 

57 



23374. .23430, 23375 .. 23431, 23535 23672 , 23537 23674 f 
23537. .23674, 23726 .. 23929, 23737 23931 , 23741.. 23944 



Seq.. No. 23912 

Gene^'No. 4 9879 

Start 23191 

Name OJ991014_01.0111.Cll.o3.tc 

Start 23612 

GI none 

Exons 23612. .23674, 23726.-23929, 23734.. 23931 



Seq. ID QJ991014_01.0111.C11 
Strand 

End 24278 

Method TBLASTX : Cress 

End 23931 

Score 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991014 01.0111.C12 



23913 Seq. ID _ 

49880 Strand 
1 End 3456 

OJ991014_01.0111.C12.ol.np Method AAT/NAP 
1 End 3447 

4914320 Score' 1167 

1..27, 338. .856, 1419. .2457, 2764. .2858, 3352. .3447 
(AC005489) F14N23.6 [Arabidopsis thaliana] 



23913 Seq. ID 

49880 Strand 

1 End 

OJ991014_01.0111.C12.ol.gs Method 

320 End 

none Score 



OJ991014__01.0111.C12 

3456 
GENSCAN 
3456 
.87 



320. .856, 1419. .2457, 2764. .2858, 3352. .3456 



Seq. No. 23913 

Gene No. 49880 

Start 1 

Name OJ991014_01 . 0111.C12 .ol . 

Start 452 

GI none 

Exons 452.. 856, 453.. 857, 761. 

1419. .1469, 1420. .1458 

Seq. No. 23913 

Gene No. 49880 

- Start 1 

Name OJ991014_01 . 0111 . C12 . ol . 

Start 1953 

GI none 

Exons 1953.. 2141, I960.. 2121, 

Seq. No. 23913 

Gene No. 4 9880 

Start 1 

Name OJ991014_01.plll.C12.o2. 

Start 2^16 

GI none 

Exons 2216.. 2470, 2217.. 2405, 



Seq. ID OJ991014_01.0111.C12 
Strand 

End 3456 

tm Method TBLASTX: Maize 

End 1469 

Score 4 63 
.859, 1393. .1458, 1418. .1456, 



Seq. ID OJ991014_01.0111.C12 
Strand 

End 3456 

tc Method TBLASTX : Cress 

End 2282 

Score 87 
2187. .2255, 2199. .2282 

Seq. ID OJ991014_01.0111.C12 
Strand 

End 3456 

tm Method TBLASTX : Mai ze 

End 2813 

Score 188 
2335.-2466, 2760.. 2813 



24220 



Seq. No. 23914 - Seq. ID 

Gene No. 4 9881 Strand 

Start 79 End .. 

Name OJ991014_01 . 0111 . C13 . ol . gs Method 

Start 79 End 

GI none Score 
Exons 



79. .97, 2099. .2194, 4031. .4152, 4712 
5350.. 5503, 5675.. 5746, 5834.. 5905, 6235 
7468. .7594, 7913. .8102, 8270. .8402 



OJ991014_01.0111.C13 
+ 

8694 
GENSCAN 
8402 
.5 - 

5007, 5101.. 5258, 

6407, 6938.. 7308, 



Seq. ID OJ991014_01.0111.C13 

Strand + 

End 8694 

Method AAT/NAP 

End 8694 

Score 414 
7468. .7604, 7681. .7733, 7913. .8102, 



Seq. No. 23914 
Gene No. 49881 
Start 79 

Name OJ991014_01 . 0111 . C13 . ol . np 

Start 2500 
GI 5679841 
Exons 2500.. 2530, 6994.. 7158, 

8270.. 8402, 8572.. 8694 
GI Descrip. (AJ243961) contains eukaryotic protein kinase domain PF.| 00069 

[Oryza sativa] 

Seq. No. 23914 Seq. ID OJ991014_01 . 0111 . C13 

Gene No. 49881 Strand + 

•Start 79 End . 8694 

Name OJ991014_01 . 0111 . C13 . ol . gp Method AAT/GAP 

Start 5145 End 6131 

GI uC-osflcyp085b05al Score 828 

Exons 5145.. 5258, 5350.. 5503, 5675.. 5746, 5834.. 5905, 6080.. 6131 

GI Descrip.' f 3176723 7.0e-10 (AC002392) putative protein kinase [Arabidopsis 
thaliana] 1 



Seq. No. 23914 

Gene No. 49881 

Start 79 

Name OJ991014_01 . 0111 . C13 . ol 

Start 7462 

GI none 

Exons 7462.. 7596, 7893.. 8030, 

Seq. No. 23914 

Gene No. 49881 

Start 79 

Name OJ991014JU . 0111 . C13 . ol 

Start 7536 

GI none 

Exons 7536.. 7595, 7540.. 7596, 
7663.. 7734, 7887.. 8105, 
8271. .8390 



Seq. ID OJ991014_01.0111.C13 

Strand + 

End 8694 

.ts Method TBLASTX : Soybean 

End 8360 

Score 123 
7903.. 8103, 8271.. 8360 

Seq. ID OJ991014_01.0111.C13 

Strand +. 

End 8694 
.tm Method TBLASTX : Maize 

End 8390 

Score 65 
7542.. 7595, 7623.. 7733, 7660.. 7755, 
7903. .8103, 8251. .8364, 8271. .8390, 



Seq. No. 23915 Seq. ID 

Gene No. 49882 Strand 

Start 324 End 

Name OJ991014_01 . 0111 . C14 . ol . gs Method 

Start . 324 - End 

GI ' none Score 

Exons 324.. 505 



OJ991014_01.0111.C14 
+ 

505 

GENSCAN 
505 
. 99 



24221 




Seq. No. . 23915 

.Gene No. 4 9883 

Start 2250 

Name OJ991014_01 . 0111 . C14 . ol 

Start 2250 

GI none 

Exons 2250.. 2471, 2255.. 2374, 

Seq-. No- 23915 

Gene No. 49883 

Start 2250 

Name OJ991014_01. 0111.C14 .ol 

Start 22 92 

GI none 

Exons 2292.. 2471, 2330.. 2470, 
2470. .2517 




Seq. ID OJ991014_01.0111.C14 
Strand 

End 2517 

.tm Method TBLASTX: Maize 

End 2473 

Score 66 
2260. .2379, 2341. .2472, 2375.-2473 

Seq. ID OJ991014_01.0111.C14 
Strand 

End 2517 

-tw Method TBLASTX : Wheat 

End 2517 

Score 75 
2344. .2475, 2453. .2509, 2469. .2516, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23916 
49884 
2556 

OJ991014_01.0111.C15.o2.np 
.2556 
8128 6 

2556.. 2677, 6190.. 6321, 6535 
extensin - Volvox carteri 
(X65165) extensin [Volvox 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.68.15, 
(fragment ) 
carteri] 



OJ991014_ 
+ 

9443 
AAT/NAP 
7967 
164 
7765. .7967 



01.0111.C15 



gi I 21992 | emb|CAA4 6283 | 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23916 
49884 
2556 

OJ991014_01.0111.C15.o3.np 

7376 

1871192 

7376. .9443 

(U90439) putative CCCH-type 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_ 
+ 

9443 
AAT/NAP 
9443 
1032 



01.0111.C15 



zinc finger protein [Arabidopsis 



01.0111.C15 



23916 
49884 
2556 

OJ991014_01.0111.C15.ol.gp 
7843 

LIB3431-019-P1-K1-E3 
7843. .8285 

'1871192 9.0e-26 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_ 
+ 

9443 
AAT/GAP 
8285 
830 



23916 



Seq. ID OJ991014 01.0111.C15 



49884 ■ Strand .+ 

2556 End 9443 

OJ991014_01.0111.C15.o2.gp Method AAT/GAP 

8404 End 8795 

3763031 Score 722 
8404. .8795 

1871192 4.0e-10 (U90439*) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 



24222 



Seq. No. 23916 

Gene No. 49884 

Start . 2556 

Name OJ991014_01.0111.C15.o3.gp 

Start 8818 

GI LIB3434-003-P1-K1-B11 

Exons 8818.. 9345 

GI Descrip. '1871192 KOe-20 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] ' 



Seq. ID OJ991014_01.0111.C15 

Strand + 

End 9443 

Method AAT/GAP 

End 9345 

Score 1035 



Seq. No. 23916 

Gene No. 49885 

Start 13512 

Name OJ991014_01 . 0111 . C15 . o3 . gs 

Start 13512 

GI none 

Exons 13512. .13571, 15191.. 15802 



Seq. ID OJ991014_01.0111.C15 

Strand + 

End 15802 

Method GENSCAN 

End 15802 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23916 
49886 
22602 

OJ991014_01.0111.C15.o5.gs 

22602 

none 



Seq. ID OJ991014_01.0111.C15 

Strand + 

End 23989 

Method GENSCAN 

End 23989 

Score .72 



22602. .22604, 23004 .. 23070/ 23207 .. 23394 , 23747.. 23989 



23916 
49887 
1 

OJ991014_01.0111.C15.ol.np 
1 

3738294 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 5368 

Method AAT/NAP 

End 1549 

Score 700 



1..496, 785. .1165, 1201. .1549 

(AC005309) hypothetical protein [Arabidopsis thaliana] 



23916 
49887 
1 

OJ991014_01.0111.C15.ol.gs 

259 

none 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 5368 

Method GENSCAN 

End . 5368 

Score .58 



259. .496, 785. .1585, 1675. .1713, 2687. .2793, 2822. .2920, 
3104. .3241, 5350. .5368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



23916 
49888 
9333 

OJ991014_01.0111.C15.o4 . np 

9333 

4006895 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 14750 

Method AAT/NAP 

End 14750 

Score 273 



9333.. 9425, 11964 12074 , 127 90 12853, 1347 9 13530, 
14046. .14143, 14629. .14750 

(Z99708) putative protein [Arabidopsis thaliana] 



23916 
49888 



Seq. ID OJ991014_01.0111.C15 
Strand 



24223 





___t 


Start 


9333 


Name 


OJ991014 01-0111. C15.o4.gp 


Start 


9452 


GI 


none 


Exons 


9452 . . 9885 


Seq. No. 


23916 


Gene No. 


49888 


Start 


9333 


Name 


OJ991014_01 . 0111 . C15 . o5 . gp 


Start 


11004 


GI 


2424 1.R1084 


Exons 


11004. .11387, 11819. .11889, 




13479. .13530, 14046. .14133 


GI Descrip. 


4 006895/emb | CAB16825 . 1 | 5. 




[Arabidopsis thaliana] 1 


Seq. No. 


23916 


Gene No. 


49889 


Start 


18094 


Name 


OJ991014 01.0111.C15.o6.gp 


Start 


18094 


GI 


2428329 


Exons 


18094. .18216, 19267. .19482, 


Seq. No. 


23916 


Gene No. 


49890 


Start 


24935 


Name 


OJ991014_01 . 0111 .CI 5 .08 .gp 


Start 


24647 




O "3 1 TRQQ 
ZO 1 / jJO 


Exons 


24647. .25094 


GI Descrip. 


2129549/pir | IS71198 9.0e-18 




2.7.1.-) CDPK19 - Arabidops 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14750 
AAT/GAP 
9885 
830 



OJ991014 01.0111.C15 



14750 
AAT/GAP 
14133 
1308 



11975. .12074, 12790. .12853, 
Oe-24 (Z99708) putative protein 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 19768 

Method AAT/GAP 

End 19768 

Score 772 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_01.0111.C15 

31281 
AAT/GAP 
25094 
861 



thaliana >gi_2129551_pir S71778 

calcium-dependent protein kinase 19 - Arabidopsis thaliana 
>gi_836942 (U20624) calcium-dependent protein kinase 
[Arabidopsis thaliana] >gi_836948 (U20627) calcium-dependent . 
protein kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



23916 Seq. ID 

49890 Strand 

24935 End 

OJ991014_01.0111.C15.o5.np Method 

24935 End 

2665890 Score 



OJ991014 01.0111.C15 



.25482, 25677. 
.26900, 27100. 



31281 
AAT/NAP 
28204 
1883 

25844, 25941. .26056, 
27223, 27642. .28093, 



24935. .25087, 25252, 
26369. .26521, 26757. 
28154. .28204 

(AF035944) calcium-dependent protein kinase [Fragaria x 
ananassa] 



23916 Seq. ID 

49890 • Strand 
24935 End 
OJ991014_01.0111.C15.o6.gs Method 

24935 -End 
none Score 



OJ991014_01.0111.C15 

31281 
GENSCAN 
31281 
.97 



24224 



Exons 24935. .25087, 25252 25482, 25677 2584 4 , 2594 1 .. 26056, 

26369. .26521, 26757 .. 26900, 27 100 .. 27223, 27642 .. 28256, 
29939. .30047, 30959. . 31104 , 31165. .31281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23916 
49890 
24935 

OJ991014_01.0111.C15.o9.gp 

25764 

428545 



OJ991014 01.0111.C15 



Seq. ID 
Strand 

End 31281 
Method AAT/GAP 
End 26834 
.Score 754 

25764. .25844, 2594 1 .. 26056, 26369 2 6521 , 26757. .26834 
2665890 4.0e-59 (AF035944) calcium-dependent protein kinase 
[Fragaria x ananassa] 



Seq. No. 23916 

Gene No. 4 9891 . . 

Start 31296 

Name OJ991014_01 . 0111 . C15 . o4 

Start 216 

GI none 

Exons 216.. 479, 216.. 476, 218 

Seq. No. 23916 

Gene No. 49891 

Start 31296 

Name OJ991014_01 . 0111.C15 .o4 

Start 239 

GI none 

Exons 239.-328, 240.. 329, 344 

Seq. No. 23916 

Gene No. 49891 

Start 31296 

Name OJ991014_01 . 0111 . C15 . ol 

Start 8093 

GI none 

Exons 8093.. 8230, 8094.. 8270, 
8307.. 8474 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 31388 

.tm Method TBLASTX: Maize 

End 4 81 

Score 354 
..481, 218. .481 

Seq. ID OJ991014_01.0111.C15 
Strand 

End 31388 

-ts Method TBLASTX: Soybean 

End 505 

Score 77 
..505, 357. .497 

Seq. ID OJ991014_01.0111.C15 
Strand 

End 31388 

.tw Method TBLASTX : Wheat 

End 8474 

Score 82 
8097. .8312, 8126. .8311, 8303. .8473, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



23916 
49891 
31296 

OJ991014_01.0111.C15.ol.ts 

8099 

none 

8099. .8305, 8100. .8312, 8310, 
8805.. 9092, 9132.. 9215, 9240, 

23916 
49891 
31296 

OJ991014_01. 0111. CIS. ol.tc 
8100 
none 



OJ991014_01.0111.C15 
31388 

TBLASTX : Soybean 
9425 
357 

.8729, 
.9425 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8522, 8315. .8548, 8643. 
.9284, 9321.. 9425, 9321. 



Seq. ID OJ991014_01.0111.C15 
Strand 

End 31388 

Method TBLASTX : Cress 

End 8519 

Score 338 

8100. .8312, 8100. .8294, 8102. .8308, 8309. .8506, 8310. .8519 

23916 Seq. ID OJ991014_01 . 0111 . C15 



24225 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



49891 Strand 

31296 End , 

OJ991014_01.0111.C15.ol.tm Method 

8170 End 

none Score 



31388 

TBLASTX: Maize 

8929 

109 



8170. .8292, 8186. .8419, 8187. .8420, 8279. .8431, 8419. .8502, 
8423. .8548, 8424. .8534, 8513. .8806, 8559. .8807, 8808. .8927, 
8810. .8929 



Seq. No. 


- 23916 




Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 


Name 


OJ991014 01. 


0111.C15.o2.tw 


Method 


TBLASTX: Wheat 




ft fi^7 




End 


8960 


GI 


none 




Score 


202 


Exons 


8637. .8807, 


8637.. 8822, 8638 


..8820, 8803. .8958, 8807. .8959, 




8808. .8960 








Seq. No. 


23916 




Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 • 


Name 


*JU .7 ^7 ± U J. 4 Ul. 


Hill PI R n*3 -f-m 


Method 


TBLASTX: Maize 


Start 


8930 




End 


9711 


GI 


none 




Score 


121 


Exons 


8930. .9007, 


8931.. 9008, 9002 


..9106, 9003.. 9107, 9138.. 9320, 




9140. .9325, 


9142.. 9327, 9142 


..9318, 9327. .9419, 9329. .9421, 




9342. .9410, 


9408.. 9593, 9490 


..9546, 9498.'. 9554, 9533. .9574, 




9592. .9621, 


9619.. 9660, 9654 


. .9695, 9658. .9711 


ot?q • LNU . 


c. O .7 1 O 




Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 


Name 


OJ991014 01. 


0111.C15.o2. tm 


Method 


TBLASTX: Maize 


Start 


17576 




End 


17969 


GI • 


none 




Score 


425 


Exons 


17576. .17968 


, 17576. .17968, 


17577. .17969 








Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 


Name 


OJ991014 01. 


0111.C15.o3.ts 


Method 


TBLASTX : Soybean 


Start 


17601 




End 


17929 


GI 


none 




Score 


130 


Exons 


17601. .17900 


, 17601. .17756, 


17603.. 17929 


Seq. No. 


23916 




Seq. ID 


OJ991014__01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 


Name 


. OJ991014 01. 


0111.C15.o3.tc 


Method 


TBLASTX: Cress 


Start 


17693 




End 


18082 


GI 


none 




Score 


83 


Exons 


17693. .17935 


, 17697. .17903, 


17930. .18082, 17964.. 18059 


Seq. No. 


23916 




Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 




Strand 




Start 


31296 




End 


31388 


Name 


OJ991014 01. 


0111.C15.o7.tm 


Method 


TBLASTX: Maize 



24226 



Start 


17970 








End 18243 






GI 


none 








Score 152 






Exons 


17970. 


.18107, 


17972. 


.18136, 


17975. .18133, 18108 


. ,18224, 






18109. 


.18243, 


18115. 


.18216 








Seq. No. 


23916 








Seq. ID OJ991014 


_01.0111. 


.C15 




49891 














Start 


31296 








End 31388 






Name 


OJ991014 01.0111.C15 


.08 . tm 


Method TBLASTX: 


Maize 




Start 


24879 








End 25090 






GI 


none 








Score 214 






Exons 


24879. 


.25088, 


24882. 


.25088, 


24926. .25090 






Seq. No. 


23916 








Seq. ID OJ991014 


JU.Olll. 


.C15 


Gene No. 


49891 








Strand 






Start 


31296 








End 31388 






Name 


OJ991014 01.0111.C15 


.o2Ttc 


Method TBLASTX: 


Cress 




Start 


24923 








End. 28039 






GI 


none 








Score 87 






Exons 


24923. 


.25090, 


24946. 


.25089, 


24950. .25090, 24951 


. .25160, 






25250. 


.25297, 


25273. 


. 25479 


^S^SS ?R4R0 


. . £. <J U <J VJ , 






25717. 


.25845, 


25938. 


.26057,' 


25939. .26049, 25954 


. .26082, 






25956. 


.26054, 


26370. 


.26537, 


26374. .26526, 26754 


. .26900, 






26756. 


.26899, 


26758. 


.26901, 


26759. .26902, 27098 


. .27226, 






27099. 


.27227,. 


27107. 


.27295, 


27580. .27879, 27618 


. .27896, 






27639. 


.27884, 


27878. 


.28039, 


27879. .27941' 






Seq. No. 


23916 








Seq. ID OJ991014 


_01.0111. 


C15 


Gene No. 


49891 








Strand 






Start 


31296 








End 31388 






Name 


OJ991014 01.0111.C15 


,o2.ts 


Method TBLASTX: 


Soybean 




Start 


24950 








End 28204 






GI 


none 








Score 100 






Exons 


24950. 


.25090, 


24950. 


.25090, 


24954. .25115, 24954 


. .25103, 






25250. 


.25480, 


25251. 


.25478, 


25252. .25479, 25677 


. .25838, 






25677. 


.25850, 


25720. 


.25845, 


25938. .26057, 25938 


. .26057, 






25939. 


.26058, 


25954. 


• t. UU JO , 


?64fi1 96^10 








26371. 


.26526, 


26756. 


.26887, 


26757. .26891, 26758 


. .26898, 






26758. 


.26901, 


26759. 


.26902, 


27098. .27226, 27099 


. .27227, 






27607. 


.27879, 


27618. 


.27884, 


27639. .27884, 27876 


. .27941, 






27878. 


.28051, 


27879. 


.27941, 


27881. .28021, '28043 


. .28078, 






28181. 


.28204 












Seq. No. 


23916 








Seq. ID OJ991014 


_01.0111. 


C15 


Gene No. 


49891 








Strand 






Start 


31296 








End 31388 






Name 


OJ991014 01.0111.C15 


. o5 . tm 


Method TBLASTX : Mai ze 




Start 


25219 








End 26872 






GI 


none 








Score 257 






Exons 


25219. 


.25482, 


25250. 


.25483, 


25323. .25484, 25677 


. .25850, 






25683. 


.25844, 


25720. 


.25851, 


25771. .25851, 25938 


. .26054, 






25939. 


.26055, 


25939. 


.26064, 


25940. .26056, 26364 


. . 26525, 






26364. 


.26537, 


26368. 


.26550, 


26756. .26869, 26757 


. .26870, 






26758. 


.26871, 


26759. 


.26872 








Seq. No. 


23916 








Seq. ID OJ991014_ 


_01.0111. 


C15 


Gene No. 


49891 








Strand 







24227 



Start 


31296 


End 


31388 


Name 


OJ991014 01.0111.C15.o4.tw 


Method 


TBLASTX: Wheat 


Start 


26370 


End 


26799 


GI 


none 


Score 


119 


Exons 


26370. .26537, 26374 .. 26526, 


26758.-26799 


Seq. No. 


23916 


Seq. ID 


OJ991014_01.0111.C15 


Gene No., 


49891 


Strand 




Start 


31296 


End 


.31388 


Name 


OJ991014 01.0111.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


26800 


End 


27731 


GI 


none 


Score 


151 


Exons 


26800. .26901, 26802 .. 26903, 


26802. .26906, 27098 .. 27226, 




27099. .27224, 27607 .. 27717, 


27618. .27719, 27639.. 27731 


Seq. No. 


23916 


Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 


Strand 




Start 


-J X c. J \J 


End 


31388 


Name 


OJ991014 01.0111.C15.o6.tm 


Method 


TBLASTX: Maize 


Start 


27098 


End 


27857 


GI 


none 


Score 


191 


Exons 


27098. .27226, 27099 .. 27224 , 


27101. .27226, 27618 .. 27857 , 




27639. .27857 






Seq. No. 


23916 


Seq. ID 


OJ991014_01.0111.C15 


Gene No. 


49891 


Strand 




Start- 


31296 


End 


31388 


Name 


OJ991014 -01.0111.C15.o6.np 


Method 


AAT/NAP 


Start 


31296 


End 


31388 


GI 


6630699 


Score 


96 


Exons 


31296. .31388 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 |dbj | BAA89566.il 


(AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


23917 


Seq. ID 


OJ991014_02.0110.C1 


Gene No. 


49892 


Strand 


+ 


Start 


9 


End 


352 


Name 


OJ991014 02.0110.Cl.ol.gp 


Method 


AAT/GAP 


Start 


9 


End 


352 


GI 


2424 1.R1084 


Score 


642 


Exons 


9. .352 - 






GI Descrip. 


f 4006895/emb|CAB16825.1| 5. 


Oe-24 (Z99708) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


23918 


Seq. ID 


OJ991014_02.0110.C5 




49893 


Strand 


+ 


Start 


373 


End 


530 


Name 


OJ991014 02.0110.C5.ol.gs 


Method 


GENSCAN 


Start 


373 


End 


530 


GI 


none 


Score 


.98 


Exons 


373. .530 






Seq. No. 


23919 


Seq. ID 


OJ991014_02.0110.C6 


Gene No. 


49894 


Strand 




Start . 


1 


End 


609 


Name 


OJ991014 02.0110.C6.ol.gp 


Method 


AAT/GAP 



24228 



Start 


1 




End 


453 




GI 


2431280 




Score . . 


461 




Exons 


1..168, 259. .322, 415. .453 








Seq. No. 


C O ZJ 1. Z) 




Seq. ID 


OJ991014_02.0110 


.C6 


nana Mn 


4 Qft Q4 
*i y O V *i 




Strand 






Start 


1 

X 




End 


609 




Name 


vyu ^ ^ x v x i 




Method 


GENSCAN 




Start 


O 




End 


609 




GI 


hone 




Score 


.99 




Exons 


28. .168, 


259. .322, 415. .446, 


527. .609 






Seq. No. 






Seq. ID 


OJ991014_02.0110 


-C6 


bene ino . 


4 Qft Q4 




Strand 






Start 


X 




End 


609 




Name 


n.TQQi m 4 


D9 m i n rfi oi -i-m 

u^.uiiu.L/C.ui. cm 


Method 


TBLASTX: Maize 




Start 






End 


165 




GI 


none 




Score 


137 




Exons 


30. .161, ' 


46. .165, 47. .163 








Seq. No. 


/ jjl" 




Seq. ID 


OJ991014_02.0110 


.C6 


bene ino . 


fi :7 0 Z7 4 




Strand 






Start 


1 
X 




End 


609 




Name 


n tqq i m 4 


02.0110.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


H 0 




^ End ' 


297 




GI 


none 




Score 


104 




Exons 


46. .168, 


47. .169, 54. .170, 259. .297 






Seq. No. 


£. 3 -/ 1 -7 




Seq. ID 


OJ991014_02.0110 


.C6 


Gene No. 


4 Qft Q4 




Strand 








1 
x 




End 


du y 




Name 


D TQQ1 014 


02.0110.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


i ^n — 




End 


593 




GI 


none 




Score 


74 




Exons 


130. .168, 


131..169, 228.-323 


, 2S9..324 


, 260. .331, 382..< 


447, 




414. .446, 


527. .592, 537. .593 








Seq. No. 


23920 




Seq. ID 


OJ991014_02.0110 


.CI 


Gene No. 


49895 




Strand 






Start 


1 




End 


776 




Name 


OJ991014 


02.0110. C7.ol.gp" 


Method 


AAT/GAP 




Start ■ 


1 




End • 


392 • ' 




GI 


2317538 




Score 


769 





Exons 1..392 

GI Descrip. 212954 9/pir | | S71198 9.0e-18 calcium-dependent protein kinase (EC 

2.7.1.-) CDPK19 - Arabidopsis thaliana >gi_2129551_pir S71778 

calcium-dependent protein kinase 19 - Arabidopsis thaliana 
>gi_836942 (U20624) calcium-dependent protein kinase 
[Arabidopsis thaliana] >gi_836948 (U20627) calcium-dependent 
protein kinase [Arabidopsis thaliana] 



Seq. No. 23920 

Gene No. 49895 

Start 1 

Name OJ991014_02 . 0110 . C7 . ol . tc 

Start 230 

GI none 



Seq. ID OJ991014_02.0110.C7 
Strand 

End 77 6 

Method TBLASTX : Cres s 

End 775 

Score 100 



24229 




Exons 


230. .400, 248. .388, 249.. 


434, 548.-775 


, 550.. 774 




Seq. No. 


23920 


Seq. ID 


OJ991014_02.0110 


.C7 


bene wo. 


h yoyo 


otrana 






Start 


1 


End 


776 




Name 


OJ991014 02.0110.C7.ol.gs 


Method 


GENSCAN 




Start 


233 


End 


715 




GI 


none 


Score 


.94 




Exons 


233. .385, 550. .715 . 








Seq. No. 


23920 


Seq. ID 


OJ991014 02.0110 


.C7 


Gene No. 


49895 


Strand 


- 




Start 


1 


End 


776 




Name 


OJ991014 02.0110.C7.ol.np 


Method 


AAT/NAP 




Start 


236 


End 


776 




GI 


2129549 


Score 


446 




Exons 


236. .385, 550. .776 








GI Descrip. 


calcium-dependent protein 


kinase (EC 2 


.7.1.-) CDPK19 - 





Arabidopsis thaliana gi | 2129551 1 pir | | S7 1778 calcium-dependent 

protein kinase 19 - Arabidopsis thaliana gi 1836942 (U20624) 

calcium-dependent protein kinase [Arabidopsis thaliana] 

gi 1 836948 (U20627) calcium-dependent protein kinase [Arabidopsis 

thaliana] 



Seq. No. 


23920 . 






•Seq. ID 


OJ991014_02.0110 


.C7 


Gene No. 


4 9895 






Strand 


- 




Start 


1 






End 


776 




Name 


OJ991014 


02. 0110. C7 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


248 






End 


775 




GI 


none 






Score 


100 




Exons 


248. .388, 


248. .388, 


252. .413, 


252. .401, 


295. .411, 548.. 


775 




550. .774 












Seq. No. 


23920 






Seq. ID 


OJ991014JD2.0110 


.C7 


Gene No. 


49895 






Strand 






Start 


1 






End 


776 




Name 


OJ991014 


02. 0110. C7 


. ol . tm 


•Method 


TBLASTX: Maize 




Start 


324 






End 


774 




GI 


none 






Score 


90 




Exons 


324. .386, 


324. .386, 


326. .388, 


326. .388, 


548. .772, 549... 


728, 




550. .774, 


550. .774 










Seq. No. 


23921 






Seq. ID 


OJ991014_02.0110 


.C8 


Gene No. 


49896 






Strand 


+ 




Start 


135 






End 


776 




Name 


OJ991014 


02. 0110. C8 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


125 






End 


437 




GI 


none 






Score 


136 




Exons 


125. .226, 


126. .281, 


288. .437, 


288. .437 






Seq. No. 


23921 






Seq." ID 


OJ991014 02.0110 


.C8 


Gene No. 


49896 






Strand 


+ 




Start 


135 






End 


776 




Name 


OJ991014 


02. 0110. C8 


. o 1 . np 


Method 


AAT/NAP 




Start 


' 135 






End 


776 




GI " 


48357887'- 






Score. 


'614 ■ " 





Exons 13 5.. 77 6 



24230 




GI Descrip. (AC007296) Strong similarity to gb|U74319 obtusifoliol 14-alpha 
demethylase (CYP51) from Sorghum bicolor and is a member of the 
PFI.00067 cytochrome P450 family. ESTs gb|AA72030, gb|N65031 and 
gb|AA651059 come from ... 



Seq. No. 


23921 




Seq. ID 


OJ991014_02.0110 


.C8 


Gene No. 


49896 




Strand 


+ 




Start 


135 




End 


776 




Name 


OJ991014 02. 0110. C8. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


135 




End 


776 




GI 


none 




Score 


63 




Exons 


135. .197, 204. .281, 


320. .652, 


321. .776, 


. 633. .773 




Seq. No. 


23921 




Seq. ID 


OJ991014 02.0110 


.C8 


Gene No. 


49896 




Strand 


+ 




Start 


135 




End 


776 




Name 


OJ991014 02. 0110. C8. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


135 




End 


773 




GI 


none 




Score 


137 




Exons 


135. .281, 137. .259, 


321. .773, 


335. .460, 


533. .772 




Seq. No. 


23921 




Seq. ID 


OJ991014_02.0110 


.C8 


Gene No. 


49896 




Strand 


+ 




Start 


135 




End 


776 




Name 


OJ991014 02. 0110. C8. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


501 




End 


776 




GI 


none 




Score 


283 




Exons 


501. .776, 540. .773 










Seq. No. 


23922 




Seq. ID 


OJ991014_02.0110 


.C9 


Gene No. 


49897 




Strand 


+ 




Start 


131 




End 


1244 




Name 


OJ991014 02. 0110. C9. 


ol . gs 


Method 


GENSCAN 




Start 


131 




End 


1244 




GI 


none 




Score 


.41 




Exons 


131. .135, 763. .1244 










Seq. No. 


23923 




Seq. ID 


OJ991014_02.0110 


.C12 


Gene No. 


49898 




Strand 






Start 


1 




End 


332 




Name 


OJ991014 02.0110.C12 


.ol.np 


Method 


AAT/NAP 




Start 






End 


332 




GI 


4914320 




Score 


253 




Exons 


1. .332 










GI Descrip. 


(AC005489) F14N23.6 


[-Arabidopsis thaliana] 




Seq. No. 


23923 




Seq. ID 


OJ991014__02.0110 


.C12 


Gene No. 


49898 




Strand 






Start 


1 - ■ 




End 


332 




Name 


OJ991014 02.0110.C12 


.ol . gs 


Method 


GENSCAN 




Start 


42 


End 


284 




GI 


none 




Score 


.84 




Exons 


42. .284 










Seq. No. 


23924 




Seq. ID 


OJ991014_02.0110, 


.C14 


Gene No.' 


49899 - .. . 




Strand " 






Start 


188 




End 


667 





24231 




Name 


OJ991014 02.0110.C14.ol, 


,np 


Method 


AAT/NAP 






Start 


188 - 




End 


667 






GI 


6862950 . 




Score 


213 






Exons 


188. .264, 378. .667 












GI Descrip. 


(AC019018) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


23924 




beq. lu 


Pi TQQ1 ni / AO 


. U1XU 


.C14 


bene ino . 






Strand 








Start 


188 




bna 


can 
bo / 






Name 


OJ991014 02.0110.C14.ol. 


gs' 


Method 


GEN SCAN 






Start 


387 




End 


582 






GI 


none 




Score 


A O 






Exons 


387. .582 












Seq. No. 


23925 




beq. lu 


n tqqi m / no 


. U 1 XU 


.C15 


bene imo . 






O V* ^ vs >-J 

otrana 








Start 


461 




bna 


b / b 






Name 


OJ991014 02.0110.C15.ol. 


gs 


Method 


bhNbbAN 






Start 


461 




End 


676 






GI 


none 




Score 


.81 






Exons 


461. .676 












Seq. No. 


23926 




Seq. ID 


OJ991014_02, 


.0110 


.C16 


Gene No. 


49901 




Strand 


+ 






Start 


103 




End 


461 






Name 


OJ991014 02.0110.C16.ol. 


gp ' 


'Method 


AAT/GAP 






Start 


103 




End 


461 






GI 


uC-osflcyp085b05al 




Score 


475 






Exons 


103. .216, 308. .461 












GI Descrip. 


'3176723 7.0e-10 (AC002392) 


putative protein kinase [Arabidopsis 




thaliana] 1 












Seq. No. 


23926 




Seq. ID 


OJ991014_02. 


,0110 


.C16 




49901 




Strand 


+ 






Start 


103 




End 


461 






Name 


OJ991014 02.0110.C16.ol. 


gs 


Method 


GEN SCAN 






Start 


117 




End 


461 






GI 


none 




Score 


.64 






Exons 


117. .216, 308. .461 












Seq. No. 


23927 




Seq. ID 


OJ991014_02. 


,0110 


.C18 


bene ino • 


49902 




Strand 








Start 


364 




End 


1605 






Name 


OJ991014 02.0110.C18.ol. 


gs 


Method 


GENS CAN 






Start 


364 




End 


1605 






GI 


none 




Score 


.82 






Exons 


364. .497, 668. .898, 1532 


. .1605 








Seq. No. 


23928 




Seq. ID 


OJ991014_02. 


0110 


.C21 


bene no . 


49^03 




Strand 


+ 






Start . 


48' : 




End 


125 






Name 


OJ991014 02.0110.C21.ol. 


gs 


Method 


GENSCAN 






Start 


48 


End 


125 






GI 


none 




Score 


.8 






Exons 


48... 125 












Seq. No. 


23928 . 




Seq. ID 


OJ991014_02. 


0110 


.C21 



24232 



Gene No. 4 9904 Strand 

Start 132 ■ End * 639 

Name OJ991014_02 . 0110 . C21 . ol . gp Method AAT/GAP 

Start 132 End 639 

GI 5003489 Score 914 

Exons 132.. 639 

GI Descrip. 5738362/emb | CAB52870 . 1 | 2.0e-18 (AL021637) putative protein 
[Arabidopsis thaliana] 



Seq. No. 23928 

Gene No. 49904' 

Start 132 

Name OJ991014_02.0110.C21.ol.tm 

Start 133 

GI none 

Exons 133.. 180, 269.. 349, 385.-438, 
443. .637, 449. .637, 451. .639 



Seq. ID OJ991014_02.0110.C21 

Strand 

End 639 

Method TBLASTX : Mai ze 

End 639 

Score 41 

38S..438, 418. .636, 420. .521, 



Seq. No. 


23929 


Seq. ID 


OJ991014_02 


.0110. C22 


Gene No. - 


49905 


Strand . 






Start 


20 


End 


190 




Name 


OJ991014 02.0110.C22.ol.gs 


Method 


GEN SCAN 




Start 


20 


End 


190 




GI 


none 


Score 


.67 




Exons 


20.. 190 








Seq. No. 


23930 


Seq. ID 


OJ991014 02, 


.0110. C23 


Gene No. 


49906 


Strand 


+ 




Start 


1 


End 


548 




Name 


OJ991014 02.0110.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


548 




GI 


6630685 


Score 


612 




Exons 


1. .548 








GI Descrip. 


(AP000969) Similar to copia- 


-type pol polyprotein. 


(AF105716 




[Oryza sativa] 









Seq. No. 23930 

Gene No. 49906 

Start 1 

Name OJ991014_02 . 0110 . C23 . ol . tm 

Start 10 

GI none 
Exons 



Seq. ID OJ991014_02.0110.C23 
Strand 
End 

Method 
End 
Score 



+ 

548 

TBLASTX: Maize 

547 

391 



10. .99, 11. .388, 20. .358, 133. .390, 388. .546, 389. .547 



Seq. No. 23930 Seq. ID 

Gene No. 4 9906 Strand 

Start 1 End 

Name OJ991014_02 . 0110 . C23 . ol . gs Method 

Start 125 End 

GI none Score 

Exons 125.. 350 



OJ991014_02.0110.C23 
+ 

548 

GENSCAN' 

350 

.65 



Seq. No. 23930 Seq. . ID 

Gene No. 4 9906 Strand 

Start 1 End;- 

Name - -• OJ9?1014_02 . 0110 . C23 . ol . tw - ' Method. 

Start " 151 End 



OJ991014_02.0110.C23 

+ 

548 

TBLASTX : Wheat 
316 



24233 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
151. .300, 152. .316, 155. .313 



212 



23931 
49907 
1 

OJ991014_02.0110.C25.ol.np 
1 

4587989 
1. .71 

(AF085279) hypothetical Cys-3-His zinc finger protein 
[Arabidopsis thaliana] gi I 65989331 gb | AAF18728 . 1 1 AC018721_3 
(AC018721) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID OJ991014_02.0110.C25 

Strand 

End 71 

Method AAT/NAP 

End 71 

Score 102 



Seq. . No. 


23932 




Seq. ID 


OJ991014 


Gene No. 


49908 




Strand 


- 


Start 


308 




End 


430 


Name 


OJ991014 02.0110.C31.ol. 


gs 


Method 


GEN SCAN 


Start 


308 




End. 


430 


GI 


none 




Score 


.53 


Exons 


308. .430 








Seq. No. 


23933 




Seq. ID 


OJ991014 


Gene No. 


49909 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ991014 02.0110.C32.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


555 


GI 


6815099 




Score 


86 


Exons 


1..20, 403. .555 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


23934 




Seq. ID 


OJ991014 


Gene No. 


49910 




Strand 




Start 


1 




End 


590 


Name 


OJ991014 02.0110.C35.ol. 


np 


Method 


AAT/NAP 


Start 


1 


End 


590 


GI 


5738362 




Score 


184 


Exons 


1..29, 395. .590 









GI Descrip. (AL021637) putative protein [Arabidopsis thaliana] 



Seq. Np. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

'GI 

Exons 

GI Descrip. 



23934 
49910 
1 

OJ991014_02.0110.C35.ol.tm 

403 

none 

403. .588, 406. .588, 414. .590 



Seq. ID OJ991014_02.0110.C35 
Strand 

End 590 

Method TBLASTX : Mai ze 

End 590 

Score 174 



23934 
49910 
1 

OJ991014_02.0110.C35.ol.gp 
418 

31792JL.R1084 
418. .590 . 

'2129549/pir M S71198 9 . Oe-18 .calcium-dependent protein kinase 



Seq. ID OJ991014_02.0110.C35 
Strand 

End 590 

Method AAT/GAP 

End 590 

Score 327 



24234 



(EC 2.7.1.-) CDPK19 - Arabidopsis thaliana 

>gi_2129551_pir S71778 calcium-dependent protein kinase 19 

Arabidopsis thaliana >gi_836942 (U20624) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836948 (U20627) 
calcium-dependent protein kinase [Arabidopsis thaliana] 1 



Seq. No. 23934 Seq. ID 

Gene No. 49910 Strand 

Start 1 End 

Name OJ991014_02 . 0110 . C35 . ol . gs Method 

Start 418 End 

GI * none Score 

Exons 418.. 563 



OJ991014_02.0110.C35 
590 

GEN SCAN 

563 

.97 



Seq. No. 23935 , Seq. ID OJ991014_02 . 0110 . C36 

Gene No. 4 9911 ' Strand 

Start 1 End 535 

Name OJ991014_02 . 0110 . C36 . ol . np Method AAT/NAP 

Start 1 End 535 

GI 6630685 Score 747 

Exons 1 . . 535 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. No. 23935 Seq". ID 

Gene No. 49911 Strand 

Start 1 End 

Name OJ991014JD2 . 0110 . C36 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..72, 14. .70, 66. .491, 67. .492 



OJ991014_02.0110.C36 
535 

TBLASTX: Maize 

492 

51 



Seq. No. 23935 Seq. ID 

Gene No. 4 9911 Strand 

Start 1 End 

Name OJ991014_02 . 0110 .' C36 . ol . ts Method 

Start 13 End 

GI none Score 

Exons 13.. 75, 129.. 491, 139.. 303 

Seq. No.. 23935, Seq. ID 

Gene No. 499.11 Strand 

Start 1 End 

Name OJ991014_02 . 0110 . C36 . ol . gs Method 

Start 39 End 

GI none Score 

Exons 39.. 482 



OJ991014_02.0110.C36 
535 

TBLASTX : Soybean 

491 

84 



OJ991014_02.0110.C36 
535 

GEN SCAN 

482 

.43 



Seq. No. 23936 Seq. ID 
Gene No. 49912 Strand- 
Start 69 End 
Name OJ991014_02 . 0110 . C38 . ol . gp Method 
Start 69 " ' End 
GI 2428329 Score 
Exons 69.. 292 



OJ991014_02.0110.C38 
292 

AAT/GAP 
2 92 
373 



Seq. No. 



23936 



Seq. ID OJ991014_02 .0110.C38 



24235 



Gene No. 49912 Strand 

Start 69 End 292 

Name OJ991014_02 . 0110 .C38 . ol . gs Method GENSCAN 

Start 71 " - End 135 

GI none Score . 8 

Exons 71.. 135 



Seq. No. 23937 Seq. ID OJ991014_02 . 0110 . C42 

Gene No. 4 9913 - , Strand + 

Start 1036 . End 1346 

Name OJ991014_02 . 0110 ;C42 . ol . gp Method AAT/GAP 

Start 1036 End 134 6 

GI 72524_1.R1084 Score 406 

Exons 1036.. 1346 

GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



Seq. No. 


23938 


Seq. ID 


OJ991014_02.0110.C43 


•Gene No. 


49914 


Strand 


+ 


Start 


7209 


End 


11500 


Name 


OJ991014 02.0110.C43.o2.gs 


Method 


GENSCAN 


Start 


7209 


End 


11489 ■ 


GI 


none 


Score 


.91 


Exons 


7209. .11489 






Seq. No. 


23938 


Seq. ID 


OJ991014_02.0110.C43 


Gene No. 


49914 


Strand 


+ 


Start 


7209 


End 


11500 


Name 


OJ991014 02.0110.C43.ol.np 


Method 


AAT/NAP 


Start 


7242 


End 


11500 


GI 


5295971 


Score 


3379 


Exons 


7242.. 11500 






GI Descrip. 


(AB026295) EST D24315 (R1718) 


corresponds to a region of the 




predicted gene.; Similar to 


Tobacco DNA for retroviral-like 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 


Seq. No. 


23938 


Seq. ID 


OJ991014_02.0110.C43 


Gene No. 


49915 


Strand 


+ 


Start 


12036 


End 


14399 


Name 


OJ991014 02.0110.C43.o2.gp 


Method 


AAT/GAP 


Start 


11835 


End 


11941 


GI 


uC-osrocyp037e07al 


Score 


187 


Exons 


11835. .11941 






GI Descrip. 


•3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 41.9KD 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 1 



Seq. No. 23938 Seq. ID 

Gene No. 4 9915 . Strand 

Start 12036 End 

Name OJ991014_02 . 0110 . C43 . o3 . gs Method 

Start 12036 End 

GI none Score 

Exons 12036. .12801, 14248.. 14399 



OJ991014_02.0110.C43 
+ 

14399 
GENSCAN 
14399 
.57 



Seq. No. 
Gene No. 



23938 
49916 



Seq. ID OJ991014_02.011O.C43 
Strand + 



24236 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



24939 End 

OJ991014_02.0110.C43.o5.np Method 

24 937 End 

4680207 Score 



29638 
AAT/NAP 
29176 
1259 



24937..2S788, 25987 27 675, 29158. .29176 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. ,No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991014_02.0110.C43 
*'+ 

29638 

GENSCAN 

27730 



23938 Seq. ID 

49916 Strand 

24939 End 

OJ991014_02.0110.C43.o5.gs Method 

24939 End 

none Score .88 
24939. .25548, 25710 .. 25788, 25906 .. 26186, 26394.. 27730 

23938 Seq. ID OJ991014_02 . 0110 . C43 

49916 Strand + 

24939 End 29638 

OJ991014_02.0110.C43.o6.np Method AAT/NAP 

26699 End 27165 

1469876 Score 55 

26699, .27165 

(D63481) The KIAA0147 gene product, is related to adenylyl 

cyclase. [Homo sapiens] ... 



23938 ' r - Seq. ID 

49916 Strand 

24939 End 
OJ991014_02 . 0110 . C43 . 06 . gs Method 

28443 End 

none Score 

28443. .28544, 29459. .29638 



OJ991014_02.0110.C43 
+ 

29638 
GENSCAN 
29638 
.88 



23938 Seq. ID 

49917 Strand 
41350 End 
OJ991014_02 . 0110 . C43 . 08 . np Method 
41350 End 
6069646 Score 
41350. .41373, 4 4301 .. 45098 , 45387. .46360 
(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



OJ991014_02.0110.C43 
+ 

46360 
AAT/NAP 
46360 
876 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



23938 Seq. ID 

49918 Strand 
62855 End 
OJ991014_02.0110.C43.o3.gp Method 
62855 End 
LIB3477-003-P1-K1-E9 Score 
62855. .62995 

. , 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991014_02.0110.C43 
+ 

62995 
AAT/GAP 
62995 
159 



24237 




06CJ . INO . 


0*3Q"3Q 


beq. iu 


uo y y iu 14 . 


U11U 




Gene No. 


49919 


Strand 


+ 






Start 


65400 


End 


65981 






Name 


OJ991014 02.0110.C43.ol2.gs 


Method 


GENSCAN 






Start 


65400 


End 


65981 






GI 


none 


Score 


.89 






Exons 


65400. .65981 










oeq . ino . 




oeq . iu 




U11U 




Gene No. 


49920 


Strand 








Start 


402 


End 


3942 






Name 


OJ991014 02.0110.C43.ol.gs 


Method 


GENSCAN 






Start 


402 


End 


3942 






GI 


none 


Score 


.52 






Exons 


402. .580, 995.-2774, 3060.. 


3241, 3912. 


.3942 






Seq. No. 


23938 


Seq. ID 


OJ991014_02. 


0110 


.C43 


Gene No. 


49921 


Strand 








Start 


. 7072 


End 


7173 






Name 


OJ991014 02.0110.C43.ol.gp 


Method 


AAT/GAP 






Start 


7072 


End 


7173 






GI 


uC-osrocyp037e07al 


Score 


187 






Exons v 


7072. .7173 










GI Descrip. 


',3176667 1.0e-17 (AC004393) 


Similar to 


hypothetical 


41.. 


9KD 



protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] ' 



Seq. No. 


23938 


Seq. ID 


OJ991014 


__02 


.0110 


Gene No. 


49922 


Strand 








Start 


17415 


End 


20924 






Name 


OJ991014 02.0110.C43.o2.np 


Method 


AAT/NAP 






Start 


17415 


End 


20924 






GI 


6520171 


Score 


115 






Exons 


17415. .17544, 18041 .. 18381, 


18878. .19065, 20846 


. .20924 


GI Descrip. 


(AB028202) PRM1 homolog [Arabidopsis ■ 


thaliana] 






Seq. No. 


23938 


Seq. ID 


OJ991014 


_02 


.0110 


Gene No. 


49922 


Strand 








Start 


17415 


End 


20924 






Name *■•'. * 


.OJ991014 02.0110.C43.o4.np 


Method 


AAT/NAP 






Starf 


19964 


End 


20284 






GI 


4587242 


Score 


243 






Exons 


19964. .20284 










GI Descrip. 


(AB022165).. A320-4 [Oryza sativa] 








Seq. No. 


23938 


Seq. ID 


OJ991014_ 


_02 


.0110 


Gene No. 


49923 


Strand 








Start 


. 32036 


End 


36471 






Name 


OJ991014 02.0110.C43.o7.gs 


Method 


GENSCAN 






Start 


32036 


End 


36471 






GI 


none 


Score 


.89 






Exons 


32036. .32101, 33472.. 36471 










Seq. No. 


23938 


Seq. ID 


*OJ991014_ 


_02 


.0110 


Gene No. 


49923 ; 


Strand 








Start 


32036 


End 


36471 







24238 



Name 


OJ991014 02.0110.C43 


. o7 . np 


Method 


AAT/NAP 




Start 


35173 




End 


35832 




GI 


1708710 




. Score 


352 




Exons 


35173. .35832 










GI Descrip. 


(U60069) 11. pep [Solanum tuberosum] 






Seq. No. 


Z J J JO 




Seq. ID 


OJ991014 


_02.0110 


Gene No. 


A QQ9 A 
4 y j£ 4 




Strand 






CJ_ - —4- 

O Cdl L 


J / D -7f± 




End 


39384 




Name 


otqqi m 4 09 m in fM^ 

Uu 3 jlUl*i . U J. 1 V . ^4 o 


. 00 . gs 


Method 


GENS CAN 




Start 




End ' 


39384 




GI 


none 




Score 


.8 




Exons 


^l^QA 7*7RHn "3ft9££ 


OQCI 1 


38550. .38640, 38718 


. .39033, 




j?^ y / . . jy jo ft 










Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


Gene No. 


4 J J £ D 




Strand 






Start 


4 / JJ.D 




End 


60872 




Name 


ujyyiui4 . U11U.L40 


. olO . gs 


Method 


GEN SCAN 




Start 


4 / J ± O 


End 


58201 ' 






none 




Score 


.54 




Exons 


4 / jid. .4 / ozd, 4 / t>y u . 


.4 / 0 xZ , 


47871. .48 


207, 48557 


. .48646, 




4 y 1 ju . . 4 y 1 / y , 4you4. 


A on Q A 

. 4 y / o4 , 


50563. .50 


623, 50842 


. .50932, 




52263. .52551, 52634. 


.52804, 


52883. .53 


769, 53857 


...54303, 




54382. .54606, 54682. 


.55045, 


55748. .55 


846, 55868 


. .56215, 




57207. .58092, 58189. 


.58201 








Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


Gene No. 


4 992*5 




Strand 






u Lai U 


47316 




End 


60872 




Name 


OJ991014 02.0110.C43 


. 0 9 . np 


Method 


AAT/NAP 




Start 


51960 




End 


60702 




GI 


4680204 




Score 


125 




Exons 


51960. .52141, 56012. 


.56207, 


60664. .60702 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


23938 




Seq. ID 


OJ991014_ 


_02.0110 


Gene No. 


49925 




Strand 






q+- r +- 

O Lai U 


47316 




End 


60872 




Name 


OJ991014 02.0110.C43, 


. olO.np 


Method 


AAT/NAP 




Start 


57034 


End 


59343 




GI 


4680203 




Score 


650 




Exons 


57034. .58092, 59302. , 


.59343 








GI Descrip. 


(AF114171) TNP2-like 


protein 


[Sorghum 


bicolor] 




Seq. No. 


23938 




Seq. ID 


OJ991014_ 


_02.0110 


bene wo. 


49925 




Strand 






Start 


47316 




End 


60872 




Name 


OJ991014 02.0110.C43, 


.oll.gs 


Method 


GEN SCAN 




Start 


59880 


End ■ 


60872 




GI 


none 




Score 


.74 




Exons 


59880. .60872 










Seq. No. 


23938 




Seq. ID 


OJ991014_ 


_02.0110 


Gene No. 


49926 




Strand 






Start 


"'65865 




End 


71693 




Name 


OJ991014 02.0110.C43. 


. o5 . tc 


Method 


TBLASTX: Cress 



24239 



Start 
GI 

Exons 



711 End 35925 

none Score 66 

711. .878, 1362. .14.96, 1362. .1496, 1519. .1623, 1530. .1625, 
1845. .1883, 1977. .2099, 18031 .. 18171 , 1894 1 .. 19045, 
19550. .19687, 19727 .. 19825, 20045 20083, 20177 .. 20299, 
25443. .25502, 25550 .. 25603, 25610 .. 25771 , 25880 .. 26023, 
26147. .26248, 26164 .. 26232, 26294 .. 2644 6, 26320 .. 26445, 
26465. .26638, 34 4 95 .. 34 659, 3514 6 .. 35289, 35195 .. 35266, 
35300. .35386, 35311 .. 354 30, 35650.. 35925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23938 Seq. ID 

49926 Strand 

65865 End 

OJ991014_02.0110.C43.o6.tw Method 

1152 End 

none Score 



O'J991014_02.0110.C4 3 
71693 

TBLASTX: Wheat 

26869 

204 



1152.. 1208, 1263.. 1388, 19385 194 68 , 194 63 19585, 
26416. .26643, 26420 26647, 26675.-26869, 26677.. 26850 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



23938 Seq. ID 

49926 Strand 

65865 End 

OJ991014_02.0110.C43.o7.tm Method 

1332 End 

none Score 



OJ991014_02.0110.C43 

71693 ■ 
TBLASTX: Maize 
35475 
85 



1332. .1499, 1554. .1625, 19529 .. 19696, 19751 .. 19834 , 
26116. .26232, 26153 .. 26233, 26245 .. 2 6280, 2 624 9 . . 2628 1 , 
26299. .26451, 26300 26452, 26321 .. 2 6452 , 264 68.-26635, 
26473. .26631, 35119 .. 35265, 35347.-35475 



Seq. No. 23938 Seq. ID 

Gene No. 4 9926 Strand 

Start 65865 End 

Name OJ991014_02 . 0110 . C43 . o4 . ts Method 

Start 1338 End 

GI none Score 
Exons 



OJ991014_02.0110.C43 
71693 

TBLASTX: Soybean 

35424 

38 



1338. .1481, 19535. .19678, 19751 .. 19822, 25958 .. 26002, 
25963. .26004, 25985 .. 26134 , 26122 .. 26490, 2 6135 .. 264 61 , 
26453. .26626, 26477 .. 26602, 26861 .. 2 6989, 26890 .. 27036, 
35053. .35280, 35335.-35424 



Seq. No. 23438' . Seq. ID 

Gene No. 4 9'926 Strand 

Start 65865 End 

Name OJ991014_02 . 0110 . C43 . oil . tw Method 

Start 1401 End 

GI none Score 
Exons 



OJ991014_02.0110.C43 
71693 

TBLASTX: Wheat 

35265 

203 



1401. .1538, 19598. .19732, 26134 .. 264 15, 26135 .. 264 10, 
35149.. 35265 



Seq. No. 23938 

Gene No. 49926 

Start 65865 

Name OJ991014 02 . 0110 . C43 . 08 . ts 

Start 1569 

GI none 
Exons 



Seq. ID OJ991014 02.0110.C43 



Strand 
End 

Method 

End 

Score 



71693 

TBLASTX : Soybean 

35865 

91 



1569.. 1652, 1731. .1931, 1732.. 1890, 1881.. 2024, 1951.. 2085, 



24240 



2012.. 2083, 2019.. 2084, 19931 .. 20131, 19932 20090, 
20081. .20224, 20219 .. 20284 , 35527 35688 , 35528 35671 , 
35683. .35796, 35803.. 35865 



Seq. No. 


23938 






Seq. ID 


OJ991014JD2.0110 


.C43 


Gene No. 


49926 






Strand 






Start 


65865 






End 


71693 




Name 


OJ991014 02 


.0110 


.C43.o8.tm 


Method 


TBLASTX: Maize 




Start 


1944 






End 


60821 




GI 


none 






Score 


117 




Exons 


1944. .2234, 


1981 


..2106, 1982 


..2239, 20144. .20479, 20174 


. .20308, 




20181. .20435, 25553 .. 25603, 


35680. .35739, 35740 .. 35970, 






35746. .35967, 35878 .. 36009, 


36041. .36103, 60645.. 60821 




Seq. No. 


i jy Jo 






Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


4 y 32. D 






Strand 






Start 


boo DO 






End 


71693 




Name 


OJ991014 02 


.0110 


.C43.ol2.tm 


Method 


TBLASTX: Maize 




Start 


4167 






End 


45653 




GI 


none 






Score 


137 




Exons 


41o / . . 4 J1U, 


41/5 


. . 4 joy , 4 Jz J 


..4400, 45384. .45563, 45576 


. .45653 


Seq. No. 


z jy Jo 






Seq. ID 


OJ991014 02.0110 


.C43 


Gene No. 


4 y yzo 






Strand 






Start 


C C O /" c 

OOOOO 






T-l _] 

End 


/i ©y j . 




Name 


OJ991014 02 


.0110 


.C43.o9. tw 


Method 


TBLASTX: Wheat 




Start 


7479 






End 


7859 






none 






Score 


z09 




Exons 


/4 / 9 . . /ooy 












Seq. No. 


o o o o 

z J9 Jo 






Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


/i fi o o c 

4yyzb 






Strand 






Start 


boo DO 






End 


71693 




Name 


OJ991014 02 


.0110 


.C43.ol4.tm 


Method 


TBLASTX: Maize 




Start 


7554 






End 


7865 




GI 


none 






Score 


223 




Exons 


7554 . .7865 












Seq. No. 


23938 






Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


49926 






Strand 






Start 


65865 






End 


71693 




Name 


OJ991014 02 


.0110 


C43.o6.-tm 


Method 


TBLASTX: Maize 




Start 


8372. 






End 


8780 




GI 


none 






Score 


320 




Exons 


8372. .8674, 


8373, 


.8780, 8741 


. .8776 






Seq. No. 


23938 






Seq. ID 


OJ991014JD2.0110 


.C43 


Gene No. 


49926 






Strand 






Start 


65865 






End 


71693 ■■' 




Name 


OJ991014 02 


0110. 


C43.o4.tw 


Method 


TBLASTX: Wheat 




Start 


8394 






End 


8846 




GI 


• none 






Score 


259 




Exons 


8394. .8759, 


8408. 


.8761, 8760 


. .8846 






Seq. No. 


23938 






Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


49926 






Strand . 






Start 


65865 






End 


71693 





24241 




Name 


OJ991014 02. 


0110. 


C43.o6. 


ts 


Method 


TBLASTX : Soybean 




Start 


8784 








End 


9113 




GI 


none 








Score 


240 




Exons 


8784. .9113, 


8880. 


.8960 










Seq. No. 


23938 








Seq. ID 


OJ991014_02.0110. 


C43 


Gene No. 


A Q QO C 

4 y yZ D 








otrana 






Start 


65865 








End 


71693 




Name 


OJ991014 02. 


0110. 


C43.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


8919 








End 


9479 




GI 


none 








Score 


338 




Exons 


8919. .9380, 


8945. 


.9373, 


9390. 


.9479 






Seq. No. 


23938 








Seq. ID 


OJ991014_02.0110. 


C43 


Gene No . 


4 y yz o 








Strand 






Start 


65865 








End 


71693 




Name 


OJ991014 02. 


0110. 


C43.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9122 








End 


9551 




GI 


none 








Score 


464 




Exons 


9122. .9451, 


9126. 


.9467, 


9469. 


.9546, 9480. .9551 




Seq. No. 


23938 








beq. ID 


A TQQ1 H1 /I HO fll 1 ft 

ujyyiui4 uz.unu. 


C43 


Gene No . 


A Q Q o a 

4 y yz d 








btrana 






Start 


65865 








hnct 


/ lfoyj 




Name 


OJ991014 02. 


0110. 


C43.o3. 


tc 


Method 


i BLiAo i a : cress. 




Start 


9144 








r-> ^ J 

hna 


y bi i 




GI 


none 








Score 


2 64 




Exons 


9144. .9611 














Seq. No. 


23938 








Seq. ID 


ojyyiui4 uz.unu. 


C43 


Gene No . 


4 yy/b 








Strand 






Start 


65865 








End . 


71693 




Name 


OJ991014 02. 


0110. 


C43.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


9153 








End 


9629 




GI 


none 








Score 


448 




Exons 


9153. .9629, 


9158. 


.9499, 


9189. 


.9629 






Seq. No. 


23938 








Seq. ID 


OJ991014_02.0110. 


C43 


Gene No. 


49926 








Strand 








DO O DO 








End 


71693 




Name 


OJ991014 02. 


0110. 


C43.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9932 








End 


10448 • 




GI 


5509260 








Score 


452 




Exons 


9932. .10426, 


9948 


. .10448 










GI Descrip. 


- 














Seq. No. 


23938 








Seq. ID 


OJ991014JD2.0110. 


C43 


Gene No . 


4 y yz o 








Strand 






Start 


65865 








End 


71693 




Name 


OJ991014 02. 


0110. 


C43.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9974 








End 


10295 




GI 


none 








Score 


424 




Exons 


9974. .10294, 


9975 


..10295, 10017.. 10295 






Seq. No. 


23938 








Seq. ID 


OJ991014JD2.0110. 


C43 


Gene No. 


49926 








Strand 






Start 


65865 








End 


71693 





24242 




Name 


OJ991014 02.0110.C43 


,o2.. tw 


Method 


TBLASTX: Wheat 




Start 


9978 




End 


10439 




GI 


none 




Score 


66 




Exons 


9978.. 10058, 10038.. 


10433, 


10089. .10439 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 




H J J £. D 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


10070 




End 


10334 




GI 


none - 




Score 


273 




Exons 


10070. .10306, 10071. 


.10334, 


10086. .10325 




Seq. No. 


23938 








.C43 








q+- r ^nH 






Start 


65865 




End 


71 fiQ? 




Name 


OJ991014 02.0110.C43 


.olO.tm 


Met" H oo 1 






Start 


10296 




End 


10691 




GI 


none 




Score 


244 




Exons 


10296. .10691, 10328. 


.10426 








Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


f~2. ono Mo 


A QQOfi 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


.ol0. tw 


Method 


TBLASTX: Wheat 




Start ' 


10623 




End 


10976 




GI 


none 




Score 


92 




Exons 


10623. .10790, 10803. 


.10976 








Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


49926 




Strand 






Cfarf 


DJOuJ 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o3.tm 


Method 


TBLASTX : Maize' 




Start 


10764 




End 


11219 




GI 


none 




Score 


238 




Exons 


10764. .10991, 10764. 


.10958, 


10769. .10996, 10799 .. 10975, 






11004. .11219, 11004. 


.11138, 


11042. .11197 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


49926 




Strand 






u Lai L 


UJOGJ 




End 


71693 




Name 


OJ991014 02.0110.C43 


..ol.tc 


Method 


TBLASTX: Cress 




Start 


10803 




End 


11468 




GI 


none 




Score 


160 




Exons 


10803. .10976, 10998. 


.11099, 


11103. .11219, 11217. . 11468, 






11243. .11428 










Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


CZ. o n o Mo 


a qqo a 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


10827 




End 


11465 




GI 


none 




Score 


133 




Exons 


10827... 10955, 10995. 


. 11465, 


11039. .11185, 11288.. 11419 




SeqJ- No. 


23938 




■ Seq. ID 


OJ991014_02.0110 


.C43 


Gene No. 


49926 




Strand 







24243 




Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


11004 




End 


11438 




GI 


none 




Score 


161 




Exons 


11004. .11222, 11045. 


.11197, 


11237. .11431, 11259.. 11438 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


bene lno • 


A QQ9fi 
ft y j c. Xj 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


.oil . tm 


Method 


TBLASTX: Maize 




Start 


11220 




End 


11465 




GI 


none 




Score 


237 




Exons 


11220. .11465, 11225. 


.11320, 


11387. .11464 




Seq. No. 


23938 




ocy . x u 


n.TQQi ni 4 09 min 


.C43 


belie ViKJ • 


A QQ9 




c+- r anH 






Start 


65865 






71 fiQ^ 




Name 


OJ991014 02.0110.C43 


. ol6. tm 


Me,thod 


TBLASTX: Maize 




Start 


17476 




End 


17733 




GI 


none 






91 

£. X O 




Exons 


17476. .17733 










Seq. No. 


23938 




oeq . x u 


o.tqqi ni 4 09 ni i n 

Uu?"lUl < i UZ.UxxU 


.C43 


bene lno . 






O L-XVdllU 






Start ■ 


65865 




HillU. 


71 £Q7 




Name 


OJ991014 02.0110.C43 


.ol2.tw 


Method 


TBLASTX: Wheat 




Start 


17674 




End 


17910 




GI 


none 




Score 


73 




Exons 


17674. .17910, 17813. 


.17905 








Seq. No. 


23938 




Seq. ID 


OJ991014__02.0110 


.C43 


bene lno . 






Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


.ol3. tm 


Method 


TBLASTX: Maize 




Start 


43217 




End 


43504 




GI 


none 




Score 


173 




Exons 


43217. .43381, 43385. 


.43504 








Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


bene lno . 


A QQ9 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


43702 




End 


70108 




GI 


none 




Score 


252 




Exons 


43702. .44040, 43703.. 


.44050, 


70019. .70108 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110 


.C43 


f*"* ana NT /-\ 

bene lno . 


A QQ9 £ 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43, 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


44286 




End 


69679 




GI 


none 




Score 


343 




Exons 


44286. .44636, 69269.. 


.69433, 


69449. .69679 




Seq. No. 


23938 - 




Seq. ID 


OJ991014_02.0110 


.C43 


Gene No . 


49926 




Strand 






Start 


65865 




End 


71693 





24244 




Name 


OJ991014 02.0110.C43 


. 08 . tw 


Method 


TBLASTX: Wheat 




Start 


44304 




End 


69736 




GI 


none 




Score 


142 




Exons 


44304. .44546, 44562. 


.44639, 


69338. .69415, 69455.. 69736 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110, 


.C43 




t y ^7 \J 




Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


44636 




End 


. 45323 


■ 


GI 


hone 




Score 


177 




Exons 


44636. .44791, 44637. 


.44819, 


44870. .45241, 44877. .45323 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110. 


.C43 


VJC11C iM W . 






Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


44961 




End 


45404 




GI 


none 




Score 


236 




Exons 


44961. .45257, 44963. 


.45250, 


45279. .45326, 45330.. 45404 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110. 


,C43 


uCUC LNU . 






Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43 


.ol8 . tm 


Method 


TBLASTX: Maize 




Start 


45792 




End 


46262 




GI 


none 




Score 


151 




Exons 


45792. .46091, 46140. 


.46262 








Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110. 


C43 


Gene No. 


49926 




Strand 






O Lai L 


DJODJ 




End 


71693 




Name 


OJ991014 02.0110.C43 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


48140 




End 


48372 




GI 


none 




Score 


53 




Exons 


48140. .48220, 48155., 


.48220, 


48166. .48231, 48 166 .. 4 8222 , 






48224. .48370, 48225., 


.48371, 


48226. .48372, 48270.. 48371 




Seq. No. 


23938 




Seq. ID 


OJ991014__02.0110. 


C43 


uCHC IHkJ , 






Strand 






Start 


65865 




End 


71693 




Name 


OJ991014 02.0110.C43, 


>o7.ts 


Method 


TBLASTX: Soybean 




Start 


57033 




End 


57295 




GI 


none 




Score 


111 




Exons 


57033. .57272, 57035., 


.57295, 


57050. .57274 




Seq. No. 


23938 




Seq. ID 


OJ991014_02.0110. 


C43 








Strand 






Start 


65865 




End 


71693. 




Name 


OJ991014 02.0110.C43. 


,o4 .tc 


Method 


TBLASTX: Cress 




Start 


57035 




End 


57298 




GI 


none 




Score 


59 




Exons 


57035. .57298, 57048. . 


57104, 


57144. .57272 




Seq. No. 


23938 




. Seq. ID 


OJ991014JD2.0110. 


C43 


Gene No. 


49926 




Strand 






Start 


65865 




End 


71693 





24245 




IN CLUlC? 




. o3 . tw 


Method 


TBLASTX : 


1/VncaL 




Start 


57047 




• End- 


57733 






GI 


none 




Score 


78 






Exons 


57047. .57172, 57174. 


.57269, 


57191. .57304, 57191 


. .57298, 






57289. .57405, 57311. 


.57394, 


57395. .57733, 57396 


. .57500, 






57585. .57644 












Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


.C43 


Gene No. 


49926 




Strand 










\) *J O U %J 




End 


71693 






Name 


OJ991014 02.0110.C43 


.o5. ts 


Method 


TBLASTX: 


Soybean 




Start 


57320 




End 


57661 






GI 


none 




Score 


153 






Exons 


57320. .57394, 57395. 


.57607, 


57396. .57608, 57411 


. .57608, 






57606. .57656, 57614. 


.57661 










Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


.C43 


VJCllC 1.N . 






Strand 








Start 


65865 




End 


71693 






Name 


OJ991014 02.0110.C43 


.ol7.tm 


Method 


TBLASTX: 


Maize 




Start 


60150 




End 


60380 






GI 


none 




Score 


112 






Exons 


60150. .60380, 60151. 


.60369 










Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


.C43 


Gene No. 


49926 




Strand 








Start 


65865 




End 


71693 






Name 


OJ991014 02.0110.C43 


. oil . np 


Method 


AAT/NAP 






Start 


65865 




End 


70821 






GI 


3746069 




Score 


537 






Exons 


65865. .65892, 69132. 


.70284, 


70387. .70821 






GI Descrip. 


(AC005311) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


23938 




Seq. ID 


OJ991014 


_02.0110 


.C43 


Gene No . 


49926 




Strand 










65865 




End 


71693 






Name 


OJ991014 02.0110.C43 


,ol3.gs 


Method • 


GEN SCAN 






Start 


68383 




End 


71693 






GI 


none 




Score 


.48 






Exons 


68383. .68559, 68637. 


68735, 


69004 . . 69094, 69234 


. . 69405, 






69697. .69789, 70096. 


70301, 


70531. .70628, 71532 


. .71693 




Seq. No. 


23939 




Seq. ID 


OJ991014_ 


_02.0110 


.C44 


Gene No. 


49927 




Strand 


+ 






Start 


1 




End 


1146 






Name 


OJ991014 02.0110.C44. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


1146 






GI 


5091513 




Score 


583 






Exons 


1..515, 1126. .1146 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


23939 




Seq. ID 


OJ991014_ 


_02.0110 


.C44 


Gene No. 


49927 




Strand 


+ 






Start 


r 




End 


1146 






Name 


OJ991014 02.0110.C44. 


ol . gs 


Method 


GENS CAN 






Start 


96 


End 


674 







24246 




GI 


none 


Score 


.8 








Exons 


96.. 674 












Seq. No. 


23940 


Seq. ID 


OJ991014 


_02. 


0110 


.C4 5 


bene ino. 


4 QQ9R 


Strand 


+ 








Start 


196 


End 


1622 








Name 


OJ991014 02.0110.C45.ol.gs 


Method 


GENSCAN 








Start 


196 


End 


1622 








GI 


none 


Score 


-69 








Exons 


196.. 825, 1326.. 1622 












Seq. No. 


23941 


Seq. ID 


OJ991014 


_02. 


0110 


.C4 6 


Gene No. 


49929 


Strand 


+ 










1 


End 


C -3 O 
JJJ 








Name 


OJ991014 02.0110.C46.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


533 








GI 


4587240 


Score 


82 








Exons 


1..26, 268. .533 












GI Descrip. 


(AB022164) Al.1-4 [Oryza sativa] 










Seq. No. 


23942 


Seq. ID 


OJ991014_ 


_02. 


0110 


.C4 9 


Gene No. 


49930 


Strand 


+ 








Start 


227 


End 


270 








Name 


OJ991014 02.0110.C49.ol.gs 


Method 


GENSCAN 








Start 


227 


End 


270 • 








GI 


none 


Score 


. 63 








Exons 


227.. 270 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23942 Seq. ID 

49931 : Strand 

1 End 473 
OJ991014_02.0110.C4 9.ol.np Method - AAT/NAP 

1 End 473 

5091513 Score 80 
1..268, 418. .473 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ991014 02.0110.C49 



23943 
49932 
1 

OJ991014_02.0110.C50.ol.np 
1 

5091512 
1..413 

(AB023482) Similar to_ Plasmodium vivax circumsporozoite protein 
gene, complete cds. (M11926) [Oryza sativa] 



Seq. ID OJ991014_02.0110.C50 

Strand + 

End 413 

Method AAT/NAP 

End 413 

Score 477 



Seq. No. 


23943 


Seq. ID 


OJ991014 


Gene No. 


49933 


Strand 




Start 


104 


End 


294 


Name 


OJ991014 02.0110.C50.ol.gs 


Method 


GENSCAN 


Start 


104 


End 


294 


GI 


none 


Score 


.76 


Exons 


104. .294 






Seq. No. 


23944 


Seq. ID 


OJ991014 


Gene No. 


49934 


Strand 


+ 



24247 



Start 


313 


End 


988 


Name 


OJ991014 02.0110.C52.ol.np 


Method 


AAT/NAP 


Start 


313 


End 


988 


GI 


1871192 


Score 


206 


Exons 


313. .988 






GI Descrip. 


(U90439) putative CCCH-type zinc finger protein [Arabidopsis 




thaliana] 






Seq. No. 


23944 


Seq. ID 


OJ991014_02.0110.C52 


bene ino . 


4 9934 


Strand 


+ 


Start 


313 


End 


988 


Name 


OJ991014 02.0110.C52.ol.gs 


Method' 


GENS CAN 


Start 


395 


End 


931 


GI 


none 


Score 


Q A 


Exons 


395. .658, 769. .931 






Seq. No. 


23944 


Seq. ID 


OJ991014_02.0110.C52 


Gene No. 


49934 


Strand 


+ 


Start 


313 


End 


988 




OJ991014 02.0110.C52.ol.gp 


Method 


AAT/GAP 


Start 


779 


End 


988 


GI 


LIB3431-019-P1-K1-E3 


Score 


362 


Exons 


779. .988 






GI Descrip. 


'1871192 9.0e-26 (U90439) Cys3His zinc 


finger protein isolog 




[Arabidopsis thaliana] 1 






Seq. No. 


23945 


Seq. ID 


OJ991014_02.0110.C53 


Gene No. 


49935 


Strand 


- 


Start 


1 


End 


718 


Name 


OJ991014 02.0110.C53.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


718 


GI 


3645898 


Score 


271 


Exons 


1. .718 






GI Descrip. 


(U68408) in-frame stop codon; 


possibly 


a post-transposition 




mutation [Zea mays] 






Seq. No. 


23945 


Seq. ID 


OJ991014_02.0110.C53 


uene ino . 


49935 


Strand 


- 


Start 


1 


End 


718 


Name 


OJ991014 02.0110. C53.ol.gs 


Method 


GENSCAN 


Start 


47 


End 


504 


GI 


none 


Score 


:4 


Exons 


47. .504 






Seq. No. 


23946 


Seq. ID 


OJ991014_02.0110.C61 


Gene No. 


49936 


Strand 


+ 


Start 


258 


End 


643 


Name 


OJ991014 02.0110. C61.ol.gp 


Method 


AAT/GAP 


Start 


258 


End 


643 


GI 


2424 1.R1084 


Score 


732 


Exons 


258. .643 






GI Descrip. 


I 4006895/emb|CAB16825..1| 5 . 0e- 


-24 (Z99708) putative protein 




[Arabidopsis thaliana] ' 






Seq. No. 


23947 


Seq. ID 


OJ991014_02.0110.C63 


Gene No. 


49937 


Strand 




Start 


1 


End 


1028 



24248 



Name OJ991014_02 . 0110 .C63 . ol . np Method AAT/NAP 

Start 1 End 1028 

GI 5921924 Score 170 

Exons 1..22, 518.. 881, 915.. 1028 

GI Descrip. CYTOCHROME P450 51 (CYPL1) (P450-L1A1) (OBTUSIFOLIOL 14-ALPHA 
DEMETHYLASE) gi 11658193 (U74319) obtusifoliol 14-alpha 
demethylase CYP51 [Sorghum bicolor] 



Seq. No. 23947 Seq. ID 

Gene No. 4 9937 Strand 

Start 1 End 

Name OJ991014_02 . 0110 . C63 . ol . tc Method 

Start 522 End 

GI none Score 
Exons 



OJ991014_02.0110.C63 
1028 

TBLASTX: Cress 

827 

69 



S22..749, 598. .750, 759. .827, 763. .825 



Seq. No. 23948 Seq. ID 

Gene No. 49938 Strand 

Start 3 End 

Name OJ991014_02 . 0110 . C64 . ol . gs Method 

Start 3 End 

GI none Score 

Exons 3 . . 155 



OJ991014_02.0110.C64 
155 

GEN SCAN 

155 

.75 



Seq. No. 23949 Seq. ID 

Gene No. 4 9939 Strand 

Start 147 End 

Name OJ991014_02 . 0110 . C65 . ol . gp Method 

Start 147 End 

GI 1631908 Score 

Exons 147.. 214 



OJ991014_02.0110.C65 
+ 

214 

AAT/GAP 

214 

136 



Seq. No. 23949 Seq. ID 

Gene No. 49940 Strand 

Start 24 End 

Name OJ991014_02 . 0110 . C65 . ol . gs Method 

Start 24 End 

GI none Score 

Exons 24 . . 66 



OJ991014_02.0110.C65 
66 

. GENSCAN 
66 
.66 



Seq. No. 


23950 








Seq. ID 


OJ991014_02.0110.C67 


Gene No. 


49941 








Strand 


+ 


Start 


47 








End 


724 


Name 


OJ991014 


_02.0110.C67 


.ol. 


gs 


Method 


GENSCAN 


Start 


47 








End 


423 


GI 


none 








Score 


.75 


Exons 


47. .184, 


280. .423 










Seq. No. 


23950 








Seq. ID 


OJ991014_02.0110.C67 


Gene No. 


49941 








Strand 


+ 


Start 


47 








End 


724 


Name 


OJ991014 


02.0110.C67 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


175 








End 


591 


GI 


none 








Score 


79 . 


Exons 


175 . . 228, 


178 . .226, 


180. 


.^42, 


234 . .548, 


238. .585, 244. .447, 




526. .591 













24249 




Seq. No. 


23950 


Seq. ID 


OJ991014_02. 


0110. C67 


Gene No. 


49941 


Strand 


+ 




Start 


47 


End 


724 




Name 


OJ991014 02.0110.C67.ol.np 


Method 


AAT/NAP 




Start 


274 


End 


724 




GI 


3645899 


Score 


486 




Exons 


274. .724 








GI Descrip. 


(U68408) 5' end not determined experimentally [Zea 


mays] 


Seq. No. 


23951 


Seq. ID 


, OJ991014_02. 


0110.C68 




49942 


Strand 


+ 




Start 


C. *I J 


Fnd 


•JO f 




Name 


O.TQQ1014 09 0110 PfiP nl rrd 


Mot" In f\r\ 






Start 


94 Q ~~ 




JO / 




GI 


n on 




7 ^ 




Exons 


94Q ?1 4 441 SA7 








Seq. No. 


£. -3 ZS ~J 


Oct} . X U 


o.tqqi ni 4 o? 


0110. C69 




49943 . 


Strand 






Start 


166 


End 


483 




Name 


OJ991014 02.0110.C69.ol.gs 


Method 


GENSCAN 




Start 


166 


End 


483 




GI 


none 


Score 


.75 




Exons 


166. .483 








Seq. No. 


23953 


Seq. ID 


OJ991014JD2. 


0110. C70 


Gene No. 


49944 


Strand 


+ 




Start 


1 


End 


1163 




Name 


OJ991014 02.0110.C70.o3.gp 


Method 


AAT/GAP 




U LCtl t 


1 


End 


1163 




GI 


LIB34 77-003-P1-K1-E9 


Score 


162 




Exons 


1..44, 1106. .1163 








GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


23954 


Seq. ID 


OJ990524__13. 


0103. C2 


Gene No. 


49945 


Strand 


+ 




Start 


1035 


End 


5824 




Name 


OJ990524 13.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


1035 


End 


5824 




GI 


none 


Score 


■. '.78 




Exons 


1035.'. 1194, 1342.. 1459, 4008 


..4111, 4300. .4362, 4537. .4803, 




5313. .5824 








Seq. No. 


23954 


Seq. ID 


OJ990524_13. 


0103. C2 




49946 


Strand 


+ 




Start 


10308 


End 


11629 




Name 


OJ990524 13.0103.C2.o3.gs 


Method 


GENSCAN 




Start 


10308 


End 


11629 




GI 


none 


Score 


.79 




Exons 


10308. .10394, 10827. .11102, 


11543. .11629 




Seq. No. 


23954 


Seq. ID 


OJ990524_13. 


0103. C2 


Gene No. . 


49947 


Strand 






Start 


6515 


End 


11544 




Name 


OJ990524 13.0103.C2.o2.gs 


Method 


GENSCAN 





24250 



Start 6515 End 10056 

GI none Score .71 

Exons 6515. .6650,. 7345. .7468, 7599. .8118, 9245. .9366, 9630. .10056 



Seq. No. 23954 

Gene No. 49947 

Start 6515 

Name OJ990524_13 . 0103 . C2 . ol . np 

Start 9266 

GI 2832664 

Exons 9266.. 9366, 9630.. 9812, 11493, 
GI Descrip. 



Seq. ID OJ990524_13.0103.C2 



Strand 
End 

Method 
End 
Score 
.11544 



11544 
AAT/NAP 
11544 
206 



(AL021710) pollen-specific protein - like [Arabidopsis thalia'na] 



Seq. No. 23954 Seq. ID 

Gene No. 49948 Strand 

Start 15997 End 

Name OJ990524_13 . 0103 . C2 . o4 . gs Method 

Start 15997 End 

GI none Score 

Exons 15997. .16079 



OJ990524_13.0103.C2 

16079 
GENSCAN 
16079 
.44 



Seq. No. 23955 

Gene No. 4 994 9 

Start 5604 

Name OJ990524_13 . 0103 .C5 . o2 . np 

Start 5604 

GI 6630699 

Exons 5604.. 5769, 6071.. 6138, 6979. 
GI Descrip. 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.7000, 



OJ990524_ 
+ 

12378 ■ 
AAT/NAP 
12378 * 
90 

12296. .12378 



13. 0103. C5 



(AP000969) hypothetical protein [Oryza sativa] 
gi I 6721536 | dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


23955 


Seq. ID 


OJ990524 


_13. 


0103 


.C5 


Gene No. 


49950 


Strand 


+ 








Start 


12387 


End 


13092 








Name 


OJ990524 13.0103.C5.o3.gs 


Method 


GENSCAN 








Start 


12387 


End 


13092 








GI 


none 


Score 


.49 








Exons 


12387. .12432, 1254 6 12714 , 


13001. .13092 








Seq. No. 


23955 


Seq. ID 


OJ990524 


_13. 


0103 


.C5 


Gene No. 


. 49950 


Strand 


+ 








Start 


12387 


End 


13092 








Name 


OJ990524 13.0103,C5.o3.np 


Method 


AAT/NAP 








Start 


12513 


End 


12932 








GI 


6539570 


Score 


219 








Exons 


12513. .12706, 12866. .12932 












GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 








Seq. No. 


23955 


Seq. ID 


OJ990524_ 


_13. 


0103 


-C5 


Gene No. 


49951 


Strand 










Start 


1661 


End 


2904 








Name 


OJ990524 13.0103.C5.ol.gs 


Method 


GENSCAN 








Start 


1661 


End 


2904 








GI , 


none 


Score 


.5 








Exons 


1661. .1810, 2178. .2252, 2282 


..2348, 2509. .2626, 


2869. .2904 



24251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq.' No. 

Gene'- No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23955 

49952 
. 3632 

OJ990524 

3613 

none 

3613. 

4012. 
;4219. 



13.0103.C5.o2.tm 



3675, 
4050, 
4425, 



3616. 
4159. 
4277. 



.3696, 
.4209, 
.4438, 



3796. 
4167. 
4433". 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3888, 3796 
.4220, 4187 
.4465, 4442 



OJ990524 13. 0103. C5 



6401 

TBLASTX: Maize 
4480 
94 

3888, 4011. 
4213, 4214. 



4049, 
.4435, 



23955 
49952 
3632 

OJ990524_13.0103.C5.ol.np 
3632 
5903104 

3632.. 3662, 3798.. 3901, 4126 
(AC008017) Highly similar to 
binding protein [Arabidopsis 
gi | 65988 66 | gb | AAF18720 . 1 | AC010556_16 
protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ9~905S'4 13. 0103. C5 



6401 
AAT/NAP 
6401 
499 

.5062, 5360. .5456, 6362. .6401 
non intermediate filament I FA 
thaliana] 

(AC01055 6) hypothetical 



Seq. No. 


23955 








Seq. ID 


OJ990524 


_13.0103 


.C5 


Gene No. 


■49952 








Strand 


- 






Start 


3632 








-End 


6401 






Name 


r\ tqq nco/1 i o 


U1U J . 




zs 


Method 


rp rj T 7\ O TV ■ 


Soybean 




Start 


4193 








"End 


4522 






GI 


none 








Score 


71 






Exons 


4193. .4522, 


4234. 


.4347, 


4274. 


.4504 








Seq. No. 


23955 








Seq. ID 


OJ990524 


_13.0103 


.C5 


Gene No. 


49952 








Strand 








Start 


3632 








End 


6401 






Name 


OJ990524 13. 


0103. 


C5.o2. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4295 








End 


4522 






GI 


none 








Score 


114 






Exons 


4295. .4510, 


4295. 


.4522 












Seq. No. 


23955 








Seq. ID 


OJ990524 


_13.0103 


.C5 


Gene No. 


49952 








Strand 








Start 


3632 








End 


6401 






Name 


OJ990524 13. 


0103. 


CS.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4664 








End 


4964 






GI 


none 








Score 


243 






Exons 


4664. .4960, 


4665. 


.4964 












Seq. No. 


23955 








Seq. ID 


OJ990524 


_13.0103 


.C5 


Gene No. 


49952 








Strand 








Start 


3632 








End 


6401 






Name 


OJ990524 13. 


0103. 


CS.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4670 








End 


4960 






GI 


none 








Score 


113 






Exons 


4670. .4879, 


4743. 


.4880, 


4 889. 


.4960 








Seq. No. 


23y55 








Seq. ID 


OJ990524 


_13.0103 


-C5 


Gene No. 


49952 








Strand 








Start 


3632 








End 


6401 







24252 



Name OJ990524_13.0103.C5.ol.tm Method TBLASTX: Maize 

Start 4724 End 4993 

G.I none Score 241 

Exons 4724. .4993, 4725. .4955, 4841. .4987 



Seq. No. 


23955 


Seq. ID 


OJ990524 13. 0103. C5 


Gene No. 


49952 


Strand 


- 


Start 


3632 


End 


6401 


Name 


OJ990524 13. 01.03. C5.o3.tm 


Method 


TBLASTX: Maize ' 


•Start- 


..4-9S4*' -.. • •;'-<~» • ' 


End ■ 


5290- d'* 


GI - 


none 


Score ' ' 


307 


Exons 


4994. .5287, 4998. .5288, 5189. 


.5290 




Seq. No. 


23956 


Seq. ID 


OJ990524_13.0103.C6 


Gene No. 


49953 


Strand 


+ 


Start 


2006 


End 


2083 


Name 


OJ990524 13.0103.C6.o2.np 


Method 


AAT/NAP 


Start 


2006 


End 


2083 


GI 


6630699 


Score 


62 


Exons . 


2006.. 2083 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gil 6721536 | dbj | BAA89566 . 1 | (AP001073) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


23956 


Seq. ID 


OJ990524. 13. 0103. C6 


Gene No. 


49954 


Strand 


+ 


Start 


2218 


End 


3676 


Name 


OJ990524 13.0103.C6.o3.np 


Method 


AAT/NAP 


Start 


2218 


End 


3676 


GI 


6539570 


Score 


198 


Exons 


2218. .2411, 2571. .2637, 3296. 


.3676 




GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23956 


Seq. ID 


OJ990524_13.0103.C6 


Gene No. 


49955 


Strand 




Start 


10 


End 


1957 


Name 


OJ990524 13.0103.C6.ol.np " 


Method 


AAT/NAP 


Start 


10 


End 


1944 


GI 


5922620 


Score 


247 


Exons 


10. .230, 401. .575, 872. .1046, 


1685.. 1709, 1755. .1865, 1906. 


GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of the 



predicted gene . ; hypothetical protein [Oryza sativa] 
gil 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23956 
49955 
10 

OJ990524_13.0103.C6.ol.gs 
55 

none 



Seq. ID OJ990524_13.0103.C6 
Strand 

End 1957 

Method GENSCAN 

End 1957 

Score .66 



55. .189, 236. .429, 467. .575, 1207. .1370, 1685. .1709, 1767. .1865, 
1883.. 1957 



Seq. No. 
Gene No. 



23956 
49956 



Seq. ID OJ990524_13.0103.C6 
Strand 



24253 



Start 
Name 
Start 
GI 

Exons 



3358 End 

OJ990524_13.0103.C6.o2.gs Method 

3358 End 

none Score 
3358. .3690 



• 



3690 
GENSCAN 
3690 
.94 



Seq. No. 23957 
Gene No.- 49957. 
Start .-1275 

Ttairie* ~\. " v ".^QJ990524/:t3 010? --"C7 . ol ."rip. 
Start' ' ■ 213 ' ' " ^ 
GI 2462640 
Exons 213.. 617 

GI Descrip. (Y13370) reverse transcriptase [Oryza sativa] 



Seq. ID 

Strand 

End " 

Method 

End 

Score 



OJ990524_13.0103.C7 

2898 - - 

AAT/NAP ■>■'"' 
617 
496 



Seq. No. 


23957 








Seq. ID 


OJ990524_13.0103 


.C7 


Gene No. 


49957 








Strand 






C4- -s >-4- 


1275 








End 


2898 




Name 


OJ990524 13 


.0103 


.C7.ol. 


gs 


Method 


GENSCAN 




Start 


1275 








End 


2898 




GI 


none 








Score 


.41 * . 




Exons 


1275. .1365, 


2249 


. .2323, 


2383. 


.2438, 2704. .2898 




Seq. No. 


23957 








Seq. ID 


OJ990524_13.0103 


.C7 


Gene No . 


49958 








Strand 






Start 


3748 








End 


6275 




Name 


OJ990524 13 


.0103 


.C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


288 








End 


830 




GI 


none 








Score 


66 




Exons 


288. .443, 426. .674, 726 


. .830 








Seq. No. 


23957 








Seq. ID 


OJ990524_13.0103 


.C7 


Gene No. 


49958 








Strand 






Start 


3748 








End 


6275 




Name 


OJ990524 13 


0103 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1302 








End 


1687 




GI 


none 








Score 


95 




Exons 


1302. .1439, 


1442 


. .1687, 


1450. 


.1638 






Seq. No.; 


23957 








Seq. ID 


OJ990524_13.0103 


.C7 


Gene No. 


49958 








Strand 






Start 


3748 








End 


6275 




Name 


OJ990524 13. 


0103 


.C7.o2. 


gs 


Method 


GENSCAN 




Start 


3748 








End 


6275 




GI 


none 








Score 


.56 




Exons 


3748. .3895, 


3968 


. .4020, 


, 4718. 


.4895, 6214. .6275 





Seq. No. 


23958 




Seq. ID 


OJ990524 


Gene No. 


49959 




Strand 


+ 


Start 


158 




End 


406 


Name 


OJ990524 


13.0103.C9.ol.gs 


Method 


GENSCAN 


Start 


158 




- End 


406 


GI 


none 




Score 


.66 


Exons 


158. .285, 


391. .406 






Seq. No. 


23958 




Seq. ID 


OJ990524 


Gene No. 


49960 




Strand 





13. 0103. C9 



24254 



Start 


2775 


End 


12845 


Name 


OJ990524_13.0103.C9.o3.gs 


Method 


GENSCAN 


O tar L. 


97 *7 R 


End 


12845 


GI 


none 


Score 


.57 


Exons 


2775.-2824, 3717.. 3837, 4606. 


.4696, 4713. .4896, 5641. .5904, 




6265.-6342, 7314. .7478, 7564. 


.7604, 7E 


56. .7916, 8017. .8199, 




8303.. 8412, 8618.. 8790, 9661. 


.9916, 11409. .11528, 11701 11944 , 




12215. .12320, 12420.. 12845 






Seq. .No. 


^ 23958 . ^ : 


Seq. ID 


OJ990524_13.0103 v C9 j . 


Gene No. 


49960 


Strand 


+ 


Start 


2775 


End 


12845 


Name 


OJ990524 13.0103.C9.ol.gp 


Method 


AAT/GAP 


o Lai l 


4773 


End 


7401 


GI 


25490 1.R1084 


Score 


773 


Exons 


4773.-4896, 5751. .5904, 6265. 


.6342, 7314. .7401 


GI Descrip. 


'3327957 8.0e-10 (AF060490) TLS-associated protein TASR-2 [Mus 




musculus] >gi 3327976 (AF067730) TLS-associated protein TASR-2 




[Homo sapiens] ' 






Seq. No. 


23958 


Seq. ID 


OJ990524_13.0103.C9 


Gene No. 


49960 


Strand 


+ 


Start 


2775 


End 


12845 


IN dlllC 


OJ990524 13.0103.C9.ol.np 


Method 


AAT/NAP 


Start 


5765 


End . 


9577 


GI 


6572475 


Score 


342 


Exons 


5765. .5904, 6265. .6342, 7314. 


.7478, 78 


24. .7929, 8021. .8116, 




9307. .9577 






GI Descrip. 


(AF099940) Serine/arginine-rich protein [Arabidopsis thaliana] 


Seq. No. 


23958 


Seq. ID 


OJ990524_13.0103.C9 


bene lno . 


49960 


Strand 


+ 


Start 


2775 


End 


12845 


Name 


OJ990524 13.0103.C9.o2.gp 


Method 


AAT/GAP 


Start 


7392 


End 


8994 


GI 


none 


Score 


1406 


Exons 


7392. .7478, 7564. .7604, 7856. 


.7916, 8017. .8199, 8618. .8994 


Seq. No. 


23958 


Seq. ID 


OJ990524_13.0103.C9 


Gene No. 


49960 


Strand 


+ 


Start 


2775 


End 


12845 


Name 


OJ990524 13.0103.C9.o3.gp 


Method 


AAT/GAP 


Start 


10097 


End 


10171 


GI 


uC-osflM202068ellbl 


Score 


96 


Exons 


10097. .10171 






GI Descrip. 


' 4521194/dbj | AB013613 . 1 | AB013613 3.0e- 


60 Oryza sativa DNA, 




centromere sequence RCB11' 






Seq. No. 


23958 


Seq. ID 


OJ990524_13. 0103.C9 


bene lno . 


49961 


Strand 




Start 


773 


End 


1642 


Name 


OJ990524 13.0103.C9.o2.gs 


Method 


GENSCAN 


Start 


773 


End 


1642 


GI 


none 


Score 


. .51 


Exons" ' 


773. .906, 1567. .1642 






Seq. No. 


23958 


Seq. ID 


OJ990524_13.0103.C9 



24255 




Gene No. 


49962 








Strand 




OLail 


coco 








End 


8746 




Name 


OJ990524 13 


.0103 


C9.o2. 


ts 


Method TBLASTX : 


Soybean 


Start 


5852 








End 


7606 


GI 


none 








Score 


65 




Exons 


5852. .5905, 


6260 


.6337, 


6262. 


.6342, 


6263. .6343, 


7297. .7467, 




7314. .7472, 


7562 


.7606 










Seq. No. 


23958 . 








Seq. 


ID OJ9 9.Q,524 


_13.0103.C9 


Gene No. 


- v 49962 • 








S.trand ■ " r - 




Start 


5852 








End 


8746 


Name 


OJ990524 13 


.0103. 


C9.ol. 


tm 


Method TBLASTX : 


Maize 


Start 


6792 








End 


8746 




GI 


none 








Score 


65 




Exons 


6792. .6848, 


6793. 


.6849, 


6794. 


.6850, 


6813. .6932, 


6823. .6906, 




6828. .6932, 


6912. 


.6992, 


6929. 


.6994, 


6931. .7014, 


6991. .7098, 




7002. .7052, 


7022. 


.7135, 


7028. 


.7153, 


7104. .7205, 


7106. .7219, 




7138. .7206, 


7302. 


.7463, 


7312. 


.7473, 


7314. .7478, 


7315. .7479, 




7562. .7606, 


7969. 


.8163, 


8008. 


.8151, 


8015. .8164, 


8171. .8200, 




8175. .8195, 


8615. 


.8746, 


8618. 


.8737 







Seq. No. 


23958 




Seq. ID 


OJ990524_13'.0103 


.C9 


Gene No. 


49963 




Strand 






Start 


11645 




End 


, 12998 




Name 


OJ990524 13.01#3'.C9 


o2.tm 


Method 


TBLASTX: Maize 




Start 


11645 




End' - 


12218 




CT 


none 




Score 


399 




Exons 


11645. .11905, 11646 


.12218, 


11972. .12199 




Seq. No. 


23958 




Seq. ID 


OJ990524_13.0103 


.C9 


Gene No. 


49963 




Strand 






Start 


11645 




End 


12998 




Name 


OJ990524 13. 0103. C9. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11646 




End 


11993 




GI 


none 




Score 


105 




Exons 


11646. .11768, 11648. 


.11767, 


11769. .11921, 11786. .11920, 






11913. .11993 










Seq. No. 


23958 




Seq. ID 


OJ990524_13.0103 


.C9 


Gene No. 


49963 




Strand 






Start 


11645 




End 


12998 




Name 


OJ990524 13. 0103. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11847 




End 


12347 




GI 


none 




Score 


194 




Exons 


11847. .12203, 11981. 


.12202, 


12060. .12302, 12192.. 12347 




Seq. No. 


23958 




Seq. ID 


OJ990524_13.0103 


.C9 


Gene No. 


49963 




Strand 






Start 


11645 




End 


12998 




Name 


OJ990524 13. 0103. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12108 




End 


12539 




GI 


none 




Score 


218 




Exons 


12108. .12347, 12441. 


.12539 








Seq. No. 


23958 




Seq. ID 


OJ990524_13.0103 


.C9 


Gene No. 


49963 




Strand 






Start 


11645 




End 


12998 





24256 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

&i 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990524_13.0103.C9.o3.tm 

12438 

none 

12438. .12809, 12444. .12638 

23958 
49963 
11645 

OJ990524_13.0103.C9.o2.tw 
12639 



Method 

End 

Score 



TBLASTX: Maize 

12809 

313 



none 



Seq. ID OJ990524__13.0103.C9 
Strand 

End 12998 

Method TBLASTX : Wheat 

End " " "12998 

Score 108 



12639. .12821, 1274 6 .. 127 90, 12842 .. 12997 , 12876. .12998 



23959 
49964 
1 

OJ990524_13. 0103. CIO. ol.np 
1 

6742729 
1..942 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990524_13. 0103. C10 

Strand + 

End 942 

Method AAT/NAP 

End 942 

Score 1526 



Seq. ID OJ990524_13. 0103. C10 

Strand + 

End _ 942 

Method ' i: ' AAT/GAP 

End 942 

Score 1730 



23959 
49964 
1 

OJ990524JL3. 0103. C10. ol.gp 
1 

342_1.R1084 
1. .942 

f 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 23959 

■ Gene No. 49964 

Start 1 

Name OJ990524_13. 0103. C10 .ol .gs 

Start 19 

*GI none 

Exons 19.. 154, 289.. 369, 583.. 876 

Seq. No. 23959 

Gene No. 49964 

Start 1 

Name OJ990524_13 . 0103 . C10 . ol . tc 

Start 22 

GI none 

Exons 22. .240, 24. .77, 117. .212 

Seq. No. 23959 

Gene No. 49964 

Start 1 

Name OJ990524_13 . 0103 . C10 . ol . tw 

Start 61 

GI none 
Exons 



Seq. ID OJ990524_13. 0103. C10 

Strand + 

End 942 

Method GEN SCAN 

End 876 

Score .55 



Seq. ID OJ990524_13. 0103. C10 

Strand + 

End 942 

Method TBLASTX : Cress 

End 24 0 

Score 209 



Seq. ID OJ990524_13. 0103. C10 

Strand + 

End 942 

Method TBLASTX : Wheat 

End 529 

Score 72 



61. .114, 69. .113, 115. .219, 126. .215, 233. .319, 234. .320, 
300. .524, 320. .529, 321. .524, 323. .529 



24257 



Seq. No. 


23959 






Seq. ID 


OJ990524_13.0103. 


C10 




4 QQfi4 

*i _7 y O *l 






OLI ctiivu 


+ 




Start 


1 






End 


942 




Name 


OJ990524 


13. 0103. CIO. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


106 






End 


563 




GI 


none . 






Score 


108 




Exons 


106. .234, 


118. .240, 234. 


.359, 


240. .359, 


369. .563 




Seq. No. 


23959 






Seq./ : ID 


OJ990524_13.0103. 


C10 


flpnp Mrs 


4 9964 


...... 




^t* t;=) hrl '-" 


+ 




Start 


1 






End 


942 




Name 


OJ990524 


13. 0103. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


399 






End 


635 




GI 


none 






Score 


209 




Exons 


399.-635 












Seq. No. 


23959 






Seq. ID 


OJ990524 13.0103. 


C10 


Gene No. 


49964 






Strand 


+ 




Start 


1 






End 


942 




Name 


OJ990524 


13. 0103. C10. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


624 






End 


941 




GI 


none 






Score 


106 




Exons 


624 . .746, 


626. .769, 743. 


.922, 


744. .941, 


756. .926 





Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI . . 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start- 
Name 



23960 
49965 
1 

OJ990524_13.0103.Cll.ol.gp 
1 

342 1.R1084 



Seq. ID OJ990524_13.0103.C11 

Strand + 

End 2219 

Method AAT/GAP 

End 2049 

_ Score 3194 

1..1371, 1490. .1594, 1704. .2049 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



23960 
49965 
1 

OJ990524_13.0103.Cll.o4.gp 
1 

342JL.R1084 
1..1371, 1490. .1594, 1704. .2219 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990524_13.0103.C11 

Strand + 

End 2219 

Method AAT/GAP 

End 2219 

Score 3495 



23960 
49965 
1 

OJ990524_13.0103.Cll.ol.np 
1 

6742729 
1..728 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ990524_13.0103.C11 

Strand + 

End 2219 

Method AAT/NAP 

End - 728 

Score 1155 



23960 
49965 

r 

OJ990524_13.0103.Cll.o2.gp 



Seq. ID OJ990524_13.0103.C11 

Strand + 

End 2219 

Method AAT/GAP 



24258 



Start 1 End 2041 

GI 342_1.R1084 Score 3178 

Exons 1..1371, 1490.. 1594, 1704.. 2041 

GI Descrip. • 4574406/gb I AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 23960 Seq. ID OJ990524 

Gene No. 49965 Strand + 

Start 1 End 2219 

Name' OJ99"0524_13 . 0103 . Cll . ol . gs ... Method- GEN SCAN 

Start 46 End ' 1287 

GI none Score . 95 

Exons 46.. 1287 



13. 0103. Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



•Seq. v No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23960 
49966 
3861 

OJ990524_13. 0103. Cll. o3.np 

3861 

4680204 



Seq. ID OJ990524_13. 0103. Cll 



Strand 
End 

Method 

End 

Score 



+ 

7556 
AAT/NAP 
7556 
1071 



3861. .5297, 5372. .6469, 6579. .6752, 6849 .. 7068, - 7419 .. 7556 
(AF114171) hypothetical protein [Sorghum bicolor] 



OJ990524_13. 0103. Cll 
+ 

7556 
AAT/GAP 
6369 
815 



23960 Seq. ID 

49966 Strand 
3861 End 
OJ990524_13.0103.Cll.o5.gp Method 
5890 End 
uC-osflcypl76f 10b 1 Score 
5890. .6369 

, 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence ' 

23960 Seq. ID OJ990524_13 . 0103 . Cll 

49967 Strand + 
7678 End 10720 
OJ990524_13.0103.Cll.o4.np Method AAT/NAP 
7678 End 10720 
862343 Score 133 
7678. .7829, 10615. .10720 

(L10908) Gcapl gene product [Mus musculus] 
gil 1092097 |prf | : p2022314A granule cell marker protein [Mus 
musculus] gi | 1092098 Iprf | | 2022315A granule cell marker protein 
[Mus musculus] 



23960 
49967 
7678 

OJ990524_13. 0103. Cll. o6.gp 
7935 

21474_1.R1084 
7935. .8082 

•3894159 2.0e-10 (AC005312) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_ 
+ 

10720 
AAT/GAP 
8082 
249 



13. 0103. Cll 



hypothetical protein [Arabidopsis 



Seq. No. 



23960 



Seq. ID OJ990524 13. 0103. Cll 



24259 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. Nq?./ 
Gene -No'. 
Start 
Name 
Start 
GI 

Exons 



49968 
15012 

OJ990524_13.0103.Cll.o5.np 
15012 
6730944 
15012.. 15246 

(AB028186) OsNAC7 protein [Oryza sativa] 



Strand + 

End 15246 

Method AAT/NAP 

End 15246 

Score 219 



• 23960 Seq. ID 

49969 ' - Strand 

10615 End 

OJ990524_13 . 0103 . Cll . ol . tw Method 

1 End 

none Score 



OJ990524_13.0103.C11 
10714 ' 

TBLASTX: Wheat 

1212 

747 



1.-813, 3. .596, 481. .798, 807. .848, 808. .849, 812. .847, 

855. .950, 859. .918, 897. .1037, 898. .1038, 966. .1046, 1051. .1131, 

1120. .1212 



Seq. No. 


23960 


Gene No. 


49969 


Start 


10615 


Name 


OJ990524 


Start 


13 


GI 


none 


Exons 


13. .252, 


Seq. No. 


23960 


Gene No. 


49969 


Start 


10615 


Name 


OJ990524 


Start 


179 


GI 


none 


Exons 


179. .361 



.224 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_13. 0103. Cll 
10714 

TBLASTX: Maize 

252 

245 



OJ990524_13. 0103. Cll 
10714 

TBLASTX: Cress 

631 

332 



179. .361, 183. .596, 187. .609, 193. .630, 380. .631 



Seq. No. 23960 

Gene No. 4 9969 

Start 10615 

Name OJ990524_13 . 0103 . Cll . o2 

Start 4504 

GI none 

Exons 4504.. 4644, 4504.. 4614, 
4737. .4907 

Seq. No. 23960 

Gene No. 49969 

Start 10615 

Name OJ990524_13 . 0103 . Cll . o3 

Start 6396 

GI none 

Exons 639'6..6476, 6565.'. 6747, 

Seq. No. 23960 

Gene No. 49969 

Start . 10615 

Name OJy90524_13 . 0103 . Cll . o7 

Start 10615 

GI LIB3477-003-P1-K1-E9 



Seq. ID OJ990524_13. 0103. Cll 
Strand 

End 10714 

.tw . Method TBLASTX : Wheat 

End 4 907 

Score 62 
4506. .4742, 4506. .4655, 4607. .4774, 



Seq. ID OJ990524_13. 0103. Cll 
Strand 

End 10714 

.tw Method TBLASTX : Wheat 

End 6918 

Score 59 
6615. .6740, 6847;. 6918 

Seq. ID OJ990524_13. 0103. Cll 
Strand 

End 10714 

.gp Method AAT/GAP 

End 10714 

Score 118 



24260 



Exons 10615. .10714 

GI Descrip. ■ 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23961 Seq. ID 

49970 Strand 

1 End 

OJ990524_13.0103.C12.ol.np Method 

■I-*/:' . * . • • End ' • 

5852182 Score 
1..22, 578. .751 

(AL117265) zhb0012.1 [Oryza sativa] 



OJ990524_13.0103.C12 
+ 

751 

AAT/NAP 

751 

222 



23961 Seq. ID OJ990524 

49970 Strand + 

1 End 751 

OJ990524_13.0103.C12.ol.gp Method AAT/GAP 

128 End 751 

2310235 Score 305 
128. .165, 578. .751 

5852182/emb|CAB55420.1| 9.0e-13 (AL117265) 
sativa] 



13.0103.C12 



zhb0012.1 [Oryza 



Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23962 
49971 
795 

OJ990524_13.0103.C14.ol.gs 

795 

none 



Seq. ID -OJ990524 13.0103.C14, 



Strand 
End 

Method 

End 

Score 



+ 

12935 
GENSCAN 
5069 
.87 



795. .804, 1533. .1598, 2462. .2659, 2961. .3245, 3637. .5069 



23962 
49971 
795 

OJ990524_13.0103.C14.ol.np 

3593 

6907106 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3593.-3738, 3885. .3989, 6023. .6178, 6259. .6488, 6562. .6747 
(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ990524_13.0103.C14 
+ 

12935 
AAT/NAP 
6747 
431 



23962 Seq. ID 

49971 Strand 

795 End 

OJ990524_13.0103.C14.o2.np Method 

4876 End 

6815062 Score 



OJ990524_13.0103.C14 
+ 

12935 
AAT/NAP 
12346 
3552 



4876. .5058, 9091. .9163, 9435. .9705, 9800. .10197, 10274 .. 104 65 , 
10558. .10763, 10807 .. 11152 , 11234 .. 11332 , 11410 .. 1174 9, 
12048. .12082, 12128. .12346 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 
Gene No. 



23962 
49971 



Seq. ID OJ990524_13.0103.C14 
Strand + 



24261 



Start 


795 


End 


12935 


Name 


OJ990524 13.0103.C14.ol.gp 


■ Method 


AA1 /bAr 


..-Start 


6226 


End 


6978 


GI 


6547 1.R1084 


Score 


1119 


Exons 


6226. .6978 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 4.0e 


-52 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 




Seq. No. 


23962 


. S|q. . ID 


OJ99052£_13.0103.C14 


Gene No. 


.■•49971 


Strand 


' + 


Start 


795 


End 


12935 


Name 


OJ990524 13.0103.C14.o2.gp 


Method 




Start 


6735 


End 


6965 


GI 


15591 1.R1084 


Score 


322 


Exons 


6735. .6965 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 2 . Oe- 


-14 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 ■ 




Seq. No. 


Zoy D<£ 


Seq. ID 


OJ990524_13.0103.C14 


Gene No. 




Strand 


+ 


Start 


795 


End 


12935 


Name 


OJ990524 13.0103.C14.o3.gs 


Method 


GENSCAN 


Start 


OlDD 


End 


12935 


GI 


none 


Score 


.4 


Exons 


Q1 QQC1 Q/IOC QIAC; QQfin 


..10197, : 


10274. .10465, 10558.. ;107i 




i nom 1 1 i co ii o*\ a 1 1 ooo 


11410. .11749, 12123. . 12204, 




L£ o d / . . iz 3 y y / izy^4 . . i^yjo 






Seq. No. 


z o y 


Seq. ID 


OJ990524_13.0103.C14 


bene no . 


49972 


Strand 




Start 


5508 


End 


6315 


Name 


vjjyyuozfi i o . u iuj . l,14 . oz . gs 


Method 


GENSCAN 


Start 


OOUo 


End 


6315 


GI 


none 


Score 


.76 


Exons 


5508.. 5838, 5843.. 6027, 6049 


. .6315 




Seq. No. 


23962 


Seq. ID 


OJ990524_13.0103.C14 


Gene No. 


49973 


Strand 




otan 


13301 


End 


20352 


Name 


OJ990524 13.0103.C14.o5.tm 


Method 


TBLASTX: Maize 


Start 


4230 


End 


4831 


GI 


none 


Score 


101 


Exons 


4230.. 4373, 4472.. 4564, 4472 


..4687, 4473. .4703, 4673. .4831, 




4673.. 4825, 4673.. 4831, 4696 


..4827, 4714. .4821 


Seq. No. 


23962 


Seq. ID 


OJ990524_13.0103.C14 


Gene No. 


49973 


Strand 




btsrt 


13301 


End 


20352 


Name 


OJ990524 13.0103.C14.o4.tm 


Method 


TBLASTX: Maize 


Start 


9543 


End 


10026 


GI 


none 


Score 


218 


Exons 


9543.. 9728, 9545.. 9721, 9789 


..9875, 9790. .9897, 9892. .9921, 




9927.. 10022, 9931.. 10026 






Seq. No. 


23962 


Seq. ID 


OJ990524_13.0103.C14' 


Gene No. 


49973 


Strand 




Start 


13301 


End 


20352 



24262 



Kfanio 


OJQ90524 13 0103 C14 




Method 


TBLASTX: Maize 




Start 


10029 




End 


11152 






GI 


none 




Score 


193 






Exons 


10029. .10193, 10030. 


.10200, 


10262. .10333, 10355. 


.10396, 






10406. .10483, 10564. 


.10731, 


10564. .10731, 10738. 


.10764, 






10856. .11152 












Seq. No. 


23962 




Seq. ID 


OJ990524_ 


13.0103. 


C14 


Gene No. 


•49973 ' 




. Strand 








Start 


13301 * ■ ■ 




End 


20352 






IN CUltC? 


O.TQ90524 13 0103 C14 


• o4 • gs 


Method 


GENSCAN 






Start 


13301 




End 


19980 






GI 


none 




Score 


.84 






Exons 


13301. .13315, 13519. 


.13631, 


14860. .14970, 15052. 


.15144, 






17305. .17394, 18741. 


.19014, 


19108. .19259, 19405. 


.19620, 






19710. .19980 












Seq. No. 


23962 




Seq.. ID 


OJ990524_ 


13.0103. 


C14 


Gene No. 


49973 




Strand 








Start 


13301 




End 


20352 






Name 


OJ990524 13. 0103.C14 


. o 3 . np 


Method 


AAT/NAP 






Start 


16264 




End 


20083 






GI 


5306262 




Score 


547 






Exons 


16264. .16312, 17151. 


.17394, 


18741. .19014, 19108. 


.19259, 






. 19405. .19620, 19710. 


.19875, 


19994. .20083 






GI Descrip. 


(AC006233) putative 


lipase 


[Arabidopsis 


i thaliana 


] 




Seq. No. 


23962 




Seq. ID 


OJ990524_ 


13.0103. 


C14 


Gene No. 


49973 




Strand 








Start 


13301 




End 


20352 






Name 


OJ990524 13.0103.C14 


.03. gp . 


Method 


AAT/GAP 






Start 


16888 




End 


20352 






GI 


29916 1.R1084 




Score 


3451 . 






Exons 


16888. .17394, 18741. 


.19014, 


19108. .19259, 19405. 


.19620, 






19710. .20352 












GI Descrip. 


'4314378/gb|AAD15588 


I 2.0e- 


65 (AC006232 


1) putative lipase 




[Arabidopsis thaliana] >gi 


5306262 gb AAD41994.1 


_AC006233_5 




(AC006233) putative 


lipase 


[Arabidopsis 


i thaliana 


] ' 




Seq. No. 


23962 




Seq. ID 


OJ990524_ 


13.0103. 


C14 


Gene No. 


49973 




Strand 








O I- a. J_ l_ 


13301 




End 


20352 






Name 


OJ990524 13.0103.C14 


. ol . tw 


* Method 


TBLASTX: Wheat 




Start 


17002 




End 


17396 






GI 


none 




Score 


70 






Exons 


17002. .17097, 17013. 


.17123, 


17067. .17126, 17128. 


.17394, 






17129. .17395, 17130. 


.17396 










Seq. No. 


23962. 




Seq. ID 


OJ990524_ 


13.0103. 


C14 


Gene No. 


49973 




Strand 








Start 


13301 




End 


20352 






Name 


OJ990524 13.0103.C14 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


17055 




End 


19021 






GI 


none 




Score 


58 






Exons 


17055. .17105, 17063. 


.17107, 


17064. .17105, 17068. 


.17106, 






17125. .17373, 17146. 


.17373, 


17159. .17395, 17160. 


.17396, 






18738. .19019, 18739. 


.19020, 


18740. .19021 







24263 




C^/t NT/-\ 


^ j y 




Seq. ID 


OJ990524_13.0103. 




Gene No. 


49973 




Strand 






Start 


13301 




End 


20352 




Name 


OJ990524 13.0103.C14 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17174 




End 


17395 




GI 


none 




Score 


128 




Exons 


17174. .17332, 17178. 


.17330, 


1735L. .17395 




Seq. No. 


■ 23962 




^, S£6J; ID" 


OJ9905-24_13'.0l6'3'. 


CI 4 


Gene No. 


49973 




Strand 






o tar t 


ljjUl 




End 


20352 




Name 


OJ990524 13.0103.C14 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


17186 




End 


19794 




GI 


none 




Score 


52 




Exons 


17186. .17332,. 18739. 


.18906, 


18916. .19029, 18953. .19030, 






19100. .19234, 19111. 


.19257, 


19493. .195 


67, 19497. .19577, 






19696. .19794, 19697. 


.19783 








064. IN O . 






Seq. ID 


OJ990524_13.0103. 




Gene No. 


49973 




Strand 






Start 


13301 




End 


20352 




Name 


OJ990524 13.0103.C14 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18734 




End 


18910 




GI 


none 




Score 


124 




Exons 


18734. .18910, 18739. 


.18909 








C q it XT /-\ 

oeq. INO. 






Seq. ID 


OJ990524_13.0103. 




Gene No. 


49973 




Strand 






Start 


13301 




End 


20352 




Name 


OJ990524 13.0103.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


18779 




End 


19263 




GI 


none 




Score 


73 




Exons 


18779. .19012, 18781. 


.19020, 


19111. .19263 




Seq. No. 


23962 




Seq. ID 


OJ990524_13.0103. 


C14 


Gene No. 


49973 




Strand 






Q+- -j —4- 

OLdrL 


IjjUI 




End 


20352 




Name 


OJ990524 13.0103.C14 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


18911 




End 


19550 




GI 


none 




Score 


113 




Exons 


i8911. .19012, 18916'. 


.19017, 


18919. .19020, 19100. .19312, 






19106. .19189, 19107. 


.19208, 


19108 . .19257, 19391. -.19486, 






19406. .19549, 19407. 


.19550 








Seq. No. 


23962 




Seq. ID 


OJ990524_13.0103. 


C14 


Gene No . 


A QQ"7 "3 




Strand 






Start 


13301 




End 


20352 




Name 


OJ990524 13.0103.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19108 




■' End 


19878 




GI 


none 




Score 


88 




Exons 


19108. .19233, 19108. 


.19257, 


19418. .19621, 19428. .19667, 






19696. .19878, 19697. 


.19876 








Seq. No. 


23962 




Seq. ID 


OJ990524__13.0103. 


C14 


Gene No. 


, 49973 




.Strand 






Start 


13301 




End 


20352 





24264 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Starts 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990524_13 . 0103 . C14 . o3 . tw Method TBLASTX : Wheat 

19553 End 19887 

none Score 63 

19553. .19618, 19696 19887, 19697.. 19876 



23963 
49974 
7023 

OJ990524_13.0103.C16.ol.np 
7023 

4 58*4 355 : * 
7023.. 7380 

(AC006420) Ac-like transposase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 
-End 
Score 



OJ990524_13.0103.C16 
+ 

7380 
AAT/NAP 
7380 
209 



23963 
49975 
7689 

OJ990524_13.0103.C16.ol.gp 
7689 

260_1.R1084 

7689.. 8224, 8319.. 8801, 8917. 



OJ990524 13.0103.C16 



Seq. ID 
Strand 

End 12326 
Method AAT/GAP 
End 964 6 

Score 3151 
.9179, 9291.. 9646 
, 121476/sp| P14323|GLU4_ORYSA 0.0e+00 GLUTELIN PRECURSOR 

>gi_82470_pir S07640 glutelin precursor (clone 5b-l) - rice 

>gi_20232_emb_CAA33838_ (X15833) precursor (AA -24 to 475) 
[Oryza sati.va] 1 V 



Seq. No. 23963 

Gene No. 49975 

Start 7689 

Name OJ990524_13 . 0103 . C16 . ol . tm 

Start 7792 

GI none 

Exons 7792.. 8043, 7835.. 8227, 7863. 

8298. .8474, 8604. .8738, 8917. 



OJ990524_13.0103.C16 
12326 

TBLASTX: Maize 
9474 
235 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,8222, 8296.. 8469, 8298, 
,9072, 8981.. 9073, 9125. 



,8477, 
.9181, 



9145.. 9180, 9289.. 9414, 9290.. 9382, 9397.. 9474 



Seq. No. 23963 

'Gene No. 4 9975 

Start 7689 

Name OJ990524_13 . 0103 . C16 . o2 . gs 

Start 7799 

GI none 
Exons 



Seq. ID OJ990524_13.0103.C16 
Strand 

End 12326 

Method GENSCAN 

End 12326 

Score .76 



7799.. 8224, 8319.. 8801, 8917.. 9179, 9291.. 9443, 10448 10591, 
10793. .10864, 11188 .. 11348, 12025. .12326 



Seq. No. 23963 

Gene No. 49975 

Start 7689 

Name OJ990524_13 . 0103 . C16 . o2 . np 

Start 7802 

GI 121476 

Exons 7802.. 8224, 8319.. 8801, 8917 
GI Descrip. 



OJ990524 13.0103.C16 



Seq. ID 
Strand 

End 12326 
Method AAT/NAP 
End 9618 
Score 2501 
9179, 9291.. 9618 
GLUTELIN PRECURSOR gi | 82470 | pir | | S07 640 glutelin precursor 
(clone 5b-l) - rice gi | 20232 | emb | CAA33838 | (X15833) precursor 
(AA -24 to 475) [Oryza sativa] 



Seq. No. 



23963 



Seq. ID OJ990524 13.0103.C16 



24265 




Gene No. 


49975 


Strand 




Start 


7689- 


End 


12326 


Name 


OJ990524 13 . 0103 . Clb.ol . tc 


Method 


TBLASTX: Cress. 


Start 


7898 


End 


9489 


GI 


none 


Score 


148 


Exons 


7898.-8227, 7911. .8270, 8301. 


.8489, 8359. .8487, 8607. .8765, 




8608. .8766, 8929. .9081, 8981. 


.9082, 8990. .9106, 9133. .9180, 




9137.. 9202, 9289.. 9489 






Seq. No. 


23963- " 


Seq. ID 


OJ990524 13.0103.C16 


Gene No. 


49975 


Strand 


- 


otart 


7689 


End 


12326 


Name 


OJ990524 13.0103.C16.o3.np 


Method 


AA f / NAP 


Start • 


9338 


End 


11605 


GI 


6907088 


Score 


154 


Exons 


9338. .9363, 11142 .. 11287 , 11466. .11605 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23964 


Seq. ID 


OJ990514_12.0103.C1 


Gene No . 


49976 


Strand 


+ 


Start 


50 


End 


635 


Name 


OJ990514 12.0103.Cl.ol.gs 


Method 


GENbCAN 


Start 


50 


End 


617 


GI 


none 


Score 


.81 


Exons 


50. .178, 441. .617 






Seq. No. 


23964 


Seq. ID 


OJ9905lf_12.0103.Cl 


Gene No. 


49976 


Strand 


+ 


o tart 


50 


End 


635 


Name 


OJ990514 12.0103.Cl.ol.np 


Method 


AAT/NAP 


Start 


515 


End 


roc 
DJJ 


GI 


6006359 


Score 


47 


Exons 


515. .635 






GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


23965 


Seq. ID 


OJ990514_12.0103.C4 


Gene No. 


49977 


Strand 


- 


o tart 


1 


End 


1202 


Name 


OJ990514 12.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1034 


GI 


3688181 


Score 


120 


Exons 


1..69, 532.;-636, 764. .793, 893. .1034" 




GI Descrip. 


(AL031804) putative protein (fragment) 


[Arabidopsis thaliana] 


Seq. No. 


23965 


Seq. ID 


OJ990514_12.0103.C4 


Gene No . 


49977 


Strand 




Start 


1 


End 


1202 


Name 


OJ990514 12.0103.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


543 


End 


1035 




none 


Score 


125 


Exons 


543. .638, 546. .638, 554. .652, 


759. .818, 


925. .1035, 939. .1034 


Seq. No. 


23965 


Seq. ID 


OJ990514_12.0103.C4 


Gene No. 


49977 


Strand 




Start 


1 


End 


1202 


Name 


OJ990514 12.0103.C4.ol.gs 


Method 


GEN SCAN 


Start 


554 


•End 


1177 : 



24266 




GI 


none 


Score 


.96 




Exons 


554. .697, 828. .1118, 1136 


. .1177 






Seq. No. 


23965 


Seq. ID 


OJ990514_12. 


0103. C4 


Gene No. 


49977 


Strand 






Start 


1 


End 


1202 




Name 


OJ990514 12.0103.C4.ol.gp 


Method 


AAT/GAP 




Start 


564 


End 


1202 




GI 


63240 1.R1084 


Score 


723 




Exons % : 


564. .636/ 761. .1037, 1136 


. .1202 






GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp 




japonica BAC clone 34K24, 


complete sequence 1 




Seq. No. 


23966 


Seq. ID 


OJ990514_12 . 


0103. C5 


oene ino . 


49978 


Strand 


+ 




Start 


180 


End 


690 




Name 


OJ990514 12.0103.C5.ol.gs 


Method 


GENS CAN 




Start 


180 


End 


513 




GI 


none 


Score 


.89 




Exons 


180. .513 








Seq. No. 


23966 


Seq. ID 


OJ990514 12. 


0103. C5 


Gene No. 


49978 


Strand 


+ 




O L- CI -L L. 


180 


End 


690 




Name. 


OJ990514 12.0103.C5.ol.np 


Method 


AAT/NAP 




Start 


180 


End 


690 




GI 


4512231 


Score 


769 




Exons 


180.. 690 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


23967 


Seq. ID 


OJ990514_12. 


0103. C7 




49979 


Strand 


+ 




Start 


261 


End 


335 




Name 


OJ990514 12.0103.C7.ol.gs 


Method 


GENSCAN 




Start 


261 


End 


335 




GI 


none 


Score 


.92 




Exons 


261. .335 








Seq. No. 


23968 


Seq. ID 


OJ990514_12. 


0103. C8 


Gene No. 


49980 


Strand 






Start 


1 


End 


3241 




Name 


OJ990514 12.0103.C8.ol..np 


Method 


AAT/NAP 




Start 


1 


End 


3241 




GI 


3377805 


Score 


359 




Exons 


1..88, 873. . 987, 1588. .1658, 1745. .1899, 1963. .2078 


, 2194. 




2848. .2939, 3039. .3241 








GI Descrip. 


(AF075597) contains similarity to several apoptosis 


or 




programmed cell death proteins such as 


rat apoptosis protej 




RP-8 (GB:M80601) [Arabidopsis thaliana] 








gi I 3912928 |gb IAAC78712.il 


(AF001308) putative zinc 


finger 




protein [Arabidopsis thaliana] 






Seq. No. 


23968 


Seq. ID 


OJ990514_12. 


0103. C8 


Gene No. 


49980 


Strand 






Start 


1 


End 


3241 




Name 


OJ990514 12.0103.C8.ol.gs 


Method 


GENSCAN 




Start 


1584 


End 


3172 





24267 



GI 

Exons 



none Score .57 

1584. .1658, 1745. .1899, 1988. .2078, 2194. .2291, 3055. .3172 



Seq. No. 
Gene No. 
Start 
Name 
Start 

:gi 

Exons 



23968 
49980 
1 

OJ990514_12.0103.C8.ol.tm 
1980 

none >• : *~. 



Seq. ID OJ990514_12.0103.C8 
Strand 

End 3241 

Method TBLASTX : Mai ze 

End 3178 

Score 41 



1980.. 2081,. 1981.. 2082, 2195 .. 2254 ,■ 224 3 .. 2269, 2876.. 2947, 
2892.. 2942, 3039. .3170, 3041.. 3178, 3095.. 3175 



Seq. No. 23969 Seq. ID 

Gene No. 4 9981 Strand 

Start 65 End 

Name OJ990514_12 . 0103 .C9.ol . gs Method 

Start 65 End 

GI none Score 

Exons 65.. 185, 861.. 1264, 1279.. 1460 



OJ990514_12.0103.C9 
+ 

1460 
GENSCAN 
1460 
.89 



Seq. No. 23969 _ t , Seq. ID 

Gene No. 49982 Strand 

Start 5032 End 

Name OJ990514_12 . 0103 . C9 . o3 . gs Method 

Start. . 5032 End 

GI " none Score 

Exons 5032.. 5208 



OJ990514_12.0103.C9 
+ 

5208 
GENSCAN 
5208 
.98 



Seq. No. 23969 Seq. ID 

Gene No. 4 9983 Strand 

Start 5668 End 

Name OJ990514_12 . 0103 . C9 . o4 . gs Method 

Start 5668 End 

GI none . Score 

Exons 5668.. 5788 



OJ990514_12.0103.C9 
+ 

5788 
GENSCAN 
5788 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23969 
49984 
1 

OJ990514 
1 

6523547 
1..59, 838 
(AJ242540) 
carteri f. 



OJ990514 12. 0103. C9 



12.0103.C9.ol.np 



Seq. ID 
Strand 

End 4504 
Method AAT/NAP 
End 1872 
Score 123 

, .1113, 1230. .1872 

hydroxyproline-rich glycoprotein DZ-HRGP 
nagariensis] 



[Volvox 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23969 
49984 
1 

OJ990514_12.0103.C9.o2.np 
1 

6016874 
1..171, 1620 



OJ990514 12. 0103. C9 



Seq. ID 

Strand 

End 4504 
- Method AAT/NAP 
End 4504 
Score 2125 
2303.'. 2667, 2785.. 2964, 3358.. 3517, 
3908. .414.0, 4205. .4342, 4426. .4504 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



,1857, 



24268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 

Method AAT/GAP 

End 1136 

Score 158 



23969 
49984 
1 

OJ990514_12.0103.C9.ol.gp 
401 

35458JL.R1084 
401. .523, 1116. .1136 

•3868853/dbj |BAA34247| 1.0e-21 (AB013853) GPI-anchored protein 
. [Vigna radiata] 1 



23969 
49984 
1 

OJ990514_12.0103.C9.o2.gs 

2324 

none 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 

Method GENSCAN 

End 4504 

Score .73 



2324. .2784, 3358. .3517, 4052. .4140, 4205. .4342, 4426. .4504 



Seq. No. 23969 

Gene No. 49984 

Start 1 

Name OJ990514_12 . 0103 . C9 . o2 . tm 

Start 2390 

GI none 

Exons 2390.. 2623, 2475.-2633 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 

Method TBLASTX : Mai ze 

End 2633. 

Score 97 



Seq. No. 23969 

Gene No. 49984 

Start 1 

Name OJ990514JL2 . 0103 . C9 . o4 . tm 

Start 2745 

GI none 

Exons 2745.. 3086, 2816.. 3097 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 

Method TBLASTX : Maize 

End 3097 

Score 138 



Seq. No. , 23969 

Gene No. 4 9984 

Start 1 

Name OJ990514_12 . 0103 . C9 . o3 . tm 

Start 3302 

GI none 
Exons 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 

Method TBLASTX : Maize 

End 3616 

Score 100 



3302. .-3529,. 3303. .3521,- 3542. .3616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq. ID OJ990514_12.0103.C9 
Strand 

4504 
AAT/GAP 
3815 
958 



23969 
49984 
1 

OJ990514_12.0103.C9.o2.gp 
3307 

uC-osflcypll0c07bl 
3307. .3815 

1 4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



End 

Method 

End 

Score 



23969 
49984 
1 



Seq. ID OJ990514_12.0103.C9 
Strand 

End 4504 



24269 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Starfe 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. Nov 
Gene No. 



OJ990514_12.0103.C9.ol.tm Method TBLASTX : Maize 

3710 End 4156 

none . Score 110 

3710. .3748, 3743. .3805, 3806. .4084, 3876. .4085, 4070. .4156 



23970 
49985 
594 

OJ990514_12. 0103. C10. oL. np 
594 

6505722 



Seq. ID 
Strand 
End 

Method 
End 
Score 

594. .843, 883. .1523, 1604. .1747, 1964. 
(AB032123) ribosomal RNA apurinic site specific lyase [Triticum 
aestivum] gi | 6513849 | dbj | BAA87876 . 1 | (AB032124) ribosomal RNA 
apurinic site specific lyase [Triticum aestivum] 



OJ990514_12. 0103. C10 
+ 

6096 
AAT/NAP 
2326' 
457 
.2326 



23970 
49985 
594 

OJ990514_12. 0103. C10. ol.gs 

603 

none 



Seq. ID OJ990514 12. 0103. C10 



Strand 
End 

Method 

End 

Score 



+ 

6096 
GENS CAN 
6096 
.72 



603. .1517, 1964. .2137, 3012. .3135, 3191. .3324, 4201. .4278, 
5478.. 5573, 5825. .5937, 5991.. 6096 



23970 Seq". ID 

49985 Strand 

594 End 
OJ990514_12 .0103 . C10 . o2 . gp Method 

4096 End 

none Score 

4096. .4431, 4516. .4587, 5478. .5576 



OJ990514_ 
+ 

6096 
AAT/GAP 
5576 
908 



12. 0103. C10 



23970 Seq. ID OJ990514_12 . 0103 . C10 

49986 Strand + 

6786 End 7168 

OJ990514_12 .0103 . C10 . o3 . gp Method AAT/GAP 

6786 End 7168 

LIB3474-003-P1-K1-C12 Score 661 

6786. .7168 

' 1168654/sp|P45582|BGAL_ASPOF 2.0e-28 BETA-GALACTOS I DASE 

PRECURSOR (LACTASE) >gi_542198_pir S41889 beta-galactosidase 

(EC 3.2.1.23) - garden asparagus >gi_4527 12_emb_CAA54525_ 
(X77319) beta-galactosidase [Asparagus officinalis] ' 



23970 
49987 
3789 

OJ990514_12. 0103. C10. ol.gp 

3789 

2312838 

3789. .3854 

1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene, 

23971 
49988 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990514JL2. 0103. C10 

3854 
AAT/GAP 
3854 
71 



,0e-21 Oryza rufipogon 
intron 1, partial seauence 



Seq. ID 
Strand 



OJ990514 12.0103.C12 



24270 



Start 


341 




End 


879 


Name 


OJ990514 12.0103.C12.ol 


.gs 


Method 


GEN SCAN 


Start 


341 


End- 


879 


GI 


none 




Score 


.41 


Exons 


341. .366, 840. .879 








Seq, No. 


23972 




Seq. ID 


OJ990514_12.0103.C13 


Gene No. 


49989 




Strand 


+ 


O L ax. U 


172 




End 


1129 


Name' 


OJ990514 if .'0103.C13.6l 


.np 


Method 


AAT/NAP 


Start 


172 


End 


1129 


GI 


3355308 




Score 


515 


Exons 


172. .1129 








GI Descrip. 


(AJ009695) wall-associated kinase 4 [Arabidopsis thaliana] 


Seq. No. 


23972 




Seq. ID 


OJ990514_12 . 0103 . CI 3 


taene no . 


4 33x53 




Strand 


+ 


Start 






End 


1129 


Name 


OJ990514 12 . 0103 . C13 . ol 


. gs 


Method 


GENSCAN 


Start 


370 




End 


708 


GI 


none 




Score 


.78 


Exons 


OTA Trtn 

3 /U . . / Uo 








Seq. No. 


239 /2 




Seq. ID 


OJ990514_12.0103.C13 


Gene No. 


4 y yyu 




Strand 




olait 


o n o n 
2U2 3 




■ End 


6640 


Name 


OJyyUol4 12 . 0103 . C13 . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


lo / 




End 


850 


GI 


none 




Score 


69 


Exons 


167. .283, 186. .233, 275 


. .331, 


276. .335, 


334. .426, 454. .681, 




501. .686, 702. .821, 704 


. .820, 


821. .850 




Seq. No. 


239 72 




Seq. ID 


OJ990514_12. 0103.C13 


Gene No. 


4 9990 




Strand 




OLarL 


2029 




End 


6640 


Name' 


OJ990514 12 . 0103 . C13 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


167 




End 


1020 


GI 


none 




Score 


67 


Exons 


167. .346, 186. .239, 270 


. .335, 


333. .419, 


334. .420, 433. .690, 




498. .680, 690. .821, 701 


. .829, 


901. .1020 


Seq. No. 


23972' ' 




Seq. ID 


OJ990514_12.0103.C13 


Gene No. 


49990 




Strand 




Start 


2029 




End 


6640 


Name 


OJ990514 12.0103.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


176 




End 


824 


GI - 


none 




Score 


75 


Exons 


176. .235, 186. .236, 275 


.340, 


276. .335, 


333. .422, 334. .423, 




335. .421, 361. .423, 439 


.681, 


478. .657, 


498. .680, 543. .686, 




705, .824, 710. .763 








Seq. No. 


23972 




.Seq. ID . 


OJ990514_12.0103.C13 


Gene No. 


49990 




Strand 




Start 


2029 




End 


6640 


Name 


OJ990514 12.0103.C13.ol. 


tw " 


Method 


TBLASTX: Wheat 


Start 


370 




End 


776 


GI 


none 




Score 


63 



24271 



Exons 



370. .471, 442. .618, 498. .629, 643. .696, 645.-683, 702.. 776, 
704. .775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23972 
49990 
2029 

OJ990514_12.0103.C13.o2.np 
1894 

4758918 . 



Seq. ID OJ990514_12.0103.C13 
Strand 

6640 
AAT/NAP 
6640 
624 



End 

Method 
End 
Score . 

1894. .2004, 2807. .2972, 3071. .3222, 3365 .. 3426,' 3466 .. 3545, 
3639. .3920, 4611. .4783, 4833. .4933, 5032. .5136, 5540. .5657, 
5778.. 5919, 6490.. 6640 

phosphatidylinositol glycan, class B gi | 1552169 | dbj | BAA07709 | 
(D42138) PIG-B [Homo sapiens] 



Seq. No. 


23972 








Seq. ID 


OJ990514 


_12.0103.C13 


Gene No. 


49990 








Strand 






Start 


2029 . 








End 


6640 




Name 


OJ990514 12 


.0103 


C13.o2 


.gs 


Method 


GEN SCAN 




Start 


2029 








End 


6267 




GI 


none 








Score 


.78 




Exons 


2029 . . 2046, 


2807 . 


. 2981, 


3071 . 


.3222, 3365.. 3504, 


3546 . . 3589, 




3639. .3920, 


4611. 


.4871, 


5039. 


.5136, 5540. .5657, 


5778. .6077, 




6104. .6267 














Seq. No. 


23972 








Seq. ID 


OJ990514 


12.0103.C13 


Gene No. 


4 9990 








Strand 






Start 


2029 








End 


6640 




Name 


OJ990514_12 


.0103. 


C13.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2901 








End 


3914 




GI 


none 








Score 


86 




Exons 


2901. .2969, 


2903. 


.2968, 


3071. 


.3244, 3073. .3225, 


3307. .3336, 




3356. .3547, 


3365. 


.3547, 


3366. 


.3548, 3366. .3548, 


3632. .3913, 




3639. .3914 














Seq. No. 


23972 








Seq. ID 


OJ990514 


_12.0103.C13 


Gene No. 


49990 








Strand 






Start 


2029. 








End 


6640 




Name 


OJ990514 12 


.0103. 


C13.o3 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4667 








End 


4939 




GI 


none 








Score 


74 




Exons 


4667. .4762, 


4668. 


.4751, 


4788. 


.4913, 4814. .4930, 


4832. .4939 


Seq. No. 


23972 








Seq. ID 


OJ990514 


_12.0103.C13 


Gene No. 


49990 








Strand 






Start 


2029 








End 


6640 * 




Name 


OJ990514 12 


.0103. 


C13.03 


.tm 


Method 


TBLASTX: 


Maize 


Start 


4745 








End 


4934 




GI 


none 








Score 


175 




Exons 


4745. .4933, 


4749. 


.4934 










Seq. No. 


23972 








Seq. ID 


OJ990514 


_12.0103.C13 


Gene No. 


49990 








Strand 






Start 


2029 








End 


6640 




Name 


OJ990514 12 


.0103. 


C13.o2 


.tc 


* Method 


TBLASTX: 


Cress 


Start 


•5537 








End 


5840 




GI 


none 








Score 


50 





24272 



Exons 



5537. .5656, 5550. .5657, 5775. .5840, 5777. .5839 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23973 
49991 
1 

OJ990514_12.0103.C14 .ol.np 
1 

6522542 



Seq. ID OJ990514_12.0103.C14 

Strand + 

End 3291 

Method AAT/NAP 

End 2931 

Score 597 



1..21, 300. .425, 570. .652, 1542. .1664, 2158. .2324, 2461. .2543, 
2745. .2931 

(AL132955) putative protein [Arabidopsis thaliana] 



23973 
49991 
1 

OJ990514_12.0103.C14 .ol.tc 

300 

none 



Seq. ID OJ990514_12.0103.C14 

Strand + 

End 3291 

Method TBLASTX: Cress 

End 2933 

Score 137 



300. .425, 326.-424, 567. .653, 596. .652, 1543. .1602, 1604. .1666, 
2156. .2314, 2157. .2315, 2442. .2543, 2443. .2547, 2739. .2933, 
2741. .2857, 2743. .2907 



Seq. No. 23973 

Gene No. 49991 

Start 1 

Name OJ990514_12 . 0103 . C14 . ol . gs 

Start 304 

GI none 
Exons 



Seq. ID OJ990514_12.0103.C14 

Strand + 

End 3291 

Method GEN SCAN 

'End 2919 

Score .95 

304. .425, 1335. .1385, 1542. .1664, 2158. .2322, 2450. .2543, 
2745. .2919 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23973 
49991 
1 

OJ9905'14_12.0103.C14 .o2.tm 

315 

none 



Seq. ID OJ990514_12. 0103.C14 

Strand + 

End 3291 

Method TBLASTX: Maize 

End 1666 

Score 125 

315. .425, 341. .409, 546. .653, 568. .657, 572. .652, 1543. .1602, 
1544. .1600, 1603. .1665, 1604. .1666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



23973 
49991 
1 

OJ990514_12.0103.C14 .ol.gp 
331 

26883 1.R1084 



Seq. ID OJ990514_12.0103.C14 

Strand . + 

End 3291 

Method AAT/GAP 

End 2486 

Score 898 



331. .425, 570. .635, 1525. .1664, 2158. .2322, 2450. .2486 
'4191783 1.0e-14 (AC005917) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. No. 23973 

Gene No. 49991 

Start 1 

Name . OJ990514_12 . 0103 . C14 . ol . tm 

Start 2165 

GI none 
Exons 



Seq. ID OJ990514_12.0103.C14 

Strand + 

End 3291 

Method TBLASTX : Mai ze 

End 2931 

Score 206 



2165. .2335, 2166. .2327, 2448. .2546, 2449.-2544, 2739. .2912, 



24273 




2739.. 2915, 2743.. 2916, 2743.. 2931 



Seq. No. 


23973 


Seq. ID 


OJ990514 


_12.0103.C14 




A QQQ1 

4 Z? -7 Z? J. 


Strand 


+ 




Start 


1 


End 


3291 




Name 


OJ990514 12.0103.C14.o2.gp 


Method 


AAT/GAP 




Start 


2722 


End 


3291 




GI 


uC-osflcyp067f Hal 


Score 


893 




Exons 


2722. .2919, 2995. .3291 








Gt Descrip. 


1 4191785 2.0e-12 (AC005917) 


putative hydrolase 


[Arabidopsis 




thaliana] ' 








Seq. No. 


23974 


Seq.. ID 


OJ990514 


_12.0103.C15 


uene ino . 


*t :? 


Strand 


+ * 




Start 


231 


End 


5916 




Name 


OJ990514 12.0103.C15.ol.gs 


Method 


GEN SCAN 




Start 


231 


End 


5916 




GI 


none 


Score 


. 65 




Exons 


231. .312, 1017. .1081, 1347.. 


1463, 2692 


..2749, 2 


855. .3026, 




3251.. 3400, 3699.. 3817, 3984 


..4066, 4603. .4724, 


5023. .5187, 




5316.. 5409, 5599.. 5773, 5893 


. .5916 






Seq. No. 


23974 


Seq. ID 


OJ990514 


_12.0103.C15 


(~* o r"i o Mo 
uC lie LNvJ • 


A QQQ9 


Strand 


+ 




Start 


231 


End 


5916 




Name 


OJ990514 12.0103.C15.o2.np 


Method 


AAT/NAP 




Start 


2271 


End 


5785 




GI 


6522542 


Score 


624 




Exons 


2271.. 2389, 3656.. 3817, 3984 


..4066, 4603. .4724, 


5023. .5180, 




5315.. 5409, 5599.. 5785 








GI Descrip. 


(AL132955) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


23974 


Seq. ID 


OJ990514 


_12.0103.C15 


Gene No. 


49992 


Strand 


+ 




Start 


231 


End 


5916 




Name 


OJ990514 12.0103.C15.ol.gp 


Method 


AAT/GAP 




Start 


3263 


End 


4025 




GI 


1631574 


Score 


478 




Exons 


3263.. 3400, 3699.. 3817, 3984 


. .4025 






Seq. No. 


23974 


Seq. ID 


OJ990514 


_12.0103.C15 


belle INO . 


4QQQ9 


Strand 


+ 




Start 


231 


End 


5916 




Name 


OJ990514 12.0103.C15.o2.gp 


Method 


AAT/GAP 




Start 


4603 


End 


4685 




GI 


LIB3433-007-Q6-K1-F6 


Score 


136 




Exons 


4603. .4685 








GI Descrip. 


'4191785 9.0e-15 (AC005917) 


putative hydrolase 


[Arabidopsis 




thaliana] 1 








Seq. No. 


23974 


Seq. ID 


OJ990514_ 


_12.0103.C15 


Gene No. 


49993 


Strand 






Start 


354 


End 


3283 




Name 


OJ990514 12.0103.C15.ol.no 


Method 


AAT/NAP 




Start 


354 


End 


3283 




GI 


6522542 


Score 


68 




Exons 


354. .458, 1790. .1915, 3262. . 


3283 







24274 



GI Descrip. (AL132955) putative protein [Arabidopsis thaliana] 



Seq. No. 23974 

Gene No. 49994 

Start 5954 

Name OJ990514_12 . 0103 .C15 . o3 . gp 

Start 5954 

GI uC-osflcypl05f06al 

Exons 5954.. 6140 

GI Descrip.* '4191783 1.0e-14 (AC005917) hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ990514_12.0103.C15 
Strand 

End 6140 

Method AAT/GAP 

End 6140 

Score 276 



Seq. No. 23974 
Gene No. - 49995 

Start 6994 

Name OJ990514_12 . 0103 . C15 . ol . tc 

Start 1792 

GI none 
Exons 



Seq. ID OJ990514_12.0103.C15 
Strand 
End 

Method 
End 
Score 



11888 

TBLASTX: Cress 

5784 

81 



.1792. .1914, 1793. .1915, 3704. .3817, 3706. .3804, 3981. .4067, 
"4603. .4725, 4604. .4726, 5016. .5174, 5021. .5173, 5142. .5243, 
5311. .5409, 5315. .5410, 5593. .5784, 5595. .5759, 5597. .5761 



Seq. No. 

Gene No. 

Start 

Name 

Start 

<JI 

Exons 



23974 Seq. ID 

49995 Strand 

6994 End 

OJ990514_12 . 0103 . CIS . ol . tm Method 

5030 End 

none Score 



5030. .5194, 5031. .5192, 5294. .5410, 5299 
5593. .5772, 5597. .5773, 5641. .5775 



OJ990514 12.0103.C15 



11888 • . 
TBLASTX: Maize 
5775 
217 

5412, 5308. .5412, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23974 
49995 
6994 

OJ990514_12.0103.C15.o2.tm 
6913 



End 

Method 
End 

none Score 
6913. .6984, 6933. .6986, 6984. .7151, 6994. .7173, 6994 
7077.. 7166, 7171.. 7230, 7255.. 7311, 7260.. 7313, 7265 
7265. .7312, 8982. .9038, 8983. .9108 



Seq. ID OJ990514_12.0103.C15 
Strand 

11888 

TBLASTX: Maize 
9108 
49 



,7140, 
,7321, 



Seq. No. 23974 Seq. ID 

Gene No. 49995 Strand 

Start -6994 ' End 

Name OJ990514_12 . 0103 . C15 . o3 . np Method 

Start 6941 End 

GI 4191783 Score 

Exons 6941.. 7206, 8528.. 8548 

GI Descrip. (AC005917) unknown protein [Arabidopsis thaliana] 



OJ990514__12.0103.C15 

11888 
AAT/NAP 
8548 
152 



Seq. No. 23974 Seq. ID 

Gene No. '49995 Strand 

Start 6994 End 

Name OJ990514_12 . 0103 . C15 . o4 . qp Method 

Start 6957 ~" End 

GI 2796433 Score 

Exons 6957.. 7165 



OJ990514_12. 0103.C15 

11888 
AAT/GAP 
7165 
398 



24275 



GI Descrip. 4191783 l.Oe-14 (AC005917) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 


23974 






Seq. ID 


. OJ990514_12.0103.C15 


Gene No. 


49995 






Strand 




Start 


6994 






End 


11888 


Name 


OJ990514 12 


.0103.C15.o2 


.gs 


Method 


GEN SCAN 


Start 


6994 






End 


11888 


GI 


none 






Score-* . 


.59 


Exons 


6994. .7348, 


8981. .9397, 


9510. 


.9742, '9861.. 9951, 11551.. 11888 




23975 






Seq. ID 


OJ990514_12.0103.C17 


Gene No. 


49996 






Strand 




Start 


700 






End 


1799 


Name 


OJ990514 12 


.0103.C17.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


696 






End 


1798 


GI 


none 






Score 


64 


Exons 


696. .764, 700. .756, 703 


. .765, 


704. .787 


, 1124. .1225, 1140. .1223, 




1142. .1225, 


1313. .1369, 


1315. 


.1377, 1330. .1368, 1456. .1584, 




1458. .1586, 


1458. .1568, 


1735. 


.1797, 1736. .1798 




23975 






Seq. ID 


OJ990514_12.0103.C17 


Gene No. 


49996 






Strand 




Start 


700 






End . 


1799 


Name 


OJ990514 12 


0103.C17.ol 


. tm 


Method / 


TBLASTX: Maize 


Start 


697 






End 


1547 


GI 


none 






Score 


58 


Exons 


697. .774, 702. .755, 704 


. .757, 


934. .1059, 936. .1052, 937. .1053, 




1142. .1225, 


1144. .1224, 


1313. 


.1369, 1313.. 1369, 1314.. 1370, 




1315. .1377, 


1455. .1544, 


1456. 


.1545, 1458.. 1547 


Seq. No. 


23975 






Seq. ID 


OJ990514_12.0103.C17 


Gene No. 


49996 






Strand 




Start 


700 






End 


1799 


Name 


OJ990514 12. 


0103.C17.ol 


.np 


Method 


AAT/NAP 


Start 


700 






End 


1799 


GI 


3309086 






Score 


388 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



700. .754, 938. .1050, 1142. .1222, 1318. .1370, 1457. .1565, 
1738. .1799 

(AF076253) calcineurin B-like protein 3 [Arabidopsis thaliana] 
gi|4938495|emb|CAB43853.1| (AL078465) calcineurin B-like protein 
3 [Arabidopsis thaliana] 



23975 
49996 
700 

OJ990514_12.0103.C17.ol.tc 

703 

none 



Seq. ID OJ990514_12.0103.C17 
Strand 

End 1799 ■ 

Method TBLASTX : Cress 

End 1797 

Score 61 



703. .774, 937. .1053, 938. .1051, 1142 .. 1225, 1316 1366, 
1330. .1368, 1449. .1604, 1458. .1562, 1462. .1566, 1735. .1797 



Seq. No. 23975 

Gene No. 49996 

Start , 700 

Name OJ990514_12 . 0103 .C17 . ol . ts 

Start 703 



Seq. ID OJ990514_12.0103.C17 
Strand 

End . 17 99 

Method TBLASTX : Soybean 

End 1797 



24276 




GI 


none 


Score 


47 




Exons 


703. .774, 937. .1053, 1142.. 


1225, 1316 


..1360, 1330. 


.1368, 




1449. .1604, 1462. .1566, 1735. .1797 






Seq. No. 


23975 


Seq. ID 


OJ990514JL2 


.0103. C17 




4 9996 

*i J J J U 


Strand 






Start 


700 


End 


1799 




Name 


OJ990514 12 0103 C17 ol crq 


Method 


GENSCAN 




Start . 


938 ~~ 


End 


1797 




GI 


none 


Score 


.78 




Exons 


938. .1050, 1142. .1222, 1318 


..1370, 1457. .1565, 1738. .1797 


Seq. No. 


23976 


Seq. ID 


OJ990514_12 


.0103. C18 




49997 
*i ^ j j / 


Strand 






Start 


815 


End 


2328 




Name 




Method 


GENSCAN 




Start 


815 ~~ 

O X J 


End 


2328 




GI 


11 *j lie 


Score 


.51 




Exons 


815. .963, 2077. .2152, 2167. 


.2328 






Seq. No. 


23976 


Seq. ID 


OJ990514_12 


.0103. C18 


Gene No. 


49997 


Strand 






Start 


815 


End 


2328 




Name 


OJ990514 12.0103.C18.ol.gp 


Method 


AAT/GAP 




Start 


1236 


End 


1598 




GI 


2309880 


Score 


688 




Exons 


1236. .1598 








GI Descrip. 


4521194/dbj |AB013613.1|AB013613 3.0e-< 


50 Oryza sativa DNA, 




centromere sequence RCB11 








Seq. No. 


23977 


Seq. ID 


OJ990514_12 


.0103. C19 


UCllC ViKJ • 


49998 


Strand 


+ 




Start 


288 


End 


810 




Name 


OJ990514 12.0103.C19.ol.gs 


Method 


GENSCAN 




Start 


288 


End 


810 




GI 


none 


Score 


.63 




Exons 


288. .636, 697. .810 








Seq. No. 


23978 


Seq. ID 


OJ990514_12, 


.0103. C22 




49999 


Strand 


+ 




Start 


245 


v End 


427 




Name 


OJ990514 12.0103.C22.61.gs 


Method 


GENSCAN 




Start 


245 


End 


427 




GI 


none 


Score 


.58 




Exons 


245.-427 








Seq. No. 


23979 


Seq. ID 


OJ990514_12. 


.0103. C24 




50000 


Strand 






Start 


1 


End 


489 




Name 


OJ990514 12.0103.C24.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


489 




GI 


1631574 


Score 


303 




Exons 


1..53, 352. .489 








Seq. No. 


^3980 


Seq. ID 


OJ990514_12. 


0103. C25 


Gene No. 


50001 


Strand 






Start 


180 


End 


648 





24277 



Name 


OJ990514 12.0103.C25.ol.gs 


Method 


GENSCAN 


Start 


180 


End 


648 


GI 


none 


Score 


-93 


Exons 


180. .648 






Seq. No. 


23981 


Seq. ID 


OJ990514_12.0103.C27 


Gene No. 


50002 


Strand 


+ 


Start 


99 


End 


494 


Name 


OJ990514 12.0103.C27.ol.gs 


Method 


GENSCAN... 


Start 


'99 


End 


4 ; 94 ' 


GI 


none 


Score 


.84 


Exons 


99. .494 






Seq. No. 


23982 


Seq. ID 


OJ990514_12.0103.C28 


Gene No. 


50003 


Strand 


+ 


Start 


469 


End 


858 


Name 


OJ990514 12.0103.C28.ol.gp 


Method 


AAT/GAP 


Start 


469 


End 


858 


GI 


LIB3475-008-P1-K1-D5 


Score 


735 


Exons 


469. .858 






GI Descrip. 


, 5670155/gb|AF161269.1|AF161269 4 . 0e-8 


6 Oryza sativa subsp. 




japonica BAC clone 34K24, complete sequence 1 


Seq. No. 


23983 


Seq. ID 


OJ990514_12 .0103.C29 


Gene No. 


50004 


Strand 




Start * 


1 


End 


2154 


Name 


OJ990514 12. 0103. C29.ol. hp 


Method 


AAi / NAr 


Start 


1 


End 


2154 


GI 


4220455 


Score 


156 


Exons 


1..23, 381. .865, 2136. .2154 






GI Descrip. 


(AC006216) Identical to gene 


gb| D88746 


AR7 91 from Arabidops 




thaliana. [Arabidopsis thaliana] 




Seq. No. 


23983 


Seq. ID 


OJ990514_12.0103.C29 


Gene No . 


50004 


Strand 


+ 


Start 


1 


End 


2154 


Name 


OJ990514 12.0103.C29.ol.gs 


Method 


GENSCAN . 


Start 


381 


. End 


1407 


GI 


none 


Score 


.86 


Exons 


381. .985, 1026. .1407 






Seq. No. 


23983 • 


Seq. ID 


OJ990514_12.0103.C29 


Gene No. 


50004 


Strand 


+ 


Start 


1 


End 


2154" 


Name 


OJ990514 12.0103.C29.ol.tc 


Method 


TBLASTX: Cress 


Start 


381 


End 


635 


GI 


none 


Score 


158 


Exons 


381.. 551, 552.. 635 






Seq. No. 


23983 


Seq. ID 


OJ990514 12.0103.C29 


Gene No. 


50004 


Strand 


+ 


Start 


1 


End 


2154" 


Name 


OJ990514 12.0103.C29.ol.gp 


Method 


AAT/GAP 


Start 


416 


End 


817 


GI 


61948 1.R1084 


Score 


767 



Exons 416. .817 

GI Descrip. ' 1669599/dbj | BAA13687 | 1.0e-16 (D88746) AR791 [Arabidopsis 



24278 



thaliana] ' 



Seq. No. 


23983 


Seq. ID 


OJ990514JL2 


.0103 


.C29 


Gene No. 


50004 


Strand 


+ 






Start 


1 


End 


2154 






Name 


OJ990514 12.0103.C29.ol. 


tm Method 


TBLASTX: Maize 




Start 


429 


End 


638 






GI 


none 


Score 


195 






Exons 


429. .554, 429. .503, 549. 


.638, 564.. 635 








Seq. No. 


23984 


Seq. ID 


OJ990514_12 


.0103 


.C30 


Gene No. 


50005 


Strand 


+ 






Start 


258 


End 


755 






Name 


OJ990514 12.0103.C30.ol. 


gs Method 


GENSCAN 






Start 


258 


End 


7 






GI 


none 


Score 


.67 






Exons 


258. .332, 732. .755 










o c q . IN U . 






OJ990514_12 


.0103 




Gene No. 


50006 


Strand 


- 






Start 


1501 


End 


4281 






Name 


OJ990514 12.0103.C30.ol. 


np Method 


AAT/NAP 






Start 


1373 


End 


1 QCQ 






GI 


6069668 


Score 


646 






Exons 


1373.. 1615, 1651.. 1858 










GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


23984 


Seq. ID 


OJ990514_12 


.0103 


.C30 


Gene No. 


50006 


Strand 


- 






Start 


1501 


End 


4281 






Name 


OJ990514 12.0103.C30.o2. 


gs Method 


GENSCAN 






Start 


1501 


End 


4168 






GI 


none 


Score 


.87 






Exons 


1501.. 1860, 3028.. 3771, 


4061. .4168 








Seq. No. 


23984 


Seq. ID 


OJ990514JL2 


.0103 


.C30 


Gene No . 


DUUUb 


Strand 








Start 


1501 


End 


4281 






Name 


OJ990514 12.0103.C30.o2. 


np Method 


AAT/NAP 






Start 


2940 


End 


4168 






GI 


2129503 


Score 


635 






Exons 


2940. .3618, 3655. .3771, 


4061. .4168 








GI Descrip. 


ACC oxidase (clone AC02) 


oxidase - muskmelon 








gi| 1183898 |emb|CAA647 98 | 


(X95552) ACC ■ 


oxidase [Cucumis melo] 


Seq. No. 


23984 


Seq. ID 


OJ990514_12 


.0103 


.C30 


Gene No. 


50006 


Strand 








Start 


1501 


End 


4281 






Name 


OJ990514 12.0103.C30.ol. 


gp Method 


AAT/GAP 






Start 


3540 


End 


4281 






GI 


69959 1.R1084 


Score 


780 






Exons 


3540. .3771, 4061. .4281 











GI Descrip. '4191788 3.0e-13 (AC005917) putative 

1-aminocyclopropane-l-carboxylate oxidase [Arabidopsis 
thaliana] 1 



Seq. No. 



23984 



Seq. ID OJ990514 12.0103.C30 



24279 




Gene No. 


50007 








Strand 






Of arf 
O Lai. L. 










End 


4781 




Name 


OJ990514 12 


.0103 


.C30.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


2949 








End 


3397 




GI 


none 








Score 


87 




Exons 


2949. .2996, 


3087 


. .3134, 


3121. 


.3246, 3122. .3244, 


3247. .3387, 




3251. .3397 














Seq. No. 


23984 








Seq. ID 


OJ9^0514 


_12.0103.C30 


Gene No. 


50007 








Strand 






C+- a r-4- 
jLdl L 










End 


4781 




Name 


OJ990514 12, 


.0103 


.C30.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


3087 








End 


4123 




GI 


none 








Score 


153 




Exons 


3087. .3119, 


3121 


. .3228, 


3250. 


.3387, 3269.. 3397, 


3442. .3603, 




3673. .3765, 


4064 


. .4123 










Seq. No. 


23984 








Seq. ID 


OJ990514 


_12.0103.C30 


Gene No. 


50007 








Strand 






O Lai U 










End 


4781 




Name 


OJ990514 12, 


.0103 


.C30.ol 


.ts 


Method' 


TBLASTX : 


Soybean 


Start 


3087 








End 


4123 




GI 


none 








Score 


74 




Exons 


3087. .3116, 


3121 


. .3228, 


3122. 


.3205, 3265. .3387, 


3272. .3397, 




3442.. 3594, 


3655 


. .3774, 


4064. 


.4123 






Seq. No. 


23984 








Seq. ID 


OJ990514 


_12.0103.C30 


bene lno • 


snnm 

jUUU / 








Strand 






Start 


4693 








End 


4781 




Name 


OJ990514 12, 


.0103 


.C30.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3132 








End 


3369 




GI 


none 








Score 


77 




Exons 


3132. .3200, 


3133 


. .3207, 


3139. 


.3210, 3250.. 3369, 


3251. .3367 


Seq. No. 


23984 








Seq. ID 


OJ990514 


_12.0103.C30 


Gene No. 


50007 








Strand 






Of ar f 










End 


4781 




Name 


OJ990514 12. 


,0103 


.C30.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3466 








End 


4174 




GI 


none 








Score 


119 




Exons 


3466. .3699, 


3467 


. .3604, 


3655. 


.3771, 36S6..3772, 


4046. .4168, 




4049. .4174 














Seq. No. 


23984 








Seq. ID 


OJ990514 


_12.0103.C30 












Strand 






Start 


4693 








End 


4781 




Name 


OJ990514 12. 


,0103 


.C30.O3 


. gs 


Method 


GENSCAN 




Start 


4693 








End 


4781 




GI 


none 








Score 


.7 




Exons 


4693. .4781 














Seq. No. 


23985 








Seq. ID 


OJ990514 


_12.0103.C32 


Gene No. 


50008 








Strand 


+ 




Start 


513 








End 


1687 




Name 


OJ990514 12. 


0103, 


.C32.ol 


. gs 


Method 


GENSCAN 




Start 


513 








End 


809 




GI 


none 








Score 


.74 





24280 




Exons 


513. .618, 693. .809 












Seq. No. 


23985 




Seq. ID 


OJ990514_12. 


0103 


.C32 


Gene No. 


50008 




Strand 


+ 






Start 


513 




End 


1 687 






Name 


OJ990514 12.0103.C32.ol 


.np 


Method 


AAT/NAP 






Start 


671 




End 


1687 






GI . 


6815109 




Score 


135 






Exons 


671. .837, 1474. .1687 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 






oeq. iu 


OJ990514_12. 


0103 


.C33 




ouuu y 




otrana 


j_ 

T 






Start 


JJO 




bna 


964 






Name 




.gs 


Method 


GENSCAN 






.Start 


^ c; p 




hna 


964 






GI 


none 




Score 


.62 






Exons 


358. .425, 847. .964 












Seq. No. 


Z jjOD 




beq. id 


OJ990514_12. 


0103 


.C33 


bene no . 


OUU1U 




Strand 








Start 


1 Q£1 

i y oi 




bna 


2230 






Name 




.gs 


Method 


GENSCAN 






Start 


i q^i 




bna 


2230 






GI 


none. 




.Score 


.54 






Exons 


1961. .2108, 2172. .2230 












Seq. No. 


z j y o / 




beq. iu 


OJ990514_12. 


0103 


.C34 


uene no . 


cnni i 
jUUII 




Strand 


T 






Start 


IZjU 




bna 


2315 






Name 


ujyyuoifi iz . uiuj .lj4 . oi 


.gs 


Method 


GENSCAN 






Start 






bna 


2315 






GI 


none 




Score 


.75 






Exons 


1250. .1368, 2258.. 2315 












Seq. No. 


Zj y o / 




beq. iu 


OJ990514_12. 


0103 


.C34 


CCUC IN U • 


jUU Iz 




Strand 


T 






Start 


4 bo J 




bna 


6839 






Name 


ujyyuoi4 iz . uiu j . Lj4 . oz 


.gs 


Method 


GENSCAN 






Start 


a a c *3 
4 boo 


End 


6839 






GI 


none 




Score 


.66 






Exons 


4663. .5987, 6511. .6839 












Seq. No. 


23987 




Seq. ID 


OJ990514__12. 


0103 


.C34 


ijcue no . 


50012 




Strand ■ 


+ 






Start 


4663 




End 


6839 






Name 


OJ990514 12.0103.C34.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


4702 




End 


5244 






GI 


none 




Score 


245 






Exons 


4702. .5064, 4719. .5024, 


5179. 


.5244 








Seq. No. 


23987 




Seq. ID 


OJ990514_12. 


0103 


.C34 


Gene No. 


50012 




Strand 


+ 






Start 


4663 . 




End 


6839 






Name 


OJ990514 12.0103.C34.ol 


tm 


Method 


TBLASTX: Maize 




Start 


4702 




End 


5037 






GI 


none 




Score 


183 







24281 




Exons 


4702. .4944, 


4719. .4958, 


4954. 


.5037 






Seq. No. 


23987 






Seq. ID 


OJ990514 


_I2.0103.C34 












+ 




Start 


4663 






End 


6839 




Name 


OJ990514 12 


.0103.C34.ol 


■ ts 


Method 


TBLASTX: 


Soybean 


Start 


4702 






End 


5037 


GI 


none 






Score 


236 




Exons 


4702. .5037, 


4719. .5015 










Seq. No. 


23987 






Seq. ID 


OJ990514 


_12.0103.C34 


Gene No. 


50012 






Strand 


+ 




Start 


4663 






End 


6839 




Name 


OJ990514 12 


.0103.C34.ol 


.np 


Method 


AAT/NAP 




Start 


4710 






End 


5136 




GI 


5257260 






Score 


215 




Exons 


4710. .5136 












GI Descrip. 


(AP000364) 


Similar to sequence of BAC 


F7G19 from Arabidopsis 




thaliana. (AC000106) [Oryza sativa] 






Seq. No. 


23988 






Seq. ID 


OJ990514 


1/ . U1U J . CoO 




50013 






Strand 


+ 




Start 


150 






End 


1309 




Name 


OJ990514 12 


.0103.C35.ol 


gs 


Method 


GEN SCAN 




Start 


. 150 






End 


1309 




GI 


none 






Score 


.67 




Exons 


150. .257, 427. .622, 972 


. ijity 








Seq. No. 


23988 






Seq. ID 


OJ990514 


_12.0103.C35 


UCUC IN KJ ■ 


50014 






Strand 






Start 


1335 






End 


1767 




Name 


OJ990514 12 


.0103.C35.ol 




Method 


AAT/GAP 




Start 


1335 




End 


1767 




GI 


3768727 






Score 


784 




Exons 


1335. .1767 












Seq. No. 


23988 






Seq. ID 


OJ990514 


_12.0103.C35 


Gene No. 


50015 






Strand 






Start 


1860 






End 


7128 




Name 


OJ990514 12 


.0103.C35.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1513 






End 


2240 




GI 


none 






Score 


34 




Exons 


1513. .1566, 


1638. .1670, 


1703. . 


1786, 1734. .1787, 


1858. .1989, 




1860. .1973, 


2072. .2239, 


2073. . 


2240 






Seq. No. 


23988 






Seq. ID 


OJ990514 


_12.0103.C35 


Gene No. 


50015 






Strand 






Start 


1860 






End 


7128 




Name 


OJ990514 12 


.0103.C35.o2. 


gs 


Method 


GEN SCAN 




Start 


1860 






End 


7128 




GI 


none 






Score 


.91 




Exons 


1860. .1970, 


2072. .2363, 


2482. . 


2687, 2770.. 2871, 


3161. .3270, 




3355. .3464, 


3548. .3717, 


4000. . 


4164, 4249. .4367, 


4843. .4882, 




4991. .5077, 


5159. .5264, 


5658. . 


5833, 5920.. 6012, 


6457. .6472, 




' 6505. .6617, 


6703. .6798, 


6865. . 


7128 






Seq. No. 


23988 






Seq. ID 


OJ990514_ 


_12.0103.C35 



24282 



Gene No. 50015 
Start 1860 

Name . OJ990514_12 . 0103 . C35 . ol . ts 

Start 1861 
GI none 

Exons 1861.. 1989, 1866.. 1988, 2072. 

2250. .2390, 2299. .2391, 2478. 

2635. .2682, 2770. .2796, 2809. 

r 295-3. .3066, 2955.. 3065, 2966. 

3351.. 3446, 3353.. 3478, 3532. 

4003. .4167, 4242. .4358, 4244. 

4989.. 5060, 4989.. 5054, 5057. 

5160. .5291, 5352.. 5441, 5354. 

5681.. 5836, 5694.. 5834, 5917. 



Strand 

End 7128 

Method TBLASTX : Soybean 

End 5970 

Score 93 

.2215, 2073. .2219, 2207. .2389, 
.2657, 2479. .2676, 2481. .2681, 
.2874, 2810. .2872, 2823. .2882, 
.3067, t 3161. .3283, 3214.. 3282, 
3679, 4001. .4159, 
4383, 4259.-4384, 



,3678? 3536. 
,4360, 4249. 
.5083, 5058. 
,5443, 5354. 
,5970 



.5078, 5159. .5263, 
.5443, 5355. .5444, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



23988 
50015 
1860 

OJ99Q.514_12.0103.C35.ol.np 

1863 

1168654 

1863.. 1981, 2072.. 2390, 2482. 
3161. .3270, 3355. .3464, 3548. 
4991. .5077, 5159. .5264, 5355. 
6127. .6199,. 6505. .6617, 6703. 
BETA-GALACTOSIDASE PRECURSOR 
beta-galactosidase (EC 3.2.1. 
gi|452712|emb|CAA54525| (X773 
officinalis] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990514 12.0103.C35 



7128 
AAT/NAP 
7128 
2896 

.2687, 2770.. 2871, 2956. .3066, 

.3717, 4000. .4164, 4249. .4367, 

.5443, 5690.. 5833, 5920. .6006, 

.6798, 6964.. 7128 

(LACTASE) gi | 542198 Ipir | IS41889 

23) - garden asparagus 

19) beta-galactosidase [Asparagus 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23988 
50015 
1860 

OJ990514_12.0103.C35.ol.tc 
1887 



none 
1887 

2472. .2666, 2481, 



Seq. ID OJ990514_12.0103.C35 
Strand 

7128 

TBLASTX: Cress 
3448 
95 



End 

Method 
End 
Score 

2209, 2106. .2195, 2234. .2389, 2256. .2390, 
2681, 2635. .2682, 2765.. 2797, 2770. .2796, 
2798. .2860, 2802. .2861, 2803. .2874, 2804. .2872, 2953. .3066, 
2954. .3067, 2954. .3067, 3161. .3277, 3353. .3448 



.1949, 2084. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23988 
50015 
1860 

OJ990514_12.0103.C35.ol.tm 

2288 

none 



Seq.. ID OJ990514_12.0103.C35 
Strand 

End 7128 

Method TBLASTX : Maize 

End 3690 

Score 98 



2288. .2389, 2289. .2387, 2481. .2570, 2574. .2648, 2583. .2687, 

2635.-2682, 2770. .'2874, 2771 .. 28 69, 2953 .. 3066, 2960. .3049, 

3161. .3271, 3162.. 3272, 3353.. 3478, 3354. .3446, 3550. .3690, 
3551. .3682 



Seq. -No. 23988 Seq. ID 

Gene No. .50015 Strand 

Start 1860 End 

Name OJ990514_12 .0103 . C35 . o2 . gp Method 

Start 2461 End 



OJ990514_12.0103.C35 

7128 

AAT/GAP 

2988 



24283 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



701771 Score 584 

2461.. "2687, 2770.. 2871, 2956. .2988 

1168654/sp|P45582|BGAL_ASPOF 9.0e-37 B E T A- GAL AC T 0 S I DAS E 

PRECURSOR (LACTASE) >gi_542198_pir S41889 beta-galactosidase 

(EC 3.2.1.23) - garden asparagus >gi_452712_emb_CAA54525_ 
(X77319) beta-galactosidase [Asparagus officinalis] 



23988 
50015 
1860 

OJ990514_12.0103.C35.o3.gp 

3375 

426057 

3375. .3464, 3547. .3717, 4000 
1168 654/ sp | P4 5582| BGAL_ASPOF 



OJ990514 12.0103.C35 



Seq. ID 
. Strand 
End 7128 
Method AAT/GAP 
End 4131 
Score 678 
.4131 

2.0e-28 BETA-GALACTOSIDASE 

PRECURSOR (LACTASE) >gi_542198_pir S41889 beta-galactosidase 

(EC 3.2.1.23) - garden asparagus >gi_4 52712_emb_CAA54525_ 
(X77319) beta-galactosidase [Asparagus officinalis] 



23988 
50015 
1860 

OJ990514_12. 

3550 

none 

3550. .3711, 
4242. .4346, 
4990. .5088, 
5160. .5252, 
5687. .5836, 
6131. .6199, 
6964. .7050, 



0103.C35.o2.tc 



3551.. 3679, 3994 

4249. .4383, 4259 

5056.. 5079, 5058 

5219.. 5269, 53.52 

5691.. 5834, 5917 

6504.. 6620, 6505 
6965. .7045 



Seq. ID OJ990514_12.0103.C35 
Strand 

End 7128 
Method TBLASTX : Cress 
End 7050 
Score 112 

.4071, 3997. .4167, 3998. .4159, 
.4384, 4989. .5060, 4989. .5054, 
.5093, 5129. .5197, 5159. .5263, 
.5435, 5354. .5443, 5354. .5443, 
.6015, 5924. .6007, 6124. .6198, 
.6618, 6703. .6801, 6704. .6799, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23988 
50015 
1860 

OJ990514_12. 

3995 

none 

3995. .4159, 
5023. .5064, 
5355. .5444, 
6125. .6199, 
6505. .6621, 
6964. .7050, 



0103.C35.o3.tm 



3997.. 4158, 4249. 

5054. .5083, 5159. 

5681. .5836, 5696. 

6130.. 6198, 6133. 

6660.. 6767, 6682. 
6965. .7048 



OJ990514_12.0103.C35 
7128 

TBLASTX: Maize 
7050 
128 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4383, 4259. .4369, 4983. 
.5263, 5160. .5261, 5354. 
.5839, 5917. .6015, 5918. 
.6216, 6504. .6620, 6505. 
.6804, 6688. .6801, 6929. 



,5054, 
,5443, 
,6013, 
,6630, 
,6970, 



Seq. No. 23988 

Gene No. 50015 

Start .1860 

Name OJ990514_12 . 0103 . C35 . ol . tw 

Start 3997 

GI none 

Exons 3997.. 4173, 3998.. 4135, 4249. 

5057. .5083, 5159. .5182 



Seq. ID 

Strand 

End • 

Method 

End 

Score 



OJ990514_12.0103.C35 
7128 

TBLASTX: Wheat 

5182 

110 



.4383, 4262. .4384, 4989. .5054, 



Seq. No. 
Gene No . 



23988 
50015 



Seq. ID 
Strand 



OJ990514 12.0103.C35 



24284 



Start 1860 

Name OJ990514_12 . 0103 . C35 . o4 . gp 

Start 5543 
GI 3766558 
Exons 5543.. 5833, 

GI Descrip. 1352078/sp| 

PRECURSOR ( 

(L29451) b- 

domestica] 



End 

Method 

End 

Score 



7128 
AAT/GAP 
6777 
1104 



5920.. 6012, 6133.. 6199, 6505.. 6617, 6703.. 6777 
P4 8981 |BGAL_MALDO 2.0e-74 BETA-GALACTOS I DASE 
LACTASE) (EXO- (1— >4) -BETA-D-GALACTANASE) >gi_50727£ 
galactosidase-related protein; putative [Malus 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23988 
50015 
1860 

OJ990514_12. 

5971 

none 

5971. . 6015, 
6505. . 6621, 



0103.C35.o2.ts 



5981.. 6013, 6125. 
6703.. 6801, 6707. 



Seq. ID OJ990514_12.0103.C35 
Strand 

End 7128 

Method TBLASTX : Soybean 

End . 7050 

Score 4 9 

.6199, 6130. .6198, 6504. .6620, 
.6799, 6964. .7050, 6968. .7045 



Seq. No. 
Gene No. 
Start 
Name 
Start 
.'GI-' * 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23989 
50016 
629 

OJ990514_12.0103.C36.ol, 

629 

none 

629. .721, 813. .984 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990514_12.0103.C36 
984 

GENSCAN 

984 

.71 



OJ990514_12.0103.C37 
+ 



23990 Seq. ID 

50017 Strand - 

1 End 513 
OJ990514_12 . 0103 . C37 . ol . np Method " AAT/NAP 

1 End 513 

4680180 Score 545 
1. .513 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



23990 
50017 
1 

OJ990514_12.0103.C37.ol, 

i 

none 

1..192, 9. .191 



tm 



Seq. ID OJ990514_12.0103.C37 

Strand + 

End 513 

Method . TBLASTX : Mai ze 

End 192 

Score 252 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



23990 Seq. ID 

50017 Strand 
1 End 
OJ990514_12.0103.C37.ol.tw Method 
18 End 
none Score 

18. .74, 19. .372, 19. .261, 120. .362 



OJ990514_12.0103.C37 
+ 

513' 

TBLASTX: Wheat 

372 

346 



Seq. No. 23990 Seq. ID OJ990514 

Gene No. 50017 Strand +. 

Start 1 " ■ End 513 

Name OJ990514_12 . 0103 . C37 . ol ..gs Method GENSCAN 

Start 70 End 390 



12.0103.C37 



24285 



GI 

Exons 



none 
70. .390 



Score 



.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI r 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No; 
Gene No. 



23991 
50018 
158 

OJ990514_12.0103.C38.ol.gs 
158 
none 

158. .256, 556. .607, 1168. .1341 

23992 
•50019 
1175 

OJ990514_12.0103.C39.ol.gs 
1175 
none 

1175. .1262 



Seq. ID OJ990514_12.0103.C38 

Strand + 

End 1341 

Method GEN SCAN 

End 1341 

Score. .71 -~; 



Seq. ID OJ990514_12.0103.C39 

Strand + 

End 1262 

Method GEN SCAN 

End 1262 

Score .53 



Seq. ID OJ990514_12.0103.C39 
Strand 

End 3240 
Method AAT/NAP 
End 2902 
Score ' 356. 



23992 
50020 
1 

OJ990514_12.0103.C39.o2.np 
1 

5441880 
1..83, 2482. .2902 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



23992 
50020 
1 

OJ990514_12.0103.C39.o2.gs 

1648 

none 



Seq. ID OJ990514_12. 0103.C39 
Strand 

End 3240 

Method GENS CAN 

End 3240 

Score .41 



1648. .1761, 2657. .2947, 2980. .3054, 3187. .3240 



23992 
50020 
1 

OJ990514_12.0103.C39.ol.np 
1650 
6006359 
1650. .1761 

(AP000559) hypothetical protein [Oryza sativa] 



Seq. ID OJ990514_12.0103.C39 
Strand 

End 3240 

Method , AAT/NAP 

End . 1761 

Score 65 



23992 
50021 
5426 

OJ990514_12.0103.C39.o3.gs 

5426 

none 



Seq. ID OJ990514_12.0103.C39 
Strand 

End 6856 

Method GENSCAN 

End 6856 

Score .87 



5426. .5563, 6658. .6770, 6850. .6856 



23992 
50022 



Seq. ID OJ990514_12.0103.C39 
Strand 



24286 



Start 


8190 


End 


9247 


Name 


OJ990514 12.0103.C39.o4.gs 


Method 


GENSCAN 


Start 


8190 


End 


9247 


GI 


none 


Score 


.81 


Exons 


8190. .8813, 9164. .9247 






Seq. No. 


23993 


Seq. ID 


OJ990514_12.0103.C40 


i^ene ino . 




C4- > . rvJ 




Start 


68 v 


End 


596 


Name 


OJ990514 12.0103.C40.ol.'gs 


Method 


GENSCAN 


Start 


68 


End 


596 


GI 


none 


Score 


.57 


Exons 


68. .162, 578.-596 






Seq. No. 


23994 


Seq. ID 


OJ990514_12.0103.C41 


Gene No. 


50024 


Strand 


+ 


Start 


578 


End 


748 


IN al lie 




Method 


AAT/GAP 


Start 


578 


End 


748 


GI 


10431 1.R1084 


Score 


298 


Exons 


578. .748 






GI Descrip. 


1 1256198/dbj | D63711 | RICTNR3 4 


. Oe-82 Rice transposon Tnr3 DNA, 




complete sequence 1 






Seq. No. 


23994 


Seq. ID 


OJ990514_12.0103.C41 


Gene No. 


50025 


Strand 




Start 


2396 


End 


4337 


Name 


OJ990514 12.0103.C41.ol.np 


Method 


AAT/NAP 




2396 


End 


4337 


GI 


6063554 


Score' 


174 


Exons 


2396. .2571, 3723. .3964, 4088. 


.4337 




GI Descrip. 


(AP000615) ESTs AU075609 (C63344) ,C71850 (E04 64) ,C98611 (E04 64) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


23994 


Seq. ID 


OJ990514_12.0103.C41 


Gene No. 


50026 


Strand 






4737 


End 


9147 


Name 


OJ990514 12.0103.C41.o2.np 


'Method 


AAT/NAP 


Start 


4737 


End 


9147 


GI 


4680179 


Score 


5540 


Exons 


4737. .9147 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq; No. 


23994 


Seq. ID 


OJ990514_12.0103.C41 


Gene No. 


50027 


Strand 




jlalL 


9370 


End 


10167 


Name 


OJ990514 12.0103.C41.ol.tm 


Method 


TBLASTX: Maize 


Start 


4923 


End 


5508 


GI 


none 


Score 


104 


Exons 


4923. .5348, 4924. .5121, 4944. 


5189, 5176.. 5349, 5346.. 5507, 




5353.. 5508 






Seq. No. 


23994 


Seq. ID 


OJ990514_12.0103.C41 


Gene No. 


50027 


Strand 




Start 


9370 


End 


10167 


Name 


OJ990514 12.0103.C41.o9.tw 


Method 


TBLASTX: Wheat 



24287 



Start 4 935 End 

GI none Score 

Exons 4935.. 5060, 4936.. 5061 

Seq. No. 23994 Seq. ID 

Gene No. 50027 Strand 

Start 9370 End 

Name OJ990514_12 . 0103 .C41 . ol . tw Method 

Start 5061 . End 

GI none Score 

Exons 5061. .5687, 5062.. 5121, 5179.. 5628 



5061 
125 



OJ990514_12.0103.C41 
10167 

TBLASTX: Wheat 

5687 

44 



Seq. No. 23994 

Gene No. 50027 

Start 9370 

Name OJ990514_12 . 0103 . C4 1 . o3 . tm 

Start 5556 

GI none 

Exons 5556.. 5846, 5559.. 5846, 5560. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5847, 5560. .5847 



OJ990514_12.0103.C41 
10167 

TBLASTX: Maize 
5847 
168 



Seq. No. 23994 Seq. ID 

Gene No. 50027 Strand 

Start '9370 End > 

Name OJ990514_12 . 0103 . C4 1 . o2 . ts Method 

Start 5646 End 

GI none Score 

Exons "5646. .5894, 5646. .5906, 5647. .5895 

Seq. No. 23994 Seq. ID 

Gene No. 50027 Strand 

Start 9370 End 

Name OJ990514_12 . 0103 . C4 1 . ol . tc Method 

Start 5670 End 

GI none Score 

Exons 5670.. 5813, 5671.. 5811, 5814.. 5996 



OJ990514_12.0103.C41 
10167 

TBLASTX: Soybean 

5906 

91 



OJ990514_12.0103.C41 
10167 

TBLASTX: Cress 

5996 

86 



Seq. No. * 23994 Seq. ID 

Gene No. 50027 Strand 

Start 9370 End 

Name OJ990514_12 . 0103 . C4 1 . o2 . tw Method 

Start 5694 End 

GI none • Score 

Exons 5694.. 6233, 5698.. 6051 



OJ990514_12.0103.C41 
10167 

TBLASTX: Wheat 

6233 

302 



Seq. No. 23994 Seq. ID 

Gene No. 50027 Strand 

Start 9370 End 

Name OJ990514_12 . 0103 . C4 1 . o2 . tm Method 

Start 6261 End 

GI none Score 

Exons 6261.. 6614, 6268.. 6609, 6276.. 6614 

Seq. No. 23994 Seq. ID 

Gene No. 50027 Strand 

Start 9370 End 

Name OJ990514JL2 . 0103 . C4 1 . o3 . tw Method 

Start 6261 End 



OJ990514_12.0103.C41 
10167 

TBLASTX :Maize 

£614 

192 



OJ990514_12.0103.C41 
10167 

TBLASTX: Wheat 
6686 



24288 




GI 


none 








Score 


322 




Exons 


6261. .6686, 


6268 


. .6684 










Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103 


C41 


v^ene wo. 


ouuz / 








otrana 






Start - 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


6432 








End 


6677 . 




GI 


none 








Score 


204 




Exons 


6432. .6677 




. v ' • 










Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


bene jno. 










otrana 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o5 


.tm 


Method 


TBLASTX: Maize 




Start 


6621 








End 


6953 




GI 


none 








Score 


112 




Exons 


6621. .6953, 


6730 


. .6900 










Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


Gene No . 


OUU^ / 








Strand 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


0103 


.C41.o5 


tw 


Method 


TBLASTX: Wheat 




Start 


6687 








End 


6950 




GI 


none ' 








Score 


245 




Exons 


6687. .6950, 


6700 


. .6948 










Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


Gene No. 


50027 








Strand 






o tare 


Q "3 "7 n 

yj /u 








End 


10167 




Name 


OJ990514 12. 


0103 


.C41.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6702 








End 


7097 




GI 


none 








Score 


73 




Exons 


6702. .6953, 


6705 


. . 6854, 


6712. 


.6945, 6918. .7058, 7008. .7061, 




7018. .7059, 


7065 


. .7097, 


7065. 


.7097 






Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


Gene No . 


DkjUZ 1 








Strand 






Start 


9370 








End 


10167 




Name 


OJ990514 12. 


0103 


.C41.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


7008 








End 


7455 




GI 


none 








Score 


100 




Exons 


7008. .7451, 


7018 


. .7455 










j- 

Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


bene jno . 


ouuz / 








Strand 






Start 


9370 








End 


10167- 




Name 


OJ990514 12. 


0103.C41.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7038 








.End 


7521 




GI 


none 








Score 


231 




Exons 


7038. .7520, 


7041 


.7517, 


7081. 


.7521 






Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


Gene No. 


50027 








Strand 






Start 


9370 








End 


10167 




Name 


OJ990514 12. 


0103. 


C41.o4. 


ts 


Method 


TBLASTX : Soybean 




Start' 


7170 








End 


7484 





24289 




GI 


none 








Score 


194 




Exons 


7170. .7484 














Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


bcilc INU . 










OLlanu 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o7 


. tm 


Method 


TBLASTX: Maize 




Start 


7456 








End 


7649 




GI 


none 








Score 


156 - 




Exons 


7456. .7611, 


7458 


Z.7649 










Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


Con ^ XT /-\ 
















Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


7653 








End 


8006 




GI 


none 








Score 


239 




Exons 


7653. .8006 














Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 












otrana 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


8340 








End;,. 


8690 




GI 


none - 








Score 


306 




Exons 


8340. .8690 














Seq. No. 


23994 








.Seq; ID 


OJ990514__12.0103. 


C41 


bene jnq . 


JUU^ / 








Strand 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o6 


. tm 


Method 


TBLASTX: Maize 




Start 


8385 








End 


8690 




GI 


none 








Score 


245 




Exons 


8385. .8690 














Seq. No. 


23994 








Seq. ID 


OJ990514_12.0103. 


C41 


uene ino . 










o trana 






Start 


9370 








End 


10167 




Name 


OJ990514 12 


.0103 


.C41.o8 


.tw 


' Method 


TBLASTX: Wheat 




Start 


8742 








End 


8940 




GI 


none 








Score 


55 




Exons 


8742. .8915, 


8742 


. .8939, 


8743. 


.8940y > 






Seq. No. 


23994 








Seq. ID 


OJ990514JL2.0103. 


C41 


Gene No. 


50027 








Strand 








9370 








End 


i ni 67 




Name 


OJ990514 12, 


.0103, 


.C41.o3 


.np 


Method 


AAT/NAP 




Start 


9370 






End 


10167 




GI 


4512231 








Score, 


1324 




Exons 


9370. .10167 














GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 






Seq. No. 


23995 








Seq. ID 


OJ990514_12.0103. 


C42 


Gene No. 


50028 








Strand 






Start 


1 








End 


283 




Name 


OJ990514 12, 


.0103. 


( C42.ol, 


.np 


Method 


AAT/NAP 




Start 


1 








End 


283 





24290 



GI 


4512231 




Score 


333 




Exons 


1. .283 










GI Descrip. 


(AB014741) ORFO protein 


[Oryza sativa] 






Seq. No. 


23996 




beq. lu 


OJ990514 


_12. 




JUUZ 1? 




b trana 






Start 


334 




17—. -] 

Lna 


1702 




Name 


OJ990514 12.0103.C43.ol. 


gs 


Method 


GENSCAN 




Start 


334 




hna 


1702 




GI 


none 




Score 


.49 




Exons 


334. .373, 1626. .1702 










Seq. No. 


23997 




Seq. ID 


OJ990514 


_12. 




jUUjU 




Strand 


+ 




Start 


70 




bna 


278 




Name 


OJ990514 12.0103.C45.ol. 


gs 


Method 


GENSCAN 




Start 


70 




bna 


278 




GI 


. none 




Score 


.53 




Exons 


70. .278 










Seq. No. 


„ 

23998 




Seq. ID 


OJ990514 


_12. 


bene wo • 


en mi 




Strand 






Start 


148 




End 


239 




Name 


OJ990514 12.0103.C46.ol. 


gs 


Method 


GENSCAN 




Start 


148 . 




T~l J 

End 


239 




GI / . 


none 




Score 


.7 '" 




Exons 


148. .239 










Seq. No. 


23999 




Seq. ID 


OJ990514 


_12. 


bene wo. 






Strand 


+ 




Start 


582 




hna 


1267 




Name 


OJ990514 12.0103.C49.ol. 


gs 


Method 


GENSCAN 




Start 


582 




End 


1267 




GI 


none 




Score 


.89 




Exons 


.582. .1267 










Seq. No. 


24000 




Seq. ID 


OJ990514 


_12.' 


Gene No. 


50033 




Strand 


+ 




Start 


3460 




End 


3919 




Name 


OJ990514 12.0103.C50.o3. 


gp 


Method 


AAT/GAP 




Start 


3460 




End 


3919 




GI 


LIB3432-059-P1-K1-D8 




Score 


741 




Exons 


3460. .3919 










GI Descrip. 


'5734616/dbj IAP000391.1 IAP000391 0.0e+00 Oryza sati< 




DNA, chromosome 6, clone 


:P0538C01' 






Seq. No. 


24000 




Seq. ID 


OJ990514_ 


_12.l 


Gene No. 


50034 




Strand 






Start 


1735 




End 


1826 




Name 


OJ990514 12.0103.C50.ol. 


gp 


Method 


AAT/GAP 




Start 


1735 




End 


1826 




GI 


LIB3477-003-P1-K1-E9 




Score 


127 




Exons 


1735. .1826 











GI Descrip. 1 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



24291 



Seq. No. 24000 Seq. ID OJ990514_12 . 0103 . C50 

Gene No. 50035 Strand 

Start 3365 End 3456 

Name OJ990514_12 . 0103 .C50 . o2 . gp Method AAT/GAP • 

Start 3365 End 3456 

GI LIB3477-003-P1-K1-E9 Score 137 

Exons 3365.. 3456 

GI Descrip. • 24 98586/sp | Q4.0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) pry s 1 [Oryza 
sativa] 1 



Seq. No. 


24001 




Seq. ID 


OJ990514_12 


.0103.C51 


Gene No. 


50036 




Strand 


+ 




Start 


344 




End 


2916 




Name 


OJ990514 12.0103.C51.ol.gs 




Method 


GENSCAN 




Start 


344 




End 


2916 




GI 


none 




Score 


.53 




Exons 


344. .496, 530. .668, 721. .895, 


971. .997, 


1048. .1144 


, 1354. .1427, 




1495.. 1600, 1996.. 2209, 2405. 


.2518, 2804. .2916 






24001 




Seq. ID 


OJ990514JL2 


.0103. C51 


Gene No. 


snn^7 

JUUJ / 




Strand 






Start 






End 


3299 




Name 






Method 


AAT/GAP 




Start 






End 


716 




GI 






Score 


677 




Exons 


ZUu . .DUO, O 4 *4 . • / lO 










Cpri No 


24001 




Seq. ID 


OJ990514_12 


.0103. C51 


Gene No. 


50037 




Strand 






Start 


208 




End 


3299 




Name 


OJ990514 12.0103.C51.ol.np 




Method 


AAT/NAP 




Start 


399 




End 


3299 




GI 


81286 




Score 


119 




Exons 


399.. 857, 1065.. 1183, 3262 


. .3299 






GI Descrip. 


extensin - Volvox carteri 


{ fragment ) gi | 2 1 992 | emb | CAA4 62831 




(X65165) extensin [Volvox 


carteri] 






Seq. No. 


24002 




Seq. ID 


OJ990514_12 


.0103. C53 


Gene No. 


50038 




Strand 






Start 


22 




End 


2186 




Name 


OJ990514 12.0103.C53.ol.gs 




Method 


GENSCAN 




Start 


22 




End 


2186 




GI 


none 




" Score 


.58 




Exons 


22.. 410, 1695.. 1713, 1964. 


.2186 






Seq. No. 


24002 




Seq. ID 


OJ990514_12 


.0103. C53 


Gene No. 


50039 




Strand 






Start 


3519 




End 


5361 




Name 


OJ990514 12.0103.C53.o2.gs 




Method 


GENSCAN 




Start 


3519 




End 


5361 




GI 


none 




Score' 


.51 




Exons 


3519. .3589, 3865. .3937, 5290. 


.5361 






Seq. No. 


24003 




Seq. ID 


OJ990514_12 


.0103. C54 


Gene No. 


50040 




Strand 


+ 




Start 


2412 




End 


5536 





24292 



Name 


OJ990514 12.0103 


.C54.ol 


.np 


Method 


AAT/NAP 




Start 


2412 






End 


5536 




GI 


5902445 






Score 


2924 




Exons 


2412.. 4228, 4264 


. .5536 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


d. ft UU J 






Oeq . i-U 


riTQQOc;i/i 19 nio*5 


.C54 




JUU4 X 








_j_ 




Start ■ 


J. U -L 1 c. 








1 09 




Name 


OJ990514 12.01.03 


.C54.o4 


.gs 


Method 


GENSCAN 




Start 


10172 






End 


10263 




GI 


1 1 1C 






Score 


.66 




Exons 


1 01 7 9 1 09 £"3 












Seq. No. 


OA 00^ 






Seq. ID 


OJ990514_12.0103 


.C54 




R00Z1 9 






Strand 






Start 


jODj 






End 


10655 




Name 


OTQQ0R14 19 010"^ 


C^A rsH 


+■ T.I 


Method 


TBLASTX : Wheat 




Start 


687 






End 


1079 




GI 


.none 






Score 


57 




Exons 


£ft 7 79ft 7^9 ft 
DO/. . /ZD/ / JZ. .0 


no 7 "3/ 

U y , / 0*± 


7 

. . / 1/ J; 


852. .1079, 884. .1078 




Seq. No. 


9 4 00 *3 
Z 4 UUj 






Seq. ID 


OJ990514_12.0103 


.C54 


Gene No. 


DU Z 






Strand 








c ceo 
D D Dj 






End 


>10655 . 




Name 


PiTQQORI/I 19 Oim 


. 004 . 04 


. tw 


Method 


TBLASTX: Wheat 




Start 


1710 7 






End 


6325 




GI 


none 






Score 


138 




Exons 


1710 1 ft Q9 171 Q 


1 ft Q1 


1 Q9Q 

i yz y . 


..2165, 1931.. 2017., 2090.. 2155, 




DZ Dfl . . OjZj 












Seq. No. 


9400^ 
Z4UU J 






Seq. ID 


OJ990514_12.0103 


.C54 


\3 C11C Vi\J . 


ROOd 9 

JUU4Z 






Strand 






Start 


jDDj 






End 


10655 




Name 


OJ990514 12.0103 


.C54.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2358 - 






End 


2812 




GI 


none 






Score 


511 




Exons 


9^c:ft 9Q10 oqcq 


97 Q R 


9 *3 £C 
ZjDD . 


.2800, 2465.. 2812 




Seq. No. 


94 00^ 






Seq. ID 


OJ990514_12.0103 


.C54 




R0049 






Strand 






Start 


^^^^ 
0 DO J 






End 


10655 




Name 


OJ990514 12.0103 


.C54.o2, 


.ts 


" Method 


TBLASTX : Soybean 




Start 


2397 






End 


2762 




GI 


none 






Score 


103 




Exons 


9"3Q7 9£91 9COC 

zjy / . .zozi/ zbzj 


. . Z / OZ 










Seq. No. 


24003 






Seq. ID 


OJ990514_12.0103 


.C54 




50042 






Strand 






Start 


5663 






End 


10655 




Name 


OJ990514 12.0103, 


.C54.ol. 


, tm 


Method 


TBLASTX: Maize 




Start 


2487 






End 


2843 




GI 


none 






Score 


384 




Exons 


2487. .2843, 2522, 


. .2842 










Seq. No. 


24003 






Seq. ID 


0 J9 905 14_12. 0103. 


.C54 


Gene No. 


50042 






Strand 







24293 




Start 


5663 








End 


10655 


Name 


OJ990514 12 


.0103; 


.C54.o3 


. tm 


Method . 


TBLASTX: Maize 


Start. 


2847 








End 


3255 


GI 


none 








Score 


226 


Exons 


2847. .3104, 


3109. 


. .3255 








Seq. No. 


24003 








Seq. ID 


OJ990514_12.0103.C54 


Gene No. 


50042 








Strand 




Start 


5663, 








End 


10655 ■ 


Name 


OJ990514 12 


.0103. 


.C54.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


2928 








End 


3353 


GI 


none 








Score 


212 


Exons 


2928. .3107, 


2929. 


. .3069, 


3033. 


.3101, 3038. .3106, 3096. .3353, 




3109. .3351 













Seq. No. 24003 Seq. ID 

Gene No. 50042 Strand 

Start 5663 End 

Name OJ990514_12 . 0103 . C54 . ol . ts Method 

Start 2982 End 

GI none Score 

Exons 2982.. 3104, 3109.. 3408 



OJ990514_12.0103.C54 
10655 

TBLASTX : Soybean 

3408 

134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24003 Seq. ID 

50042 Strand 

5663 End 

OJ990514_12.0103.C54 .06. tw Method 

34 98 End 

none Score 



OJ990514_12.0103.C54 
10655 

TBLASTX: Wheat 

3909 

206 



3498. .3725, 34 99 .. 3723, * 3733 384 9, 3856. .3909 

OJ990514 12.0103.C54 



24003 Seq. ID 

50042 Strand 

5663 End 
OJ990514_12.0103.C54.o8.tw Method 

3913. End. 

none Score 

3913. .4206, 3942. .4202 



10655 

TBLASTX: Wheat 

4206 

210 



Seq. No. 24003 Seq. ID 

Gene No. 50042 Strand 

Start 5663 End 

Name OJ990514_12 .0103 . C54 . o2 . tm Method 

Start 4424 End 

GI none Score 

Exons 4424. .4717, 4450. .4716 



OJ990514_12.0103.C54 
10655 

TBLASTX: Maize 

4717 

328 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



24003 Seq. ID 

50042 Strand 

5663 End 

OJ990514_12.0103.C54.o5.tw Method 

4543 End 

none Score 



OJ990514_12.0103.C54 
10655 

TBLASTX: Wheat 

4897 

349 



4543. .4599, 4544. .4897, 4544. .4786, 4645. .4887 



24003 
50042 



Seq. ID OJ990514_12.0103.C54 
Strand 



24294 



Start 
Name 
Start 
GI 

Exons 



5663 End 

OJ990514_12 . 0103 . C54 . o3 . tw Method 

4923 End 

none Score 



10655 

TBLASTX: Wheat 

5527 

53 



4923. .5111, 4931. .5371, 4933. .5022, 5068. .5175, 5396. .5527, 
5401. .5526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24003 
50042 
5663 

OJ990514_12.0103.C54.o4.tm 
5240 
none 

5240. .5407, 5294. .5413, 5398. .5457, 5408. .5485 



Seq. ID OJ990514_12.0103.C54 
Strand 

10655 

TBLASTX: Maize 
5485 
141 



End 

Method 

End 

Score 



24003 
50042 
5663 

OJ990514_12.0103.C54.o3.gs 

5663 

none 

5663. .5724, 5818 .. 5889, 6221 . 
6977. .7370, 7421. .7734, 7794. 
8470. .9103 



Seq. ID OJ990514_12.0103.C54 
Strand 

End 10655 
Method GENS CAN 
End 9103 
Score .8 

.6378, 6391.. 6568, 6673.. 6818, 
.7852, 7923. .8108, 8177.. 8301, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 
Exons 

GI Descrip. 



24003 
50042 
5663 

OJ990514_12.0103.C54.o2.np 



OJ990514 12.0103.C54 



Seq. ID 
Strand 

End 10655 
Method AAT/NAP 
End 9113 
Score 893 
.8108, 9045. .9113 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6953 
6721561 
6953. .7713, 



7794. .7852, 7923. 



24003 
50042 
5663 

OJ990514_12.0103.C54.o3.np 
7452 
6721558 
7452. .7557, 



8068.. 8301, 9004. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.9103 



OJ990514_12.0103.C54 

10655 
AAT/NAP 
9103 ' 
230 



(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



24003 Seq. ID 

50042 Strand 

5663 End 

OJ990514_12 . 0103. C54 . o4 .np Method 

8219 End 

6721512 • Score . " 



OJ990514_12.0103.C54 

10655 
AAT/NAP 
10655 
79 



8219.. 8329, 9816 .. 9929, "9958 10056, 10203 .. 10240, 10599.. 10655 
(AP001072) hypothetical protein [Oryza sativa] 



24295 



Seq. No. 


24004 




Seq. ID 


OJ990514 


belle 1NU . 






Strand 




Start 


2821 




End 


3610 


Name 


OJ990514 12.0103.C55.ol 


.np 


Method 


AAT/NAP 


Start 


2821 


End 


3610 


GI 


6815099 




Score 


72 


Exons 


2821.. 2942, 3579.. 3610 








GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


beq. wo. 


Z ft UUj 




Seq. ID 


ATQQAC1 A 


Gene No. 


50044 




Strand 


+ 


Start 


648 




End 


1278 


Name 


OJ990514 12.0103.C56.ol. 


.gs 


Method 


GENSCAN 


Start 


648 




End 


1278 


GI 


none 




Score 


.96 


Exons 


648. .861, 1157. .1278 








Seq. No. 


24005 




Seq. ID 


OJ990514 


Gene No. 


50045 




Strand 


+ 


Start 


1184 




End 


1278 


Name 


OJ990514 12.0103.C56.ol. 


,gp 


Method 


AAT/GAP 


Start 


1184 




End 


1278 




26883 1.R1084 




Score 


167 


Exons 


1184.. 1278 









12.0103.C56 



GI Descrip. 



'4191783 1. 
thaliana] 1 



0e-14 (AC005917) hypothetical protein [Arabidopsis 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24006 Seq. ID 

50046 Strand 

1 End 

OJ990514_12.0103.C58.ol.np Method 

1 End 

6907088 Score 
1..224, 661. .738 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990514_12.0103.C58 
+ 

738 

AAT/NAP 
738 
309 



24006 
50046 
1 

OJ990514_12.0103.C58.o2.np 
1 

6069659 
1..20, 362. .488, 686. .738 

(AP000616) hypothetical protein [Oryza sativa] 



Seq. ID OJ990514_12.0103.C58 

Strand + 

End 738 

Method AAT/NAP 

End 738 

Score 105 



24006 Seq. ID 

50046 Strand 
1 End 
OJ990514_12.0103.C58.ol.gp ' Method 
487 End 
5667165 Score 
487. .678 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



OJ990514_12.0103.C58 
+ 

738 

AAT/GAP 
678 
356 



Seq. No. 



24007 



Seq. ID OJ990514 12.0103.C59 



24296 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

.Seq. ^q. 
' Gerie NoV 

Start 

Name 

Start 

GI 

Exons 



50047 Strand + 

1 End 1099 

OJ990514_12.0103.C59.ol.np Method AAT/NAP 

1 End 1099 

6681696 Score 369 
1..70, 613. .810, 901. .1099 

(AB017373) Lycopene epsilon cyclase [Gentiana lutea] 



24007. v. 

50047 

1 

OJ990514_12.0103.C59.ol.tc 

588 

none 



Seq. ID' .OJ?90514_12.0103.C59 
' Strand + 
End 1099 
Method TBLASTX : Cress 
End 1044 
Score 233 



588. .806, 636. .872, 638. .808, 894. .995, 899. .1033, 914. .1039, 
922. .1044 



Seq. No. 24007 

Gene No. 50047 

Start 1 

Name OJ990514_12 . 0103 . C59 . ol . gs 

Start 591 

GI none 

Exons 591.. 786, 901.. 1036 



Seq. ID OJ990514_12.0103.C59 

Strand + 

End 1099 

Method GENSCAN 

End 1036 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24007 
50047 
1 

OJ990514_12. 0103.C59.ol.tm 

636 

none 



Seq. ID' OJ990514_12.0103.C59 

Strand + 

End 1099 

Method TBLASTX : Mai ze 

End 7 95 

Score 248 



636. .794, 637. .702, 638. .793, 642. .794, 646. .795 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 



24008 
50048 
1 

OJ990514_12.0103.C60.ol.np 

1 - 

3005983 



Seq. ID OJ990514_12.0103.C60 

Strand + 

End 5003 

Method AAT/NAP 

End 1317 

Score 812 



1..154, 244. .351, 440. .536, 620. .736, 895. .1036, 1155. .1317 
(Y14387) lycopene epsilon-cyclase [Lycopersicon esculentum] 



24008 
50048 
1 

OJ990514_12.0103.C60.ol.gs 

271 

none 



Seq. ID OJ990514_12.0103.C60 

Strand + 

End 5003 

Method GENSCAN 

End 4850 

Score .62 



271. .351, 440. .536, 620. .751, 904. .1036, 1075. .1174, 1940. .2082, 
2116.. 2327, 2432.. 2526, 2647.. 2768, 2883.. 3420, 3492.. 4850 



24008 
50048 
1 ' 

OJ990514_12.0103.C60.o2.np 

2144 ' 

4337196 



Seq. ID OJ990514_12.0103.C60 

Strand + 

End 5003 

Method AAT/NAP 

End . 4 928 

Score 1510 



24297 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2144. .2398, 2479.-2526, 2647. .2768, 2883. .3459, 3498. .4168, 
4204. .4928 

(AC006403) putative protein kinase [Arabidopsis thaliana] 



24008 Seq. ID 

50048 Strand 

1 End 

OJ990514_12.0103.C60.ol.gp Method 

2285 • > - End 

39908 1.R1084 Score 



OJ990514_12.0103.C60 
+ 

5003 

AAT/GAP • 
3247 
1160 ' 



2285. .2327, 2432. .2526, 2647. .2768, 2883. .3247 
, 4337196/gb|AAD18110| 1.0e-19 (AC006403) putative 
serine/threonine receptor kinase [Arabidopsis thaliana] ' 



Seq. No. 


24008 




Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50048 




Strand 


+ 


Start 


1 




End 


5003 


Name 


OJ990514 12.0103.C60.o2 


.gp 


Method 


AAT/GAP 


Start 


3298 




End 


3755 


GI 


none 




Score 


657 


Exons 


3298. .3420, 3492. .3755 








Seq. No. 


24008 




Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50048 




Strand 


+ 


Start;- * 


: i -v^ . 




- End 


5003 


Name 


OJ990514 12.0103.C60.o4 


• gp 


Method 


AAT/GAP 


Start 


4633 




End 


5003 


GI 


2428853 




Score 


652 


Exons 


4633.. 5003 








Seq. No. 


24008 




Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 




Strand 




Start 


. 3911 




End 


4969 


Name 


OJ990514 12.0103.C60.ol 


-tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


1320 


GI 


none 




Score 


160 


Exons 


2. .154, 6. .155, 8. .154, 


241. . 


351, 241. 


.351, 243.-353, 437. .538, 




437.. 532, 439.. 537, 615 


. .686, 


619. .687 


, 903.. 1037, 906.. 1037, 




1155.. 1307, 1155. .1319, 


1156. 


.1320 





Seq. No. 24008 

Gene No. 5.004 9 

Start 3911 

Name OJ990514_12 . 0103.C60. o3. tm 

Start 8 

GI none 
Exons 



Seq. ID OJ990514_12.0103.C60 
Strand 

End 4 969 

Method TBLASTX: Maize 

End 4 90 

Score 242 



8. .154, 9. .155, 10. .156, 10. .156, 199. .351, 229. .354, 233. .352, 
233. .355, 377. .490, 437. .490 



Seq. No. - 24008 ^ Seq. ID OJ990514_12 . 0103 . C60 

Gene No. 50049 Strand 

Start 3911 End 4969 

Name. OJ990514_12 . 0103 . C60 . o2 . ts Method TBLASTX : Soybean 

Start -62 End 538 

GI ' none Score 94 

Exons 62. .154, 84. .155, 241. .351, 243.'. 353, 388. .537, 437. .538 



24298 




Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 








Strand 














End 


H _? O .7 


Name 


OJ990514 12 


.0103 


.C60.o4, 


.tm 


. Method 


TBLASTX: Maize 


Start 


959 








End 


1419 


GI 


none 








Score 


138 


Exons 


959. .1075, 


960. . 


1127, 1132. .1326, 1143 


..1328, 1155. .1346, 




1339. .1419 












Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 








Strand 




Start 


3911 








End 


4969 


Name 


OJ990514 12 


. 0103 


.C60.o2, 


. tm 


Method 


TBLASTX: Maize 


Start 


2095 








End 


2999 


GI 


none 








Score 


78 


Exons 


2095. .2145, 


2111 


. .2206, 


2125. 


.2205, 2165.. 2251, 2168.. 2311, 




2185. .2310, 


2433 


. .2528, 


2437. 


.2529, 2442.. 2528, 2443.. 2529, 




2644. .2781, 


2647 


. .2769, 


2697. 


.2783, 2880.. 2999, 2881.. 2994 


Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 








Strand 




Start 


3911 








End 


4969 


Name 


OJ990514 12 


.0103 




tm 


Method 


TBLASTX: Maize 


Start 


3138 








End 


3986 


GI 


none 








Score 


67 


Exons 


3138. .3215, 


3139 


. .3180, 


3301. 


.3372, 3301. .3384, 3359. .3448, 




3540. .3584, 


3822 


. .3986, 


3935. 


.3985 




Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Cpnp No 


5004 9 








Strand 




Start 


3911 








End 


4969 


Name 


OJ990514 12 


.0103 


.C60.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3840 








End 


4284 


GI 


none 








Score 


428 


Exons 


3840. .4172, 


3935 


. .4117, 


4258. 


.4284 




Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 








Strand 




Start 


3911 








End 


4969 


Name 


OJ990514 12 


.0103 


.C60.o3. 


gp 


Method 


AAT/GAP 


Start ' 


3911 






End 


4533 


GI 


45205 1.R1084 






Score 


951 •'■ 


Exons 


3911. .4533 












GI Descrip. 


'4337196/gb|AAD18110| 5. 


0e-94 


(AC006403) putative 




serine/threonine 


receptor kinase [Arabidopsis thaliana] ' 


Seq. No. 


24008 








Seq. ID 


OJ990514_12.0103.C60 


CpriP Mo 


50049 








Strand 




Start 


3911 








End 


4969 


Name 


OJ990514 12 


.0103, 


.C60.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3956 








End 


4314' 


GI 


none 








Score 


109 


Exons 


3956. .4030, 


3960. 


. .4031, 


4028. 


.4117, 4029. .4169, 4258. .4314 


Seq. No. . 


24008 








Seq. ID 


OJ990514_12.0103.C60 


Gene No. 


50049 








Strand 




Start 


3911 








End 


4969 



24299 




INCLlllC 


Zf Zf \J *j ±. *i Xc. 




• L.HL 


Method 


TBLASTX : 


Maize 




Start 


3986 






End 


4969 






GI 


none 






Score 


286. 






Exons 


3986. .4117, 


3987. .4169, 


4216. 


.4311, 4258. .4314, 


4260. .4313, 




4304. .4735, 


4305. .4739, 


4803. 


.4850, 4820. .4849, 


4946. .4969, 




4946. .4969 














Seq. No.. 


24008 






Seq. ID 


OJ990514 


J2.0103 


.C60 




5004 9 






Strand 








Start 


3911 






End 


4969 






Name 


OJ990514 12 


.0103.C60.o2 


. tc 


Method 


TBLASTX: 


Cress 




Start 


4376 






End 


4736 






GI 


none 






Score 


110 






Exons 


4376. .4477, 


4377. .4478, 


4478. 


.4735, 4479. .4736- 






Seq. No. 


24008 






OC^. J. u 


O.TQQOSI 4 


J2.0103 


.C60 


UCllC IN (J • 








Of- r a nf l 
Oil d I l\JL 








Start 


3911 






End 


4969 






Name 


OJ990514 12 


.0103.C60.o3 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


4515 








47^ 






GI 


none 






Score 


0 4 S 

t 4 J 






Exons 


4515. .4733, 


4517. .4726 












Seq. No. 


24009 






oeq . iu 


O.TQQDM 4 


J2.0103 


.C61 




50050 






Cf- r3nr J 
DLI clilLi 


_|_ 






Start 


229 








R 94 

O *± 






Name 


OJ990514 12 


.0103.C61.ol 


.gs 


Method 


GENSCAN 






Start 


229 






End 


824 






GI 


none 






Score 








Exons 


229.. 289, 327. .618, 743 


. .824 










Seq. No. 


24009 






Seq. ID 


O.TQQO^I 4 


_12.0103 


.C61 


VJCllC Vi\J . 


50051 






Strand 


i 






Start 


1992 






End 


^4 4 0 

O *± fi U 






Name 


OJ990514 12 


.0103.C61.o2 


.gs 


Method 


GENSCAN 






Start 


1992 






End 


3440 






GI 


none 






Score 


.85 






Exons 


1992. .2088, 


.2938. .3440 












Seq. No. 


24010 






Seq. ID 


OJ990514 


J.2.0103 


.C62 


Gene No. 


50052 






Strand 








Start 


1 






End 


2215 






Name 


OJ990514 12 


.0103.C62.ol 


.np 


Method 


AAT/NAP 






Start 


1 






End 


1452 






GI . 


6907086 






Score 


1220 






Exons 


1..152, 379 


..629, 690. .1452 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


24010. 






Seq. ID 


OJ990514 


J.2.0103. 


.C62 


ConD Mrs 


50052 






Strand 








Start 


1 






End 


2215 






Name 


OJ990514 12, 


.0103.C62.ol, 


.gs 


Method 


GENSCAN 






Start 


36 






End 


128 






GI 


none- 






Score 


.66 






Exons 


36. .128 














Seq. No. 


24010 






Seq. ID 


OJ990514 


J2.0103. 


.C62 



24300 



Gene No.. 50052 Strand 

Start . 1 End 2215 

Name OJ990514_12 . 0103 . C62 . o2 . gs Method GENSCAN 

Start 715 End 2215 

GI none Score . 5 

Exons 715.. 1155, 2189.. 2215 

Seq. No. 24010 ..• Seq. ID OJ990514_12 . 0103 . C62 

Gene No. 50052 ■ ',<;, . Strand 

Start "1 End 2215 

Name OJ990514_12 . 0103 . C62 . ol . gp Method AAT/GAP 

Start 1540 End 1731 

GI 5667165 Score 356 

Exons 1540.. 1731 

GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


24011 


Seq. ID 


OJ990514 


Gene No. 


50053 


Strand 


+ 


Start 


276 


End 


545 


Name 


OJ990514 12.0103. C63.ol.gs 


Method 


GENSCAN., 


Start 


276 


End 


545 


GI 


none 


Score 


.92 


Exons 


276. .394, 536. .545 






Seq. No. 


24012 


Seq. ID 


OJ990514 


Gene No. 


50054 


Strand 




Start 


1 


End 


680 


Name 


OJ990514 12.0103.C64.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


680 


GI 


100489 


Score 


381 


Exons 


1. .680 






GI Descrip. 


transposase Tam3 - garden 


snapdragon 


transposon 



12.0103.C64 



gil 16064 |emb|CAA38906| (X55078) Tam3-transposase [Antirrhinum 
ma jus] gi | 3219237 | dbj | BAA28817 . 1 1 (AB013982 ) transposase " 
[Antirrhinum majus] gi | 3219239 | dbj | BAA28818 . 1 | (AB013983) 
transposase [Antirrhinum majus] gi | 3219241 1 dbj | BAA28819 . 1 1 
(AB013984) transposase [Antirrhinum majus] 
gi| 3219244 | dbj IBAA28820.il (AB013986) transpo 



Seq. No. 24012 ..Seq. ID 

Gene No. 50054 "'Strand 

Start 1 End 

Name OJ990514_12 .0103 . C64 . ol . tm Method 

Start 9 End 

GI none Score 

Exons 9.. 236, 13.. 228, 249.. 323 



OJ990514_12.0103.C64 
680 

TBLASTX: Maize 

323 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24012 



50054 -- 
1 

OJ990514_12.0103.C64 .ol.gp 
14 

uC-osflcypl!0c07bl 
14. .522 

, 4 680178/gb|AF111709.1 IAF111709 5 



Seq. ID 
Strand- 
End 

Method 
End 
Score 



OJ990514_12.0103.C64 
680 

AAT/GAP 

522 

958 



Oe-81 Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 



24301 



retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 24012 Seq. ID 

Gene No. 50054 Strand 

Start 1 End 

Name OJ9905 14_12 . 0103 . C64 . ol . gs Method 

Start 65 End 

GI none Score 

Exons 65 . . 182 



OJ990514_12.0103.C64 
680 

GENS CAN 

182 

.85 



Seq. No. 24012 Seq. ID 

Gene No. 50054 Strand 

Start 1 End 

Name OJ990514_12 . 0103 . C64 . o2 . tm Method 

Start 330 End 

GI none Score 

Exons 330.. 611 



OJ990514_12.0103.C64 
680 

TBLASTX: Maize 

611 

256 



Seq. No. 24013 

Gene No. 50055 
Start . 115 

Name OJ990514_12 . 0103 . C65 . ol . gs 

Start 115 

GI . none 

Exons 115.. 190, 533.. 675, 912.. 1241 



Seq. ID OJ990514_12.0103.C65 

Strand + 

End 1241 

Method GENS CAN 

End 1241 

Score .96 



Seq. No. 


24013 




Seq. ID 


OJ990514_12 


.0103.C65 


Gene No.. 


50055 




Strand 


+ 




Start 


' 115 




End 


1241 




Name 


OJ990514 12 


.0103.C65.ol.np 


Method 


AAT/NAP 




Start 


881 




End 


1127 




GI 


5803260 




Score 


117 




Exons 


881. .1127 










GI Descrip. 


(AP000399) 


similar to wakl 


gene (AJ009696) [Oryza 


sativa] 


Seq. No. 


^24 014 




Seq. ID 


OJ990514_12 


.0103.C67 


Gene No. 


50056 




Strand 






Start 


1998 




End 


2475 




Name 


OJ990514 12 


.0103.C67.o2.gs 


Method 


GENSCAN - 




Start 


1998 




End 


2475 




GI 


none 




Score 


.42 




Exons 


1998. .2159, 


2341. .2475 








Seq. No. 


24014 . 




Seq. ID 


OJ990514_12 


.0103. C67 


Gene No. 


50057 




Strand 






Start 


5839 




End 


6011 




Name 


OJ990514 12 


.0103.C67.o3.gs 


Method 


GENSCAN 




Start 


5839 




End 


6011 




GI 


none 




Score 


.82 




Exons 


5839. .6011 










Seq. No. 


24015 




Seq. ID 


OJ990514_12 


.0103. C70 


Gene No. 


50058 




Strand 






Start 


334 




End 


478 




Name 


OJ990514 12 


.0103.C70.ol.gs 


Method 


GENSCAN 




Start 


334 




End 


478 




GI 


none 




Score 


.97 





24302 



Exons 



334. .478 



-Seq. No. 24016 Seq. ID OJ990514_12 . 0103 . C72 

Gene No. 50059 Strand 

Start 1 End 718 

Name OJ990514_12 . 0103 . C72 .ol . np Method AAT/NAP 

Start 1 End 570 

GI 6721561 . Score 167 

Exons 1..27, 98.. 283, 502.. 570 

GI Descrip. (AP001073) EST AU082058 (CI2976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 24016 Seq. ID 

Gene No. 50059 Strand 

Start 1 End 

Name OJ990514_12 . 0103 . C72 . o2 . np Method 

Start 4 8 End 

GI 6721558 Score 

Exons 48.. 146, 243.. 517, 681.. 718 
GI Descrip. (AP001073) hypothetical protein 



OJ990514_12. 0103. C72- 
718 

AAT/NAP 

718 

100 



[Oryza sativa] 



gi I 6815083 | dbj IBAA90369.il. (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 24016 Seq. ID 

Gene No. 50059 Strand 

Start 1 End 

Name OJ990514_12 . 0103 .C72 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 283, 352.. 476 



OJ990514_12.0103.C72 
718 

GENSCAN 

476 

.96 



Seq. No. 24017 Seq. ID 

Gene No. 50060 Strand 

Start 5 End 

Name OJ990514_12 . 0103 . C73 . ol . gs Method 

Start 5 End 

GI none Score 

Exons 5 . . TOO 



OJ990514_12.0103.C73 
100 

GENSCAN 

100 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



24018 
.50061 
1 

OJ990924_11.0103.Cl.ol.np 
1 

6634483 
1..273, 491 



Seq. ID OJ990924_11.0103.C1 
Strand + 
End 5734 
Method AAT/NAP 
End 5734 
Score 335 
.570, 669.. 885, 5636.. 5734 
(X96681) DNA-binding protein [Oryza sativa] 
gi I 6635777 | gb | AAF19980 . 1 |AF211193_1 (AF211193) 

homeodomain-leucine zipper transcription factor [Oryza sativa] 



24018 - Sea. ID 

50061 Strand 

1 End 

OJ990924_11 . 0103 . CI . ol . gs Method 



OJ990924_11.0103.C1 
+ 

5734 
GENSCAN 



24303 



Start 


88 


End 


942 




GI 


none 


Score 


.96 




Exons 


88. .273, 491. .570, 669. .942 








Seq. No. 


24018 


Seq. ID 


OJ990924_11.0103 


.CI 


Gene No. 


50062 


Strand 


+ 




Start 


10048 


End 


11557 




Name 


OJ990924 11.0103.Cl.o2.np 


Method 


AAT /NAP 




Start 


10048 


End 


,11557 




GI 


6680257 


Score 


35 




Exons 


10048. .10073, 11392. .11557 








GI Descrip. 


homeo box Dll gi | 871428 I emb | CAA42943 | 


(X60395) Hox-4.6 


[Mus 




muscuJLUS j 








Seq. No. 


24018 


Seq. ID 


OJ990924__11.0103 


.CI 


bene lnu . 


50063 


Strand 






Start 


4238 


End 


5513 




Name 


OJ990924 11.0103.Cl.o2.gs 


Method 


GEN SCAN 




Start 


4238 


End 


5513 




GI 


none 


Score 


.68 




Exons 


AO^Q AOIZ. A AQAQ AQAQ 

hz.30 . . fiz / o , ft oyi . . ft oft o , ft yft o . 


.5162,. 5259. .5513 




Seq. No. 


24018 


oeq. id 


nTQQHQO/1 IT fll m 

ujyyuyzfi ii.uiuo 


.CI 


Gene No. 


50064 


Strand 








JS481 








Name 


OJ990924 11.0103-Cl.ol.ts 


Method ■ 


i dLAo i a : boyoean 




Start 


192 


End 


882 




GI 


none 


Score 


91 




Exons 




529. .570 


, 661. .780, 666.. 


719, 




844. .882 








Seq. No. 


24018 


Seq. ID 


OJ990924_11.0103 


.CI 




50064 


Strand 






Start 


6481 


End 


10313 




Name 


OJ990924 11.0103.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


196 


End 


780 




GI 


none 


Score 


87 




Exons 


1QC Old AQA c;*7i coo cm 

±yo..z/u, ftyft..o/i, j^y . . o / u f 


661. .780 


, 666.. 71-9 




Seq. No. 


24018 


Seq. ID 


OJ990924_11.0103 


.CI 




50064 


Strand 






Start- 


6481 


End 


10313 




Name 


OJ990924 11.0103.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


473 


End 


780 




GI 


none 


Score 


114 




Exons 


473. .571, 529. .570, 661. .780, 


666. .719 






Seq. No. 


24018 


Seq. ID 


OJ990924_11.0103 


.CI 


Gene No. 


50064 


Strand 








6481 


End 


10313 




Name 


OJ990924 11.0103.Cl.o3.gs 


Method 


GENSCAN 




Start 


6481 


End 


10313 




GI 


none 


Score 


.51 




Exons 


6481. .6528, 7818. .7945, 7957. 


.8074, 8116. .8170, 8181. .8391, 




8602.. 8658, 9791.. 9945, 10240 


. .10313 






Seq. No. . 


24019 


Seq. ID 


OJ990924_11.0103, 


.C2 



24304 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50065 Strand + 

1 End 3901 

OJ990924_11.0103.C2.ol.np Method AAT/NAP 

1 End 3901 

4539301 Score 616 

1..30, 1469. .1670, 1715. .2551, 3873. .3901 

(AL049480) putative mitochondrial protein [Arabidopsis thaliana] 



24019 , ' Seq. ID 

50065 Strand 

1 End 

OJ990924_11 . 0103 . C2 . ol . gs Method 

213 End 

none Score 

213. .394, 725. .839 



OJ990924J11.0103.C2 
+ 

3901 
GENSCAN 
839 
.73 



Seq. No. 24019 Seq. ID 

Gene No. 50065 Strand 

Start 1 End 

Name OJ990924_11 . 0103 . C2 . o2 . gs Method 

Start 1273 "End 

GI none Score 

Exons 1273.. 2787 



OJ990924_11.0103.C2 
+ 

3901 
GENSCAN 
2787 
.64 



Seq. No.> 


24019 




Seq. ID 


OJ990924_11.0103.C2 


Gene No. 


50066 




Strand ■ 




Start 


4047 




End 


11363 


Name 


OJ990924 11.0103 


.C2 .o2.np 


Method 


AAT/NAP 


Start 


4047 




End 


11363 


GI 


4539301 




Score 


649 


Exons 


4047.. 4071, 5592 


..6065, 6110. 


.6473, 6501. .6666, 6697. .6898, 




11338. .11363 








GI Descrip. 


(AL049480) putative mitochondrial protein [Arabidopsis thaliana] 


Seq.. No. 


24019 




Seq. ID 


OJ990924_11.0103.C2 


Gene No. 


50066 




Strand 




Start 


4047 




End 


11363 


Name 


OJ990924 11.0103 


.C2.o3.gs 


Method 


GENSCAN 


Start " 


5572 




End 


7098 


GI 


none 




Score 


1 


Exons 


5572. .7098 








Seq. No. 


24019 




Seq. ID 


OJ990924_11.0103.C2 


Gene No. 


50066 




Strand 




Start 


4047 




End 


11363 


Name 


OJ990924 11.0103 


.C2.ol.gp 


Method 


AAT/GAP 


Start 


6347 




End 


6798 


GI 


3760307 




Score 


842 


Exons- 


6347. .6798 








Seq. No. 


24019 




Seq. ID 


OJ990924_11.0103.C2 


Gene No. 


50067 




Strand 




Start 


11294 




End 


11592 


Name 


OJ99.0924 11.0103, 


.C2.o2. tm 


Method 


' TBLASTX: Maize 


Start. 


1417 




End 


6913 


GI 


none 




Score 


83 


Exons 


1417. .1491, 1494. 


..1634, 1495. 


.1638, 6730.. 6771, 6731.. 6913, 



24305 



6838. .6912 



Seq. No. 24019 

Gene No. 50067 

Start 11294 

Name OJ990924_11 . 0103 . C2 . ol . ts 

Start 1753 

GI none 
Exons 



OJ990924 11. 0103. C2 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1753. .1872, 1897. .2265, 2022. .2102, 2338. .2538, 2356. .2532, 
5596.. 5736, 5770.. 5988, 5789.. 5992, 6109.. 6456, 6119.. 6433, 
7003. .7086 



11592 

TBLASTX : Soybean 

7086 

95 



Seq. No. 


24019 








Seq. ID 


OJ990924_11.0103 


.C2 


Gene No. 


50067 








Strand 






Start 


11294 








End 


11592 




Name 


OJ990924 11. 


0103. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1876 








End 


6465 




GI 


none 








Score 


394 




Exons 


± O / O . . / ± , 




oi no 

. £ L\J£. , 


Z OJO . 


.2454, 2340. .2423, 2356. .2451 




5848. .5964, 


5849. 


.6001, 


6109. 


.6465, 6242. .6451 




Seq. No. 


24019 








Seq. ID 


OJ990924_11.0103 


.C2 


Gene No. 


50067 








Strand 






Start 


11294 








End 


11592 




Name- 


OJ990924 11. 


0103. 


C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


2338 








End 


5964 




CT 
bl 


none 








Score 


.244- 


- 


Exons 


2338. .2538, 


5584. 


.5727, 


5767. 


.5964, 5834. .5962 




Seq. No. 


24019 








Seq. ID 


OJ990924JL1.0103 


.C2 


Gene No. 


50067 








Strand 






Start 


11294 








End 


11592 




Name 


OJ990924 11. 


0103. 


C2.ol. 


tw 


Method 


.TBLASTX: Wheat 




Start 


2338 








End 


5982 




GI 


none 








Score 


229 




Exons 


2338. .2538, 


2338. 


.2538, 


5767. 


.5982, 5810. .5962 




Seq. No. 


24019 








Seq. ID 


OJ990924_11.0103 


.C2 


Gene No. 


50067 








Strand 






Start 


11294 








End 


11592 




Name 


OJ990924 11. 


0103. 


C2.o4. 


gs 


Method 


GENS CAN 




Start 


11294 








End 


11592 




GI 


none 








Score 


.44 




Exons 


11294. .11438 


, 11558. .11592 








Seq. No. 


24020 








Seq. ID 


OJ990924 11.0103 


.C3 


Gene No. 


50068 








Strand 


+ 




Start 


56 








End 


2360 




Name 


OJ990924 11. 


0103. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


56v" , . 






End 


1894 




GI 


3372230 








Score 


384 




Exons 


56. .134, 379 


. .536 


, 877. 


.972, 


1790. .1894 





GI Descrip. (AF017074) RNA polymerase I, II and III 16.5 kDa subunit 

[Arabidopsis thaliana] gi | 4585968 | gb | AAD25604 . 1 | AC005287_6 
(AC005287) RNA polymerase I, II and III 16.5 kDa subunit 
.[Arabidopsis thaliana] 



24306 



Seq. No. 24020 
Gene No. 50068 
Start 56 

Name OJ990924_11 . 0103 .C3. ol . gp 

Start 57 
GI 60175__1.R1084 
Exons 57.. 134, 379.-536, 877.. 989 

GI Descrip. '3372230 4.0e-32 (AF017074) RNA polymerase I, II and III 16.5 
kDa subuhit [Arabidopsis thaliana] 

>gi_4585968_gb_AAD25604.1_AC005287_6 (AC005287) RNA polymerase 
I, II and III 16.5 kDa subunit [Arabidopsis thaliana] 1 



Seq. ID OJ990924_11.0103.C3 

Strand + 

End 2360 

Method AAT/GAP 

End 989 

Score 564 



Seq. No. 


24020 


Seq. ID 


OJ990924_11.0103.C3 


Gene No. 


50068 


Strand 


+ 


Start 


56 


End 


2360 


Name 


OJ990924 11.0103.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


79 


End 


1897 


GI 


none 


Score 


72 


Exons 


79. .132, 80. .133, 374.-532, 378. .536, 


431. .538, 822. .926, 




872. .949, 873. .947, 874. .993, 


874. .978, 1785. .1895, 1786.. 




1786. .1896, 1787. .1897, 1787. 


1897 




Seq. No. 


24020 


Seq. ID 


OJ990924_11.0103.C3 


Gene No. 


50068 


Strand 


+ 


Start 


56 


End 


2360 


Name 


OJ990924 11.0103.C3.ol.ts 


Method 


TBLASTX : Soybean 


Start 


374 


End 


1915 


GI 


none 


Score 


200 


Exons 


374. .532, 378. .539, 874. .966, 


1786. .1£ 


375, 1786. .1893, 1787 


Seq. No. 


24020 


Seq. ID 


OJ990924_11.0103.C3 


Gene No. 


50068 


Strand 


+ 


Start 


56 


End 


2360 


Name 


OJ990924 11.0103.C3.ol.gs 


Method 


GENSCAN 


Start 


379 


End 


2360 


GI 


none 


Score 


•8 


Exons 


379. .536, 877. .974, 2204. .2360 




Seq. No. 


24020 


Seq. ID 


OJ990924_11.0103.C3 


Gene No. 


50068 


Strand 


+ 


Start 


56 


End 


2360 


Name 


OJ990924 11.0103.C3.ol.tw ' 


Method 


..TBLASTX: Wheat 


Start 


850 


End 


•'2018 


GI 


none 


Score 


141 


Exons 


850. .957, 875.-955, 1785. .1931, 1786.. 


1935, 1787. .1918, 




1983. .2018 






Seq. No. 


24021 


Seq. ID 


OJ990924_11.0103.C4 


Gene No. 


50069 


Strand 


+ 


Start 


1 < 


End 


'1825 


Name 


OJ990924 11. 0103. C4. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1825 


GI 


5852093 


Score 


99 


Exons 


1. .110, 1755. .1825 . 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 




Seq. No. 


24021 


Seq. ID 


OJ990924_11.0103.C4 



1915 



24307 




bene wo . 


ouuoy 




btrana 


+ 


Start 


1 




End 


1825 


Name 


OJ990924 ll.0103.C4.ol. 


gs 


Method 


GENSCAN 


Start 


470 




End 


796 


GI 


none 




Score 


.67 


Exons 


470. .796 








Seq. No. 


24021 \ \£. ' " 




Seq. IP 


OJ990924_11.0103.C4 


Gene No. 


50070 




Strand 




Start 


869 




End 


3894 


Name 


OJ990924 ll.0103.C4.ol. 


gp 


Method 


AAT/GAP 


Start 


869 




End 


1429 


GI 


3760287 




Score 


1044 


Exons 


869. .1429 








GI Descrip. 


4 4 90304/emb ICAB38795.il 


2. 


,0e-25 (AL035678) putative protein 




[Arabidopsis thaliana] 









Seq. No. 


24021 




Seq. ID 


OJ990924JL1 


Gene No. 


50070 




Strand 




Start 


869 




End 


3894 


Name 


OJ990924 11 


.0103.C4.o2.gs 


Method 


GENSCAN 


Start 


1143 




End 


3894 


GI 


none 




Score 


. 98 


Exons 


1143. .2010, 


2903. .3894 






Seq. No. 


. 24021 




Seq.' ID 


OJ990924_11 


Gene No. 


50070 




Strand 




Start 


869 




End 


3894 


Name 


OJ990924 11 


.0103.C4.o2.np 


Method 


AAT/NAP 


Start 


1146 




End 


3837 


GI 


4490304 




Score 


1961 


Exons 


1146. .2010, 


2903.. 3587, 3759 


. .3837 




GI Descrip. 


(AL035678) 


putative protein 


[Arabidopsis thaliana] 



Seq. No. 


24021 








Seq. ID 


OJ990924_11.0103.C4 


Gene No. 


50071 








Strand 




Start 


4844 








End 


6955 


Name 


OJ990924 11, 


.0103. 


C4.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


1141 








End 


1298 


GI 


none 








Score 


85 


Exons 


. 1141. .1296, 


1143. 


.1298, 


1174.. 


.1287, 1241. .1297 


Seq. No. 


24021 








Seq. ID 


OJ990924_11.0103.C4 


Gene No. 


50071 








Strand 




Start 


4844 








End 


6955 


Name 


OJ990924 11, 


,0103. 


C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1326 








End 


1878 


GI 


none 








Score 


394 


Exons 


1326. .1877, 


1326. 


.1.877, 


1336. 


.1878 




Seq. No. 


24021 








Seq. ID 


OJ990924_11.0103.C4 


Gene No. 


50071 








Strand 




Start 


4844 








End 


6955 


Name 


OJ990924 11. 


,0103. 


C4 .o3. 


ts 


Method 


TBLASTX : Sovbean 


Start 


1335 








End 


1931 


GI" "" ' 


none 








Score 


70 


Exons 


1335. .1388, 


1407. 


.1625, 


1423. 


.1638, 1473. .1721, 1737. .1931, 



24308 



1771. .1902 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
- Start 
Name 
Start 
GI 

Exons ..: 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24021 
50071 
4844 

OJ990924_11. 
1380 
■none 

'1380. .1643, 
1938. .2024, 

24021 
50071 
4844 

OJ990924JL1, 

1426. 

none 

1426. .1647, 

24021 
50071 
4844 

OJ990924_11. 

1884 

none 

1884 . .2054, 

24021 
50071 
4844 

OJ990924_11. 

1932 

none 

1932. .2012, 

24021 
50071 
4844 

OJ990924JL1. 

2953 

none 

2953. .3207, 

24021 
50071 
4844 

OJ990924JL1. 

3080 

none 

3080. .3175, 

24021 
50071 
4844 

OJ990924_11. 

3196 

none 



0103.C4.ol.tc 



1401. .1721, 1411. 
2914. .3024 



,0103.C4.ol.tw 
1473.. 1721, 1827. 

,0103. C4 .o5.tm 
3208.. 3438, 3224. 

0103.C4 .ol.ts 
1933.. 2025, 2896. 

0103.C4.o2.tm 
2954. .3208 

0103.C4.o2.tc 
3094.. 3150, 3205. 

0103.C4.o2.ts 



Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method TBLASTX : Cress 

End 3024 

Score 88 

.1743, 1743.. 1922, 1750 .. 19&3, _ 



Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method TBLASTX : Wheat 

End 3054 

Score 7 9 

.2012, 2893.. 3054, 2894.. 3034 

Seq. ID OJ990924_11.0103.C4 

Strand - . 

End 6955 

Method TBLASTX : Mai ze 

End 3459 

Score 123 .. v . - 
.3322, 3286. .3459'" 

Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method TBLASTX : Soybean 

End 3187 

Score 98 

.3186, 2898. .2975, 2900. .3187 

Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method TBLASTX : Maize 

End 3208 

Score 327 



Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method TBLASTX : Cress 

End 3438 

Score 4 5 
.3438, 3224.. 3322 

Seq. ID OJ990924_11.0103.C4 
Strand 

End 6955 

Method' TBLASTX : Soybean 

End 3438 

Score 189 



24309 




Exons 


3196. .3438, 


3197. 


.3418, 


3238. 


.3438 






Seq. No. 


24021 








Seq. ID 


OJ990924 


_11.0103.C4 


(~* ana. M r\ 

oene ino . 


JUU / l 








Strand 






Start 


4844 








End 


6955 




Name 


OJ990924 11 


0103. 


C4.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3481 








End 


3831 




GI. 


none 








Score 


109 




Exons 


3481. .3675, 


3482. 


.3676, 


37*59. 


.3788, 3763.. 3792, 


3799. .3831 


Seq. No. 


24021 








Seq. ID 


OJ990924 


_11.0103.C4 


Gene No. 


50071 








Strand 








A Q A A 
*i O H fi 








End 


6955 




Name 


OJ990924 11 


0103. 


C4.o3. 


gs 


Method 


GEN SCAN 




Start 


4844 








End 


6955 




GI 


none 








Score 


.58 




Exons 


4844. .5221, 


5290. 


.5361, 


5414. 


.5508, 5551. .5717, 


6121. .6194, 




6786.. 6955 














Seq. No. 


24022 








Seq. ID 


OJ990924 


_11.0103.C5 


Gene No. 


50072 








Strand 


+ 




Start 


2706 








End 


4014 




Name 


OJ990924 11 


0103. 


C5.ol. 


gp 


Method 


AAT/GAP 




Start 


2593 








End 


3384 




GI ' 


17499 1.R1084 






Score 


1203 




Exons 


2593. .2960, 


3036. 


.3229, 


3320. 


.3384 







GI Descrip. 1 1890575/emb | CAA63662 | 3.0e-79 (X93174) xyloglucan 



endotransglycosylase (XET) [Hordeum vulgare] 1 



Seq. No. 


24022 


Seq. ID 


OJ990924 


JL1.0103. 


C5 


Gene No. 


50072 


Strand 


+ 






Start 


2706 


End 


4014 






Name 


OJ990924 11.0103.C5.ol.np 


Method 


AAT/NAP 






Start 


2697 


End 


3740 






GI 


1890575 


Score 


1304 






Exons 


2697.. 2960, 3036.. 3229, 3320. 


.3740 








GI Descrip. 


(X93174) xyloglucan endotransglycosylase (XET) 


[Hordeum 


vulgare] 


Seq. No. 


24022 


Seq. ID 


OJ990924 


J.1.0103. 


C5 


Gene No. 


50072 


Strand 


+ 






Start 


2706 


End 


4014 






Name 


OJ990924 11.0103.C5.ol.gs 


Method 


.GEN SCAN • 






Start 


2706 


End 


'384 0 






GI 


none 


Score 


.86 






Exons 


2706.. 3008, 3048.. 3229, 3320. 


.3655, 3717.. 3840 







Seq. No. 24022 Seq. ID OJ990924_11 . 0103 . C5 

Gene No. 50072 Strand + 

Start 2706 End 4014 

Name OJ990924_11 . 0103 . C5 . o2 . gp Method AAT/GAP * 

Start 3382 End 4014 

GI 34991_1.R1084 Score / 918 

Exons 3382.. 4014 

GI Descrip. * 18 90575/emb | CAA63662 | 2.0e-19 (X93174) xyloglucan ' 

endotransglycosylase (XET) [Hordeum vulgare] 1 



Seq. No. 



24022 



Seq. ID OJ990924_11.0103.C5 



24310 



Gene No. 
Start - 
Name 
Start 
GI 

Exons 



50073 Strand 

5166 End 

OJ990924_11 . 0103 . C5 . ol . tc Method 

2757 End 

none Score 



+ 

5633 

TBLASTX: Cress 

3745 

275 



2757.. 2963, 2762.. 2941, 3036.. 3230, 3041.. 3229, 3311.. 3535, 
3321.. 3536, 3612.. 3734, 3623.. 3745 



Seq. No. 24022 

Gene No. 50073 

Start 5166 

Name OJ990924_11 . 0103 . C5 . ol . tm 

Start 2762 

GI none 

Exons 2762.. 2941, 
3321. .3536, 



2763.. 2966, 3036. 
3326.. 3535, 3612. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3230, 3038 
.3734, 3623 



OJ990924_11.0103.C5 
+ 

5633 

TBLASTX: Maize 
3734 
290 

3217, 3294.. 3470, 
3733 



Seq. No. 24022 

Gene No. 50073 

Start 5166 

Name OJ990924_11 . 0103 . C5 . ol . ts 

Start 2762 

GI none 

Exons 2762, .2941, 2763.. 2966, 3036. 



Seq. ID OJ990924_11.0103.C5 

Strand + 

End 5633 

Method TBLASTX : Soybean 

End 3734 

Score 299 

.3230, 3038.. 3217, 3311.. 3523, 



3321. .3524,. 3612. .3734, 3620. .3733 



Seq. No. 24022 Seq. ID OJ990924 

Gene No. 50073 Strand + 

Start 5166 End 5633 

Name OJ990924_11 . 0103 . C5 . o2 . gs Method GENSCAN 

Start 5166 End 5633 

GI none Score .96 

Exons 5166.. 5262, 5356.. 5633 



11. 0103. C5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



24023 Seq. ID OJ990924 

50074 Strand + 

1575 End 2595 

OJ990924_11 . 0103 . C6 . ol . np Method AAT/NAP 

1575 End 2595 

5777617 Score 71 
1575. .1684, 2134. .2226, 2497. .2595 

(AJ245900) CAA30375. 1' protein [Oryza sativa] 



11. 0103. C6 



24023" 
50075 
19330 

OJ990924_11.0103.C6.o6.gs 

19330 

none 

19330. .1937J^V; ; 1-9471-. .19558, 
22238. .2237§, ^4 88 : .22638 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924_ 
+ 

22638 
GENSCAN 
22638 
.6, 



11.0103. C6 



19612. .19796/ 20970 ._. 21251, 



Seq. No. 24023 

Gene No. ■ 50075 
Start 19330 

Name OJ990924_11 . 0103 . C6 . o4 . gp 

Start 19805 



Seq. ID OJ990924_11.0103.C6 

Strand + 

End 22638 

Method AAT/GAP 

End 20577 



24311 



GI 4107141 

Exons 19805. .19837, 19860.. 20577 

Seq. No. 24023 

Gene No. 50076 

Start 25441 

Name OJ990924_11 . 0103 . C6. 08 . gs 

Start 25441 

GI none 
Exons 



Score 



1239 



Seq. ID OJ990924_11.0103.C6 

Strand + 

End 29079 

Method GENSCAN 

End 29079 

Score .78 



25441. .25492, 25948 .. 2 6093, 26927 .. 26971, 27760 .. 27 939, 
28028. .29079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24023 
50077 
5870 

OJ990924_11.0103.C6.o2.gs 

5870 

none 



Seq. ID OJ990924_11.0103.C6 
Strand 

End 7602 

Method GENSCAN 

End 7 602 

Score .88 



5870. .6254, 6699. .6880, 6953. .7383, 7455. .7602 



24023 
50077 
5870 

OJ990924_11.0103.C6.ol.gp 
6788 • ■ :r 

LIB3431-04 9-P1-N1-A8 
6788. .6892, 6983. .7331 

, 1890577/emb|CAA63663| 2.0e-20 (X93175) xyloglucan 
endotransglycosylase (XET) [Hordeum vulgare] ' 



Seq. ID OJ990924_11.0103.C6 
Strand 

End 7602 

Method- AAT/GAP 

End*';, • 7331 

Score 856 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24023 
50078 
11978 

OJ990924_11.0103.C6.o4.gs 

11978 

none 



Seq. ID OJ990924_11.0103.C6 
Strand 

End 14996 

Method ■ GENSCAN 

End 14996 

Score .72 



11978. .12235, 12615 .. 12738 , 12987 .. 13388 , 13694 .. 13887 , 
14697. .14996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24023 
50079 
17885 

OJ990924_11.0103.C6.o2.gp 
17861 
5005380 
17861. .18155 

1890577/emb|CAA63663| 2.0e-20 (X93175) xyloglucan 
endotransglycosylase (XET) [Hordeum vulgare] 



Seq. ID OJ990924_11.0103.C6 
Strand 

End- 19110 

Method AAT/GAP 

End 18155 

Score 532 



Seq. No-. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24023 
50079 
17885 

OJ990924_11.0103.C6.o5.gs 

17885 

none 



Seq. ID OJ990924_11.0103.C6 

Strand - 

End 19110 

Method GENSCAN 

End 19022 

Score .9 



17885. .18311, 18434. .18615, 18762. .19022 



24312 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24023 
50079 
17885 

OJ990924_11.0103.C6.o2.np 

17888 

1890577 

17888. .18311, 18434. .18627, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924_11.0103.C6 

19110- 
AAT/NAP 
19022 
1299 



18762. .19022 



(X93175) xyloglucan endotransglycosylase (XET) [Hordeum vulgare] 



24023 Seq. ID 

50079 Strand 

17885 End 

OJ990924_11.0103.C6.o3.gp Method 

18185 End 

17499 2.R1084 Score 



OJ990924_11.0103.C6 

19110 
AAT/GAP 
19110 
1271 



18185. .18311, 18434. .18627, 18762. .19110 

1 1890577/emb|CAA63663| 2.0e-97 (X93175) xyloglucan 

endotransglycosylase (XET) [Hordeum vulgare] ' 



Seq. No. 24023 Seq. ID 

Gene No. 50080 Strand 

Start 21059 End 

Name OJ990924_11. 0103 . C6 . o5 . gp Method 

Start 21059 End 

GI 2280891 Score 

Exons 21059. .21358 



OJ990924_11.0103:.C6 

21358 
AAT/GAP 
21358 
544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24023 

50081 

23305 

OJ990 

5862 

none 

5862. 

6120. 

6980. 

13218 

13741 

15155 

18179 

18533 

18910 



924 11.0103.C6.ol.ts 



.5999, 
.6200, 
.7201, 
. .13256 
. .13887 
. .15184 
. .18310 
. .18625 
. .19032 



5864.. 5998, 6050 
6206.. 6253, 6695 
6996.. 7181, 1300 
13257. .13379, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990924 11. 0103. C6 



23960 

TBLASTX : Soybean 
19032 
85 

6115, 6078.. 6119, 6119.. 6199, 
6751, 6743.. 6892, 6747.. 6857, 
.13090, 13181. .13381, 



13742. 
17876. 
18180. 
18654. 



.13876, 
.18019, 
.18314, 
,18698, 



13693. 
14691. 
17895. 
18433, 
18714 . 



13746, 
14894, 
18020, 
18486, 
18980, 



13694 . 
15020. 
18092, 
18475, 



,13747, 
,15040, 
,18175, 
,18609, 



18772. .18855, 



Seq. No. 24023 
Gene No. 50081 
Start 23305 

Name OJ990924_11 . 0103 . C6 . ol . tm 

Start 5876 
GI none 

Exons" ' ; 5876. ,5995, .5882. ..5995, 5883. 

5960.. 6196, 600-3.. 6197, 6218. 
6701.. 6739, 6705.. 6857, 6806. 
7025.. 7240, 7090.. 7242, 12998 
13209. .13379, 13693 .. 13887 , 1 
17897. .18019, 17898. .17969, 1 
18433. .18612, 18538 .. 18633, 1 
18714. .18977, 18763 .. 18852, 1 



Seq. ID OJ990924_11.0103.C6 
Strand 

End 23960 

Method TBLASTX : Mai ze 

End 18978 

Score 83 
.'5996, 5883.. 5996, 5949.. 6104, 
.6253, 6225.. 6254, 6695.. 6907, 
.6862, 6980. .7198, 6984. .7181, 
. .13090, 13202. .13384, 
3706. .13876, 14 691 .. 14894 . 
8092.. 18310, 18117. .18305, 
8539. .18673, 18573 .. 18 623, 
8804. .18977, 18910. .18978 



24313 




Seq. No. 


24023 


Seq. ID 


OJ990924_11.0103 


.C6 


Gene No. 


.50081 


Strand 






Start 


23305 


End 


23960 




Name 


OJ990924 ll.0103.C6.ol.tc- 


Method 


TBLASTX: Cress 




Start 


5880 


End 


19002 




PT 


none 


Score 


77 




Exons 


5880. .5957, 5882. .5992, 6011 


..6115, 6078.. 6119, 6692.. 6892, 




6711. .6857, 6977. .7234, 6996 


..7169, 13007. .13081, 13202 


. .1325 




13298. .13381, 13693 .. 13881, 


13706. .13876, 14694 .. 14891, 






17894. .17983, 17895 .. 17981, 


18060. .18179, 18071. .18175, 






18221. .18310, 18433. .18609, 


18446. .18487, 18533 18 622, 






18759. .18998, 18772 .. 1884 6, 


18807. .18956, 18913. .19002 




oeq. jno. 




Seq. ID 


OJ990924_11.0103 


.C6 


Gene No. 


50081 


Strand 






Start 


23305 


End 


23960 




Name 


OJ990924 11.0103.C6.o7.gs 


Method 


GENS CAN 




Start 


23305 


End 


23960 




GI 


none 


Score 


.67 




Exons 


23305. .23404, 23440 .. 23537, 


23720. .23764, 23787.. 23960 




oeq. wo. 


0 A n 9 A 


Seq. ID 


OJ990924_11.0103 


.C7 


Gene No. 


50082 


Strand 


+ 




Start 


68 


End 


.1568 




Name 


OJ990924 11.0103.C7.ol.gs 


Method 


GENS CAN 




Start 


68 


End 


1568 




GI 


none 


Score 


1 




Exons 


68.. 490, 726.. 809, 888.. 1568 








C /-i /-»■ Ha 

oeq ■ ino . 


0 A no A 


Seq. ID 


OJ990924_11.0103 


.C7 


Gene No. 


50083 


Strand 






Start 


1901 


End 


2725 




Name 


OJ990924 11.0103.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1890 


End 


2140 




GI 


none 


Score 


43 




Exons 


1890. .1931, 1901.. 2140, 1968 


. .2138 . 






Seq. No. 


24024 


Seq. ID 


OJ990924_11.0103, 


.C7 


Gene No. 


50083 


Strand 






o r.ar l. 


1901 . 


End 


2725 




Name 


OJ990924 11.0103.C7.ol.np 


Method 


AAT/NAP 




Start 


1901 


End 


2725 




GI 


4544372 


Score 


383 




Exons 


1901.. 2725 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








oeq. no. 


24024 


Seq. ID 


OJ990924_11.0103, 


,C7 


Gene No. 


50083 


■ Strand 






Start 


1901 


End 


2725 




Name 


OJ990924 11.0103.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1916 


End 


2323 




GI 


none 


Score 


82 




Exons 


1916. .2323, 1950. .2123 








Seq. No. 


24024 


Seq. ID 


OJ990924JL1.0103. 


.C7 



24314 



Gene No. 50083 Strand 

Start 1901 End 

Name OJ990924_11 . 0103 . C7 . o2 . tw Method 

Start 2360 End 

GI none Score 

Exons 2360.. 2725 



2725 

TBLASTX : Wheat 

2725 

195 



Seq. No. 24025 Seq. ID OJ990924 

Gene No. 50084 ' - ' Strand + " 

Start 635 . End ".' 14 4 4 

Name OJ990924_11 . 0103 .C9.ol.gs Method GENS CAN 

Start 635 End 1444 

GI none Score .83 

Exons 635.. 14 4 4 



11. 0103. C9 



Seq. No. 


24025 




Seq. ID 


OJ990924_11. 


Gene No. 


50085 




Strand 


+ 


Start 


1699 




End" 


6213 


Name 


OJ990924 11.0103.C9.ol. 


np 


Method 


AAT/NAP 


Start 


1693 




End 


6210 


GI 


4680179 




Score 


5425 


Exons 


1693. .2775, 2809. .6210 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 


Seq. No. 


24025 . 




Seq. ID 


OJ990924_11. 


Gene No. 


50085 




Strand 


\+ 


Start 


1699 




End 


6213 


Name 


OJ990924 ll.0103.C9.o2. 


gs 


Method 


GENSCAN 


Start 


1699 




End 


6213 


GI 


none 




Score 


.72 


Exons 


1699. .6213 









Seq. No. 24025 Seq. ID OJ990924_11 . 0103 . C9 

Gene No. 50086 Strand + 

Start 8283 End 8665 

Name OJ990924_11. 0103 . C9 . o2 . gp Method AAT/GAP 

Start 8283 End 8665 

GI uC-osflcyp033a04bl Score 700 

Exons 8283.. 8665 

GI Descrip. ' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 

Gene No . - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



24025 
50087 
9830 

OJ990924 
9830 
5922623 
9830.. . 9914, 
(AP000492) 



Seq. ID OJ990924_ 

Strand + 

End 10690 

Method AAT/NAP 

End 10690 

Score 225 
10293. .10445, 10613 .. 10690 
hypothetical protein [Oryza 



11.-0103. C9 



11.0103.C9.o4.np 



gil 6016856 | dbj | BAA85199.il 
[Oryza sativa] 

24025 

50088 ' " ' - 

1870 

OJ990924_11.0103.C9.o2.np 



(AP000570) 



Seq. ID 

Strand 

End 

Method 



sativa] 
hypothetical protein 



OJ990924_11.0103.C9 

10690 
AAT/NAP 



24315 




Start 


1870 








End 


10690 




GI 


5852180 








Score 


634 




Exons 


1870. .1888, 


6953 


. .7365, 


. 7417. 


.7534, 8 


514.. 8561, 10597.. 


1065 


GI Descrip. 


(AL117265) 


zhbOOOlO.l | 


[Oryza 


sativa] 






Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 


f!nno Mo 


JUUOO 








q+- v-3 nr l 






Start 


1870 








* End 


10690 




Name. 


OJ990924 11 






, tw " 


Method 


TBLASTX: Wheat 




Start 


1900 








End 


2132 




GI 


none 








Score 


211 




Exons 


1900. .1920, 


X -7 O J i 




1956. 


.2132 






Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 




JUUOO 








oux diiu. 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103. 


.C9.o7. 


. tw 


Method 


TBLASTX: Wheat 




Start 


2166 








End 


2517 




GI 


none 








Score 


292 




Exons 


2166. .2360, 


2167. 


. .2517 










Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 


Pnnn Mo 


JvwOO 








O-f- >~a nH 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103.,C9.o6. 


tm . 


Method 


TBLASTX: Maize 




-Start 


2167 - 








End 


2472 




GI 


none 








Score 


233 




Exons . 


2167. .2472, 


2181. 


. .2345 










Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 


Con o Mo 


juuoo 








O LIT a. IIU 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103. 


C9.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


2830 








End 


3153 




GI 


none 








Score 


187 




Exons 


2830. .3153 














Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 


Pofio Klo 


JUuOO 








Strand 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103. 


C9.o8. 


tw 


Method 


TBLASTX: Wheat 




Start 


2836 








End 


: 3258 




GI 


none 








Score 


164 




Exons 


2836. .3045, 


2892. 


.3044, 


3090. 


.3203, 3091.. 3258 




Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


-C9 


CZOTIO \Io 










Strand 






Start 


1870 








End 


10690 




Name 


OJ990924- 11. 


.0103. 


C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


3369 








End 


3855 




GI 


none 








Score 


52 




Exons 


3369. .3812, 


3373. 


.3423, 


3478.. 


.3855 






Seq. No. 


24025 








Seq. ID 


OJ990924JL1.0103 


.C9 


Gene No. 


50088 








Strand 






Start 


1870 








End 


10690 




Name 


OJ990924 11. 


,0103. 


C9.o5. 


tm 


Method 


TBLASTX: Maize 





24316 



Start 3384 End 3674 

GI none Score 280 

Exons 3384.. 3674, 3385.. 3672 



Seq. No. 24025 

Gene No. 50088 

Start 1870 

Name OJ990924_11.0103.C9.o3.tm 

Start §742 

GI none 
Exons 



Seq. ID OJ990924_11.0103.C9 
Strand 
End 

Method 
End 
Score 



10690 

TBLASTX: Maize 

4242 

167 . 



3742. .3921, 3750. .3896, 3928. .4242, 4068. .4121, 4149. .4199 



Seq. No. 24025 

Gene No. 50088 

Start 1870 

Name OJ990924_11.0103.C9.ol.ts 

Start 3796 

GI none 

Exons 3796.. 3828, 3798.. 3827, 3832. 

Seq. No. 24025 

Gene No. 50088 

Start 1870 

Name OJ990924_11. 0103 . C9 . o5 . tw 

Start 3904 

GI none 

Exons 3904.. 4206, 3906.. 4190 



Seq. ID OJ990924_11.0103.C9 
Strand 

End 10690 

Method TBLASTX : Soybean 

End 4191 

Score 57 
.4191, 3834. .3872/ 3900. .4190 

Seq. ID OJ990924_11.0103.C9 
Strand 

End 10690 

Method TBLASTX : Wheat 

End - .4206 

Score 375 



Seq. No. 24025 

Gene No. 50088 

Start 1870 

Name OJ990924_11.0103.C9.o3.tw 

Start 4207 

GI none 

Exons 4207.. 4629, 4239.-4628 



Seq. ID OJ990924_11.0103.C9 
Strand 

End 10690 

Method TBLASTX : Wheat 

End 4 629 

Score 602 



Seq. No. 24025 

Gene No. 50088 

Start 1870 

Name OJ990924_11 . 0103 . C9 . o3 . ts 

Start 4213 

GI none 

Exons 4213.. 4458, 4230.. 4457 



Seq. ID OJ990924_11.0103.C9 
Strand 

End 10690 

Method TBLASTX : Soybean 

End 4458 

Score 207 



Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


.C9 


Gene No. 


50088 








Strand 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103, 


,C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4278 








End 


4641 




GI 


none 








Score 


482 




Exons 


4278. .4628, 


4279, 


. .4632, 


4279. 


. 4641 






Seq. No. 


24025 








Seq. ID 


OJ990924_11.0103 


-C9 


Gene No. 


50088 








Strand 






Start 


1870 








End 


10690 




Name 


OJ990924 11 


.0103, 


,C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4632 








End 


9541 





24317 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



none 

4632. .5198, 

24025 
50088 
1870 

OJ990924_11. 

4906 

none 

4906. .5079, 

24025 
50088 
1870 

OJ990924_11. 

4987 

none 

4987. .5247, 

24025 
50088 
1870 

OJ990924_11, 

5045 

none 

5045. .5233, 

24025 
50088 
1870 

OJ990924_11, 

5206 

none 

5206. .5832, 

24025 
50088 
1870 

OJ990924_11. 

5386 

none 

5386. .5547, 
5545. .5985 

24025 
50088 
1870 

OJ990924JL1. 

5832 

none 

5832. .6101, 

24025 
50088 
1870 

OJ990924_11. 
6902 



4663.. 5199, 9422. 

0103.C9.ol.tc 
5080.. 5223, 5082. 

0103.C9.o2.ts 
4992.. 5246, 5066. 

0103.C9.o4.tm 
5046.. 5333, 5047. 

0103.C9.ol. tw 
5262.. 5720, 5578. 

0103.C9.ol.tm 



Score 
.9541 

Seq. ID 

Strand 

End 

Method 
End 
Score ' 
.5222 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5248 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5337 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.5829 

Seq. ID 

Strand 

End 

Method 

End 

Score 



652 



OJ990924_11.0103.C9 
10690 

TBLASTX: Cress 

5223 

90 



OJ990924_11.0103.C9 
10690 

TBLASTX: Soybean 

5248 

299 



OJ990924_11.0103.C9 
10690 

TBLASTX: Maize 

5337 

118 



OJ990924_11.0103.C9 
10690 

TBLASTX: Wheat 

5832 

701 



OJ990924_11.0103.C9 
10690 

TBLASTX: Maize 

5985 

231 



5391. .5549, 5394. .5540, 5544. .5612, 5544. .5969, 



0103.C9.o6. tw 



5833.. 6165, 5836, 



0103.C9.o3.gs 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.6144 

Seq. ID 

Strand 

End 

Method 
End 



OJ990924_11.0103.C9. 
10690 

TBLASTX: Wheat 

6165 

328 



OJ990924_11.0103.C9 

10690 
GEN SCAN 
7372 



24318 



GI 


none 




Score 


1 








Exons 


6902. .7372 














Seq. No. 


24025 




Seq. ID 


OJ990924 


_11 


.0103 


.C9 


Gene No . 


jUUoo 




Strand 










Start 


1870 




End 


10690 








Name 


OJ990924 11.0103 


.C9.o4.gs 


Method 


GENSCAN 








Start 


8204 




End 


10358 








GI 


none 




Score 


.43 








Exons 


8204.. 8325, 9592 


..10033, 10272.. 10358 










Seq. No. 


24025 




064. jlU 


OJ990924 


_11 


.0103 


.C9 


Gene No . 


OUUoo 




onranQ 










Start 


1870 




ijUU 


10690 








Name 


OJ990924 11.0103, 


C Q —."7 j- m 


Method 


TBLASTX: 


Maize 




Start 


9335 






9694 








GI 


none 




Score 


203 








Exons 


9335. . 9694 














Seq. No. 


24025 




oeq. 1U 


OJ990924 


_11 . 


.0103 


.C9 


Gene No . 


OUUoo 




otrana 










Start 


1870 




njna 


10690 








Name 


OJ990924 11.0103. 


, . Oh . tS 


Method 


TBLASTX: 


Soybean 




Start 


9.365 






9613 








GI 


none 




Score 


185 








Exons 


9365. .9613 














Seq. No. 


24026 




Seq. ID 


OJ990924 


_11, 


.0103 


.C10 


Gene No . 


c n f\ Q Q 

ouuo y 




Strand 


+ 








Start 


298 




End 


413 








Name 


OJ990924 11.0103. 


.ClO-ol.gs 


Method 


GENSCAN 








Start 


298 




End 


413 








GI 


none 




Score 


.84 








Exons 


298. .413 














Seq. No. 


24026 




Seq. ID 


OJ990924 


_11, 


,0103 


.C10 


Gene No. 


50090 




Strand 


+ . 








o La. XT U 


794 




End 


j y 0 0 








Name 


OJ990924 11.0103. 


C10.ol.np 


Method 


AAT/NAP 








Start 


794 




End 


3933 








GI 


5803259 




Score 


4911 








Exons 


794. .2055, 2151.. 


3933 












GI Descrip. 

- 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


24026 




Seq. ID 


OJ990924 




0103 


.C10 


Gene No . 


50090 




Strand 


+ 








Start 


794 




End 


3936 








Name 


OJ990924 11.0103. 


C10.o2.gs 


Method 


GENSCAN 








Start- 


794 




End 


3936 








GI 


none 




Score 


. 98 








Exons 


794. .2055, 2151.. 


3936 












Seq. No. 


24026 




Seq. ID 


OJ990924_ 


_11. 


0103, 


.C10 


Gene No. 


50091 




Strand 










Start 


3944 




End 


4405 








Name 


OJ990924 11.0103. 


C10.ol.gp 


Method 


AAT/GAP 








Start 


3944 




End 


4405 









24319 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2428323 Score 850 

3944. .4405 

5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



24026 Seq. ID 

50092 Strand 

4564 , . End 
OJ990924_11 . 0103 . C10 . o3 . gs Method 

4564 End 

none Score 

4564. .6419, 6525.-7455 



OJ990924_11. 0103. C10 
7498 

GENSCAN • . ■ 

7455 

.72 



Seq. No. 24026 Seq. ID OJ990924_11 . 0103 . C10 

Gene No. 50092 Strand 

Start 4564 End 7498 

Name OJ990924_11 . 0103. C10 . o2 ,np Method AAT/NAP 

Start 4567 End 7498 

GI- 6498441 Score 3798 

Exons 4567. .4848, 4942. .6339, 6511. .6890, 7083. .7498 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24026.. 








Seq. ID 


OJ990924_11. 0103. C10 


Gene No. 


50092 








Strand 




Start 


4564 








End 


7498 


Name 


OJ990924 11 


.0103. 


C10.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


4576 








End 


5178 


GI 


none 








Score 


81 


Exons 


4576. .4701, 


4580. 


.4702, 


4882. 


.5178, 4895. .5038, 5075. .5173, 




5103. .5174 












Seq. No. 


24026 








Seq. ID 


OJ990924_11. 0103. C10 


Gene No. 


50092 








Strand 




Start 


4564" 








End 


7498- 


Name 


OJ990924 11 


.0103. 


ClO.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5179 








End 


5560 


GI 


none 








Score 


169 


Exons 


5179. .5559, 


5210. 


.5458, 


5218. 


.5463, 5504.. 5560 


Seq. No. 


24026 








Seq. ID 


OJ990924_11. 0103. C10 


Gene No. 


50092 








Strand 




Start 


4564 








End 


7498 


Name 


OJ990924 11 


.0103. 


ClO.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


5374 








End 


5697 


GI 


none 








Score 


204 


Exons 


5374. .5697, 


5387. 


.5680 








Seq. No. 


24026 








Seq. ID 


'■OJ990924_11. 0103. C10 


Gene No. 


50092 








Strand 




Start 


4564 








End 


7498 


Name 


OJ990924 11. 


.0103. 


C10.O5 


. tw 


Method 


TBLASTX: Wheat 


Start 


5890 








End 


6202 


GI 


none 








Score 


67 


Exons 


5890. .6150, 


6026. 


.6202 









.2.4320 




Seq. No. 


24026 








Seq. ID 


OJ990924 


_11.0103. 


C10 


Gene No. 


50092 








Strand 








O Lai L 










End 








Name 


OJ990924 11. 


0103 


.ClO.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


5950 








End 


6516 






GI 


5666795 








Score 


56 






Exons 


5950. .6150, 


6205 


. .6342, 


6418. 


.6516 








GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 






Seq. No. . 


24026 








Seq. ID 


OJ990924 


_11.0103. 


C10 


Gene No. 


50092 








Strand 








btart 


A K d A 








End 


7498 






Name 


OJ990924 11. 


0103 


. LIU . OZ 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


6205 








End 


6639 






GI 


none 








Score 


88 






Exons 


6205. .6354, 


6206 


C O A Q 


bZUo . 


.6345, 6388. . 6639, 


6398. .6574, 




6442. .6639 
















Seq. No. 


24026 








Seq. ID 


OJ990924 


_11.0103. 


C10 


Gene No . 


Cfin Q9 

DUU 








Strand -x 








Start 


4564 








End 


7498 






Name 


OJ990924 11. 


0103 


.C10.O2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


7180 








End 


7494 






GI 


none 








Score 


48 






Exons 


7180. .7293, 


7214 


. .7249, 


7312. 


.7494, 7313. .7477 






Seq. No. 


24026 








Seq. ID 


OJ990924 


_11.0103. 


C10 


Gene No. 


50092 








Strand 








Start 


4564 








End 


7498 






Name 


OJ990924 11. 


0103 


.C10.O4 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


7213 








End 


7495 






GI 


none 








Score 


47 






Exons 


7213. .7494, 


7214 


. .7369, 


7406. 


.7495 









Seq. No. 24026 Seq. ID OJ990924_11 . 0103 . C10 

Gene No. 50092 Strand 

Start 4564 End 7498 

Name OJ990924_11 . 0103 . G10 . o3 . np. Method AAT/NAP 

Start 7216 End 7498 

GI 3-695395 Score 142 

Exons 7216.. 7498 

GI Descrip. (AF096372) contains similarity to reverse transcriptase (Pfam 

. PF00078 rvt, E=4.3e-08) [Arabidopsis thaliana] 



Seq. No. 24027 

Gene No. 50093 

Start 145 

Name OJ990924_11 . 0103 . Cll . ol . gs 

Start 145 

GI none 

Exons 145.. 203, 277.. 373, 484.. 522 



Seq. ID OJ990924_11. 0103. Cll 

Strand + 

End 522 

Method GENSCAN 

End 522 

Score • . 9- 



Seq. No. 24028 Seq. ID 

Gene No.- ■ 50094 Strand 

Start 1 End 

Name OJ990824_12 .0128 . CI . ol .np Method 

Start 1 End 



OJ990824_12.0128.C1 
+ 

989 

AAT/NAP 
989 



24321 






6705984 




Score 


629 




Exons 


1..625, 792. .989 










GI Descrip. 


(AB033235) gag-pol 


polyprotein [Oryza 


sativa] 




Seq. No. 


24028 




beq. ID 


OJ990824_12.0128 


.CI 


t^ene ino . 






otrana 


+ 




Start 


1 




Lna 


989 




Name 


OJ990824 12. 0128. CI 


. oi . ts 


Method 


TBLASTX : Soybean 




Start 


319' 




Lna 


■549 




GI 


none 




Score 


308 




Exons 


319. .549, 320. .547 










Seq. No. 


24028 




beq. iu 


OJ990824_12.0128 


.CI 


Gene No . 






otrana 


+ 




Start 


1 




Lna 


989 




Name 


OJ990824 12. 0128. CI 


. oi . tw 


Method 


TBLASTX: Wheat 




Start 


326 




Lna 


649 




GI 


none 




Score 


248 




Exons 


326.. 631, 328.. 522, 


329. .649 








Seq. No. 


24028 




Seq. ID 


OJ990824_12.0128 


.CI 


Gene No . 






Strand 


+ 




Start ■ 


1 




End 


989 




Name 


OJ990824 12. 0128. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start - 


353 




End 


658 




GI 


none 




Score 


214 




Exons 


353. .631, 355.-432, 


398. .658 








Seq. No. 


24028 




Seq. ID 


OJ990824_12.0128 


.CI 


Gene No . 


ouuy^ 




Strand 


+ 




Start 


1 




T-i _ _j 
End 


989 




Name 


OJ990824 12. 0128. CI 


. ol . gs 


Metnoa 


GENSCAN 




Start 


417 




End 


637 




GI 


none 




Score 


.58 




Exons 


417. .419, 516. .637 










Seq. No. 


24028 




Seq. ID 


OJ990824_12.0128 


.CI 


bene lno . 






Strand 


* 

T 




Start 


1 




XT' _ _J 

End 


989 




Name 


OJ990824 12. 0128. CI 


. oz . tw 


Metnoa 


TBLASTX: Wheat 




Start 


792 




End 


'988 




gi: 


none 




Score 


58 




Exons 


792. .842, 822. .986, 


824. .988, 


826. .981 






Seq. No. 


24029 




Seq. ID 


OJ990824_12.0128 


.C4 


Gene No . 






Strand 


+ 




Start 


8059 




End 


11349 




Name 


OJ990824 12. 0128. C4 


. o2 . gp 


Method 


AAT/GAP 




Start 


8059 




End 


11217 




GI 


none 




Score 


741 




Exons 


8059. .8183, 10789. . 


10903, 10983.. 11217 






Seq. No. 


24029 




Seq. ID 


OJ990824._12.0128 


.C4 


Gene No. 


50095 




Strand 


+ 




Start 


8059 




End 


11349 




Name 


OJ990824 12. 0128. C4 


. ol . np 


Method 


AAT/NAP 




Start 


11006 




End 


11349 





24322 




GI 4929677 Score 99 

Exons 11006.. 11349 

GI Descrip. (AF151862) CGI-104 protein [Homo sapiens] 

gi|5531839|gb|AAD44494.1| (AF078862) PTD009 [Homo sapiens] 
gi I 6650543 |gb| AAF21897.il AF105025_1 (AF105025) unknown [Homo 
sapiens] gi | 6841564 | gb|AAF29135. 1 |AF161520_1 (AF161520) HSPC172 
[Homo sapiens] 



Seq. No. 


'24029 


Seq. ID 


OJ990824_12.0128.C4 


Gene No. 


50096 


Strand 




Q-f- a r-f- 

oLart 


135 


End 


j \j i 


Name 


OJ990824 12.0128.C4.ol.gp 


Method 


AAT/GAP 


Start 


135 


End 


364 


GI 


none 


Score 


340 


Exons 


135. .364 






Seq. No. 


24029 


Seq. ID 


OJ990824_12.0128.C4 


Gene No. 


50097 


Strand 




Start 


641 


End 


11531 


Name 


OJ990824 12.0128.C4.ol.gs 


Method 


GENSCAN 


Start 


641 


End 


11531 


GI 


none 


Score 


.56 


Exons 


641. .767, 1941. .2060, 2361 


..2707, 2949 


..3158, 4405. .4574, 




4680. .4802, 8560. .8710, 10272 10439, 


11150. .11211, 11477. 


Seq. No. 


24029 


Seq. ID 


OJ990824_12.0128.C4 


Gene No. 


50097 


Strand 




Start 


641 


-End 


11531 


Name 


OJ990824 12.0128.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


10823 


End 


11152 


GI 


none 


Score 


108 


Exons 


10823. .10903, 10827.. 10904 


, 10828. .10905, 10832. .10903, 




10968. .11141, 10972. .11151 


, 10980. .11150, 10982.. 11152 


Seq. No. 


24029 


Seq. ID 


OJ990824_12.0128.C4 


Gene No. 


50097 


Strand 




Start 


641 


End 


11531 


Name 


OJ990824 12.0128.C4.ol.ts 


Method 


TBLASTX': Soybean 


Start 


10844 


End 


11152 


GI 


none 


Score 


94 


Exons 


10844. .10903, 10846. .10905 


, 10968. . 11141, 10980. .11150, 




10982. .11152 






Seq. No. 


24030 


Seq. ID 


OJ990824_12.0128.C5 


Gene No. 


50098 


Strand 


+ 


Start 


1 


End 


1794 


Name 


OJ990824 12.0128.C5.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1794 


GI 


4539423 


Score 


143 


Exons 


1..134, 1476. .1604, 1740.. 


1794 




GI Descrip. 


(AL04 9171) pyrophosphate-dependent phosphof ructo-l-kinase 




[Arabidopsis thaliana] 






Seq. No. 


24030 


Seq. ID 


OJ990824_12.0128.C5 


Gene No. 


50098 


Strand 


+ 


Start 


1 


End 


1794 


Name 


OJ990824 12.0128.C5.ol.np 


Method 


AAT/NAP • 



24323 




Start 34 6 End .622 

GI 4929677 Score 116 

Exons 34 6.. 622 

GI Descrip. (AF151862) CGI-104 protein [Homo sapiens] 

gi|5531839|gb|AAD44494.1| (AF078862) PTD009 [Homo sapiens] 
gi| 6650543|gb|AAF21897.1|AF105025_l (AF105025) unknown [Homo 
sapiens] gi | 6841564 | gb | AAF29135 . 1 | AF161520_1 (AF161520) HSPC172 
[Homo sapiens] 



beq. ino. 




beq. id 


OJ990824_12 


.0128 .C5 


Gene No. 


50099 


Strand 






Start 


497 


End 


874 




Name 


OJ990824 12.0128. C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


432 


End 


oz 1 




GI 


none 


Score 


160 




Exons 


432. .620, 432. .620, 433. .621, 


433. .621 






beg. no. 


24030 


Seq. ID 


OJ990824_12 


.0128. C5 


Gene No. 


50099 


Strand 


- 




Start 


497 


End 


874 




Name 


OJ990824 12.0128.C5.ol.gp 


Method 


AAT/GAP 




Start 


497 


End 


o /4 




GI 


none 


Score 


704 




Exons 


497. .874 








beg. wo. 


24031 


Seq. ID 


OJ990824_12 


.0128.C6 


Gene No. 


50100 


Strand 


+ 




Start 


1 


End 


2222 




Name 


OJ990824 12.0128.C6.ol.gs 


Method 


GENSCAN 




Start 


1 


End 


2222 




GI 


none 


Score 


.63 




Exons 


1..90, 246. .413, 786. .920, 2142. .2222 






Seq. No. 


24032 


Seq. ID 


OJ990824_12 


.0128. C7 


Gene No. 


50101 


Strand 






Start 


19 


End 


581 




Name 


OJ990824 12.0128.C7.ol.gs 


Method 


GENSCAN 




Start 


19 


End 


581 




GI 


none 


Score 


.56 




Exons 


19. .581 








Seq. No. 


24033 


Seq. ID 


OJ990824_12 


.0128.C8 


Gene No . 


50102 


Strand 






Start 


199 


End 


274 




Name 


OJ990824 12.0128.C8.ol.gp 


Method 


AAT/GAP 




Start 


199 


End 


274 




GI 


LIB3477-003-P1-K1-E9 


Score 


133 




Exons 


199. .274 








GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] 1 








Seq. No. 


24034 


Seq. ID 


OJ990824_12 


0128. C9 


Gene No. 


50103 


Strand 


+ 




Start 


1 


End 


981 




Name 


OJ990824 12.0128.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


981 





24324 




GI 


6705984 




Score 


1450 




Exons 


1. .981 










GI Descrip. 


(AB033235) gag-pol 


polyprotein [Oryza 


sativa] 




Seq. No. 


24034 




beq. id 


OJ990824_12.0128. 


C9 


Gene No. 






Of — . 

b t rana 


+ 




Start 


4305 






7531 




Name 


OJ990824 12. 0128. C9 


.Ol.tC'. 


Metnoa 


TBLASTX: Cress 




Start 


1 




bna 


192 




GI 


none 




Score 


242 




Exons 


1..192, 9. .191 










Seq. No. 


24034 




beq. ID 


OJ990824_12.0128. 


C9 


Gene No. 


cm n a 




Strand 


_i_ 




Start 


4305 




bna 


7531 




Name 


OJ990824 12. 0128. C9 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


1 




hna 


259 




GI 


none 




Score 


372 




Exons 


1..255, 6. .254, 11. 


.259 








Seq. No.. 


24034 




beq. id 


OJ990824_12.0128. 


C9 


Gene No . 


D U 1 U4 




Strand 


"T 




Start 


4305 




hno 


7531 




Name 


OJ990824 12. 0128. C9 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


4 




hna t ^f. 


363 




GI 


none 




Score 


4 04 




Exons 


4. .363, 4. .354, 9.. 


356 








Seq. No. 


24034 




beq. ID 


OJ990824_12.0128. 


C9 


Gene No . 


jU 1 U 4 




Strand 


+ 




Start 


4305 




hna 


7531 




Name 


OJ990824 12. 0128. C9 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


262 




bna 


555 




GI 


none 




Score 


213 




Exons 


262. .555, 270. .410 










Seq. No. 


24034 




beq. ID 


OJ990824_12.0128. 


C9 


Gene No. 


JU 1 U H 




Strand 


+ 




Start 


4305 




T-l _^ _J 

End 


7531 




Name 


OJ990824 12. 0128. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


394 




End 


7 92 




GI 


none 




Score 


479 




Exons 


394. .792, 396. .782 










Seq. No. 


24034 




Seq. ID 


OJ990824_12.0128. 


C9 


Gene No . 


OU1U4 




Strand 


+ 




Start 


4305 




End 


7531 




Name 


OJ990824 12. 0128. C9 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


711 




End 


957 




GI 


none " 




Score 


329 




Exons 


711. .956, 712. .957 










Seq. No. 


24034 




Seq. ID 


OJ990824_12.0128. 


C9 


Gene No. 


• 50104 




Strand 


+ 




Start 


4305 




End 


7531 




Name • 


OJ990824 12. 0128. C9 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


1147 




End 


1671 





24325 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. .... 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 




none Score 173 

1147. .1467, 1148. .1474, 1150. .1473, 1469. .1576, 1470. .1574, 
1560. .1661, 1576. .1671, 1576. .1659 



24034 




Seq. ID 


OJ990824 


50104 




Strand 


+ 


4305 




End 


7531 


OJ990824 12.0128.C9.o2. 


np 


Method 


AAT/NAP 


4305 




End 


7531 


6539588 




Score 


237 


4305. .4328, 5049. .5307, 


7505. 


.7531 




(AP000837) hypothetical 


protein [Oryza 


sativa] 


24035 




Seq. ID 


OJ990824 


50105 




Strand 


+ 


1 - 




End 


1217 


OJ990824 12. 0128. C10. ol 


.np 


Method 


AAT/NAP 


1 




End 


1217 


3777527 




Score 


792 


1..307, 467. .1217 








(AF053008) gag-pol polyprotein [Glycine max] 


24035 




Seq. ID 


OJ990824 


50105 




Strand 


+ 


1 




End 


1217 


OJ990824 12. 0128. C10. o2 


. tm 


Method 


TBLASTX :] 


1 




End 


282 


none 




Score 


128 


1..135, 3. .134, 55. .135 


, 130. 


.282 




24035 




Seq. ID 


OJ990824 


50105 




Strand 


+ 


1 




End 


1217 


OJ990824 12. 0128. C10. ol 


.gs 


Method 


GENSCAN 


95 




End 


1012 


none 




Score 


.5 


95.. 556, 635.. 1012 








24035 




Seq. ID 


OJ990824_ 


50105 




Strand 


+ 


1 




End 


1217 


OJ990824 12. 0128. C10. ol 


-ts 


Method - 


TBLASTX : ! 


598 




End 


1211 


5509260 ' 




Score 


619 



598. .648, 670. .1206, 687. .899, 731. .901, 957. .1211 



24035 
50105 
1 

OJ990824_12. 0128. C10. ol.tw 

726 

none 

726. .833, 745.'. 816, 796. .1197 
1021.. 1203 

24035 



Seq. ID OJ990824_12. 0128. C10 

Strand + 

End - 1217 

Method TBLASTX : Wheat 

End 1203 

Score 81 
858. .896, 944. .976, 1017. .1178 



Seq. ID OJ990824_12. 0128. C10 



24326 






sm 

JUIU J 




Cf nH 


T 




Start 


1 




End 


1217 




Name 


OJ990824 12. 0128. CIO, 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


832 




End 


1092 




GI 


none 




Score 


218 




Exons 


832. .1092 










Seq. No. 


24035 




Seq. ID 


OJ990824_12.0128, 


■ C10 




50105 




Oil ClilsJ. 






Start 


1 




End 


1217 




Name 


OJ990824 12. 0128. C10, 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


874 




End 


1217 




GI 


none 




Score 


389 




Exons 


874..1206 f 957. .1217 










Seq. No. 


24036 




. Seq. ID 


OJ990824_12.0128. 


.Cll 


Gene No. 


50106 ■ 




Strand 


+ 




Start 


1 




End 


'546 




Name 


OJ990824 12.0128.C11. 


, ol.np 


Method 


AAT/NAP 




Start 


1 




End 


546 




GI 


4416302 




Score 


576 




Exons 


1..546 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 






-Seq. ID 


OJ990824_12.0128. 


Cll 




50106 




Strand 


T 




Start 


1 




End 


546 




Name 




ol . qs 


LYieunoa 


GENSCAN 




Start 


7 




End 


546 




GI 


none 




Score 


.77 




Exons 


7. .546 










Seq. No. 


24036 




Seq. ID 


OJ990824_12.0128. 


Cll 




50107 




Strand 


i 




Start 


1752 




End 


10187 




Name 


OJ990824 12.0128.C11. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


525 




GI 


none 




Score 


582 




Exons 


1..525, 3. .494, 157.. 


495 








Seq. No. 


24036 




Seq. ID 


OJ990824_12.0128. 


Cll 


Cpnp Nfo 


50107 




Strand ^ 


r 




Start 


1752 




End 


10187 




Name 


OJ990824 12.0128.C11. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


555 




GI 


none 




Score 


204 




Exons 


1..276, 3. .233, 295.. 


555, 309, 


. .479 






Seq. No. 


24036 




Seq. ID 


OJ990824JL2.0128. 


Cll 


(t!pnp No 


50107 




Strand 


T 




Start 


1752 




End 


10187 




Name 


OJ990824 12.0128.C11. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


25 




End 


480 




GI ' 


none 




Score 


119 




Exons 


25. .285, 304. .480 










Seq. No. 


24036 




Seq. ID 


OJ990824_12.0128. 


Cll 



24327 




Gene No. 


OU1U / 




Strand 


+ 




Start 


1752 




End 


10187 




Name 


OJ990824 12.0128.Cll.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


160 




End 


525 




GI 


none 




Score 


90 




Exons 


160. .291, 280. .525, 312, 


. .473 








Seq. No. 


24036 




Seq. ID 


OJ990824_12.0128 


.Cll 


Gene No. 


107 




.• Strand 


+ 






i i^o 




End . 


i m p 7 

1U10 / 




Name 


OJ990824 12.0128.Cll.o2, 


,np 


Method 


AAT/NAP 




Start 


1752 




End 


10187 




GI 


6539588 




Score 


228 




Exons 


1752. .1775, 4835. .5121, 


10112 


. .10187 






GI Descrip. 


(AP000837.) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24037 




Seq. ID 


OJ990824_12.0128 


.C12 


Gene No. 


50108 




Strand 


+ 






7589 




End 


7787 




Name 


OJ990824 12^0128. C12.o2, 


,np 


Method 


AAT/NAP 




Start 


7589 


End. 


7787 




GI 


5052976 




Score 


56 




Exons 


7589. .7787 










GI Descrip. 


(AF153444) hnRNP A/B related 


protein [Felis catus] 




Seq. No. 


24037 




Seq. ID 


OJ990824_12.0128 


.C12 


Gene No. 


50109 




Strand 






oCdit 


4754 




End 


7810 




•Name 


OJ990824 12.0128.C12.ol. 


np 


Method 


AAT/NAP 




Start 


4754 




End 


7443 




GI 


4584539 




Score 


254 




Exons 


4754. .5166, 7409. .7443 










GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


24037 




Seq. ID 


OJ990824_12.0128 


.C12 


bene ino . 


50109 




Strand 






Start 


4754 




End 


7810 




Name 


OJ990824 12.0128.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7067 




End 


7810 




GI 


none 




Score 


71 




Exons 


7067.. 7153, 7237.. 7440, 


7244 . 


.7444, 7586. .7810, 7601. .7771 


Seq. No. 


24037 




Seq. ID 


OJ990824_12.0128 


.C12 


bene jno . 


50109 




Strand 






Start 


4754 




End 


7810 




Name 


OJ990824 12.0128.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7289 




End 


7810 




GI 


none 




Score 


95 




Exons ' 


7289.-7453, 7291.. 7458, 


7449. 


.7481, 75E 


J6. .7810 




Seq. No. 


24038 




Seq. ID 


OJ990824_12.0128 


.C13 


Gene No . 


50110 




Strand 


+ 




Start 


128 




End 


3354 




Name 


OJ990824 12.0128.C13.ol. 


np 


Method 


AAT/NAP 




Start 


128 




End 


3354 




GI 


5852093 




Score 


102 




Exons 


128.. 151, 1501.. 1615, 3317.. 3354 







24328 



GI Descrip. (AL117264) zwh!6.1 [Oryza sativa] 



Seq. No. 


24038 






Seq. ID 


OJ990824_12.0128.C13 




50111 






Strand 


4. 


Start 


6729 






End 


6896 


Name 


OJ990824 12. 


0128. 


C13.ol.gp 


Method 


AAT/GAP 


Start 


6729 






End 


6896 


GI 


LIB3433-050- 


■P1-K1-D2 


Score ■ 


298 


Exons 


6729.-6896 










GI Descrip. 


•6015437/dbj 


|AB008112.1|AB008112 1 . Oe- 


12 Homo sapiens PEX1 mRNA, 




complete cds 1 








Seq. No. 


0 A A *5 Q 
Z 4 UJtS 






Seq. ID 


OJ990824_12.0128.C13 


Gene No. 


OU11Z 






Strand 


+ 


Start 


n n a i 
/ / 4 1 






End 


8398 


Name 


uj yyuoz4 iz . 


A 1 O Q 


C13.o2.gs 


Method 


GEN SCAN 


Start 


7 *7 A 1 






End 


8398 


GI 


none 






Score 


.58 


Exons 


7741. .8086, 


8277. 


.8398 






O a r-f N7/"\ 

o e q . in o . 


o /I A *3 Q 

Z4 U Jo 






Seq. ID 


OJ990824_12.0128.C13 


Gene No. 


oUll J 






Strand 




Start 


zo y J 






End 


6384 


Name 


ojyyuoz4 iz . 


m no 

Ulzcf . 


C13.ol.gs 


Method 


GEN SCAN 


Start 


O Q G *3 

zo y j . 






End 


6384 


GI 


none 






Score 


.45 


Exons 


2893. .3106, 


3219. 


.3530, 3803. 


.3939, 3978. .4181, 4995. .5131, 




6378. .6384 










Seq. No. 


O / A O Q 

Z4 U Jo 






Seq. ID 


OJ990824_12.0128.C13 


Gene No. 


DU114 






Strand 




Start 


0 0 JZ 






End 


10896 


Name 


/"NTAAAOO/1 "to 

ojyyubz4_iz . 


A 1 O O 

Ulzo . 


C13.o3.gs 


Method 


GEN SCAN 


Start 


o a o 
o o Jz 






End 


10574 


GI 


none 






Score 


.66 


Exons 


8632. .8754, 


8933. 


.9018, 9772. 


.9947, 10453. .10574 ■. ■ ' 


Seq. No. 


24038 






Seq. ID 


OJ990824_12.0128.C13 


Gene No. 


50114 






Strand 




Start 


8632 






End 


10896 


Name 


OJ990824 12. 


0128. 


C13.ol.tc 


Method 


TBLASTX: Cress 


Start 


9627 






End 


10072 ' 


GI 


none 






Score 


214 


Exons 


9627. .10022, 


9635 


..10021, 9959.. 10072 




OcCji IN O • 


24038 






Seq. ID 


OJ990824_12 . 0128 . C13 


Gene No. 


50114 






Strand 




Start 


8632 






End 


10896 


Name 


OJ990824 12. 


0128. 


C13.o2.np- 


Method 


AAT/NAP 


Start 


9644- 






End 


10896 


GI 


4006861 






Score 


533 


Exons 


9644. .10089, 


1.04 8 


1, .10597, 10687. .10896 


GI Descrip. 


(Z99707) tubulTh- 


like protein 


[Arabidopsis thaliana] 


Seq. No. 


24038 






Seq. ID 


OJ990824_12.0128.C13 


Gene No. 


50114 






Strand 




Start 


8632 






End 


10896 



24329 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990824_12.0128.C13.ol.ts Method 

9656 End 

none " Score 

9656.. 10012, 9672.. 10013 



TBLASTX : Soybean 

10013 

186 



24038 
50114 
8632 

OJ990824_12.0128.C13.ol.tm 
9710 
none 



Seq. ID OJ990824_12.0128.C13 
Strand 

10896 

TBLASTX: Maize 
10823 
198 



End 

Method 
End- 
Score 

9710. .9916, 9711. .9911, 9778. .9912, 9917.. 10090, 9918. .10091, 
9919. .10092, 10479. .10589, 10481 .. 10585, 104 94 .. 1058 9, 
10691. .10822, 10692.. 10823 



24038 
50114 
8632 

OJ990824_12.0128.C13.o2.gp 
10670 
428723 
10670.. 10896 

4006861/emb|CAB16779.1| 3.0e-15 (Z99707) tubulin-like protein 
[Arabidopsis thaliana] 



Seq. ID OJ990824_12.0128.C13 
.Strand 

End 10896 

Method AAT/GAP 

End 10896 

Score 404 ' 



24039 
50115 

1* 

OJ990824_12.0128.C14.ol.np 
1 

4006861 
1..50, 426. .658 

(Z99707) tubulin-like protein [Arabidopsis thaliana] 



Seq. ID OJ990824_12.0128.C14 
Strand 

End 658 

Method AAT/NAP 

End 658 

Score 201 



24039 
50115 
1 

OJ990824_12.0128.C14.ol.tm 

432 

none 



Seq. ID OJ990824_12.0128.C14 

Strand 

End 658 

Method TBLASTX : Mai ze 

End 657 

Score 72 



432. .521, 433. .543, 437. .544, 538. .657, 540. .656 



24040 
50116 
547 

OJ990824_12.0128.C17.ol.gs 

547 

none 

547. .669 



Seq. ID OJ990824_12.0128.C17 
Strand 

End 669 

Method GENSCAN 

End 669 

Score .92 



Seq. No. 24041 

Gene No. 50117 

Start 48 6 

Name OJ990524_07 . 0128 . C5 . ol . gp 

Start 486 

GI LIB3477-003-P1-K1-E9 

Exons 486.. 562 



Seq. ID OJ990524_07.0128.C5 

Strand + 

End 562 

Method AAT/GAP 

End 562 

Score 114 



24330 



GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 24042 Seq. ID 

Gene No. 50118 Strand 

Start 507 End 

Name OJ990524_07 . 0128 . C6 . ol . gs Method 

Start 507 End 

GI .none Score 

Exons 507.. 807 



OJ990524_07.0128.C6 
+ 

846 

GENSCAN 

807 

.48 



Seq. No. 24042 Seq. ID OJ990524_07 . 0128 . C6 

Gene No. 50118 Strand + 

Start 507 End 84 6 

Name OJ990524_07 . 0128 .C6 . ol . np Method AAT/NAP 

Start 596 End 846 

GI 3152620 Score 81 

Exons 596.. 846 

GI Descrip. (AC004482) putative C2H2-type zinc finger protein [Arabidopsis 
t ha liana] 



Seq. No. 24043 Seq. ID 

Gene No. 5.0119 Strand 

Start 65 End 

Name OJ990524J37 . 0128 . C7 . ol . gp Method 

Start 65 End 

GI none Score 

Exons 65.. 52 9 



OJ990524_07.0128.C7 

529 v ' 

AAT/GAP 

529 

859 



Seq. No. 24044 Seq. ID 

Gene No. 50120 Strand 

Start 36 End 

Name OJ990524_07 . 0128 . C9 . ol . gp Method 

Start 36 End 

GI none Score 

Exons 36. . 396 



OJ990524_07.0128.C9 
396 

AAT/GAP 

396 

643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24045 Seq. ID 

50121 Strand 

25 . End 

OJ990524_07 . 0128 . Cll . ol . gs Method 

25 - End 

none Score 



OJ990524_07. 0128. Cll 
+ 

3135 
GENSCAN 
3035 
.94 



25. .276, 424. .585, 1898. .2014, 2125. .2234, 2269. .2305, 
2428. .2627, 2767. .2854, 2928. .3035 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24045 Seq. ID 

50121 Strand 

25 End 

OJ990524_07 . 0128 . Cll . ol . np Method 

1850 End 

3152609 Score 



OJ990524_07. 0128. Cll 
+ 

3135 
AAT/NAP 
3032 
365 



1850. .2014, 2125. .2245, 2507. .2627, 2767. .2854, 2928^.3032 
(AC004482) putative SET-domain transcriptional regulator 
[Arabidopsis thaliana] 



24331 




Seq. No. 


24045 








Seq. ID 


OJ990524JD7. 0128. Cll 


Gene No . 










Strand 


+ 


Start 


25 








.End 


3135 


Name 


OJ990524 07 


.0128, 


■Cll.ol. 


.gp 


Method 


AAT/GAP 


Start 


2820 








End 


3135 


GI 


2797162 








Score 


426 


Exons 


2820. .2854, 


2928, 


, .3135 








Seq. No. 


24045 








Seq. ID 


OJ990524_07. 0128. Cll 


Gene No. 


50122 








Strand 




btart 


3933 








hna 




Name 


OJ990524 07 


.0128. 


,Cll.o2, 


, tm 


Method 


TBLASTX: Maize 


Start 


239 








End 


2199 


GI 


none 








Score 


60 


Exons 


239. .277, 421. .585, 421. 


. .588, 


423. .587 


, 1891. .1998, 1892. .2002, 




1983. .2018, 


2122. 


.2199, 


2124. 


.2198 




Seq. No. 


24045 








Seq. ID 


OJ990524_07. 0128. Cll 


Gene No. 


50122 








Strand 




otart 


3933 








End 


4593 


Name 


OJ990524 07 




Cll . ol . 


.tm 


Method 


TBLASTX: Maize 


Start 


2581 








End 


3095 


GI 


none 








Score 


63 


Exons 


2581. .2625, 


2760. 


.2843, 


2764. 


.2844, 2765. .2863, 2768. .2854, 




2913. .3095, 


2927. 


.3043 








Seq. No. 


24045 








Seq. ID 


OJ990524_07. 0128. Cll 


bene no . 


50122 








Strand 




Start 


o o o o 

3333 








End 


4593 


Name 


OJ990524 07 


.0128. 


Cll.o2. 


,gs 


Method 


GEN SCAN 


Start 


3933 








End 


4593 


GI 


none 








Score 


.65 


Exons 


3933. .4224, 


4238. 


.4471, 


4547. 


.4593 




Seq. No. 


24046 








Seq. ID 


OJ990524_07.0128.C12 


bene No . 


50123 








Strand 




Start 


1 








End 


369 


Name 


OJ990524 07 


.0128. 


C12.ol. 


gp 


Method 


AAT/GAP 


Start 


1 








End 


369 


GI 


none 








Score 


696 


Exons 


1..369 












Seq. No. 


24046 








Seq. ID 


OJ990524JD7 .0128.C12 


Gene No . 


50124 








Strand 




Start 


367 








End 


465 


Name 


OJ990524 07. 


.0128. 


C12.ol. 


gs 


Method 


GENSCAN 


Start 


367 








End 


4 65 


GI 


none 








Score 


.78 


Exons 


367. .465 












Seq. No. 


24047 








Seq. ID 


OJ990524_07 .0128.C16 


Gene No. 


50125 








Strand 




Start 


• 1 








End 


526 


Name 


OJ990524 07. 


,0128. 


C16.ol. 


gp . 


Method 


AAT/GAP 


Start 


1 








End 


487 


GI 


42246 1.R1084 






Score 


263 


Exons 


1..36, 371., 


,487 






r 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



, 5734466/emb|CAB52727.1| 9.0e-33 (AL109832) putative gtpase 
activating protein [Schizosaccharomyces pombe] 1 



24047 
50125 
1 

OJ9-90524_07.0128.C16.ol.np 
1 

3925265 
1..36, 371. .526 

(Z93394) similar to Probable rabGAP domains [Caenorhabditis 
elegans] 



Seq. ID OJ990524_07.0128.C16 
Strand 

End 52 6 

Method AAT/NAP 

End 526 

Score 142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24047 Seq. ID 

50125 Strand 

1 End 

OJ990524_07 . 0128 . C16 . ol . tm Method 

1 End 

none Score 



OJ990524_07.0128.C16 
526 

TBLASTX: Maize 

489 

63 



1..45, 2. .55, 2. .73, 346. .480., 347. .487, 348. .488, 364. .489, 
372.. 488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24047 Seq. ID 

50125 Strand 

1 End 
OJ990524_07.0128.C16.ol.ts- Method 

1 End 

none Score 

1..45, 347. .487, 348. .488, 352. .489 

24047 Seq. ID 

50125 Strand 

1 . End 
OJ990524_07 . 0128 . C16 . ol . gs Method 

371 End 

none Score 
371. .487 



OJ990524_07.0128.C16 
526 

TBLASTX : Soybean 

489 

150 



OJ990524_07.0128.C16 
526 

GENSCAN 

487 

.86 



Seq. No. 24048 Seq. ID 

Gene No. 50126 Strand 

Start 304 End 

Name OJ990524_07 . 0128 . CI 7 . ol . gs Method 

Start 304 End 

GI none Score 

Exons 304.. 377 



OJ990524_07.0128.C17 
377 

GENSCAN 

377 

.57 



Seq. No. 24049 Seq. ID OJ990524_07 . 0128 . C18 

Gene No. 50127 Strand 

Start 254-' End 487 

Name OJ990524_07 . 0128 . C18 . ol . gp Method AAT/GAP 

Start 254 * End 487 

GI 14933_2.R1084 Score 381 

Exons 254.. 487 

GI Descrip. ' 47 69004/gb | AAD29715 . 1 | AF140598_1 6.0e-51 (AF140598) ring-box 
protein 1 [Homo sapiens] >gi_47 69006_gb_AAD2 9716 . 1_AF140599_1 
(AF140599) ring-box protein 1 [Mus musculus] 

>gi_4 809216_gb_AAD3014 6.1_AF142059_l (AF142059) RING finger 



24333 



protein [Homo sapiens] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24050 . 

50128 Strand 
1 End 
OJ990524_07 .0128 . C21 . ol . np Method 
1 End 
6069646 Score 
1..233-- 

(AP000616) similar to putative reverse 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAC 
putative non-LTR retroelement reverse 
[Oryza sativa] 



Seq. ID OJ990524_07.0128.C21 



908 

AAT/NAP 
233 
136 

transcriptase 
1| (AP001129) 
F9013 genomic 
transcriptase . 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 24050 Seq. ID 

Gene. No. 50128 Strand 

Start 1 End 

Name OJ990524_07 . 0128 . C21 . ol . gs Method 

Start 103 End 

GI none Score 

Exons 103. .194, 843. .903 



OJ990524_07.0128.C21 
908 

GEN SCAN 

903 

.99 



Seq. No. 24050 Seq. ID 

Gene No. 50128 Strand 

Start 1 End 

Name OJ990524_07 . 0128 . C21 . ol . gp Method 

Start 631 End 

GI none Score 

Exons 631.. 908 



OJ990524_07. 012.8 . C21 
908 

AAT/GAP 

908 

521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24051 
50129 
256 

OJ990524_07.0128.C22.ol.gs 

256 

none 



Seq. ID OJ990524_07.0128.C22 

Strand + 

End 7470 

Method GENSCAN 

End 6040 

Score .73 



256. .512, 1345. .1646, 1966. .2080, 2179. .2299, 2525. .2659, 
2814. .2987, 3445. .3639, 3785. .3907, 4482. .4742, 5831. .6040 



Seq. No. 24051 Seq. ID 

Gene No. 5012 9 Strand 

Start .256 * End 

Name OJ990524_07 . 0128 .C22 . ol . gp Method 

Start 336 End 

GI none Score 

Exons 336.. 512, 1303.. 1617 



OJ990524_07.0128.C22 
+ 

7470 
AAT/GAP 
1617 
947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24051 
50129 
256 

OJ990524_07.0128 .C22.ol.np 

1310 

3785975 



Seq. ID OJ990524 07.0128. C22 



Strand 
End 

Method 

End 

Score 



+ 

7470 
AAT/NAP 
2688 
162 



1310. .1580, 1864. .2080, 2182. .2338, 2525.. 2688 
(AC005560) unknown protein [Arabidopsis thaliana] 
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Seq. No. 


24051 






Seq. ID 


OJ990524_07. 


0128. C22 


Gene No. 


50129 






Strand 


+ 




Start 


256 






End 


7470 




Name 


OJ990524 07.0128. 


C22.o2 


. np 


Method 


AAT/NAP 




Start 


1310 






End 


7470 




GI 


3785975 






Score 


248 




Exons 


1310. .1580, 1864. 


.2080, 


2182. 


.2338, 2525. .2653, 2892. .2987, 




3442.. 3639, 3785. 


.3913, 


7408. 


.7470 






GI Descrip. 


(AC005560) unknown protein [Arabidopsis thaliana] 




Seq. No. 


24051 






Seq. ID 


OJ990524_07. 


0128. C22 


UCUc INtJ • 


50129 






Strand 


+ 




Start 


256 






End 


7470 




Name 


OJ990524 07.0128. 


C22.o2 


• gp 


Method 


AAT/GAP 




Start 


2578 






End 


3579 




GI 


428928 






Score 


738 




Exons 


2578.. 2659, 2814. 


.2987, 


3445. 


.3579 






Seq. No; 


24051 






Seq. ID 


OJ990524_07. 


0128. C22 


Gene No. 


50130 






Strand 


+ 




Start 


7590 






End 


10134 




Name 


OJ990524 07.0128. 


C22.o4 


.gp 


Method 


AAT/GAP 




Start 


7590 






End 


10134 




GI 


14933 2.R1084 






Score 


1148 




Exons 


7590.. 7800, 7916. 


.7966, 


8097. 


.8156, 9717.. 9788; 987 


8. .10134 


GI Descrip. 


M769004/gb|AAD29715.1 |AF140598_1 6.0e- 


■51 (AF140598 


) ring-box 



protein 1 [Homo sapiens] >gi_47 69006_gb_AAD29716 . 1__AF140599_1 
(AF140599) ring-box protein 1 [Mus musculus] 

>gi_4809216_gb_AAD30146. 1_AF142059_1 (AF142059) RING finger 
protein [Homo sapiens] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24051 Seq. ID OJ990524_07 . 0128 . C22 

50130 Strand + 

7590 End 10134 

OJ990524_07 . 0128 . C22 . o3 . np Method AAT/NAP 

7692 End 9912 

4769004 Score 396 

7692. .7800, 7916. .7966, 8097. .8156, 9717. .9788, 9878. .9912 
(AF140598) ring-box protein 1 [Homo sapiens] 

gi|4769006|gb|AAD29716.1|AF140599_l (AF140599) ring-box protein 
1 [Mus musculus] gi | 4809216 | gb | AAD3014 6 . 1 | AF142059_1 (AF142059) 
RING finger protein [Homo sapiens] gi | 6572304 | emb | CAB62925 . 1 | 
(AL080242) bA554C12.1 (RBX1 or ROC1 (ring-box or ring finger 
protein 1) ) [Homo sapiens] 



Seq. No. 24051 
Gene No. 50131 
Start 14642 

Name OJ990524_07 . 0128 . C22 . o4 . gs 

Start ' 14642 ■ 

GI none 
Exons 14642. 

17126. 

21680. 



,14771, 15524. 
17296, 17455. 



,15698, 16264 
,17565, 18650 



Seq. ID OJ990524_07.0128.C22 
Strand + 

22851 
GENSCAN 
22851 
.4 

16294, 16615. .16674, 
19438, 20058. .20095, 



End 

Method 

End 

Score 



,21860, 21942. .22052, 22741. .22851 



Seq. No. 24051 Seq. ID OJ990524_07 . 0128 . C22 

Gene No. '50131 Strand + 

24335 






14642 








End 


22851 


Name 


OJ990524 07 


.0128 


.C22.o5 


.np 


Method 


AAT/NAP 


Start 


19235 








End 


22073 


GI 


3152610 








Score 


372 


Exons 


19235. .19438, 21558 21860, 


21942. .22073 


GI Descrip. 


(AC004482) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


24051 . 








beq. iu 


ujyyu u/.u±^o.uzz 


Gene No . 


50132 








btrana 




Start 


5939 








End 


6474 


Name 


OJ990524_07 


.0128 


.C22.o3 


• gp 


Method 


AAT/GAP 


Start 










tjnQ 


£A *7 A 


GI 


none 








Score 


1U12 


Exons 


5939. . 6474 












Seq. No. 


24051 








beq. iu 


nTQonoyi m m oq poo 


bene no . 


50133 








Strand 




Start 


7665 








End 


7955 


Name 


OJ990524 07 


.0128 


,C22.o2 


.gs 


Method 


GENS CAN 


Start 


7665 








End 


7955 


GI 


none 








Score 


.57 


Exons 


* 7665. .7955 












Seq. No. 


24051 








Seq. ID 


OJ990524_07.0128.C22 


Gene No. 


50134 








Strand 




Start 


10453 








End 


14178 


Name 


OJ990524 07 


.0128 


.C22.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


1310 








End 


2227 


GI 


none 








Score 


441 


Exons 


1310. .1645, 


1324 


. . 1644 , 


134 6 


..1645, 1948. .2064, 1965. .2081, 




1965. .2087, 


o a a a 

2009 


o a o n 

. . 208 9, 


2129 


..2227, 2143. .2223, 2162. .2227 


Seq. No. 


24051 








Seq. ID 


OJ990524_07.0128.C22 


Gene No . 


50134 








Strand 




Start 


10453 








End 


14178 


Name 


OJ990524 07 


a t o o 

. 0128 


. C22 . oo 


. ts 


Method 


TBLASTX : Soybean 


Start 


1322 








End 


1512 


GI 


none 








Score 


193 


Exons 


1322. .1507, 


1357 


. .1512 








Seq. No. 


24051 








Seq. ID 


OJ990524_07.0128.C22 


Gene No. 


50134' 








Strand 




Start 


10453 








End 


14178 


Name 


OJ990524 07 


. 0128 , 


. C22 . o2 , 


. ts 


Method 


TBLASTX : Soybean 


Start 


2227 








End 


4124 


GI 


none 








Score 


199 


Exons 


2227. .2343, 


2246, 


. .2374, 


2249 


..2374, 2549. .2659, 2549. .2641, 




2551. .2658, 


2805, 


. .2987, 


2808 


..2990, 2900. .2992, 3429. .3626, 




3439. .3642, 


3442, 


. .3645, 


3443 


..3685, 37* 


31. .3861, 3782. .3907, 




3785. '.3907, 


4005, 


. .4124,' 


4006 


. .4107 




Seq. No. 


24051 








Seq. ID 


OJ990524_07 .0128.C22 


Gene No. 


50134 








Strand 




Start 


10453 








End 


14178 


Name 


OJ990524 07 


.0128. 


,C22.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


4005 








End 


4541 


GI 


none 








Score 


161 
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Exons 


4005. .4121, 


4010 


. .4123, 


4014. 


.4112, 4 


015. .4143, 


4225. .4371, 




4234. .4356, 


4235 


. .4357, 


4478. 


.4540, 4482. .4541 




Seq. No. 


24051 








Seq. ID 


OJ990524 


_07.0128.C22 


Gene No. 


50134 








Strand 






Start 


10453 








End 


14178 




Ma mo 




0128 

KJ X O 


C92 o3 


ts 


Method 


TBLASTX : 




Start 


4478 








End 


5905 




GI 


5605829 








Score 


■ 161 




Exons 


4478. .4591, 


4482 


. .4604, 


4577. 


.4687, 4581. .4685, 


4673! .4747, 




4677. .4754, 


5828 


. .5905 










GI Descrip. 


- 














Seq. No. 


24051 








Seq. ID 


OJ990524 


_07.0128.C22 


Gene No. 


50134 








Strand 






Of 2 

OLait 


1 C\A ^ 
± U f± D o 








End 


14178 




Name 


OJ990524 07. 


0128 


.C22.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4541 








End 


6052 




GI 


none. 








Score 


284 




Exons 


4541. .4741, 


4542 


. .4745, 


5802. 


.5921, 5826. .5924, 


5828. .5929, 




5830. .5922, 


5927 


. .6040, 


5936. 


.6052 






Seq. No. 


24051 








Seq. ID 


OJ990524 


_07.0128.C22 


Gene No. 


50134 








Strand 






Of 3 

o car u 










End 


14178 




Name 


OJ990524 07. 


0128 


.C22.o4. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7742 








End 


9915 




GI 


none 








Score 


86 




Exons 


7742. .7804, 


7755 


. .7799, 


7914. 


.7967, 7915. .7968, 


8098. .8157, 




8099. .8158, 


9665 


. .9805, 


9706. 


.9786, 9877. .9915 




Seq. No. 


24051 








Seq. ID 


OJ990524 


_07.0128.C22 


Gene No. 


50134 








Strand 






C +- -a v-f- 


1 C\A ^ ^ 
1U1 J J 








End 


14178 




Name 


OJ990524 07. 


0128 


.C22.o6. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7751 








End 


9915 




GI 


none 








Score 


86 




Exons 


7751. .7804, 


7755 


. .7799, 


7914. 


.7964, 7915. .7968, 


8098. .8157, 




8099. .8158, 


9665 


. .9805, 


9706. 


.9783, 9877. .9915, 


9888. .9908 


Seq. No. 


24051 








Seq. ID 


OJ990524 


_07.0128.C22 


bene lno * 


50134 








Strand 






Start 


10453 








End 


14178 




Name 


OJ990524 07. 


0128 


.C22.o3. 


gs 


Method 


GENSCAN 




Start 


10453 






End 


13784 




GI 


none . 








Score 


.91 




Exons 


10453. .10598, 10698 .. 108 94 , 11863. .13784 




Seq. No. 


24051 








Seq. ID 


' OJ990524 


_07.0128.C22 


Gene No. 


50134 








Strand 






Start 


10453 








End 


14178 




Name 


OJ990524 07. 


0128 


.C22.o4. 


np 


Method 


AAT/NAP 




Start 


10660 








End 


13793 




GI 


3513727 








Score 


1672 




Exons 


10660. .10894 


, 11863. .13292, 13683.. 13793 





GI Descrip. (AF080118) contains similarity to TPR domains (Pfam: TPR.hmm 
score: 11.15) and kinesin motor domains (Pfam: kinesin2 . hmm, 
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score: 17.49, 20.52 and 10.94) [Arabidopsis thaliana] 
gi I 4539358 l.embl CAB40052.il (AL049525) putative protein 
[Arabidopsis thaliana] 



Seq. No. 24051 

Gene No. 50134 

Start 10453 

Name OJ990524_07 . 0128 . C22 . ol . tm 

Start 10667 

GI none 
Exons 



Seq. ID OJ990524_07.0128.C22 
Strand 

End 14178 

Method TBLASTX: Maize 

End 13118 

Score , 216 



10667. .10897, 10675 .. 10911, 10681 .. 108 96, 11852 .. 12559, 
11862. .12998, 11862 .. 12998 , 11863 .. 12999, 118 63 .. 12999, 
12915. .13118, 12921.. 13022 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24051 
50134 
10453 

OJ990524_07.0128.C22.ol.ts 
10696 
none 



14178 

TBLASTX : Soybean 
13197 
83 

10696. .10911, 10697. .10897, 11862 .. 13061 , 11863 .. 13062, 
13065. .13139, 13128. .13196, 13129.. 13197 



Seq. ID OJ990524_07.0128.C22 
Strand 
End 

Method 
End 
Score 



Seq. No. 24051 - / ,y 

Gene No. 50134 ' 

Start 10453 

Name OJ990524_07 . 0128 . C22 . o2 . tw" 

Start 10722 

GI none 

Exons 10722 
11862 



Seq.- ID- .".OJ990524_07.0128.C22 
.Strand--..^; - ■ ... 

End ' ,• - 14178^ 
Method TBLASTX: Wheat 
End 12545 
Score 100 

10901, 10723. .10896, 10730 .. 10897 , 10732 .. 10911, 
11969, 11863. .11934, 12351.. 12545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24051 
50134 
10453 

OJ990524_07.0128.C22.ol.tc 
10822 



End 

Method 
End 

none Score 
10822. .10911, 11858. .11896, 11862 .. 11906, 118 63 .. 11910, 
11904. .12053, 11910. .12047, 11998 .. 12051 , 12031 .. 128 13, 
12039. .12833, 1224 0 . . 12830-, 12915.. 13190 



Seq. ID OJ990524_07.0128.C22 
Strand 

14178 . 

TBLASTX: Cress 
13190 
38 



Seq. No. 24051 Seq. ID OJ990524_07 . 0128 . C22 

Gene No. 50134 Strand 

Start 10453 End 14178 

Name OJ990524_07 . 0128 .C22 . o5.gp Method AAT/GAP 

Start 11876 End 12495 

GI 16496_1.R1084 Score 1116 

Exons. 11876.. 12495 

GI Descrip. "3513727 2.0e-52 (AF080118) contains similarity to TPR domains 
(Pfam: TPR.hmm: score: 11.15) and kinesin motor domains (Pfam: 
kinesin2 .hmm, score: 17.49, '20.52 and 10.94) [Arabidopsis 
thaliana] >gi_4 539358_emb_CAB40052 . 1_ (AL049525) putative 
protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



24051 
50134 



Seq. ID 
Strand 



OJ990524 07.0128.C22 



24338 



Start 


10453 




End 


14178 






Name 


OJ990524 07.0128.C22. 


o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


13119 




End 


13311 






GI 


none 




Score 


194 






Exons 


13119. .13310, 13120.. 


13311 










Seq. No. 


24051 




Seq. ID 


OJ990524 


_07.0128. 


C22 


Gene No . 






Strand 








Start 


10453.' 




End 


14178 






Name 


OJ990524 07.0128.C22. 


o6.gp 


Method 


AAT/GAP 






Start 


13188 




End 


13521 






GI 


2427591 




Score 


614 






Exons 


13188. .13521 












Seq. No. 


24051 




Seq. ID 


OJ990524 


_07.0128. 


C22 


Gene No. 


50134 




Strand 








Start 


10453 




End 


14178 






Name 




Ol . tw 


Method 


TBLASTX: 


wneat 




Start 


13482 




End 


13806 






GI 


none 




Score 


85 






Exons 


13482. .13562, 13486.. 


13566, 


13486. . 13560, 13493 


. .13609, 






13553. .13678, 13554.. 


13679, 


13561. .13689, 13581 


. .13718, 






13686. .13796, 13693.. 


13806, 


13695. .13793 






Seq.-f'Nb. * 


24051- . + 


" . ^i* '- " 


.Seq.; ID 


.OJ9'9 0524 


_07-;0128. 


C2fr. 


Gene No. 


"50134' 




Strarici v 








otart 






End 


14178 






Name 


OJ990524 07.0128.C22. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


13485 




End 


13792 






GI 


none 




Score 


210 






Exons 


13485. .13673, 13486.. 


13674, 


13499. .13678, 13651 


. .13788, 






13678. .13791, 13694.. 


13792 










Seq. No. 


24051 




Seq. ID 


OJ990524 


_07.0128. 


C22 


oene ino . 


CHI Qyl 




Strand 








Start 


10453 




End 


14178 






Name 


OJ990524 07.0128.C22. 


o7 . gp 


Method 


AAT/GAP 






Start 


13542 




End 


14178 






GI 


none 




Score 


863 






Exons 


13542. .13835, 14021.. 


14178 










Seq. No. 


24052 




Seq. ID 


OJ990524 


_07.0128. 


C23 


Gene No . 


DU loo 




Strand 


+ 






Start 


107 




End 


217 






Name 


OJ990524 07.0128.C23. 


ol .gs 


Method 


GENSCAN 






Start 


107 




End 


217 






GI 


none 




Score 


.88 






Exons 


107. .217 












Seq. No. 


24053 




Seq. ID 


OJ990524 


J37.0128. 


C25 


Gene No. 


50136 




Strand 


+ 






Start 


269 




End 


4357 






Name 


OJ990524 07.0128.C25. 


ol . gs 


Method 


GENSCAN 






Start 


269 




End 


4141 






GI 


none 




Score 


.82 






Exons 


269. .415, 1050. .1259, 


1655. . 


1908, 1995 


..2265, 2369.-2452 






2799. .3058, 3060. .4141 











24339 



# 



Seq. No. 24053 Seq. ID 

Gene No. 50136 Strand 

Start 269- End 

Name OJ990524_07 . 0128 . C25 . ol . np Method 

Start 993 End 

GI ' 2190187 Score 

Exons 993.. 1259, 1655.. 1908, 1995 

4268.. 4357 

GI Descrip. (D64087) nuclear matrix constituent protein 1 (NMCP1) 
carota] 



OJ990524_07.0128.C25 
+ 

4357 
AAT/NAP 
4357 
1123 



,2265, 2369. .2452, 2799. 



3999, 
[Daucus 



Seq. No. 24053 Seq. ID 

Gene No. 50136 Strand 

Start 269 End 

Name OJ990524_07 . 0128 . C25 . o2 . ts Method 

Start- 1046 End 

GI . none " Score 

Exons 1046.. 1201, 1047.. 1202 



OJ990524_07.0128.C25 
+ 

4357 

TBLASTX : Soybean 

1202 

183 



Seq. No. 24053 Seq. ID 

Gene No. 50136 Strand 

Start 269 End 
Name - OJ990524_07 .0128 . C25 . o2 . tm Method. 

Start/ 1703- . ' End... 

GI none Score 
Exons 



OJ990524_07.0128.C25 
+ 

4357 

TBLASTX: Maize 

28 94 ■ ■ • 

219 • 



1703. .1909, 1713. .1901, 1996. .2265, 1996. .2079, 2025. .2291, 
2027. .2149, 2085. .2267, 2195. .2287, 2796. .2846, 2797. .2871, 
2802. .2894 



Seq. No. 24053 

Gene No. 50136 

Start 269 

Name OJ990524_ 

Start 1724 

GI none 

Exons 1724.. 1900, 1996.. 2148. 



07.0128.C25.ol.tc 



Seq. ID OJ990524_07.0128.C25 

Strand + 

End 4357 

Method TBLASTX: Cress 

End 2148 

Score 150 



Seq. No. 24053 

Gene No. 50136 

Start 269 

Name OJ&0524_07 . 0128 .C25 . ol , 

Start 2221 

GI 28205_1.R1084 

Exons 2221.. 2265, 2369.. 2452, 
GI Descrip. 



Seq. ID 
Strand 
End 

gp. Method 
End 
Score 
2799. .4280 

, 4850405/gb|AAD31075.1|AC007357_24 1.0e-57 (AC007357) Similar to 
gb_D64087 nuclear matrix constituent protein 1 (NMCP1) from 
Daucus carota. [Arabidopsis thaliana] 1 



OJ990524_07.0128 .C25 
+ 

4357 
AAT/GAP 
4280 
3068 



Seq. No. 24053 Seq. ID 

Gene No. 50136 Strand 

Start 269 End 

Name OJ990524_07 . 0128 . C25 . ol . ts Method 

Start 2856 End 

GI ' none Score 

Exons 2856.. 3008, 3076.. 3393, 3199.. 3333 



OJ990524_07.0128.C25 
+ 

4357 

TBLASTX : Soybean 

3393 

61 



24340 




Seq. No. 


24053 








Seq. ID 


OJ990524 


_07.0128.C25 


Vac He INO . 


JUJ. JO 








otrana 


+ 




Start 


269 








End 


4357 . 




Name 


OJ990524 07 


.0128 


.C25.o4 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2895 








End 


3107 




GI 


none 








Score 


184 




Exons 


2895. .3107, 


2918 


. .3052 










Seq. No. 


24053 








Seq. ID 


OJ990524 


_07.0128.C25 


Gene No. 


50136 








Strand 


+ 




OLal L 


— D -? 








End 


4357 




Name 


OJ990524 07 


.0128, 


.C25.o3 


.tm 


Method 


TBLASTX: 


Maize 


Start 


3112 








End 


3456 




GI 


none 








Score 


222 




Exons 


3112. .3303, 


3122. 


. .3304, 


3127. 


.3306, 3307.. 3390, 


3309. .3347, 




' 3317. .3454, 


3379. 


. .3456 










Seq. No. 


24053 








Seq. ID 


OJ990524 


_07.0128.C25 


Gene No. 


50136 








Strand 


+ 




Cf -a y~+- 


_ O 








End 


4357 




Name 


OJ990524 07 


.0128. 


.C25.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3457 








End 


4291 1 




GI 


none 








Score 


103 




Exons 


3457. .3633, 


3464. 


, .3634, 


3496. 


.3636, 3504.. 3638, 


3621. .3881, 


* ■ . *■ 


3623. .4291, 


3695. 


, .4024, 


3?38^ 


# 2?0 .. 






Seq. No. 


24054 








Seq. ID 


OJ990524 


_07.0128.C26 


ucUc INO . 


50137 








Strand 


+ 




Start 


181 








End 


1647 




Name 


OJ990524 07 


.0128. 


C26.ol 


.gs 


Method 


GEN SCAN 




Start 


181 








End 


1647 




GI 


none 








Score 


.84 




Exons 


181. .433, 544. .727, 895, 


. .1085 


, 1506.. 1647 




Seq. No. 


24054 








Seq. ID 


.OJ990524 


_07.0128.C26 


belle INO . 


50137 








Strand 


+ 




Start 


181 








End 


1647 




Name 


OJ990524 07 


.0128. 


C26.ol. 


■ gp 


Method 


AAT/GAP 




Start 


544 








End 


1393 




GI 


none 








Score 


1270 




Exons 


544. .727, 895. .1393 










Seq. No. 


24054 








Seq. ID 


OJ990524 


_07.0128.C26 


belle INO . 


50138 








Strand 


+ 




Start 


2894 








End 


11852 




Name 


OJ990524 07. 


.0128. 


C26.o2, 


• gp 


Method 


AAT/GAP 




Start 


2821 








End 


4058 




GI 


none 








Score 


767 




Exons 


2821. .3022, 


3424. 


.3582, 


4004. 


.4058 






Seq. No. 


24054 








Seq. ID 


GJ990524_ 


_07.0128.C26 


Gene No. 


50138 








Strand 


+ 




Start - 


2894 








End 


11852 




Name 


OJ990524 07. 


.0128. 


C26.o2. 


gs 


Method 


GENSCAN 




Start 


28' 9 4 








End 


10370 




GI 


none 








Score 


.79 




Exons 


2894. .3022, 


3424. 


.3582, 


5291. 


.5692, 7852.. 7923, 


8059. .8175, 



24341 



8510. .8659, 9151. .9251, 9598. .9684, 10043. .10370 



Seq. No. 


24054 








Seq. ID 


OJ990524 


_07.0128.C26 




50138 








Strand 


+ 




Start 


2894 








End 


11852 




Name 


OJ990524 07 


.0128, 


,C26.ol 


.np 


Method 


■AAT/NAP 




Start 


3739 








End 


10180 




GI 


6634027 








Score 


162 




Exons 


3739. .3814, 


4050. 


. .4097, 


8102 


..8175, 8510.. 8640, 


9132. .9251, 




10043. .10180 












GI Descrip. 


(AB007857) 


KIAA0397 protein 


[Homo sapiens] 




Seq. No. 


24054 








Seq. ID 


OJ990524 


_07.0128.C26 


Gene No. 


50138 








Strand 


+ 




Start 


2894 








End 


11852 




Name 


OJ990524 07 


.0128, 


.C26.o3 


.gp 


Method 


AAT/GAP 




Start 


4173 








End 


5516 




GI 


none 








Score 


799 




Exons 


4173. .4276, 


4490. 


. .4574, 


4996 


..5050, 5291.. 5516 




Seq. No. 


24054 








Seq. ID 


OJ990524 


_07.0128.C26 


Gene No. 


50138 








Strand 


+ 




Start 


2894 








End 


11852 




Name 


. OJ990524 07 


.0128. 


,C26.o4 


• gp 


Method 


AAT/GAP 




Start 


6274 








End 


9248 




GI 


42246 1.R1084 






Score 


' 1139 




Exons 


6274. .6308, 


7172. 


, .7271, 


7350 


..7459, 7£ 


152. .7923, 


8059. .8175, 




8510. .8659, 


9151. 


, .9248 










GI Descrip. 


1 57344 66/emb | CAB52727 .1 


I 9.0e-33 (AL109832) putative gtpase 



activating protein [Schizosaccharomyces pombe] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24054 
50138 
2894 

OJ990524_07.0128.C26.o2.np 



Seq. ID OJ990524_07.0128.C26 

Strand + 

End 11852 

Method AAT/NAP 

End 11852 

Score 356 



7885 
3925265 
7885. .7923, 
11814. .11852 

(Z93394) similar to Probable rabGAP domains [Caenorhabditis 
elegans] 



8059. .8175, 8510. .8659, 9151. .9251, 10043 .. 102 60, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24054 ' 

50139 

10094 

OJ990524_07.0128.C26.o3.tm 

167 

none 



Seq. ID OJ990524_07.0128.C26 
Strand 

End 10738 

Method TBLASTX: Maize 

End 1070 

Score 4 6 



167. .205, 168. .233, 222. .380, 225... 308, 232. .309, 267. .428, 
273. .419, 344. .421, 560. .652, 561. .653-, 608. .658, 651. .680, 
651. .680, 653. .697, 698. .730, 925. .981, 969. .1070, 985. .1068 



Seq. No. 
Gene No. 
Start 
Name 
Start 



24054 
50139 
10094 

OJ990524_07.0128.C2 6.o2.tm 
3423 



Seq. ID OJ990524_07.0128.C26 
Strand 

End 10738 

Method TBLASTX : Mai ze 

End 5665 



24342 




GI 


none 










Score 


217 




Exons 










jjUj . 


.3591, 3990.. 4073, 


OQQ1 AC\11 




3996. 


.4073, 


4004. 


.4078, 


4134. 


.4277, 4137. .4277, 


4168. .4287, 




4171. 


.4278, 


4486. 


.4575, 


4488. 


.4577, 4488. .4577, 


4489. .4578, 




4493. 


.4585, 


4988. 


.5050, 


4989. 


.5051, 4993. .5046, 


5272. .5559, 




5279. 


.5563, 


5279. 


.5602, 


5565. 


.5615, 5567.. 5614, 


5615. .5662, 




5630. 


.5665 














Seq. No. 


24054 










Seq. ID 


OJ990524 


_07.0128.C26 


Gene No. 


50139 










Strand 






Start 


10094 










End 


10738 




Name 


OJ990524 07. 


0128. 


C26.ol. 


,tm 


Method 


TBLASTX: 


Maize 


Start 


7163 










End 


10379 






none 










Score 


156 




Exons 


7163. 


.7273/ 


7164. 


.7274, 


7171. 


.7278, 7346.-7447, 


7349. .7459, 




7350. 


.7457, 


7838. 


.7930, 


7849. 


.7926, 8057.. 8182, 


8058. .8174, 




8058. 


.8198, 


8059. 


.8199, 


8473. 


,8658, 8490.. 8657, 


8491. .8661, 




8501. 


.8662, 


8507. 


.8674, 


9142. 


.9285, 9148.. 9255, 


10040. .1033: 




10040 


. .10378 


!, 10041.. 10379 








Seq. No. 


24054 










Seq. ID 


OJ990524 


_07.0128.C26 


Gene No. 


50139 










Strand 






Start 


10094 










End 


10738 




Name 


OJ990524 07. 


0128. 


C26.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7169 










End 


1037.5 " . 






none 










Score 


134 




Exons 


7169. 


.7318, 


7171. 


.7359, 


7336. 


.7455, 7349. .7459, 


7848.^7925, 




7849. 


.7926, 


8058. 


.8198, 


8058. 


.8198, 8059.. 8199, 


8491. .8577, 




8501. 


.8569, 


8568. 


.8654, 


8569. 


.8655, 8573. .8662, 


8576. .8668, 




9142. , 


.9285, 


9148. 


.9255, 


9149. 


.9292, 10036. .10191, 10040. .10! 




10040, 


. .10375 


10041.. 10361 








Seq. No. 


24054 










Seq. ID 


OJ990524 


_07.0128.C26 




50139 










Strand 






Start 


10094 










End 


10738 




Name 


OJ990524 07. 


0128. 


C26.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


. 9220 










End 


10328 




GI 


none 










Score 


70 




Exons - 


9220. , 


.9285, 


10040 


..10216, 10040. .10327 


, 10041.. 


10328 


Seq. No. 


24054 










Seq. ID 


' OJ990524 


_0-7.0128.C26 


bene no . 


50139' 










Strand 






Start 


10094 










End 


10738 




Name 


OJ990524 07. 


0128. 


C26.o5. 


gp 


Method 


AAT/GAP 




Start 


10094 










End 


10738 




GI 


none 










Score 


1209 




Exons 


10094. 


. .10738 














Seq. No. 


24055 










Seq. ID 


OJ990524 


_07.0128.C27 


Gene No.- 


50140 










Strand 






Start 


3375 










End 


5922 




Name 


OJ990524 07. 


0128. 


C27.ol. 


np 


Method 


AAT/NAP 




Start 


3375 










End 


5922 




GI 


4006833 








Score 


222 




£xons 


3375. . 


.3421, 


5352. 


.5922 











GI Descrip. (AC005970) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



24343 




oeq. jno • 










Seq. ID 


OJ990524_07.0128 


.C27 


Gene No. 


50141 








Strand 






Start 


6610 








End 


8109 




Name 


OJ990524 07 


.0128 


.C27.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


4424 








End 


5001 




GI 


none 








Score 


70 




Exons 


. 4424. .4633, 


4425 


. .4634, 


4676. 


.4867, 4692. .4862, 4864. .5001 


oeq« in o . 










Seq. ID 


OJ990524_07.0128 


.C27 


Gene No. 


50141 








Strand 






Start 


6610 










ft 1 HQ 




Name 


OJ990524 07 


.0128 


.C27.o2 


. tw 




i dLjHo i a . wnea c 




Start 


4823 














GI 


none 








Score 


iUU 




Exons 


4823.-4867, 


4849 


. .5202 










oeq. in o . 


Z fl U JJ 








Seq. ID 


OJ990524_07.0128 


.C27 


Gene No. ■ 


50141 








Strand 






Start 


6610 








PnH 


ft 1 HQ 




Name 


OJ990524 07 


.0128 


.C27.o4 


. tm 


fuf r\ 4" /"v 

ixie Lfioa 


i n j_i/\o i a : ixia i z e 




Start 


5095 










coon 
0 JO U 




GI 


none 








Score 


OA 




= ==3 Exons 


5095. .520.2, 


5209 


. .5301, 


5294. 


coon 






,„ oeq. INO . 


OA Pi R c: 








Seq. ID 


OJ990524_07.0128 


.C27 


= !i Gene No. 


50141 








Strand 






S L| Start 


6610 








End 


8109 




I j Name 


OJ990524 07 


.0128 


.C27.o2 


.ts 


Method 


TBLASTX: Soybean 




Ts Start 


5318 








End 


5827 




% GI 


none 








Score 


154 




^ Exons 

": I 


5318. .5416, 


5438 


. .5470, 


5477. 


.5827 - 






oeq . lno . 


Zft Ujj 








Seq. ID 


OJ990524_07.0128 


.C27 


Gene No. 


50141 








Strand 






"j Start 


6610 








End 


8109 




7 Name 


OJ990524 07 


.0128 


.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




7 Start 


5366 








End 


5806 




3 GI 


none 








Score 


61 




3 Exons 


. 5366.. 5524, 


5367 


. .5423, 


5510. 


.5806, 5526. .5804 




- ■ oeq .■ : iNu . 


Zfi Ujj 








Seq- ID 


OJ990524_07-;,0128 




Gene No. 


50141 








Strand 






Start 


6610 








End 


8109 




Name 


OJ990524 07 


.0128, 


.C27.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5439 








End 


5902 




GI 


none 








Score 


62 




. Exons 


5439. .5699, 


5447, 


. .5902, 


5739. 


.5900 






Seq. No. 


24055 








Seq. ID- 


:-/OJ990524_07.0128 


.G27 


Gene No. 


50141 








Strand 






Start 


6610 








End 


8109 




Name 


OJ990524 07 


.0128, 


,C27.ol, 


■ gp 


Method 


AAT/GAP 




Start 


6320 






End 


6667 




GI 


none 








Score 


610 




Exons 


6320. .6667 















24344 




Seq. No. 


24055 






Seq. ID 


OJ990524 


_07.0128.C27 


Gene No . 


jU 1h I 






Strand 






Start 


6610 






End 


8109 




Name 


OJ990524 07 


.0128 


.C27.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


6589 






End 


7117 




GI 


none 






Score 


143 




Exons 


6589. .6741, 


6614 


..6739, 6769. 


.6924, 6773.. 6922, 


7067. .7117 


Seq. No. 


24055 






Seq. ID 


OJ990524 


_07.0128.C27 


Gene No. 


50141 






Strand 






btart 


oolU 






End 


8109 




Name 


OJ990524 07 


.0128 


.C27.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


6610 






End 


6921 




GI 


none 






Score 


103 




Exons 


6610. .6702, 


6611 


..6706, 6614. 


.6703, 6640. .6741, 


6695. .6739, 




6769. .6921, 


6773 


. .6913 








Seq. No. 


24055 






Seq. ID 


OJ990524 


_07.0128.C27 


Gene No . 


cm yi 1 






Strand 






Start 


6610 






End 


8109 




Name 


OJ990524 07 


.0128 


.C27.o2.gs 


Method 


GEN SCAN 




Start 


6610 






End 


7606 




GI 


none 






Score 


.99 




Exons 


6610. .7001, 

* 


7051 


. .7606 








Seq. No. 


24055 






Seq. ID 


OJ99052"4 


_07.0128.C27 . 


Gene No. 


50141 






Strand 






Of a T+- 


DD1U 






End 


8109 




Name 


OJ990524 07 


.0128 


.C27.o2.np 


Method 


AAT/NAP 




Start 


6613 






End 


8109 




GI 


2618701 






Score 


407 




Exons 


6613. .6926, 


7064 


..7246, 8035. 


.8109 






GI Descrip. 


(AC002510) : 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


24055 






Seq. ID 


OJ990524 


_07.0128.C27 


Gene No. 


50141 






Strand 






Start 


6610 






End 


8109 




Name 




.0128 


.C27.o2.gp 


Method 


AAT/GAP 




Start 


6685 






End 


7161 




GI 


LIB3433-014 


-Q6-K1-H3 


Score 


638 




Exons 


6685. .6926, 


7051 


. .7161 








GI Descrip. 


, 2618701 5.i 


0e-26 


(AC002510) hypothetical protein [Arabidopsis 




thaliana] ' 












Seq. No. 


24056 






Seq. ID 


OJ990524 


_07.0128.C28 


i^ene jno . 


50142 






Strand 


+ 




Start 


144 






End 


2524 




Name 


OJ990524 07 


.0128, 


.C28.ol.gs 


Method 


GENSCAN 




Start 


144 




End 


2524 




GI 


none 






Score 


. 4 




Exons 


144. .398, 1841. .2087, 2415. .2524 






Seq. No. 


24056 






Seq. ID 


OJ990524_ 


_07.0128.C28 


Gene No. 


50143 






Strand 


+ 




Start 


2709 






End 


2976 




Name 


OJ990524 07 


.0128. 


.C28.o2.gs 


Method 


GENSCAN 




Start 


2709 




End 


2976 





24345 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 



,96 



none 

2709.. 2768, 2773.. 2976 

24056 
50144 
8566 

OJ990524_07.0128.C28.o2.np 
8566 
3152620 

8566.. 8609, 10147 .. 10593, 
(AC004482) putative C2H2-type zinc finger protein [Arabidopsis 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10663. .11128, 



OJ990524_07.0128.C28 
+ 

12153 
AAT/NAP 
12132 
933 

11207. .12132 



Seq. No. 24056 Seq. ID 

Gene No. 50144 Strand 

Start 8566 End 

Name OJ990524_07 . 0128 . C28 . o4 . gs Method 

Start 9324 End 

GI none Score 

Exons 9324.. 9565, 9918.. 12153 

Seq. No. 24056 Seq. ID 

Gene No. 50145 Strand 

Start 6182 End - 
Name '\ OJ990524_07 . 0L28VC28 . ol . gp Method 

Start 5783 End 

GI none Score 

Exons 5783.. 6309, 6494.. 6775 

Seq. No. 24056 Seq. ID 

Gene No. 50145 Strand 

Start 6182 End 

Name OJ990524_07 . 0128 . C28 . o3 . gs Method 

Start 6182 End 

GI none Score 
Exons 



OJ990524_07.0128.C28 
+ 

12153 
GEN SCAN 
12153 
.55 



OJ990524_07.0128.C28 
9760 

AAT/GAP v#. : .. 

6775 

1425 



OJ990524_07.0128.C28 

9760 
GENSCAN 
8687 
.79 ' 



6182. .6309, 6494. .6578, 6783. .6920, 6999. .7235, 7580. .7717, 
7803. .8109, 8614. .8687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



24056 
50145 
6182 

OJ990524_07.0128.C28.ol.tm 

6456 

none 

6456.. 6530, 6463.. 6534, 6589. 
6999.. 7232, 6999.. 7238, 7003. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990524 07.0128.C28 



9760 

TBLASTX: Maize 
7955 
54 

.6921, 6591.. 6929, 6997. 
.7239, 7580.. 7732, 7581. 



,7083, 
.7733, 



7581. .7733, 7800. .7955, 7801. .7947 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24056 
50145 
6182 

OJ990524_07.0128.C28.ol.ts 

6559 

none 



Seq. ID OJ990524_07.0128.C28 
Strand 

End 97 60 

Method TBLASTX : Soybean 

End 7217 

Score 354 



6559. .6921, 6612. .6929, 6613. .6921, 6663. .6929, 6997. .7083, 
6999. .7217, 7003. .7215 



24346 



Seq. No. 24056 

Gene No. 50145 

Start 6182 

Name OJ990524_07 . 0128 . C28 . ol . tc 

Start 7158 

GI none 

Exons 7158.. 7238, 
7581. .7730, 



7158. .7238, 7159. 
7800. .7940, 7801. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7239, 7160 
.7941 



OJ990524 07.0128.C28 



9760 

TBLASTX: Cress 
7941 
82 

7243, 7580. .7732, 



Seq. No. 24056 

Gene No. 50145 

Start 6182 

Name OJ990524_07 . 0128 .C28 . o2 . gp 

Start 7183 

GI 24913JL.R1084 

Exons 7183.. 7235, 7580.. 7717, 7803. 
GI Descrip. * 4 65763/sp | P34308 | YKR2_CAEEL 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990524 07.0128.C28 



9760 
AAT/GAP 
9760 
1486 

.8183, 9408. .9536, 9657. .9760 
4.0e-45 HYPOTHETICAL 70.9 KD 

PROTEIN C06G4.2 IN CHROMOSOME III >gi_630525_pir S4474 9 C06G4.2 

protein - Caenorhabditis elegans >gi_409293 (L25598) homology 
with calpain; putative [Caenorhabditis elegans] 1 



Seq. No. 


24056 




Seq. ID OJ990524_07.0128 


.C28 


Gene No. 


50146 




Strand 




Start 


10647 




End 10827 




Name 


OJ99052.4 07..0128.C28 


.o3. tm 


Method - TBLASTX: Maize 




Start 


10647 




End 10827 




GI 


none 




Score 263 




Exons 


1U o4 / . . lUozo, 1UO04 . 


. 1 U O £ 4 , 


1UDD4 . . XUoZ / 




Seq. No. 


24056 




Seq. ID OJ990524JD7.0128 


.C28 


Gene No. 


50147 




Strand 




Start 


11217 




End 11715 




Name 


OJ990524 07.0128.C28 


.o2.tm 


Method TBLASTX : Mai ze 




Start 


11217 




End 11715 




GI 


none 




Score 186 




Exons 


11217. .11402, 11217. 


.11396, 


11218. .11430, 11218. .11430, 






11417. .11710, 11433. 


.11459, 


11434. .11715, 11526. .11711 




Seq. No. 


24057 




Seq. ID OJ990524_07.0128 


.C29 


Gene No. 


50148 




Strand 




Start 


35 




End 2099 




Name 


OJ990524 07.0128.C29 


.ol.ts 


. Method TBLASTX: Soybean 1 




Start 


1 




End 974 




GI 


none 




Score 49 




Exons 


1..240, 6. .218, 68.., 


220, 217 


. .318, 223. .315, 228. .317, 


617. 




644. .970, 648. .974 








Seq. No. 


24057 




Seq. ID OJ990524_07 .0128 


.C29 


Gene No. 


50148 




Strand 




Start 


35 




End 2099 




Name 


OJ990524 07.0128.C29 


,o2.tc 


Method TBLASTX : Cress 




Start 


1 




End 797 




GI 


none 




Score 150 




Exons 


l..;318, 2.. 250, 127. 


.312, 64 


4. .787, 644. .793, 648. .797 




Seq. No. 


. 24057 




Seq. ID OJ990524_07.0128 


.C29 


Gene No. 


50148 




Strand 





970, 



"24347 



Start 


35 


Name 


OJ990524 


Start 


1 


GI 


none 


Exons 


1. .150, 


Seq. No. 


24057 


bene ino ■ 


3 U 1 ft O 


Start 


35 


Name 


OJ990524 


Start 


35 


GI 


none 


Exons 


35. .315, 


Seq. No. 


24057 


Gene No. 


50148 




JO 


Name 


OJ990524 


Start 


615 


GI 


none 


Exons 


615. .896 




945. .974 


Seq. No. 


. 24057 


Gene No. ' 


' 50148 


Start 


35 


Name 


OJ990524 


Start 


824 


GI 


none 


Exons 


824. .970 



End 2099 

Method TBLASTX: Maize 

End 151 

Score 131 



Seq. ID OJ990524_07.0128.C29 
Strand 

End • 2099 

Method GENSCAN 

End 2099 

Score .69 



35. .315, 710. .968, 1161. .1480, 1802. .2099 



Seq. ID OJ990524_07.0128.C29 
Strand 

End 2099 

Method TBLASTX : Mai ze 

End 974 

Score 64 



Seq. ID OJ990524_07.0128.C29 

Strand - 

End 2099 

. 0128 . C29 . ol . tc Method " TBLASTX : Cress 

.End 14 63 

Score 92 

970, 825. .971, 1117. .1332, 1136. .1462, 1143. .1463 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24057 
50148 
35 

OJ990524_07.0128.C29.o2.tm 

1136 

none 



Seq. ID OJ990524_07.0128.C29 
Strand 

End 2099 

Method TBLASTX : Mai ze 

End 1390 

Score 185 



1136. .1309, 1139. .1303, 1146. .1310, 1307. .1387, 1308. .1385, 
1310. .1390 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24058 
50149 
9042 

OJ990524_07.0128.C30.ol.np 

9042 

6523547 



Seq. ID OJ990524_07.0128.C30 

Strand + 

End 14076 

Method AAT/NAP 

End 14076 

Score 14 9 



9042.. 9631, 13711. .13798, 13891.. 14076 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f ., nagariensis] 



24058 
50150 
299 

OJ990524_07.0128.C30.ol.gs 

299 

none 



Seq. ID OJ990524_07.0128.C30 
Strand 

End 67 00 

Method GENSCAN 

End 6700 

Score . 8 



299. .370, 621. .783, 939. .1030, 1627. .1738, 1824. .1974, 



24348 



2069. .2342, 2741. .2903, 3153. .3337, 4685. .5631, 6298. .6700 



Seq. No. 24059 

Gene No. 50151 

Start 3769 

Name OJ990524_07 . 0128 . C31 . ol . gs 

Start 3769 

GI none 
Exons 



Seq. ID* OJ990524_07.0128.C31 

Strand + 

End 9963 

Method GENSCAN 

End 9963 

Score .56 



3769.. 4269, 6007.. 6287, 6343.. 6500, 6726.. 6970, 7228.. 7311, 
7631. .7785, 7908. .8005, 8142 .. 8250', 8350. .8507, 8873. .9015, 
9829. .9963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24059 
50151 
3769 

OJ990524_07.0128.C31.o2.np 

6028 

3355626 

6028. .6066, 6784. .6970, 7228. 



Seq. ID OJ990524_07.0128.C31 

Strand + 

End 9963 

Method AAT/NAP 

End 9957 

Score 1314 



.7315, 7635. .7785, 7908. 



8005, 
9957 



8142. .8250, 8350. .8507, 8873. .9015, 9110. .9250, 9829 
(Y09204) histidinol-phosphate aminotransferase [Nicotiana 
tabacum] 



24059 ■ ... Seq. ID 

50151 - -Strand 

3769' ' End 

OJ990524_07 . 0128 .C31 . o2 .gp Method 
7 677 End 
LIB3475-004-P1-K2-H6 ' Score 



OJ990524_07.0128.C31 

+ . ' 

9963 

AAT/GAP 

8398 

646 



7677. .7785, 7 908 .. 8005/ 8142 .. 8250, 8350. .8398 
'3355626/emb|CAA70403| 4 . Oe-52 (Y09204) histidinol-phosphate 
aminotransferase [Nicotiana tabacum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24059 Seq. ID 

50151 Strand 
37 69 End 
OJ990524_07 . 0128 . C31 . o3 . gp Method 
9218 End 
LIB3433-024-P1-K1-E2 Score 
9218. .9649 

■5091496/dbj | AB023482 . 2 | AB023482 3.0e-33 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



OJ990524_07.0128.C31 
+ 

9963 
AAT/GAP 
9649 
793 



24059 Seq. ID 

50152 Strand 

10655 End 
OJ990524_07 . 0128 . C31 . o2 . gs Method 

10655 End 

none - Score 

10655. .10669, 10723.. 10908 



OJ990524_07.0128.C31 
+ 

1-0908 
GENSCAN 
10908 
.9 



Seq. No. 24059 . Seq. ID 

Gene No. . 50153 Strand 

Start 1 End 

Name OJ990524_07 . 0128 . C31 . ol . np Method 

Start 1 End 

GI 6721547 Score 



OJ990524_07.0128.C31 

1700 
AAT/NAP 
1700 
96 



24349 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..74, 1593. .1700 

(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



24059 Seq. ID 

50154 Strand 

6842 End 

OJ990524_07.0128.C31.ol.gp Method 

6842 End 

3106602 Score 
6842..6973 

3355626/emb|CAA70403| 7.0e-09 (Y09204) histidinol-phosphate 

aminotransferase [Nicotiana tabacum] 



OJ990524_07.0128.C31 

6973 
AAT/GAP 
6973 
187 



Seq. No. 24059 
Gene No. . 50155 
Start 13084 

Name OJ990524_07 . 0128 . C31 . ol . tm 

Start 6803 
GI none 

Exons 6803.. 6838, 6884.. 6982, 6889. 

7219. .7317, 7628. .7786, 7628. 
* 7905. .8003, 7906. .8004, 8140. 
8153. .8248, 8158. .8250, 8316. 
8868. .9014, 8869. .9015, 9086. 
9138. .9260, -9816. .9962, 9826. 
10015. .10053, 10019. .10063 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6987, 7218 
.7783, 7630 
.8163, 8141 
.8510, 8347 
.9250, 9104 
.9963, 9828 



OJ990524 07.0128.C31 



17455 

TBLASTX: Maize 
10063 
110 

7313, 7218.. 7313, 

7788, 7738. .7788, 

8161, 8152.. 8256, 

8520, 8348.. 8503, 

9250, 9114.. 9266, 

9962, 9.866. .996&,:- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24059 Seq. ID 

50155 Strand 

13084 End 

OJ990524_07 . 0128 . C31 . o3 . ts Method 

6901 End 

none Score 



OJ990524_07.0128.C31 
17455 

TBLASTX: Soybean 

8212 

111 



6901. .6987, 6902. .6982, 7215. .7316, 7218. .7313, 7219. .7314, 
7628.. 7750, 7679.. 7786, 7735.. 7782, 7906.. 8004, 7911.. 8003, 
8140.. 820.8, 8141.. 8212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



24059 
50155 
13084 

OJ990524_07.0128.C31.ol.tc 

7616 

none 

7616.. 7783, 7631.. 7786, 7735., 
8140. .8250, 8141. .8248, 8348, 

24059 
50155 
13084 

OJ990524_07.0128.C31.ol.ts 

8216 

none 

8216. .8248, 8311. .8478, 8348. 
8388.. 8510, 8393.. 8509, 8865. 
9086.. 9250, 9107.. 9241, 9162. 
9826. .9954 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990524 07.0128.C31 



17455 

TBLASTX: Cress 
8398 
231 

,7794, 7.905.. 8003, 7906.. 8004, 

,8398 



Seq. ID OJ990524_07.0128.C31 
Strand 

End 17455 

Method TBLASTX : Soybean 

End . 9954 

Score 60 

.8476, 8358. .8504, 8366. .8503, 
. 9014, 88 69. . 9015. 887 2. . 9015 . 
.9251, 9169.. 9261, 9816.. 9953, 



24350 



Seq. No. 


24059 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


50155 . 




Strand 






Start 


13084 




End 


17455 




Name 




. o3 .np 


Method 


AAT/NAP 




Start 


13084 




End 


15940 




GI 


4249416 




Score 


567 




Exons 


13084. .13148, 14362. 


.14574, 


14671. . 14751, 14842 


. . 15051, 




15304. .15449, 15515. 


.15704, 


15810. .15940 




GI Descrip. 


(AC006072) putative 


exonuclease [Arabidopsis thaliana] 


Seq. No. 


24059 




Seq. ID 


OJ990524 


0 / . 0123 


Gene No. 


50155 




Strand 






btart 






End 


17455 




Name 


OJ990524 07.0128.C31 


. o4 . gs 


Method 


GENS CAN 




Start 


14346 




End 


17455 




GI 


none 




Score 


.72 




Exons 


14346. .14751, 14842. 


. loUol, 


15304. .15473, 15569 


. . 15702, 




15814. .15965, 16353. 


• lo:>19, 


17345. . 17455 




Seq. No. 


24059 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


50155 




Strand 






btart 


1 "3 n Q A 




End 


17455 




Name 


OJ990524 07.0128.C31 


. o4 . ts 


Method 


TBLASTX: 


Soybean 


Start 


14716 




.' End 


15464 




GI , v : 


none 




'"Score 


52 




Exons 


14716. .14754, 14829. 


1 A n T o 

.14 918, 


14937. . 15050, 14956 


. . 15051, 




15264. .15437, 15294. 


T C A C A 

. Ib4 o4 , 


15343. . 15453 




Seq. No. 


24059 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


OUlOO 




Strand 






Start 


13084 




End 


17455 




Name 


OJ990524 07.0128.C31 


. o2 . ts 


Method 


TBLASTX: 


Soybean 


Start 


15602 




End 


15968 




GI 


none 




Score 


153 




Exons 


15602. .15721, 15812. 


. 15967 , 


15813. .15968 




Seq. No. 


24059 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


50155 




Strand 






or arr 






End 


17455 




Name 


OJ990524 07.0128.C31 


. o2 . tm 


Method 


TBLASTX:! 


Maize 


Start 


15626 




End 


16558 




GI 


none 




" Score 


106 




Exons 


15626. .15733, 15627. 


.15704, 


15812. .15967, 15813 


. . 15971, 




15900. .15968, 16349. 


.16393, 


16351. .16389, 16493 


. .16558 


Seq. No. 


24059 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


cm cc 




Strand 






Start 


13084 




End 


17455 




Name 


OJ990524 07.0128.C31 


. o2 . tc 


Method 


TBLASTX:' 


Cress 


Start 


15845 




End 


15973 




GI 


none 




Score 


133 




Exons 


15845. .15973, 15849. 


.15968 








Seq. No. 


24060 




Seq. ID 


OJ990524 


_07.0128 


Gene No. 


50156 




Strand 


+ 




Start 


1 




End 


396 




Name 


OJ990524 07.0128.C32 


.ol.gp 


Method 


AAT/GAP 





.C31 



24351 



Start 
GI 

Exoris 

GI Descrip. 



End 
Score 



192 
275 



28205_1.R1084 
1.-192 

'4850405/gb|AAD31075.1|AC007357_24 1.0e-57 (AC007357) Similar to 
gb_D64087 nuclear matrix constituent protein 1 (NMCP1) from 
Daucus carota. [Arabidopsis thaliana] f 



Seq. No. 


24060 r . 






Seq. ID 


OJ990524 


Gene No. 


' 50156 






Strand 


+ 


Start 


1 






End 


396 


Name 


OJ990524 07. 


0128. 


C32.ol.tm 


Method 


TBLASTX : 


Start 


14 






End 


396 


GI 


none 






Score 


298 


Exons 


14. .253, 28. 


.273, 


36. .263, 


277. .396, 278. .388 


Seq. No. 


24060 






Seq. ID 


OJ99U524 


Gene No. 


50156 






Strand 


+ 


Start 


1 






End 


396 


Name 


OJ990524 07. 


0128. 


C32.ol.gs 


. Method 


GENSCAN 


Start 


77 






End 


O 1 o 


GI 


none 






Score 


. 8 


Exons 


77. .223 










Seq. No. 


24061 






Seq. ID 


OJ990524 


Gene No. 


50157 






Strand 




Start 


324 






End 


420 


Name 


OJ990524 07. 


0128. 


C33.ol.gs 


Method 


GENSCAN 


Start 


324 






hna 


/ion 
4^U 


GI 


none 






Score 


. 77 


Exons 


324. .420 










Seq. No. 


24062 






Seq. ID 


OJ990524 


Gene No. 


50158 






Strand 




Start 


i a r 

lUo 






End 


215 


Name 


OJ990524 07. 


0128. 


C34 . ol . gs 


Method 


GENSCAN 


Start 


105 






End 


215 


GI 


none 






Score 




Exons 


105. .215 










Seq. No. 


24063 






Seq. ID 


OJ990524 


Gene No. 


50159 






Strand 




Start 


17 






End 


446 . 


Name 


OJ990524 07. 


0128. 


C35.ol.gs 


Method 


GENSCAN 


Start 


17 






End 


446 


GI 


none 






Score 


.43 


Exons 


17.. 192, 369 


. .446 






Seq. No. 


24064 






Seq. ID 


OJ990324_ 


Gene No. 


50160 






Strand 


+ 


Start ' 


1 






End 


555 


Name 


OJ990324 01. 


0103. 


C2.ol.np 


Method 


AAT/NAP 


Start 


1 






End 


555 


GI 


6721512 






Score 


71 


Exons 


1..101, 508. 


.555 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


24065 






Seq. ID 


OJ990324_ 



24352 



Gene No. 50161 Strand 

Start 362 End 

Name OJ990324_01 . 0103 . C5 . ol . gs. Method 

Start 362 End 

GI none Score 

Exons 362.. 522 



+ 

522 

GEN SCAN 

522 

.7 



Seq. No. 24065 Seq. ID 

Gene No. 50162 Strand 

Start 982 End 

Name OJ990324_01 . 0103 .C5 . o2 . gs Method 

Start 982 End 

GI none Score 

Exons 982.. 1164 



OJ990324_01.0103.C5 

1164 
GENS CAN 
1164' 
.61 



Seq. No. 24066 Seq. ID 

Gene No. 50163 Strand 

Start 303 End 

Name OJ990324_01 . 0103 . C6 . ol . gs Method 

Start 303 End 

GI none Score 

Exons 303.. 445 



OJ990324_01.0103.C6 
445 

GENSCAN 

445 

.61 



Seq. No. 24067. 
Gene 'No/ . .. 50164 

Start 213 

Name OJ990324_01 . 0103 . C10 . ol . gs 

Start 213 

GI none 

Exons 213.. 425 



Seq., ID OJ9.90324_01. 0103. C10 

Striaiid + 

End " 4*25 

Method GENSCAN 

End 425 

Score . 95 



Seq. No. 24068 

Gene No. 50165 

Start 224 

Name OJ990324_01.0103.C12.ol.gs 

Start 224 

GI none 

Exons 224.. 298 



Seq. ID OJ990324_01.0103.C12 

Strand + 

End 298 

Method GENSCAN 

End 2 98 

Score .58 



Seq. No. 24069 Seq. ID 

Gene No. 50166 Strand 

Start 188 ^ End 

Name OJ990324_01 . 0103. C14 . ol . gp Method 

Start 188 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 188.. 250, 579.. 608 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ990324_01.0103.C14 

+ • 

608 s\ 

AAT/GAP 

608 

96 



Seq. No. 24069 Seq. ID 

Gene No. 50167 Strand 

Start 650 ' End 

Name OJ990324 01 . 0103 . C14 . ol . gs Method 

Start 650 End 

GI none Score 

.Exons 650.. 7 10 



OJ990324_01. 0103.C14 
+ 

710 

GENSCAN 

710 

.66 



24353 



Seq. No. 24070 Seq. ID 

Gene No. 50168 Strand 

Start 1565 End 

Name OJ990324_01 . 0103 . C21 . ol . gs Method 

Start 1565 End 

GI none Score 

Exons 1565.. 2206 



OJ990324_01.0103.C21 

2206 
GENSCAN 
2206 
.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ990324_01.0103.C22 

2742 
GENSCAN 
2742 
.77 



01.0103.C23 



24071 Seq. ID 

50169 Strand 
2139 End 
OJ990324_01.0103.C22.ol.gs • Method 
2139 End 
none Score 
2139. .2192, 2588. .2742 

24072 Seq. ID 

50170 Strand 
615 End 
OJ990324_01.0103.C23.ol.gs Method 
615 End 
none Score 
615. .700 

24073 Seq-. ■ ID 

50171 1 Strand 
925 End 
OJ990324_01.0103.C26.ol.gs Method 
925 End 
none Score 
925. .1016, 1162. .1249, 1910. .1980 

24074 Seq. ID 

50172 Strand 
260 End 
OJ990324_01.0103.C27.ol.gs Method 
260 End 
none Score 
260. .270, 517. .598, 1542. .1654, 2558. .2576, 2814. .2999 

24074 Seq. ID OJ990324_01 . 0103 . C27 

50173 Strand . + 
4805 End 5565 
OJ990324JD1 . 0103 . C27 . ol . np Method AAT/NAP 
4805 End 5565 
6016874 • Score 101 
4805. .4906, 5342. .5565 

(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region" of the predicted gene.; Similar to putative AC 9 

transposase. (P03010) [Oryza sativa] 



OJ990324_ 
+ 

700 

GENSCAN 

700 

.67 



OJ990324_01.0103.C26 
+ 

1980 
GENSCAN 
1980 
.77 



OJ990324_ 
+ 

2999 
GENSCAN 
2999 
.55 



01.0103.C27 



24074 Seq. ID 

50174 Strand 

4832 End 

OJ990324_01.0103.C27.o2.gs Method 

4832 End 



OJ990324_01.0103.C27 

7571 

GENSCAN 

7571 



24354 



GI 


none 








Score 


.81 






Exons 


4832. .5340, 


5389 


. .5818, 


5838. 


.5925,. 7519. .7571 






Seq. No. 


24074 








beq. id 


ujyyujz4 ui 


.0103 


.C27 


Gene No. 


50174 








Strand 








Start 


4832 








End 


*7 C "7 1 

loll 






Name 


OJ990324 01 


.0103 


.C27.ol 


.gp 


Metnoa 


AA.J//GAP 






Start 


7133 








End 








GI 


3762147 








Score 


Add 

4 bo 






Exons 


7133. .7413 
















Seq. No. 


24074 








Seq. ID 


C\ TQQn "5 0 A m 

uu y y u 4 ui 


.0103 


.C27 


Gene No. 


50175 








Strand 








Start 


7483 








End 


7677 






Name 


OJ990324 01 


.0103, 


.C27.o2 


.np 


Method 


7\ 7\ T / KT Ti D 






Start 


7483 








End 


/Off 






GI 


453692 








Score 


ICC 

lob 






Exons 


7483. .7677 
















GI Descrip. 


(L24390) AT 


hook 


1- from 


AA 98 


-106, AT 


nooK Z trom 


AA 129-137, 




AT hook 3 from AA 154-162, AT hook 4 


trom AA iy^- 


200. 


[Oryza 




sativa] 
















Seq. No. 


24075 








Seq. ID 


to a a "0 o a r\ i 


.0103 


.C28 


Gene No . 


50176 








Strand 








St ait . : 


.33 








End * 


• O CL 
O D 






Name 


OJ990324 01. 


.0103, 


.C28.01. 


.gs 


Method 


GEN SCAN 






Start 


33 








End 


o b 






GI 


none 








Score 


. 4 1 






Exons 


33. .86 
















Seq. No. 


24075 








Seq. ID 


ojyyuoz4 ui 


.0103 


.C28 


Gene No. 


50177 








Strand 








Start 


2821 








End 


3017 






Name 


OJ990324 01. 


,0103. 


,C28.o2, 


,gs 


Method 


GEN SCAN 






Start 


2821 








End 


"DOIT 






GI 


none 








Score 


.71 






Exons 


2821. .3017 
















Seq. No. 


24076 








Seq. ID 


OJ990324_01 


.0103 


.C29 


Gene No. 


50178 








Strand 








Start 


1 








End 


962 






Name 


OJ990324 01. 


,0103. 


C29.ol. 


,np . 


Method 


AAT/NAP 






Start 


1 








End 


962 






GI 


994736 








Score 


105 







Exons 1..81, 810.. 962 

GI Descrip. (M18327) LacOPZ-alpha peptide from pUC9; putative [cloning 
vectors] gi 1994738 (M18328) LacOPZ-alpha peptide from pUC9; 
putative [cloning vectors] gi 1994740 (M18329) LacOPZ-alpha 
peptide from pUC9; putative [cloning vectors] 



Seq. No. 24077 Seq. ID 

Gene No. 50179 Strand 

Start 1 End 

Name OJ990324_01 . 0103 . C30 . ol . gp Method 

Start 1 End 

GI LIB3432-059-P1-K1-D8 Score 

Exons 1..328 



OJ990324_01.0103.C30 
328 

AAT/GAP 

328 

608 



24355 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5734616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



24078 " Seq. ID 

50180 Strand 

1 End 
OJ990324_01.0103.C32.ol.gp Method 

1 End 

none Score 
1. .280 



OJ990324_01.0103.C32 
280 

AAT/GAP 

280 

482 



Seq. No. 24079 Seq. ID 

Gene No. 50181 Strand 

Start 539 End 

Name OJ990324_01 . 0103 . C33 . ol . gs Method 

Start 539 End 

GI none Score 

Exons 539.. 634, 737.. 838, 1095.. 1165, 1683.. 1934, 2697 
3162.. 3429, 3547. .3728 



OJ990324_01.0103.C33 
+ 

3728 
GENSCAN 
3728 
.6 

2869, 



Seq. No. 24079 

Gene No. 50181 

Start 539 

Name OJ990324_01 . 0103 . C33 . ol . tm 
Start ' 3.003 

GI none - ' 
Exons 



Seq. ID OJ990324_01.0103.C33 

Strand + 

End 3728 

Method TBLASTX : Mai ze 

End . 3669- ■ 

Score 35 



3003. .3026, 3003. .3026, 3005. .3049, 3030. .3071, 3031. .3078, 

3078. .3230, 3079. .3237, 3136. .3288, 3190. .3429, 3241. .3384, 

3245.. 3433, 3254.. 3430, 3544. ..3618, 3545.. 3667, 3545.. 3667, 
3547. .3669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



24080 Seq. ID 

50182 Strand 

1 End 
OJ990324_01.0103.C34.ol.np Method 

1 End 

3915300 Score 

1..148, 266. .431, 544. .749, 847. .966, 



OJ990324_01.0103.C34 
+ 

2284 
AAT/NAP 
2032 
277 

1065. . 1274, 1901. .2032 
CELLS HOMOLOG (XERODERMA 



DNA- RE PAIR PROTEIN COMPLEMENTING XP-C 
PIGMENTOSUM GROUP C COMPLEMENTING PROTEIN HOMOLOG) (XPCDM) 
gi I 630881 1 pir | | S42402 xeroderma pigmentosum group C 
complementing factor - fruit fly (Drosophila melanogaster ) 
gi|434008|emb|CAA82262| (Z28622) xeroderma pigmentosum group C 
complementing factor [Drosophila melanogaster] 



24080 
50182 
1 

OJ990324_01.0103.C34.ol.gs 

266 

none 



Seq. ID OJ990324 01.0103.C34 



Strand 
End 

Method 

End 

Score- 



+ 

2284 
GENSCAN 
2284 
.77 



266. .460, 544. .703, 811. .966, 1065. .1274, 1901. .2284 



24080 
50183 
2316 

OJ990324 



01.0103.C34.ol.tm 



Seq. ID 

Strand 

End 

Method 



OJ990324_01.0103.C34 
2554 

TBLASTX: Maize 



24356 




Start 


35 


End 


388 








GI 


none 


Score 


155 








Exons 


35. .148, 36. ,152, 36. .149, 


263. .337, 264. .386, 


264 


. .386, 






265. .387, 266. .388 












Seq. No. 


24080 


Seq. ID 


OJ990324 


_01 


.0103. 


C34 


bene jno . 


RHI ft *3 


Strand 


- 








Start 


2316 


End 


2554 








Name 


OJ990324 01.0103.C34 .ol.gp 


Method 


AAT/GAP 








Start 


2316 


End 


2554 








GI 


3107103 


Score 


411 








Exons 


2316.. 2554 












Seq. No. 


24081 


Seq. ID 


OJ990324 


_01 


.0103. 


C35 


bene no . 


cm oa 


Strand 


.+ 








-Start 


29 


-: End 


304 








Name 


OJ990324 01.0103.C35.ol.gs 


Method 


GEN SCAN 








Start 


29 


End 


304 








GI 


none 


Score 


.79 








Exons 


29. .108, 214. .304 












Seq. No. 


24082 


Seq. ID 


OJ990324 


_01 


.0103. 


C37 


bene jno . 


OUlo j 


Strand 


- 








Start 


117 


End 


616 








Name 


OJ990324- 01.0103:G37.ol.gs 


Method 


GENSCAN 








Start 


117 


End 


616 








GI 


none 


Score 


.86 








Exons 


117. .201, 316. .616 












Seq. No. 


24083 


Seq. ID 


OJ990324 


I 01 


.0103. 


C38 


Gene No. 


50186 


Strand 










Start 


10 


End 


750 








Name 


OJ990324 01.0103.C38.ol.np 


Method 


AAT/NAP 








Start 


10 


End 


750 








GI 


1430846 


Score 


36 








Exons 


10. .94, 589. .652, 692. .750 












GI Descrip. 


(X99210) myb-related transcription factor [Lycopersicon 






esculentum] 












Seq. No. 


24083 


Seq. ID 


OJ990324 


_01 


.0103. 


C38 


bene wo . 


50186 


Strand 










Start 


10 


End 


750 * 








Name 


OJ990324 01.0103.C38.ol.gs 


Method 


GENSCAN 








Start 


318 


End 


719 








GI 


none 


Score 


.55 








Exons 


318. .719 












Seq. No. 


24084 


Seq. ID 


OJ990324_ 


_01, 


.0103. 


C40 


Gene No. 


50187 


Strand 










c -f- -q yf- 


1 


End 


672 








Name 


OJ990324 01.0103.C40.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


672 








GI 


5042454. 


Score 


229 








Exons 


1..54, 510. .672 












Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


24085 


Seq. ID 


OJ990324 


_01. 


.0103. 


C41 



24357 





JUIOO 










q-t- >-a nH 


-j- 


Start 


61 










End 


296 


Name 


OJ990324 01 


.0103 


.C41 


ol. 


gs 


Method 


GENSCAN 


Start 


61 










End 


296 


GI 


none 










Score 


.83 


Exons 


61. .296 














Seq. No. 


24085 










Seq. ID 


OJ99032 


Gene No. 


50189 










Strand 




Start 


940 










End 


2755 


Name 


OJ990324 01 


.0103 


.C41 


o2. 


gs 


Method 


GENSCAN 


Start 


940 










End 


2712 


GI 


none 










Score 


.83 


Exons 


940. .2712 















Seq. No. 24085 Seq. ID OJ990324_01 . 0103 . C41 

Gene No. ■ 50189 Strand 

Start 940 End 2755 

Name OJ990324_01 . 0103 . C41 . ol . np Method AAT/NAP 

Start 943 End 2755 

GI 6498441 Score 2770 

Exons 943.. 1224, 1318.. 2755 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotranspbson RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24085 






Seq. ID 


Gene No. 


50189 






Strand 


Start 


940 






End 


Name 


OJ990324 01 


.0103.C41.o2. 


tm 


Method 


Start 


943 






End 


GI 


none 






Score 


Exons 


943. .1083, 


944. .1078 






Seq. No. 


24085 






Seq. ID 


Gene No. 


50189 . 






Strand 


Start 


940 






End 


Name 


OJ990324 01 


.0103.C41.o2. 


tw 


Method 


Start 


952 






End 


GI 


none 






.. Score 


Exons 


952. .1077, 


956. .1078,. 1270?;-'. 


1554, 1271 


Seq. No. 


24085 






Seq. ID 


Gene No. 


50189 






Strand 


Start 


940 






End 


Name 


OJ990324 01 


.0103.C41.ol. 


tw 


Method 


Start 


1555 






End 


GI 


none 






Score 


Exons 


1555. .1935, 


1586. .1834, 


1880 


. .1936 


Seq. No. 


24085 






Seq. ID 


Gene No. 


50189 






Strand 


Start 


940 






End 


Name 


OJ990324 01 


.0103.C41.ol. 


tm 


Method 


Start 


1750 






End 


GI 


none 






Score 


Exons 


1750. .2073, 


1763. .2044 







OJ990324_01.0103.C41 
2755 

TBLASTX: Maize 

1083 

126 



OJ990324_01.0103.C41 
2755 

TBLASTX: Wheat 

1554 

77 



OJ990324_01.0103.C41 
2755 

TBLASTX: Wheat 

1936 

167 



OJ990324_01.0103.C41 
2755 

TBLASTX: Maize 

2073 

185 



24358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24085 Seq. ID 

50189 Strand 
940 End 
OJ990324_01 . 0103 . C4 1 . o3 . tw Method 
2347 End 
none Score 
2347. .2520, 2390. .2719, 2581., 2733 

24086 Seq.. ID 

50190 Strand 
1 End 
OJ990324_01.0103.C42.ol.np Method 
1 End 
6498441 Score 



OJ990324_01.0103.C41 
2755 

TBLASTX: Wheat 

2733 

175 



OJ990324_01.0103.C42 

4799 
AAT/NAP 
4799 
2462 



1..506, 699. .939, 1114. .1248, 1432. .1805, 1869. .2338, 4742. .4799 
(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



24086 Seq. ID 

50190 Strand 

1 End 
OJ990324_01 . 0103 . C42 . o4 . tw Method 

15 End 

none Score 

15. .278, 16. .264 



OJ990324_01.0103.C42 
4799 

TBLASTX: Wheat 

278 

160 



Seq. No. 24086 Seq. ID 

Gene No. 50190 Strand 

Start 1 End 

Name OJ990324 J)l . 0103 . C42 . ol . ts Method 

Start 777 End 

GI none Score 

Exons 777.. 1148, 988.. 1131 



OJ990324_01.0103.C42 
4799 

TBLASTX: Soybean 

1148 

90 



Seq. No. 24086 Seq. ID 

Gene No. 50190 Strand 

Start 1 End 

Name OJ990324_01 . 0103 . C42 . o2 . tw Method 

Start 802 End 

GI none Score 

Exons 802. .1221, 807. .1226 



OJ990324_01.0103.C42 
4799 

TBLASTX: Wheat 

1226 

326 



Seq. No. 24086 

Gene No. 50190 

Start 1 

Name OJ990324_01 . 0103 . C42 . o2 . tm 

Start 900 

GI none 

Exons 900.. 1283, 919.. 1284 

Seq. No. • " 24086 

Gene No. 50190 

Start 1 

Name OJ990324_01 . 0103 . C42 . ol . tm 

Start 1311 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990324_01.0103.C42 
4799 

TBLASTX: Maize 

1284 

217 



OJ990324_01.0103.C42. 
4799 

TBLASTX: Maize 
1667 



24359 



GI 


none 








Score 


111 


Exons 


1311. .1616, 


1311 


. .1667, 


1312. 


.1632 




Seq. No. 


24086 








Seq. ID 


OJ990324_01.0103.C42 












OLidriu 




Start 


1 








End 


4799 


Name 


OJ990324 01 


.0103 


.C42.ol. 


,tw 


Method 


TBLASTX: Wheat 


Start 


1335 








End 


1798 


GI 


none 








Score 


395 


Exons 


1335. .1796, 


1336 


. .1797, 


1355. 


.1798 




Seq. No. 


24086 








Seq. ID 


OJ990324_01.0103.C42 


(aene wo . 


D U X Z7U 








Strand 




Start 


1 








End 


4799 


Name 


OJ990324 01 


.0103 


.C42.o2. 


■ ts 


Method 


TBLASTX : Soybean 


Start 


1392 








End 


1757 


GI 


none 








Score 


116 


Exons 


1392. .1526, 


1533 


. .1757 








Seq. No. 


* 24086 








Seq. ID 


OJ990324_01.0103.C42 












Strand 




Start 


1 








End 


4799 


Name 


OJ990324 01 


.0103 


.C42.o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


1965 








End 


2408 


GI 


none 








Score 


176 


Exons 


1965. .2408, 


1993 


. .2253, 


2286. 


.2408 




Seq. No. 


24087 








Seq. ID 


OJ990324_01.0103.C43 


Gene No. 


50191 








Strand " 


+ 




307 








End 


5384 


Name 


OJ990324 01 


.0103 


.C43.ol. 


gs 


Method 


GEN SCAN 


Start 


307 








End 


5046 


GI 


none 








Score 


.63 


Exons 


307. .637, 1284..: 


L425, 1743.. 2014, 2089 


..2105, 2267. .2431, 




3501. .3684, 


3782 


. .3891, 


4585. 


.4739, 4803. .5046 


Seq. No. 


24087 








Seq. ID 


OJ990324_01.0103.C43 


Gene No. 


50191 








Strand 


+ 


Start 


307 








End 


5384 


Name 


OJ990324 01 


.0103 


.C43.ol. 


np. 


Method 


AAT/NAP 


Start 


321 








End 


1389 ■ 


GI 


6721516 








Score 


261 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



321. .645, 1219. .1389 

(AP001072) hypothetical protein [Oryza sativa] 



24087 
50191 
307 

OJ990324_01 . 0103.. C4 3 . o2 . tm 

2131 

none 



Seq. ID OJ990324_01.0103.C43 

Strand + 

End 5384 

Method TBLASTX : Mai ze 

End 3077 

Score 273 



2131. .2310, 2132. .2311, 2939. .3076, 2976. .3077, 2982. .3068, 
2983. .3069, 2984. .3076 



Seq. No. 
Gene No. 
Start • 



24087 
50191 
307 



Seq. ID OJ990324_01.0103.C43 
Strand + 
End 5384 



24360 



Name OJ990324_01 . 0103 .C43 . o2 . np Method AAT/NAP 

Start 2135 End 5384 

GI 6587808 Score 964 

Exons 2135. .2310, 2984. .3077, 3501. .3684, 3782. .3891, 4388. .4483, 

4585.. 5046, 5219.. 5384 
GI Descrip. (AC010924) Contains similarity to gb|AF151801 CGI-43 protein 

from Homo sapiens. EST gb|AI999800 comes from this gene. 

[Arabidopsis thaliana] 



£>eq ■ IN (J . 


94 nft7 








Seq. ID 


OJ990324 


U J. . UlU J . j 


Gene No. 


50191 








Strand 


+ 




Start 


307 








End 


5384 




Name 


OJ990324 01 


.0103. 


C43.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2141 








End 


2311 




GI 


none 








Score 


182 




Exons 


2141. .2311 














Seq. No. 


24087 








Seq. ID 


OJ990324 


_01.0103.C43 


Gene No. 


50191 








Strand 


+ 




Start 


307 








End 


5384 




Name 


OJ990324_01 


.0103. 


C43.o2 


.ts 


Method 


TBLASTX: 


Soybean 


OLdlL 


91 A A 
£ 1 4 ft 








End 


3079 




GI 


none 








Score 


186 




Exons 


2144. .2311, 


2224. 


.2310, 


2981. 


.3079, 2982. .3068 




Seq. No. 


24087 








Seq. ID 


OJ990324 


_01.0103.C43 


Gene No. 


50191 








Strand 


+ 




Start 


307 








End 


5384 




Name 


OJ990324-01 


.0103. 


C43.ol, 


. tm 


Method 


TBLASTX : 


Maize 


otar l. 










End 


5340 




GI 


none 








Score 


148 




Exons 


3589. .3678, 


3590. 


.3682, 


3591. 


.3683, 3767. .3889, 


3778. .3891, 




4370. .4483, 


4382. 


.4483, 


4384. 


.4485, 4387. .4485, 


4583. .4744, 




4584. .4724, 


4584. 


.4751, 


4612. 


.4740, 4640. .4741, 


4800. .5015, 




4800. .5045, 


4801. 


.5052, 


4802. 


.5047, 5219. .5314, 


5220. .5324, 




5310. .5339, 


5314. 


.5340 










oeq. fsio. 










Seq. ID 


OJ990324 




Gene No. 


50191 








Strand 


+ 




Start 


. 307 








End 


5384 




Name 


OJ990324 01 


.0103. 


C43.ol, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4773 








End 


5019 


GI 


none 








Score 


76 




Exons 


4773. .4991, 


4774. 


.5019, 


4787. 


.4951, 4800.. 5012 




Seq. No. 


24087 








Seq. ID 


OJ990324 


_01.0103.C43 


Gene No. 


50191 








Strand 


+ 




Start 


307 








End 


5384 




Name 


OJ990324 01 


.0103. 


C43.ol. 


,gp 


Method 


AAT/GAP 




Start 


4990 








End 


5341 




GI 


none 








Score 


286 




Exons 


4990. .5046, 


5219. 


.5341 










Seq. No. 


24088 








Seq. ID 


OJ990324 


_01.0103.C44 


Gene No . 


50192 








Strand 


+ 




Start 


1 








End 


844 




Name 


OJ990324 01, 


.0103. 


C44.ol. 


np 


Method 


AAT/NAP 





24361 




Start 1 End 844 

GI 6587808 Score 371 

Exons 1. .301, 587. .844 

GI Descrip. (AC010924) Contains similarity to gb|AF151801 CGI-43 protein 
from Homo sapiens. EST gb|AI999800 comes from this gene. 
[Arabidopsis thaliana] 



Seq. No. ' 


24088 






Seq. ID 


OJ990324_01.0103 


.C44 


Gene No. 


50192 






Strand 


+ 






i 






EjUU. 


S A A 




Name 


OJ990324 


01.0103.C44.ol. 


gp 


Method 


AAT/GAP 




Start 


81 






End 


716 




GI 


none 






Score 


540 




Exons 


81. .301, 


587. .716 










Seq. No. 


24088 






Seq. ID 


OJ990324_01.0103 


.C44 


Gene No. 


50192 






Strand 


+ 




o tar u 


i 
i 






ijiia 


P A A 
O ft ft 




Name 


OJ990324 


01.0103.C44.ol. 


gs 


Method 


GENSCAN 




Start 


146 






End 


816 




GI 


none 






Score 


.5 




Exons 


146. .301, 


587. .816 










Seq. No. 


24088 






Seq. ID 


OJ990324_01.0103 


.C44 


Gene No. 


50192 






Strand 


+ 




Of iv-f 

otart 


i 








Q A A 




Name 


OJ990324 


01.0103.C44.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


146 






End 


315 




GI 


none 






Score 


194 




Exons 


146. .301, 


148. .315, 174. 


.314, 


223. .315 






Seq. No. 


24088 






Seq. ID 


OJ990324_01.0103 


.C44 


Gene No. 


50192 






Strand 


+ 




Q-|- -a 

o car c. 


i 
i 






j^na 


Q A A 
O ft fi 




Name 


OJ990324 


01.0103.C44.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


146 






End 


314 




GI 


none 






Score 


224 




Exons 


146. .301, 


147. .314, 147. 


.314 








Seq. No. 


24088 






Seq. ID 


OJ990324 01.0103 


.C44 


Gene No. 


50192 






Strand 


+ 




Of a -K-4- 


i 
i 






hjna 


Q A A 
O fi <± 




Name 


OJ990324 


01.0103.C44.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


578 






End 


753 




GI 


none 






Score 


186 




Exons 


578. .751, 


673. .750, 676. 


.753 








Seq. No. 


24089 






Seq. ID 


OJ990324_01.0103 


.C46 


Gene No. 


50193 






Strand 






Start 


165 






End 


2.747 




Name 


OJ990324 


01.0103.C46.ol. 


gs 


Method 


GENSCAN 




Start 


165 






End 


999 




GI 


none 






Score . 


.74 




Exons 


165. .784, 


993.. 999 - 










Seq. No. 


24089 






Seq. ID 


OJ990324_01.0103 


.C46 


Gene No. 


50193 






Strand 







24362 



Start 


165 




End 


2747 


Name 


OJ990324 01.0103.C46.ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


189 




.End 


701 


GI 


none 




Score 


110 


Exons 


189. .425, 205. .441, 456, 


. .578, 


511. .579, 


. 636. .701 


Seq. No. 


24089 




Seq. ID 


OJ990324_01.0103.C46 


Gene No. 


50193 




Strand 




Start 


165 




End 


2747 


Name 


OJ990324 01.0103.C46.ol, 


.np 


Method 


AAT/NAP 


Start 


192 




End - 


2747 


GI 


4008006 




Score 


845 


Exons . 


192. .778, 1710. .2747 








GI Descrip. 


(AF084034) receptor-like protein kinase [Arabidopsis thaliana] 


Seq. No. 


O A Pi Q Q 




Seq. ID 


OJ990324_01.0103.C46 


Gene No. 






Strand 




Start 


I DO 




End 


2747 


Name 


HTQQmo/i rn m m cac /%i 

ujyyujz4 ui . u iu j . b . oi . 




Method 


TBLASTX: Cress 


Start 


Zol 




End 


2745 


GI 


none 




Score 


66 


Exons 


231. .335, 238. .315, 321. 


. .425, 


322. .426, 


456. .569, 517. .573, 




c^/t coc con C1 Q 

OoU..DlO, DOD, 


. /lb, 


1762. .1917, 1930. .2055, 




1 Q ^ 1 OfiRQ ooon O/I/IQ 


O A O O 

z4 oZ . 


.2700, 2494. .2745, 2545.. 2661 


Seq. No. 


0 VI HQ Q 




Seq. ID 


OJ990324_01.0103.C46 


Gene No. 


ouiy j 




Strand 




O Lai L 


I bo 




End 


2747 


Name 


OJ990324 01.0103.C46.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


231 




End 


2665 


GI 


none 




Score 


113 


Exons 


on /ioc. ooo a *~i c a a ^ 
zol..4zo, zJo..4zo, 44/. 


C fi 

. 56y, 


511. .561, 


636. .770, 664. .714, 




zol J . . ^bbo 








Seq. No. 


o /i n Q Q 
Uo y 




Seq. ID 


OJ990324_01.0103.C46 


uclie 1NO . 


ouiyj 




Strand 




Start 


i fiR 

-L DO 




End 


2747 


Name 


OJ990324 01.0103.C46.o2. 


gs 


Method 


GEN SCAN 


Start 


1606 


End 


2703 


GI 


none 




Score 


.86 


Exons 


1606. .2703 








Seq. No. 


24089 




Seq. ID 


OJ990324_01.0103.C46 




50193 




Strand 




Start 


165 




End 


2747 


Name 


OJ990324 01.0103.C46.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1762 




End 


2019 


GI 


none 




Score 


84 


Exons 


1762.'. 1920, 1832.. 1921, 


1924. . 


.2019, 1925. .1990 


Seq. No. 


24089 




Seq. ID 


OJ990324_01.0103.C46 


Gene No. 


50193 




•Strand 




Start 


165 




End 


2747 


Name 


OJ990324 01.0103.C46.o2. 


ts 


Method 


TBLASTX: Sovbean 


Start 


1786 




End 


2100 


GI 


none 




Score 


49 


Exons 


1786. .1920, 1876. .1917, 


1913. . 


.2062, 1915.. 2100 



24363 



Seq. No. 24089 

Gene No. 50193 

Start 165 

Name OJ990324 J)l . 0103 . C4 6 . ol . tw 

Start 1804 

GI none 
Exons 



Seq. ID OJ990324_01.0103.C46 
Strand 
End 

Method 
End 
Score 



2747 

TBLASTX: Wheat 

2027 

84 



1804. .1914, 1838. .1915, 1913. .1990, 1915. .2016, 1977. .2027 



Seq. No. 


24089 






Seq. ID 


OJ990324 


_01.0103 


.C46 










Strand 








Start 


165 






End 


2747 






Name 


OJ990324 01 


.0103.C46.o3. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


2302 






End 


2745 






GI 


none 






Score 


77 






Exons 


2302. .2439, 


2494. .2706, 


2494. 


.2700, 2494. .2745 






Seq. No. 


24 090 






Seq. ID 


OJ990324 


_01.0103 


.C47 


Gene No. 


50194 






Strand 


+ 






o tar t 


1 






End 


4320 






Name 


OJ990324 01 


.0103.C47.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


2721 






GI 


6721512 






Score 


50 






Exons 


1..57, 1017 


..1105, 2694. 


.2721 










GI Descrip. 


(AP.001072). 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


24090 






Seq. ID 


OJ990324 


_01.0103 


.C47 


Gene No. 


50194 






Strand 


+ 






Start 


1 






End 


4320 






Name 


OJ990324 01 


.0103.C47.ol. 


gs 


Method 


GEN SCAN 






Start 


50 




End 


4320 






GI 


none 






Score 


.6 






Exons 


50. .105, 607. .674, 1017. 


.1105 


, 1742. .1839, 2178 


. .2313, 






3690. .4007, 


4105. .4320 












Seq. No. 


24090 






Seq. ID 


OJ990324 


_01.0103 


.C47 


Gene No. 


50194 






Strand 


+ 






Start 


1 






End 


4320 






Name 


OJ990324 01 


.0103.C47.ol. 


gp 


Method 


AAT/GAP 






Start 


3721 






End 


4227 






GI 


LIB3432-018 


-P1-K1-G3 




Score 


772 






Exons 


3721. .4007, 


4105. .4227 













GI Descrip. * 2130105/pir | | S53521 3.0e-26 histone H2A type 2 (clone wcH2A-4) 
- wheat >gi_5368 92_dbj_BAA07278_ (D38089) protein H2A [Triticum 
aestivum] >gi_5368 96_dbj_BAA07280_ (D38091) protein H2A 
[Triticum aestivum] ' 



Seq. No. 24090 Seq. ID 

Gene No.. 50194 Strand 
Start 1 End 

Name OJ990324_01 . 0103 . C47 . o2 . np Method 

Start 3819 End 

GI 2130105 Score 

Exons 3819.. 4007, 4105.. 4317 

GI Descrip. histone H2A type 2 (clone wcH2A-4) - wheat 

gi I 536892 | dbj |BAA07278| (D38089) protein H2A [Triticum aestivum] 
gi I 536896 | dbj | BAA07280 | (D38091) protein H2A [Triticum aestivum] 



OJ990324_01.0103.C47 
+ 

4320 
AAT/NAP 
4317 
573 



24364 




Seq. No. 


24090 








Seq. ID 


OJ990324_01.0103.C47 


bene no. 










Strand 




Start 


6235 








End ' 


7033 


Name 


OJ990324 01. 


0103. 


C47.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3697 








End 


4274 


GI 


none 








Score 


44 


Exons 


3697. .3744, 


3830. 


.3919, 


3836. 


.3916, 3881.. 3934, 3888.. -3968, 




4099. .4272, 


4102. 


.4212, 


4104. 


.4274- 




Seq. No. 


24090 








Seq. ID 


OJ990324_01.0103.C47 


Gene No . 


oui yo 








Strand 




Start 


6235 








End 


7033 


Name 


OJ990324 01. 


0103. 


C47.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3815 








End 


4317 


GI 


none 








Score 


115 


Exons 


3815. .3916, 


3866. 


.3940, 


3888. 


.3968, 4099. .4317, 4102. .4212, 




4104, .4283 












Seq. No. 


o a r\ on 

^4 uyu 








Seq. ID 


OJ990324_01.0103.C47 


Gene No. 


50195 








Strand 




Start 


6235 








End 


7033 


Name 


OJ990324 01. 


0103. 


C47.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3833 








End 


4317 


GI 


none 








Score 


82 


Exons' 


3833. .3919, 


3866. 


.3940, 


3888. 


.3968, 4099. .4317, 4104. .4283' 


Seq. No. - 


24090 








Seq. ID 


OJ990324_01.0103.C47 


Gene No. 


DUiyo 








Strand 




Start 


6235 








End 


7033 


Name 


OJ990324 01. 


0103. 


C47.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3857 








End 


4283 


GI 


none 








Score 


37 


Exons 


3857. .3901, 


3875. 


.3940, 


3888. 


.3968, 4099. .4272, 4102. .4212, 




4104. .4283 












beq. no. 


uyu 








Seq. ID 


OJ990324_01.0103.C47 


Gene No. 


50195 








Strand 




Start 


6235 ■ 








End 


7033 


Name 


OJ990324 01. 


0103. 


C47.o2 


.gs 


Method 


GENSCAN 


Start 


6235 








End 


7033 


GI 


none 








Score 


.63 


Exons 


6235. .6364, 


6960. 


.7033 








Seq. No. 


24091 








Seq. ID 


OJ990324_01.0103.C48 


Gene No. 


50196 - 








Strand 


+ 


Of a y+- 
O Lai L 


± 








End 


341 


Name 


OJ990324 01. 


0103. 


C48.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


341 


GI 


LIB34-33-038- 


Pl-Kl 


-C12 




Score 


575 


Exons 


1. .341 












GI Descrip. 


1 6015437/dbj 


IAB008112.1 


IAB008112 4.0e- 


10 Homo sapiens PEX1 r 




complete cds 


i 










Seq. No. 


24091 








Seq. ID 


OJ990324_01.0103.C48 


Gene No. 


50197 








Strand 




Start 


1129 








End 


3851 



24365 



Name 


OJ990324 01 


.0103 


C48.o2 


.gp 


Method 


AAT/GAP 




Start 


1129 








End 


2680 




GI 


2428977 








Score 


698 




Exons 


1129. .1442, 


1937. 


.1993, 


2634. 


.2680 






Seq. No. 


24091 








Seq. ID 


OJ990324 


_01.0103.C48 


Gene No. 


ouiy / 








Strand 






Start 


1129 








End 


3851 




Name 


OJ990324 01 


.0103. 


C48.o2 


.gs 


Method 


GENSCAN 




Start 


2550 








End 


3851 




GI 


none 








Score 


.78 




Exons 


2550. .2589, 


2634. 


.2824, 


3717. 


.3851 






Seq. No. 


24091 








Seq. ID 


OJ990324 


_01.0103.C48 


Gene No. 


50198 








Strand 






Start 


OTTO 








End 


4268 




Name 


OJ990324 01 


.0103. 


C48.ol 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1205 








End 


3786 




GI 


none 








Score 


68 




Exons 


1205. .1357, 


1217. 


.1285, 


2637. 


.2825, 2639. .2824, 


3521. .3622, 




3579. .3623, 


3715. 


.3786, 


3717. 


.3785 






Seq. No.' 


24091 








Seq. ID 


OJ990324 


_01.0103.C48 


Gene No. 


50198 








Strand 






Start 


olio 








End 


4268 




Name 


OJ990324 01 


.0103. 


C48.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1217 








End 


2752 




GI 


none 








Score 


109 




Exons 


1217. .1354, 


1219. 


.1404, 


1329. 


.1433, 1330. .1434, 


2633. .2752, 




2633. .2752 














Seq. No. 


24091 








Seq. ID 


OJ990324 


_01.0103.C48 


Gene No. 


50198 








Strand 






otart 


O 1 1 O 








End 


4268 




Name 


OJ990324 01 


.0103. 


C48.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2755 








End 


3951 




GI 


none 








Score 


105 




Exons 


2755. .2823, 


2756. 


.2827, 


2756. 


.2824, 3521. .3622, 


3525. .3626, 




3715. .3951, 


3717. 


.3872 










Seq. No. 


24091 








Seq. ID 


OJ990324 


_01.0103.C48 


Gene No. 


50198 








Strand 






Start 


3773 








End 


4268 




Name 


OJ990324 01 


0103. 


C48.o3 


gp 


Method 


AAT/GAP 




Start 


3773 








End 


4268 




GI 


LIB3432-029- 


-Pl-Kl 


-D10 




Score 


732 




Exons 


3773. .4139, 


4245. 


.4268 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



, 5902400/gb|AAD55502.1|AC008148_12 1.0e-32 (AC008148) Unknown 
protein [Arabidopsis thaliana] 1 



24092 
50199 
347 

OJ990324_01.0103.C4 9.ol.qp 
135 

uC-osflM202090f06bl 
135. .195 



Seq. ID OJ990324_01.0103.C49 
Strand 

End 725 

Method AAT/GAP 

End 195 

Score 87 



24366 



GI Descrip. 


'1781332/emb|CAA71493| 3 . 0e-20 . < Y104 67 ) peroxidase 


[Spinacia 




oleracea] 1 








Seq. No. 




beq. iu 




0103. C49 


bene ino . 


50199 


Strand 






Start 


347 


End 


725 




Name 


OJ990324 01.0103.C49.o2.gp 


Method 


AAT/GAP 




Start 


199 


End 


684 . 




GI 


5004769 . 


Score 


619 




Exons 


199.. 398, 555.. 684 








Seq. No. 


O A C\ Q O 

z 4 u y z 


beq. iu 


r\ tq anil a m 
uj y yu ui . 


0103. C49 


bene ino . 


50199 


Strand 






Start 


347 


End 


725 




Name 


OJ990324 01.0103.C49.ol.gs 


Method 


GENSCAN 




Start 


347 


End 


725 




GI 


none 


Score 


.79 




Exons 


347. .471, 557. .725 








Seq. No. 




beq. iu 


uj y yu Jz4t ui . 


0103. C50 


bene ino . 


" 50200 


Strand 


+ ~ 




Start 


272 


End 


1282 




Name 


OJ990324 01.0103-.C50.ol.gs 


Method 


GENSCAN 




Start 


272 


End 


1282 




GI 


none 


Score 


.47 




Exons 


272. .353, 416. .440, 469. .702, 


795. .927 


, 1169. .1282 




Seq. No. 


24093 


Seq. ID 


OJ990324_01. 


0103. C50 ■ 


Gene No. 


50201 


Strand 






Start 


176 


End 


2676 




Name 


OJ990324 01.0103.C50.o2.np 


Method 


AAT/NAP 




Start 


176 


End 


2194 




GI 


5295955 


Score 


222 




Exons 


176.. 271, 402.. 1326, 2071.. 2194 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 








Seq. No. 


24093 


Seq. ID 


OJ990324_01. 


0103. C50 


Gene No. 


50201 


Strand 






O Lai L 


176 


End 


2676 




Name 


OJ990324 01. 0.103. C50.ol.np 


Method 


AAT/NAP 




Start 


434 


'End 


518 




GI 


5852092 


Score 


52 




Exons 


434. .518 








GI Descrip. 


(AL117264) zwhlS.l [Oryza sativa] 






Seq. No. 


24093 


Seq. ID 


OJ990324_01. 


0103. C50 


bene ino . 


50201 


Strand 






Start 


176 


End 


2676 




Name 


OJ990324 01.0103.C50.o2.gs 


Method 


GENSCAN 




Start 


1510 


End 


2676 




GI 


none 


Score 


.59 




Exons 


1510. .1589, 2071. .2130, 2480. 


.2528, 2596. .2676 




Seq. No. 


24094 


Seq. ID 


OJ990324JD1. 


0103. C51 


Gene No. 


50202 


Strand 


+ 




Start 


1303 


End 


3229 





24367 




Name OJ990324_01 . 0103 . C51 . ol . np Method AAT/NAP 

Start 1303 End 3229 

GI 3047087. Score 74 

Exons 1303.. 1447, 3045.. 3229 

GI Descrip. (AF058914) contains similarity to SRF-type transcription factor 
DNA-binding and dimerization domain (Pfam: transcript_f act . hmm, 
score 63.38) [Arabidopsis thaliana] 



Seq. No. 


24094 


Seq. ID 


OJ990324_01.0103 


.C51 


L*ene wo. 




Strand 


+ 




Start 


1303 


End 


3229 




Name 


OJ990324 01.0103.C51.ol.gs 


Method 


GEN SCAN 




Start 


1438 


End 


1776 




GI 


none 


Score 


.97 




Exons 


1438. .1776 








Seq. No. 


24094 


Seq. ID 


OJ990324_01.0103 


.C51 


Gene No. 




Strand 






Start 


1833 


End 


2060 




Name 


OJ990324 01.0103.C51.ol.tw 


Method 


TBLASTX : Wheat 




Start 


1297 


End 


1656 




GI 


none 


Score 


100 




Exons 


1297. .1464, 1311. .1472, 1473. 


.1646, 1492.. 1656 




Seq. No. 


24094 


Seq. ID 


OJ990324JU.0103 


.C51 


Gene No. 


50203 


Strand 






Start 


1833 


End 


2060 




Name 


vjjyyuo^fi u i . u i u o . Lj i . o/. . gs 


Method 


GENSCAN 




Start 


1833 


End 


2060 




GI 


none 


Score 


.92 




Exons 


1833. .2060 








Seq. No. 


24095 


Seq. ID 


OJ990324_01.0103 


.C52 


Gene No. 


50204 


Strand 


+ 




Start 


1 


End 


1880 




Name 


OJ990324 01.0103.C52.ol.np 


Method 


AAT/NAP 






1 


End 


1880 




GI 


4505323 


Score 


101 




Exons 


1..109, 426. .666, 1747. .1880 








GI Descrip. 


Wiskott-Aldrich syndrome-like 


gi | 2116984 | db j IBAA20128 | 


(D88460 




N-WASP [Homo sapiens] 








Seq. No. 


24096 


Seq. ID 


OJ990324_01.0103 


.C54 


Gene No. 


50205 


Strand 


+ 




Start 


2284 


End 


3325 




Name 


OJ990324 01.0103.C54.ol.np 


Method 


AAT/NAP 




Start 


2284 


End 


3325 




GI 


4220486 


Score 


230 




Exons 


2284. .2427, 2500. .2597, 3044. 


.3325 






GI Descrip. 


(AC006069) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


24096 


Seq. ID 


OJ990324 01.0103 


.C54 


Gene No. 


50205 


Strand 


+ 




Start 


2284 


End 


3325 




Name 


OJ990324 01.0103.C54.ol.tm 


Method 


TBLASTX: Maize 




Start 


2400 


End 


3112 




GI 


none 


Score 


167 





24368 




Exons 2400. .2540, 2400. .2546, 2541. .2597, 2542. .2598, 2543. .2614, 

2544.. 2603, 3040.. 3093, 3041.. 3094, 3095. .3112 



Seq. No. 


24097 








Seq. ID 


OJ990324_01.0103.C55 


Gene No. 


50206 








- Strand 




Start 


1 








End 


210 


Name 


OJ990324 01 


.0103 


,C55.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


210 


GI 


4220486 








Score 


107 


Exons 


1. .210 












GI Descrip. 


(AC006069) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


24097 








Seq. ID 


OJ990324 01.0103.C55 


Gene No. 


50207 








Strand 


+ 


Start 


4911 








End 


5983 


Name 


OJ990324 01 


.0103. 


C55.o2 


.np 


Method 


AAT/NAP 


Start 


4864 








End 


5953 


GI 


* 1945283 








Score 


691 


Exons 


4864. .4996, 


5129. 


.5258, 


5363. 


.5953 




\ji uescrip. 


(Y11351) myb factor [Oryza sativa] 




Seq. No. 


Z4 U9 / 








Seq. ID 


OJ990324_01.0103.C55 


Gene No. 


50207 








Strand 


+ 


Start 


A O 1 "1 

4 911 








End 


5983 


Name * 


OJ990324 01 


. 0103 . 


C55 . o2 


gs 


Method 


GENS CAN 


Start 


4 911 








End 


5983 


GI 


"none 








Score 


.83 


Exons 


4 911 . . 5036, 


5129 . 


. 5258, 


5373. 


.5983 




Seq. No. 


24097 








Seq. ID 


OJ990324_01.0103.C55 


Gene No. 


50208 








Strand 




Start 


6900 








End 


8025 


Name 


OJ990324 01 


.0103. 


C55.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4827 








End 


5540 


GI 


none 








Score 


227 


Exons 


4827. .4997, 


4873. 


.4998, 


5119. 


.5271, 5127. .5288, 5360. .5464, 




5361. .5540 












Seq. No. 


24097 








Seq. ID 


OJ990324_01.0103.C55 


Gene No. 


50208 








Strand 




Start 


6900 








End 


8025 


Name 


OJ990324 01 


.0103. 


C55.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4851 








End 


5477 


GI 


none 








Score 


171 


Exons 


4851. .4898, 


4890. 


.5000, 


4894 . 


.4998, 5118. .5261, 5119. .5271, 




5360. .5464, 


5361. 


.5477 








Seq. No. 


24097 








Seq. ID 


OJ990324_01.0103.C55 


Gene No. 


50208 








Strand 




Start 


6900 








End - 


8025 


Name 


OJ990324 01 


.0103. 


C55.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4854 








End 


5477 


GI 


none 








Score 


140 


Exons 


4854 . .5000, 


4876. 


.4998, 


5118. 


.5261, 5119. .5271, 5360. .5464, 




5361. .5477 












Seq. No. 


24097 








Seq. ID . 


OJ990324_01.0103.C55 



24369 



Gene No. 50208 

Start 6900 

Name OJ990324_01 . 0103 .C55 . ol . ts 

Start 4863 

GI none 

Exons 4863.. 5006, 4873 
5361. .5486, 5607 



Strand 
End 

Method 
End 
Score 

4998, 5118. .5270, 5119.. 5271, 
5657, 5784. .5813, 5871.. 5888 



8025 

TBLASTX : Soybean 
5888 
230 



5360. .5464, 



Seq. No. 


24097, 


Seq. ID 


OJ990324 


_01 


.0103 


.C55 


bene no . 


c r\ O f\ Q 


btrand 










Start 


6900 


End 


8025 








Name 


OJ990324 01.0103.C55.o3.gs 


Method 


GENSCAN 








Start 


6900 


End 


8025 








GI 


none 


Score 


.93 








Exons 


6900. .6943, 7965. .8025 












Seq. No. 


24098 


Seq. ID 


OJ990324 


_01 


.0103 


.C58 


Gene No. 


50209 


Strand 


+ 








Start 


91 


End 


179 








Name 


OJ990324 01-0103. C58.ol.gs 


Method 


GENSCAN 








Start 


91 


End 


179 








GI 


none 


Score 


.7 








Exons 


91. .179 












Seq. No. 


24099 


Seq. ID 


OJ990324 


_01 


.0103 


.C72 


Gene No. 


50210 


Strand 










Start 


264 


End 


1655 








Name 


OJ990324 01.0103.C72.ol.gs 


Method 


GENSCAN 








Start 


264 


End 


1655 








GI 


none 


Score 


.73 








Exons 


264. .323, 959. .1055, 1108.. 


1238, 1611. 


.1655 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24100 Seq. ID OJ990324_01 . 0103 . C74 

50211 Strand 

1 End 675 

OJ990324_01 . 0103 . C74 . ol . np Method AAT/NAP 

1 End 675 

2182029 Score 55 

1..74, 363. .457, 650. .675 

(Y13437) shaggy-like kinase etha (OSKetha) [Oryza sativa] 



24101 Seq. ID. 

50212 Strand 

708 End 
OJ990324_01.0103.C77.ol.gp Method 

708 End 

none Score 

708. .914, 1351. .1541 

24101 Seq. ID 

50212 Strand 

708 End 
OJ990324_01 . 0103 . C77 . ol . gs Method 

1360 End 

none Score 



OJ990324_01.0103.C77 
+ 

3545 " 
AAT/GAP 
1541 
724 



OJ990324_01.0103.C77 
+ 

3545 
GENSCAN 
3459 
.84 



1360.. 1427, 1463.. 1598, 1679.. 1953, 2068.. 2152, 2241.. 2598, 
2721.. 2778, 2882.. 3024, 3113. .3180, 3454.. 3459 



24370 



Seq. No. 


24 101 








Seq. ID 


OJ 990324 


_01 . 0103 . C77 


Gene No. 


50212 








Strand 


+ 




Start 


708 








End 


3545 




Name 


OJ990324 01. 


0103. 


C77.o2. 


gp 


Method 


AAT/GAP 




Start 


2381 








End 


3545 




GI 


none 








Score 


1787 




Exons 


2381. .2598, 


2721. 


.2778, 


2882. 


.3545 






Seq. No. 


24101 








Seq. ID 


OJ990324 


_01.0103.C77 


Gene No. 


50212 








Strand 


+ 




Start 


708 








End 


3545 




Name 


OJ990324 01. 


0103. 


C77.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


2547 








End 


3104 




GI 


none 








Score 


56 




Exons 


2547. .2603, 


2719. 


.2784, 


2720. 


.2779, 2879.. 3007, 


2880. .3008, 




2994. .3062, 


2996. 


.3061, 


3050. 


.3082, 3054.. 3104 




Seq. No. 


24101 








Seq. ID 


OJ990324 


_01.0103.C77 


Gene No. 


50212 








Strand 


+ 




Start 


708 








End 


3545 




Name 


OJ990324 01. 


0103. 


C77.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2719 








End 


3097 




GI 


none 








Score 


88 




Exons 


2719. .2778, 


2720. 


.2779, 


2880. 


.2972, 2960.. 3049, 


2961. .3062, 




3056. .3097. 














Seq. No. 


24102 








Seq. ID 


OJ990324 


_01.0103.C78 


Gene No. 


50213 








Strand 


+ 




Start 


1 








End 


1063 




Name 


OJ990324 01. 


0103. 


C78.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1063 




GI 


4759046 








Score 


87 




Exons 


1..67, 740.. 


823, 


946. .1063 








GI Descrip. 


RNA polymerase I 


subunit 


gi|3335138 (AF047441) 


RNA polymerase 




40kD subunit 


[Homo sapiens] 








Seq. No. 


24103 








Seq. ID 


OJ990324 


_01.0103.C79 


Gene No. 


50214 








Strand 


+ 




Start 


1 








End 


2947 




Name 


OJ990324 01. 


0103. 


C79.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


2947 




GI 


514324 








Score 


165 




Exons 


1..211, 857. 


.1031 


, 1415. 


.1512 


, 1602.. 1693, 2727 


. .2947 



GI Descrip. (L34773) RNA polymerase subunit [Arabidopsis thaliana] 

gi 1 2462755 (AC002292) RNA polymerase subunit (isoform B) 
[Arabidopsis thaliana] gi | 1586550 | prf | | 220424 6B RNA polymerase 
[Arabidopsis thaliana] 



Seq. No. 24103 

Gene No. 50214 

Start 1 

Name OJ990324JD1 . 0103.C79.ol .gs 

Start 1058 

GI none 
Exons 



Seq. ID OJ990324_01.0103.C79 

Strand + 

End 2947 

Method GENSCAN 

End 2846 

Score .51 



1058. .1198, 1415. .1512, 2779. .2846 



24371 



Seq. No. 


24104 


Seq. ID 


OJ990324 


Gene No. 


50215 


Strand 


+ 


Start 


2548 


End 


3009 


Name 


OJ990324 01.0103.C82.ol 


. gp Method 


AAT/GAP 


Start 


2548 


End 


3009 


GI 


LIB3432-059-P1-K1-D8 


Score 


727 


Exons 


2548. .3009 






GI Descrip. 


•5734616/dbj IAP000391.1IAP000391 0.0e+00 Oryza 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


24104 


Seq. ID 


OJ990324 


uene wo . 


50216 


Strand 


+ 


Start 


2986 


End 


5014 


Name 


OJ990324 01.0103.C82.ol 


. gs Method 


GEN SCAN 


Start 


2986 


End 


4989 


GI 


none 


Score 


.81 


Exons 


2986.-3863, 3963. .4404, 


4477. .4692, 4822. .4989 


Seq. No. 


24104 


Seq. ID 


oj y y u 4 


Gene No. 


50216 


Strand 


+ 


O LdX L 


2986 


End 


5014 


Name 


OJ990324 01.0103.C82.ol 


.np Method 


7\ 7\ T> / Vf 7\ D 

AAi / NAr 


Start 


2988 


End 


oU14 


n GI 


6907089 


Score 


O O O A 

22 94 


'Z Exons 


2988..3863, 3963.-4729, 


4784. .5014 




: |=f GI Descrip. 

L \ H 


(AP001129) hypothetical protein [Oryza 


sativa] 


fy Seq. No. 


24105 


Seq. ID 


OJy 9U J 2 4 


i;i Gene No. 


50217 


Strand 


+ 


■ **'- Cf ar f 
: . jj O tai U 


1 


End 


638 


!s I: Name 


OJ990324 01.0103.C83.ol 


np Method 


AA.1 /NAr 


- Start 


1 


End 


D 3d 


ru gi 


5803259 


Score 


713 


;= Exons 


1..635 






?l\ GI Descrip. 


(AP000399) hypothetical 


protein [Oryza 


sativa] 


; ; Seq. No. 


24105 


Seq.. ID 


OJ990324_ 


Gene No . 


50217 


Strand 


+ 


□ Start 


1 


End 


638 


O Name 


OJ990324 01.0103.C83.ol. 


gs Method 


GENSCAN 


R Start 


117 


End 


638 


= i:r GI 


none 


Score 


.88 


Exons 


117. .638 






Seq. No. 


24106 


Seq. ID 


OJ990324_ 


Gene No. 


50218 


Strand 




O Lai L 


1 


End 


1269 


Name 


OJ990324 01.0103.C87.ol. 


np Method 


AAT/NAP 


Start 


1 


End 


1269 


GI 


6721516 


Score 


299 


Exons 


1..36, 3.55. .601, 1112. .1269 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24107 


Seq. ID 


OJ990324_ 


Gene No. 


50219 


Strand 


+ 


Start 


124 


End 


526 


Name 


OJ990324 01.0103.C90.ol. 


gs Method 


GENSCAN 



24372 




Start 


124 




End 


526 






GI 


none 




Score 


.42 






Exons 


124. .245, 322. .526 












Seq. No. 


24108 




Seq. ID 


OJ990324_01 


.0103 


C94 


bene lno . 






Strand 


+ 






Start 


395 




End 


638 






Name 


OJ990324 01.0103.C94.ol. 


gp 


Method 


AAT/GAP 






Start 


395 




' End 


638 






GI 


none 




Score 


423 






Exons 


395. .638 












Seq. No. 


24109 




Seq. ID 


OJ990324_01 


.0103. 


C100 


oene jno. 






otrana 


+ 






Start 


76 




End 


195 






Name 


OJ990324 01.0103.C100.ol 


.gs 


Method 


GENSCAN 






Start 


76 




End 


195 






GI 


none 




Score 


.4 






Exons 


76. .195 












Seq.- No. 


24110 




Seq. ID 


OJ990324_01 


.0103. 


C101 




50222 




otrana 


+ 






Start 


96 




End 


433 






Name 


OJ9903.24 01.0103.C101.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


so • • 




End 


433 






GI 


none . 




Score 


72 






Exons 


80. .169, 81.^ 197, 190. .282, 


191. .433 








Seq. No. 


24110 




Seq. ID 


OJ990324 01 


.0103. 


01 01 


oene lno . 


50222 




otrana 


+ 






Start 


96 




End 


433 






Name 


OJ990324 01.0103.C101.ol 


.gs 


Method 


GENSCAN 






Start 


96 


End 


206 






GI 


none 




Score 


.84 






Exons 


96. .206 












Seq. No. 


24111 




Seq. ID 


OJ990324 01 


.0103. 


C102 


oene lno . 


50223 




otrana 


+ 






Start 


1032 




End 


1248 






Name 


OJ990324 01.0103.C102.ol 


.gs 


•Method 


GENSCAN 






Start 


1032 . -f. : 




'^Ehd 


1248 






GI 


none " ~ 




Score 


.49 






Exons 


1032. .1136, 1174. .1248 












Seq. No. 


24112 




Seq. ID 


OJ990324_01 


0103. 


C104 


UCllC LNvJ * 


50224 




otrana 








Start 


122 




End 


390 






Name 


OJ990324 01.0103.C104.ol 


.gs 


Method 


GENSCAN 






Start 


122 




End 


390 






GI- 


. none 




Score 


.67 






Exons 


122.. 208, 262.. 390 












Seq. No. 


24113 




Seq. ID 


OJ990324_01. 


0103. 


C108' 


Gene No. 


50225 




Strand 


+ 






Start 


216 




End 


322 






Name 


OJ990324 01.0103.C108.ol 


.gs 


Method 


GENSCAN 






Start 


216 


End 


322 







24373 



GI 


none 


■ Score 


.65 


Exons 


216. .234, 297. .322 






Seq. No. 


24114 


Seq. ID 


OJ990324_01. 0103. C110 


Gene No. 


DvZZb 


Strand 


+ 


Start 


166 


End 


294 


Name 


OJ990324 01. 0103. C110. ol.gs 


Method 


GENSCAN 


Start 


166 


End 


294 


GI 


none 


Score 


.45 


Exons 


166. .294 






Seq. No. 


24115 


Seq. ID 


OJ990324_01.0103.C111 


Gene No. 


50227 


Strand 




otart 


1 


End 


1 oc 
1ZD 


Name 


OJ990324 01.0103.Clll.ol.np 


Method 


AAT/NAP 


Start 


1 * 


End 


125 


GI 


4512231 


Score 


180 


Exons 


1. .125 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


24116 


Seq. ID 


OJ990324_01.0103.C112 


Gene No. 


50228 


Strand 




Start 


244 


End 


415 


Name 


OJ990324 01. 01-03. C112.ol.np 


Method 


AAT/NAP 


btart 


244 


End 


■415 


GI 


6063554 


Score 


178 


Exons 


244. .415 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 ( E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


24117 


Seq. ID 


OJ990324_01.0103.C114 


Gene No. 


50229 


Strand 


+ 


Start 


118 


End 


254 


Name 


OJ990324 01. 0103. C114. ol.gs 


Method 


GENSCAN 


Start 


118 


End 


254 


GI 


none 


Score 


.98 


Exons 


118. .254 






Seq. No. 


24117 


Seq. ID 


OJ990324_01.0103.C114 


Gene No. 


50230 


Strand 




Of -svf 

OLdlL 


1 


End 


209 


Name 


OJ990324 01.0103.C114.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


209 


GI 


6539586 


Score 


306 


Exons 


1. .209 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


'24118 


Seq. ID 


OJ990324_01.0103.C115 


Gene No. 


50231 


Strand 


+ 


Start 


1 


End 


587 


Name 


OJ990324 01.0103.C115.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


470 


GI 


5042454 


Score 


219 


Exons 


1..161, 417. .470 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 



24374 



Seq. No. 24118 Seq. ID OJ990324 

Gene No. 50231 Strand + 

Start 1 End 587 

Name OJ990324_01 . 0103 . C115 . ol . gs Method GENSCAN 

Start 105 End 587 

GI none Score . 94 

Exons 105.. 161, 417.. 587 



01.0103.C115 



Seq. No. 


24119 


Seq. ID 


OJ990324 01.0103.C119 


Gene No. 


50232 


Strand 


+ 


Of- -> >-+- 

otarr 


i 


End 


717 


Name 


OJ990324 01.0103.C119.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


717 


GI 


4680203 


Score 


309 


Exons 


1. .717 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


24119 


Seq. ID 


OJ990324_01.0103.C119 


Gene No. 


50232 


Strand 


+ 


Start 


1 


End 


717 


Name 


OJ990324 01.0103.C119.ol.tm 


Method 


TBLASTX: Maize 


Start 


43 ~ • — 


End 


296 


GI 


none 


Score 


132 


Exons 


43. .171, 48. .170, 175. .294, 


183. .296 




Seq. No. 


24119 


Seq. ID 


OJ990324_01.0103.C119 


Gene No. 


50232 


Strand 


+ 


Start 


1 


End 


717 


Name 


OJ990324 01.0103.C119.ol.tw 


Method 


TBLASTX: Wheat 


Start 


61 


End 


600 


GI 


none 


Score 


48 


Exons 


61. .147, 126. .293, 160. .315, 


304. .408, 


. 334. .390, 421. .525, 




426.-524, 532. .600 







Seq. No. 24119 

Gene No. 50232 

Start 1 

Name OJ990324_01.0103.C119.ol.gs 

Start 70 

GI none 

Exons 70.. 616 

Seq. No. , 24120 

Gene No. 50233 

Start 474 

Name OJ990324_01 . 0103. C120 . ol . gs 

Start 474 

GI none 

Exons 474.. 584 



01.0103.C119 



Seq. ID OJ990324_ 

Strand + 

End 717 

Method GENSCAN 

End 616 

Score .48 



Seq. ID OJ990324_01.0103.C120 

Strand + 

End 584 

Method GENSCAN 

End 584 

Score .61 



Seq. No. 24121 Seq. ID OJ990324 

Gene No. . 50234 Strand. + 

Start 112 * ' End 283 

Name OJ990324_01 . 0103 . C123 . ol . np Method AAT/NAP 

Start 112 End 283 

GI 6063554 Score 130 

Exons 112.. 283 



01.0103.C123 



24375 




GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


24121 








Seq. ID 


OJ990324_01 


.0103. 


C123 


Gene No. 


50235 








Strand 


- 






Start 


15 








End 


93 






Name 


OJ990324 01.0103. 


C123. 


ol 


. gs ' 


Method 


GENSCAN 






Start 


15 








End 


93 






P T 
bl 


none 








Score 


. DO 






Exons 


15. .93 
















Seq. No. 


24122 








Seq. ID 


OJ990324_01 


.0103. 


C124 


Gene No. 


50236 








Strand 


+ 






Start 


1041 








End - 


1324 






Name 


OJ990324 01.0103. 


C124. 


ol 


.gs 


Method 


GENSCAN 






Start 


1041 








End 


1324 






GI 


none 








Score 


.98 






Exons 


1041. .1104, 1269. 


.1324 












Seq. No. 


24123 








Seq. ID 


OJ990324_01 


.0103. 


C125 


Gene No. 


50237 








Strand 


- 






Start 


447 








End 


742 






Name 


OJ990324 01.0103. 


C125. 


Ol 


.gp 


Method 


AAT/GAP 






Start 


447 








End 


742 






GI 


61605 3.R1084 








Score 


396 






Exons 


447 . . 742 
















GI Descrip. 


, 1402920/emb|CAA66965| 


2 


. ue 


.OH / VQQ "301 \ 

zu [ Ay o jz l ) 


peroxidase 


[Arabidopsis 




thaliana] 1 
















Seq. No. 


24124 








Seq. ID 


OJ990324_01 


.0103. 


C131 


Gene No . 


50238 








Strand 


+ 






Start 


58 








End 


414 






Name 


OJ990324 01.0103. 


C131. 


ol 


.gs 


Method 


GENSCAN 






Start 


58 








End 


414 






C T 
bl 


none 








Score 


A A 
. fi ft 






Exons 


58.-284, 289. .414 
















Seq. No. 


24125 








Seq. ID 


OJ990324 01 


.0103. 


C132 


Gene No. 


50239 ■ 








Strand 


- 






Start 


1 








End 


73 






Name 


OJ990324 01.0103. 


C132. 


ol 


.gp 


Method 


AAT/GAP 






Start 


1 








End 


73 






bl 


none 








Score 


1 A O 
14 Z 






Exons 


1. .73 
















Seq. No. 


. 24125 








Seq. ID 


OJ990324_01 


.0103. 


C132 


Gene No. 


50240 








Strand 








Start 


17 








End 


152 






Name ' 


OJ990324 01.0103. 


C132. 


ol 


. gs 


Method 


GENSCAN 






Start 


17 








End 


152 






GI 


none 








Score 


1 






Exons 


17. .152 
















Seq. No. 


24126 








Seq. ID 


OJ990324_01 


.0103. 


C133 


Gene No. 


50241 








Strand 


+ 






Start 


655 








End 


735 







24376 




Name 


OJ990324 01.0103.C133.ol.gs 


Method 


GENSCAN 




Start 


655 


End 


735 




GI 


none 


Score 


.78 




Exons 


655. .735 








Seq. No. 


24127 


Seq. ID 


OJ990324_01. 


0103. C134 


Gene No. 


50242 


Strand 


+ 




Start.. 


1 


End . 


437 




Name 


OJ990324 01.0103.C134.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


437 




GI 


LIB3432-059-P1-K1-D8 


Score 


696 




Exons 


1. .437 








GI Descrip. 


'5734616/dbj | AP000391.il AP000391 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 1 






Seq. No. 


24127 


Seq. ID 


OJ990324_0T. 


0103. C134 


Gene No. 


50243 


Strand 


+ 






413 


End 


529 




Name 


OJ990324 01.0103.C134.ol.np 


Method 


AAT/NAP 




Start 


413 


End 


529 




GI 


6907089 


Score 


149 




Exons 


413. .529 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24128 


Seq. ID 


OJ990524_05. 


0103.C3 


Gene No. 


50244 


Strand 


+ 




Start 


1 


End 


17.13 




Name 


OJ990524 05.0103.C3.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1713 




GI 


6469032 


Score 


219 




Exons 


1..23, 1192. .1713 









GI Descrip. (AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 



batatas] 



Seq. No. 


24128 








Seq. ID 


OJ990524_05.0103, 


.C3 


Gene No. 


50244 " ' 








Strand 


+ 




Start 


1 








End 


1713 




Name 


OJ990524 05, 


.0103. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1193 








End 


1426 




GI 


none 








Score 


244 




Exons 


1193. .1426, 


1201. 


.1419 










Seq. No. 


24128 








Seq. ID 


OJ990524_05.0103, 


,C3 


Gene No. 


50244 ; 








Strand 


+ 




Start 


1 








End 


1713 




Name 


OJ990524 05. 


,0103. 


C3.ol. 


gs 


Method 


GENSCAN 




Start 


1196 








End 


1673 




GI 


none 








Score 


.81 




Exons 


1196. .1673 














Seq. No. 


24128 








Seq. ID 


OJ990524_05.0103. 


,C3 


Gene No. 


50244 








Strand 


+ 




Start 


1 








End 


1713 




Name 


OJ990524 05. 


,0103. 


C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1198 








End 


1423 




GI 


none 








Score 


140 




Exons 


1198. .1299, 


1200. 


.1247, 


1201. 


.1422, 1202. .1423 





24377 



Seq. No. 24128 Seq. ID 

Gene No. 5024 4 Strand 

Start 1 End 

Name OJ990524JD5 . 0103 . C3 . ol . gp Method 

Start 14 62 End 

GI LIB3434-007-P1-K1-F11 Score 

Exons 1462.. 1713 

GI Descrip. ' 2239083/emb | CAB06427 | 2.0e-12 (Z84383) anthranilate 

N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
>gi_2239087_emb_CAB06429_ (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransferase [Dianthus caryophyllus] 1 



OJ990524_05.0103.C3 
+ 

1713 
AAT/GAP 
1713 
430 



Seq. No. 


24128 




Seq. ID 


OJ990524_05.0103.C3 


Gene No. 


50244 




Strand 


+ 


Start 


1 




End 


1713 


Name 


OJ990524 05 


.0103.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


1466 




End 


1712 


GI 


none 




Score 


239 


Exons 


1466. .1648, 


1468. .1647, 1547. 


.1654, 1560. .1655, 1637. .1696 




1 C. A A 1 "71 o 


1656. .1712 






Seq. No. 


24129 




Seq. ID 


OJ990524_05.0103.C4 


Gene No. 


50245 




Strand 


+ 


Start 


. 1 




End ■ 


207 


Name 


OJ990524 05 


.0103.C4 .ol.np 


Method 


AAT/NAP 


Start 


1 




End 


201 


GI 


6469032 




Score 


111 


Exons 










GI Descrip. 


(AB035183) 


N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 




batatas] 








Seq. No. 


24129 




Seq. ID 


OJ990524_05.0103.C4 


Gene No. 


50245 




Strand 


+ 


Start 


1 




End 


.207 


Name 


OJ990524 05 


■0103.C4.ol.gs 


Method 


' GENSCAN 


Start 


10 




End 


207 


GI 


none 




Score 


.93 


Exons 


10. .207 








Seq. No. 


24129 




Seq. ID 


OJ990524_05.0103.C4 


Gene No. * 


50246 




Strand 


+ 


Start 


^1928 




End 


2905 


Name 


OJ990524 05 


.0103.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


198 


GI 


none 




Score 


191 


Exons 


1..114, 3.. 


101, 145. .198, 150 


. .197 




Seq. No. 


24129 




Seq. ID 


OJ990524_05.0103.C4 


Gene No. 


50246 




Strand 


+ 


Start 


1928 




End 


2905 


Name 


OJ990524 05 


.0103.C4 .o2.np 


Method 


AAT/NAP 


Start 


1928 




End 


2905 


GI 


4680199 




Score 


307 


Exons ' 


1928. .2151, 


2265. .2905 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 



24378 




Seq. No. 


24129 








Seq. ID 


OJ990524 


_05 


.0103 


.C4 


uene ino . 










otrana 


i 

T 








Start . 


1928 . 








End 


2905 








Name 


OJ990524 05 


.0103 


.C4.o2 


.gs 


Method 


GENSCAN 








Start 


2335 








End 


2672 








GI 


none 








Score 


.69 








Exons 


2335. .2575, 


2632 


. .2672 














Seq. No. 


24130 








Seq. ID 


OJ990524_ 


_05 


.0103 


.C5 


UCUC 1NU . 










Strand 










Start 


270 








End 


1448 








Name 


OJ990524 05 


.0103 


.C5.ol. 


gs 


Method 


GENSCAN 








Start 


270 








End 


1448 








GI 


none 








Score 


.99 








Exons 


270. .1448 


















Seq. No. 


24131 








Seq. ID 


OJ990524_ 


_05 


.0103 


.C6 


bene ino . 


O U Z fl 0 








Strand 


+ 








Start 


310 








End 


741 








Name 


OJ990524 05 


.0103 


C6.ol . 


gs 


Method 


GENSCAN 








Start 


310 








End 


741 








GI 


none 








Score 


.51 








Exons 


310. .741 • 


















Seq. No. 


24131 








Seq. ID 


OJ990524_ 


_05 


.0103 


.C6 


bene ino . 










otrana 


+ 








Start 


3448 








End 


3503 








Name 


OJ990524 05 


.0103. 


C6.ol. 


gp 


Method 


AAT/GAP 








Start 


3448 








End . 


3503 








GI 


2310829 








Score 


80 








Exons 


3448. .3503 


















Seq. No. 


24131 








Seq. ID 


OJ990524_ 


_05 


.0103 


.C6 


bene iNu . 










otiranQ 


+ 








Start 


3719 








End 


5258 








Name 


OJ990524 05. 


0103. 


C6.o3. 


gs 


Method 


GENSCAN 








Start 


3719 








End 


5258 








GI 


none 








Score 


.96 








Exons 


3719. .3764, 


4007 . 


.4194, 


4488 . 


.5258 










Seq. No. 


24131 








Seq. ID 


OJ990524_ 


_05 


.0103 


.C6 


bene inu • 


JUZjI 








Strand 


+ 








Start 


6112 








End 


10322 








Name 


OJ990524 05. 


0103. 


C6.o4. 


gs 


Method 


GENSCAN 








Start 


6112 






End 


10322 








GI 


none 








Score 


.67 








Exons 


6112. .6162, 


8008. 


.8109, 


8773. 


.9038, 9251.. 9257, 


9432. .10322 


Seq. No. 


24131 . 








Seq. ID 


OJ990524_ 


JDS 


0103 


.C6 


bene ino . 


jUZOZ 








Strand 










Start 


3060 








End 


3556 








Name 


OJ990524 05. 


0103. 


C6.o2. 


gs 


Method 


GENSCAN 








Start 


3060 








End 


3556 








GI 


none 








Score 


.93 








Exons 


3060. .3318, 


3402. 


.3556 














Seq. No. 


24131 








Seq. ID 


OJ990524_ 


_05. 


0103. 


C6 



24379 



# • 



bene No . 


3(J20 J 


Strand 






Start 


10945 


End 


12674 




Name 


OJ990524 05.0103.C6.o2.gp 


Method 


AAT/GAP 




Start 


10768 


End 


11302 




GI 


3769159 


Score 


780 




Exons 


10768. .11136, 11226.. 11302 








Seq. No. 


24131 


Seq. ID 


OJ990524_05.0103 


.C6 


Gene No. 


50253 


Strand 






Start 


10945 


End 


12674 




Name 


OJ990524 05.0103.C6.o5.gs 


Method 


GENSCAN 




Start 


10945 


End 


12674 




GI 


none 


Score 


.64 




Exons 


10945. .11136, 11226. .11412, 12026 .. 12179, 12323.. 12674 




Seq. No. 


O A 1 *3 O 


Seq. ID 


OJ990524_05.0103 


.C7 


Gene No. 


C AO r / 

oUzo4 


Strand 






Of a -r-+- 

o car l. 


1 O 1 c 


End 


2710 




Name 


OJ990524 05.0103. C7.ol.np 


Method 


AAT/NAP 




Start 


1479 


End 


2546 




GI 


J 4 UZ / UO 


Score 


317 




Exons 


14/9. .1640, 1823. .2046, 2147. 


.2546 






GI Descrip. 


(AC004261) hypothetical prote 


in [Arabidopsis thaliana] 




Seq. No. 


Z4 1.32 


Seq : . ID 


OJ990524__05.0103 


,C7 


Gene No . 


50254 


Strand 






Start 


1816 


End 


2710 




Name 


OJ990524 05.0103.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1813 


End 


1969 




GI 


none 


Score 


104 




Exons 


1010 1 non i o o o *if^/"o toon 

181J..1929, 1828. .1968, 1829. 


.1969, 16 


132. .1969 




Seq. No. 


24132 


Seq. ID 


OJ990524JD5.0103 


-C7 


Gene No . 




Strand 






Start 


1816 


End 


2710 




Name 


OJ990524 05 . 0103 . C7 .ol . gs 


Method 


GENSCAN 




Start 


1816 


End 


2710 




GI 


none 


Score 


.86 




Exons 


1816. .2046, 2147. .2436, 2657. 


.2710 






Seq. No. 


24132 


Seq. ID 


OJ990524_05.0103 


.C7 


Gene No. 


50254 - 


Strand, 






Start 


1816 


End 


2710 




Name 


OJ990524 05.0103.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1979 


End 


2311 




GI 


none 


Score 


65 




Exons 


1979.. 2047, 1981.. 2049, 1990. 


.2049, 2139. .2186, 2141. .2203, 




2147. .2188, 2204. .2311, 2246. 


.2311 






Seq. No. 


24133 


Seq. ID 


OJ990524_05.0103 


.C8 


Gene No. 


50255 


Strand 






Start 


456 


End 


532 




Name 


OJ990524 05.0103.C8.ol.gs 


Method 


GENSCAN 




Start 


456 


End 


532 




GI 


none 


Score 


.49 




Exons 


456. .532 









24380 




Seq. No. 


24134 


Seq. ID 


OJ990524_05. 


0103. 


C9 


CZc* n o Mo 


•J \J £. *J \J 




A, 
T 






Start 


191 


End 


679 






Name 


OJ990524 05.0103.C9.ol.gs 


Method 


GENSCAN 






Start 


191 


End 


679 






GI 


none 


Score 


.48 






Exons 


191. .345, 429. .679 










Seq. No. 


24134 


Seq. ID 


OJ99052'4_05. 


0103. 


C9 




50257 


OLi a. i in 








Start 


245 


End 


299 






Name 


OJ990524 05.0103.C9.ol.gp 


Method 


AAT/GAP 






Start 


245 


End 


299 






GI 


2310829 


Score 


79 






Exons 


245. .299 










Seq. No. 


24135 


Seq. ID 


OJ990524_05. 


0103. 


C10 


HpriP Mo 


50258 


O Li CtilLi 








Start 


716 


End 


1345 






Name 


OJ990524 05.0103.C10.ol.gs 


Method 


GENSCAN 






Start 


716 


End 


1345 






GI 


none 


Score 


.4 






Exons 


716. .984, 1008. .1078, 1168. 


, .1345 








Seq. No. 


24136 


Seq. ID 


OJ990524_05. 


0103. 


Cll 


Gene No. 


50259 


"■' Strand 


+ 






Start 


1 


End 


688 








OJ990524 05.0103.Cll.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


688 






GI 


5230423 


Score 


115 






Exons 


1..84, 192. .288, 401. .500, 


587. .688 








GI Descrip. 


(AF091713) cellulose synthase catalytic subunit [Arabidopsis 




thaliana] 










Seq. No. 


24136 


Seq. ID 


OJ990524_05. 


0103. 


Cll 


Gene No. 


50259 


Strand 


+ 






Start 


1 


End 


688 






Name 


OJ990524 05.0103.Cll.ol.gp 


Method 


AAT/GAP 






Start 


36 


End 


500 






GI 


572262 


Score 


446 






Exons 


36. .90, 186. .282, 374. .500 










GI Descrip. 


4886756/gb|AAD32031.1|AF088917 1 2.0e- 


16. (AF088917) 


cellulos- 




synthase catalytic subunit 


[Arabidopsis thaliana] 






Seq. No. 


24136 


Seq. ID 


OJ990524_05. 


0103. 


Cll 


("^ O T~l o Mo 


50259 


Strand 


+ 






Start 


1 


End 


688 






Name 


OJ990524 05.0103.Cll.ol.gs 


Method 


GENSCAN 






Start 


186 


End 


620 






GI 


none 


Score 


.67 






Exons 


186. .282, 374. .500, 587. .620 








Seq. No. 


24137 


Seq. ID 


OJ990524_05. 


0103. 


C12 


Gene No. 


50260 


Strand 


+ 






Start 


1 


End 


721 






Name 


OJ990524 05.0103.C12.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


721 







24381 



GI 


5230423 


Score 


533 


Exons 


1..462, 544. .721 






GI Descrip. 


(AF091713) cellulose synthase 


catalytic subunit [Arabidopsis 




thaliana] 






Seq. No. 


24137 


Seq. ID 


OJ990524_05.0103.C12 


Gene No. 


50260 


Strand 


+ 


Start 


1 


End 


721 




OJ990524 05.0103.C12.oI.gp 


Method 


AAT/GAP 


Start 


295 


End 


721 


GI 


14908 2.R1084 


Score 


627 


Exons 


295. .462, 544. .721 






GI Descrip. 


, 5230423/gb|AAD40885.1|AF091713 1 l.Oe- 


•146 (AF091713) cellulose 




synthase catalytic subunit [Arabidopsis thaliana] 1 


Seq. No. 


O A 1 *3 "7 


beq. ID 




bene ln.o . 




Strand 




Start" 


1 




TOT 

/ z 1 


Name 


(jjyyuoz4 uo . uiu j . li^ .01 . ts 


Metnoa 


1 bLAb 1 X : boyoean 


Start 


295 


End 


721 


GI 


none 


Score 


277 


Exons 




coo coo 
DJO . . DO O , 


CQ1 *7 *") 1 CQC 11 Q 

obi. . /z 1, ooo. . /ly 


Seq. No. 


z4 I J / 


beq. ID 


ojyyuoz4 ud.uiuj.ciz 


Gene No. 




Strand 


+ 


o car u 


1 


End 


"7 O 1 

/ z 1 


Name 


ojyyuoz4 uo . uiuj . ciz . 01 . tc 


Metnoa . 


tblastx : Cress 


Start 


295 


End 


721 


GI 


none 


Score 


246 


Exons 


zyo..4oo, zy/..4oi, jo / . . duo, 


COQ CQQ 

OOO . .DOO, 


col ' 701 CQC *71Q 

joi. . / z 1 , 000 . . / 1 y , 




COT *7 O 1 






Seq. No. 


Oyl 1 Q7 

/ 


beq. ID 




Gene No. 




Strand 


+ 


Q+- a y -|- 


1 


End 


/Zl . 


Name 


OJ990524 05 . 0103 . C12 .ol . tm 


Method 


TBLASTX: Maize 


Start 


295 


End 


721 


GI 


none 


Score 


287 


Exons 


295. .465, 300. .464, 538. .588, 


542. .586, 


543. .608, 581. .721, 




585. .719, 587. .721 






Seq. No. 


' 24137 


Seq. ID 


OJ990524_05.0103.C12 


bene imo . 


50260 


Strand 


+ 


Start 


1 


End 


721 


Name 


OJ990524 05.0103.C12.ol.gs 


Method 


GENSCAN 


Start 


301 


End 


697 


GI 


none 


Score 


.47 


Exons 


301. .462, 544. .697 






Seq. No. 


24138 


Seq. ID 


OJ990524_05.0103.C15 


Gene No. 


50261 


Strand 




Start 


1 


End 


628 


Name 


OJ990524 05.0103.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


628 


GI 


4115373 


Score 


294 


Exons 


1. .628 







GI Descrip. (AC005967) putative receptor-like protein kinase [Arabidopsis 



24382 





thaliana] 






Seq. No. 


24138 




Seq. ID. 


Gene No . 






Strand 


Start 


1 




End 


Name 


OJ990524 05. 0103. CIS. ol 


.gs 


Method 


Start 


91 




End 


GI 


none 




Score 


Exons 


91. .535 






Seq. No. 


24138 




Seq. ID 


Gene No . 






Strand 


Start 


1 




End 


Name 


OJ990524 05.0103.C15.ol 


. ts 


Method 


Start 


142 




End 


GI 


none 




Score 


Exons 


142. .189, 181. .420, 182 


. .280, 


302. .415 


Seq. No. 


24138 




Seq. ID 


Gene No . 


OUZOl 




Strand 


Start 


1 




End 


Name 


OJ990524 05.0103.C15.ol 


. tm 


Method 


Start 


172 




End 


GI 


none 




Score 


Exons 


172. .426, 173. .415 






Seq. No. 


24138 




SeqV ID 


Gene No. 


50261 




Strand 


b tar l 


l 




Lnd 


Name 


OJ990524 05.0103.C15.ol 


. tc 


Method 


Start 


277 




End 


GI 


none 




Score . 


Exons 


277. .321, 277. .459, 299 


. .460, 


303. .470, 




496. .585, 497. .583, 508 


. .585 




Seq. No. 


24139 




Seq. ID 


Gene No. 






Strand 


Start ' 


266 




End 


Name 


OJ990524 05.0103.C16.ol 


.gs 


Method 


Start 


266 




End 


GI, 


none 




Score 


Exons 


266. .617, 697. .882 






Seq. No. 


24140 




Seq. ID 


Gene No. 


50263 




Strand 


q+- -a y-t- 


1 




End 


Name 


OJ990524 05.0103.C17.ol 


. np 


Method 


Start 


1 




End 


GI 


2980784 




Score 


Exons 


1. .733 






GI Descrip. 


(AL022198) puative protein [Arabidopsis 


Seq. No. 


24140 




Seq. ID?*: 


Gene No. 


50263 




Strand 


Start 


1 




End 


Name 


OJ990524 05.0103.C17.ol 


.gs 


Method 


Start 


63 




End 



628 

GENSCAN 

535 

.6 



628 

TBLASTX: Soybean 

420 

36 



628 

TBLASTX: Maize 

426 

141 



628 

TBLASTX: Cress 

585 

47 



882 

GENSCAN 

882 

.89 



+ 

733 

AAT/NAP 
733 
331 



+ 

733 

GENSCAN 
600 



24383 




GI 


none 




Score 


.64 


Exons 


63.. 600 








Seq. No. 


24140 




Seq. ID 


OJ990524_05.0103.C17 


Gene No . 


DVZ b J 




Strand 


+ 


Start 


1 




End 


733 


Name 


OJ990524 05.0103.C17 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


384 




End 


691 


GI 


none 




Score 


195- 


Exons 


384. .455, 477. .689, 


488. .691 






Seq. No. 


24141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No. 


50264 




Strand 


+ 


Start 


1 




End 


456 


Name 


OJ990524 05.0103.C20 


.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


378 


GI 


30447 1.R1084 




Score 


514 


Exons 


1..170, 276.-378 








GI Descrip. 


»4886756/gb|AAD32031 


.1IAF088917 1 l.Oe 


-48 (AF088917) cellul 




synthase catalytic subunit [Arabidopsis thaliana] 1 


Seq. No. 


24 141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No. 


50264 




Strand 


+ 


Start 


1 




End 


456 


Name 


. OJ990524 05.0103.C20 


.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


456 


GI 


4886756 




Score 


367 


Exons 


1..170, 276. .456 








GI Descrip. 


(AF088917) cellulose 


synthase 


catalytic subunit [Arabidopsi 




thaliana] ■ 








Seq. No. 


24141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No . 


50265 




Strand 




Start 


40 




End 


391 


Name 


OJ990524 05.0103.C20 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


1 • 




End 


172 


GI 


none 




Score 


271 


Exons 


1. .144, 2. .172 








Seq. No. 


24141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No . 


50265 




Strand 




Start 


40 




End " 


391 


Name 


OJ990524 05.0103.C20 


.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 




End 


172 


GI 


none 




Score 


295 


Exons 


1. .144, 2. .172 








Seq. No. 


24141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No . 


50265 




Strand 




Start 


40 




End 


391 


Name 


OJ990524 05.0103.C20 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


296 


GI 


none 




Score 


277 


Exons 


2. .172, 4. .144, 273.. 


296 






Seq. No. 


24141 




Seq. ID 


OJ990524_05.0103.C20 


Gene No. 


50265 




Strand 





24384 




Start 


40 




End 


391 




Name 


OJ990524 05.0103.C20.ol 


. gs 


Method 


GENSCAN 




Start 


40 


End 


391 




GI 


none 




Score 


.79 




Exons 


40.. 96, 189.. 391 










Seq. No. 


24142 




Seq. ID 


OJ990524 


_05.0103.C21 


Gene No. 


50266 




Strand 






Start 


*3 O T 




End 


716 




Name 


OJ990524 05.0103.C21.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


307 




End 


716 




GI 


none 




Score 


236 




Exons 


307. .663, 315. .662, 390 


. .590, 


393. .647 


, 438. .557, 447. .716, 




510. .620, 576. .647 










Seq. No. 


24142 




Seq. ID 


OJ990524 


_05.0103:C21 


Gene No . 


C f\ o c c 

50266 




Strand 


- 




Start 


327 




End 


716 ■ 




Name 


OJ990524 05.0103.C21.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


309 




End 






GI 


none 




Score 


81 




Exons 


309.. 653, 393.. 512, 459 


. .572, 


466. .642 






Seq. No. 


24142 




Seq.; ID 


OJ990524 


_05.0103.C21 


Gene No . 


c r\ o m £ 

50266 




Str'and 


- 




Start 


327 




End 


716 




Name 


OJ990524 05.0103.C21.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


318 




End 


663 




GI 


none 




Score 


97 




Exons 


318. .662, 319. .663, 387 


. .584, 


393. .641 






Seq. No. 


24142 




Seq. ID 


OJ990524 


_05.0103.C21 


Gene No. 


c a o c a 
DUZDD 




Strand 






Start 


327 




End 


716 




Name 


OJ990524 05.0103.C21.ol 


. gs 


Method 


GENSCAN 




Start 


327 




End 


659 




GI 


none 




Score 


.79 




Exons 


327. .659 










Seq. No. 


24143 




Seq. ID 


OJ990524 


_05.0103.C23 


Gene No. 


50267 




Strand" 


* + 




Start 


cnno 

ooyy 




End;*- 7 


9296 




Name 


OJ990524 05.0103.C23.o2 


.gs 


Method 


GENSCAN 




Start 


5098 




End 


9296 




GI 


none 




Score 


.45 




Exons 


5098. .5175, 5331. .5498, 


6008. 


.6212, 6288. .6427, 


6680. . 6869, 




7038.. 7138, 9036.. 9296 










Seq. No. 


24143 




Seq. ID 


OJ990524 


_05.0103.C23 


Gene No. 


50268 




Strand 






Start 


1 




End 


3828 




Name 


OJ990524 05.0103.C23.'ol 


np 


Method 


AAT/NAP 




Start 


1 




End • 


1747 




GI 


6539580 




Score 


405 




Exons 


1..-131, 871.. 1018, 1113 


.1747 








GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 





24385 



Seq. No. 24143 

Gene No. 50268 

Start 1 

Name OJ990524_05 . 0103.C23.ol .gs 

Start 118 

GI none 
Exons 



Seq. ID OJ990524_05.0103.C23 
Strand 

End 3828 

Method GENSCAN 

End 3828 

Score .78 



118. .387, 875. .1018, 1327. .1618, 1667. .1785, 1924. .1968, 
2068. .2249, 2793. .2874, 3626. .3741, 3819. .3828 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24144 Seq. ID 

50269 Strand 

1295 End 

OJ990524_05.0103.C24 .ol.np Method 

1295 End 

3894387 Score 



OJ990524_05.0103.C24 
+ 

3152 
AAT/NAP 
3152 
602 



1295.. 1372, 1439.. 2338, 2438.. 3152 
(AF053995) Hcr2-0B [Lycopersicon esculentum] 



24144 Seq. ID 

50269 Strand 

1295 End 
OJ990524_05.0103.C24 .ol.gs Method 

12 98 End 

none Score 
1298.. 2919 



OJ990524_05.0103.C24 
+ 

3152 
GENSCAN 
2919 
.59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24144 
50269 
1295 

OJ990524_05, 

1526 

none 

1526. .2068, 
1589. .1984, 
1735. .1920, 
2099. .2140, 
2486. .2731, 
2498. .2731, 
2783. .2893, 
2783. .2893, 



0103.C24.ol.tc 



1574.. 2068, 1574. 

1589.. 2059, 1589. 

1759.. 2013, 1796. 

2174.. 2215, 2186. 

2486. .2821, 2486. 

2498.. 2731, 2570. 

2783..2893, 2783. 

2783.-2893, 2783. 



Seq. ID OJ990524_05.0103.C24 

Strand + 

End 3152 

Method TBLASTX : Cress 

End 2 932 

Score 334 
.1768, 1580. .2068, 1589. 
.1789, 1721. .2059, 1724. 
.1987, 2075. .2140, 2075. .2134, 
.2293, 2486. .2731, 2486. .2731, 
,2731, 2489. .2734, 2489. 
,2731, 2715. .2771, 2780. 
,2932, 2783. .2893, 2783.. 2920, 
,2893, 2809. .2892 



.1924, 
,2077, 



.2680, 
.2902, 



Seq. No. ' 24144 
Gene No. " 50269 
Start 1295 

Name OJ990524_05 . 0103.C24 .ol .tm 

Start 1565 
GI none 

Exons 1565.. 1822, 1574.. 2068, 1574. 

1589. .2038, 1606. .1782, 1721. 
1831.. 1995, 2177.. 2293, 2486. 
2716.. 2892, 2780.. 2911, 2783. 



Seq. ID OJ990524_05.0103.C24 

Strand + 

End 3152 

Method TBLASTX : Mai ze 

End 2911 

Score 149 

.1681, 1580. .2074, 1589. .2062, 
.2059, 1744. .1986, 1822. .1941, 
.2731, 2486. .2731, 2498. .2725, 
.2872, 2783. .2893, 2783. .2893 



Seq. No. 24144 

Gene No. 50269 

Start 1295 

Name OJ990524JD5 . 0103. C24 .ol. ts 

Start 1574 



Seq. ID OJ990524_05.0103.C24 

Strand + 

End 3152 

Method TBLASTX : Soybean 

End 2920 



24386 



GI 

Exons 



none Score 289 

1574.. 2.068, 1574.. 1912, 1589.. 2062, 1589.. 2056, 1589.. 2059, 

1597. .1920, 1606. .1698, 1660. .1914, 1729. .1923, 1759. .2058, 

1819. .2061, 2174. .2293, 2174. .2293, 2486. .2731, 2486.-2827, 

2498. .2731, 2783. .2890, 2783. .2920, 2783. .2893, 2783.-2893 



Seq. No. 24144 

Gene No. 50269 

Start 1295 

Name OJ990524_05 . 0103 . C24 . ol . tw 

Start 1579 

GI none 
Exons 



Seq. ID OJ990524_05.0103.C24 



Strand 
End 

Method 

End 

Score 



+ 

3152 

TBLASTX: Wheat 

2890 

199 



1579. .1905, 1580. .1900, 1661. .1972, 1718. .2044, 1823. .1924, 
1825. .1992, 1877. .2056, 2099. .2134, 2174. .2293, 2498. .2731, 
2561.. 2731, 2780.. 2890 



OJ990524 05.0103.C25 



Seq. No. 24145 Seq. ID 

Gene No. 50270 Strand 

Start 1 End 459 

Name OJ990524_05 . 0103 . C25 . ol . np Method AAT/NAP 

Start 1 End 459 

GI 5725435 J Score 175 

Exons 1..459 

GI Descrip. (AL109787) putative protein [Arabidopsis thaliana] 



Seq. No. 24145 Seq. ID 

Gene No. ' 50270 Strand 

Start 1 End 

Name OJ990524_05 . 0103 . C25 . ol . tm Method 

Start 145 End 

GI none Score 

Exons 145. .261, 146. .259, 235. .459, 324. .458 



OJ990524_05.0103.C25 
459 

TBLASTX: Maize 

459 

103 



Seq. No. 24146 Seq. ID 

Gene No. 50271 Strand 

Start 351 End 

Name OJ990524_05 . 0103 . C26 . ol . gs Method 

Start 351 End 

GI none • Score 

Exons 351.. 447 



OJ990524_05.0103.C26 
+ 

447 

GENS CAN 

447 

.4 



Seq. No. 24147 Seq. ID 

Gene No. 50272 Strand 

Start 774 N End 

Name OJ990524_05 . 0103 . C28 . ol . gs Method 

Start 774 End 

GI none Score 

Exons 774.. 857, 1285.. 1443 



OJ990524_05.0103.C28 

1499 
GENS CAN 
1443 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24147 Seq. ID 

50272 Strand 

774 End 
OJ990524_05.0103.C28.ol.tm Method 

1282 End 

none Score 

1282. .1497, 1283. .1498, 1401. .1499 



OJ990524_05.0103.C28 
1499 

TBLASTX: Maize 

1499 

245 



24387 



Seq. No. 24148 Seq. ID OJ990524_05 . 0103 . C29 

Gene No. 50273 Strand 

Start 1 End 377 

Name OJ990524JD5 . 0103 .C29.ol .np Method AAT/NAP 

Start 1 End 329 

GI 6469032 Score 182 

Exons 1..137, 171.. 329 

GI Descrip. (AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 
batatas] 



Seq. No. 24148 Seq. ID 

Gene No. 50273 Strand 

Start 1 End 

Name OJ990524_05 . 0103 . C29 . o2 . tm Method 

Start 3 End 

GI none Score 

Exons 3. .89, 189. .314, 190. .258, 324. .356 



OJ990524_05.0103.C29 
377 

TBLASTX: Maize 

356 

92 



Seq. No. 24148 Seq. ID 

Gene No. 50273 Strand 

Start' 1. End 

Name OJ990524_05 . 0103 . C29 . ol . gp Method 

Start 43 End 

GI none Score 

r - Exons 4,3 .. 377 



OJ990524_05.0103.C29 
377 

AAT/GAP 

377 

639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24148 
50274 
1977 

OJ990524 

1977 

none 



05.0103.C29.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_05.0103.C29 
2235 

TBLASTX: Maize 

2235 

77 



1977. .2078, 2073. .2234, 2094. .2228, 2098. .2235 



Seq. No. 24148 Seq. ID 

Gene No. 50275 Strand 

Start 234 6 End 

Name OJ990524_05 . 0103 . C29 . ol . tw Method 

Start 2346 End 

GI none Score 

Exons 2346.-2633, 2346.. 2714 



OJ990524_05.0103.C29 
2910 

TBLASTX: Wheat 

2714 

114 



Seq. No. 24148 

Gene No. 50275 

Start 2346 

Name OJ990524_05 . 0103 . C29 . ol . tm 

Start 2439 

GI none 

Exons 2439.. 2516, 2443.. 2490, 2451, 
2550. .2672, 2722. .2910 



Seq. ID OJ990524_05.0103.C29 
Strand 

End 2910 

Method TBLASTX : Mai ze 

End 2910 

Score 65 

.2525, 2538.. 2909, 2542.. 2577, 



Seq. No. 24149 

Gene No. 50276 

Start 527 

Name OJ990524_05 . 0103 . C30 . ol . gs 

Start 527 

GI none 



Seq. ID OJ990524_05.0103.C30 

Strand + 

End 699 

Method GENSCAN 

End 699 

Score .89 



24388 



Exons 



527. .699 



Seq. No. 24149 Seq. ID 

Gene No. 50277 Strand 

Start 1780 End 

Name OJ990524_05 . 0103 . C30 . o2 . gs Method 

Start 1780 End 

GI none Score 

Exons 1780.. 1943 



OJ990524_05.0103.C30 

1943 
GENSCAN 
1943 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24150 Seq. ID 

50278 Strand 

1724 End 
OJ990524_05 . 0103 . C32 . o2 . gs Method 

1724 End 

none Score 

1724.. 1934, 2220.. 2538, 2709.. 2823 



OJ990524_05.0103.C32 

2823 
GENSCAN 
2823 
.45 



24151 Seq. ID OJ990524_05 . 0103 . C33 

50279 Strand + 

350 End 3206 

OJ990524_05. 0103 . C33 . ol . np ' Method AAT/NAP 

350 End 3206 

5295951 Score 178 

350. .572, 3185. .3206 

(AB026295) Similar to kerpesvirus papio BRRF2 homolog gene, 
partial cds. (U23857) [Oryza sativa] 



24151 Seq. ID 

50279 Strand 
350 End 
OJ990524_05 . 0103 . C33 . ol . gp Method 
1577 End 
1339_1.R1084 Score 
1577. .1843 

'5295936/dbj | AB026295 . 2 | AB026295 2.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



OJ990524_05.0103.C33 
+ 

3206 
AAT/GAP 
1843 
402 



24152 Seq. ID 

50280 Strand 

2582 End 
OJ990524_05. 0103.C34 .ol.gs Method 

2582 End 

none Score 
2582. .2716 



OJ990524_05.0103.C34 
+ 

2716 
GENSCAN 
2716 
.53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



24153 Seq. ID 

50281 Strand 

1 End 
OJ990524_05 . 0103 . C36 . ol . np Method 

1 End 

6721547 Score 
1..52, 275.. 368 



OJ990524_05.0103.C36 
368 

AAT/NAP 

368 

69 



(AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



24153 
50282 



Seq. ID 
Strand 



OJ990524 05.0103.C36 



24389 



Start 
Name 
Start 
GI 

Exons 



3013 End 3368 

OJ990524_05.0103.C36.ol.gp Method AAT/GAP 

3013 End 3368 

4714104 Score 665 
3013. .3368 



Seq. No. 24154 

Gene No. 50283 

Start 323 

Name OJ990524_05 . 0103 . C37 .ol . gs 

Start 323 

GI none 
Exons 



Seq. ID OJ990524_05.0103.C37 
Strand + 
End 5962 
Method GENSCAN 
End 5962 
Score .85 

323.-466, 1067. .1223, 1434. .1748, 1817. .2120, 2226. .2461, 
2557. .2653, 2745. .2871, 2958. .3603, 3660. .3923, 4006. .4218, 
4371. .4548, 4640. .4836, 4918. .5271, 5375. .5962 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



24154 Seq. ID 

50283 Strand 

323 End 

OJ990524_05 . 0103 . C37 . o2 . gp Method 

1764 End 

30447_1.R1084 Score 
1764. .2120, 2226.-2328 

M886756/gb|AAD32031.1|AF088917_l 1.0e-48 (AF088917) cellulose 

synthase catalytic subunit [Arabidopsis thaliaria] 1 



OJ990524_05.0103.C37 
+ 

5962 
AAT/GAP 
2328 
876 



24154 
50283 
323 

OJ990524_05.0103.C37.ol.np 
1850 
5230423 
1850. .2120, 
2958. .3570, 
4918. .5271, 
(AF091713) 
thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2344. .2455, 
4006. .4218, 



2226. .2313, 
3660. .3923, 
5375. .5959 
cellulose synthase catalytic subunit 



OJ990524_ 
+ 

5962 
AAT/NAP 
5959 
4283 
2563. .2659, 
4341. .4548, 



05.0103.C37 



2772. 
4640. 



,2871, 
,4836, 



[Arabidopsis 



Seq. No. 24154 

Gene No. 50283 

Start 323 

Name OJ990524_05 . 0103 .C37 . o3 . gp 

Start 3501 

GI 2427745 

Exons 3501.. 3570, 3660.. 3923, 4006 
GI Descrip. 



Seq. ID OJ990524_05.0103.C37 
Strand + 
End 5962 
Method AAT/GAP 
End 4057 
Score 677 
4057 

2827139 3.0e-46 (AF027172) cellulose synthase catalytic subunit 
[Arabidopsis thaliana] >gi_404 9343_emb_CAA22568 . 1_ (AL034567) 
cellulose synthase catalytic subunit (RSW1) [Arabidopsis 
thaliana] 



Seq. No. 24154 

Gene No. 50283 

Start 323 

Name OJ990524_05. 0103.C37.o4 .qp 

Start 4355 

GI 14908_2.R1084 
Exons 



Seq. ID OJ990524_05.0103.C37 



Strand 
End 

Method 

End 

Score 



+ 

"5962 
AAT/GAP 
5531 
1728 



4355. .4548, 4640. .4836, 4918. .5271, 5375. .5531 



24390 



GI Descrip. » 5230423/gb | AAD40885 . 1 | AF091713_1 1.0e-146 (AF091713) cellulose 
synthase catalytic subunit [Arabidopsis thaliana] ' 



Seq. No. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50284 






Strand 


- 


Start 


1 






End 


114 


Name 


OJ990524 05.0103 


.C37.ol 


.gp 


Method 


AAT/GAP 


Start 


1 






End 


114 


GI 


4714104 






Score 


190 


Exons 


1. .114 










beq. no. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50285 






Strand 




Start 


5528 






End 


6167 


Name 


OJ990524 05.0103 


.C37.o5 


.gp 


Method 


AAT/GAP 


Start 


5528 






End 


6167 


GI 


14908 3.R1084 






Score 


1106 


Exons 


5528. .6167 










GI Descrip. 


, 4886756/gb|AAD32031.1|AF088917 1 1 . Oe 


-52 (AF088917) cellulose 




synthase catalytic subunit [Arabidopsis thaliana] 1 


Seq. No. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50286 






Strand 




Start. 


7038 






End 


7494 


Name 


OJ990524_05.0103 


.C37.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


1846 






End 


2425 


GI 


none 






Score 


445 


Exons 


1846. . 2094, 1850 


. .2122, 


2225. 


.2293, 2339.. 2425 


Seq. No. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50286 






Strand 




Start 


7038 






End 


7494 


Name 


OJ990524 05.0103 


C37.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1849 ■ 






End 


2246 


GI 


none 






Score 


84 


Exons 


1849.. 1899, 1850 


.1900, 


1912. 


.2094, 1913.. 2122, 2223.. 2246, 




2225. .2245 










Seq. No. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50286 






Strand 




Start 


7038 






End 


7494 


Name 


OJ990524 05.0103 


C37.ol 


tc 


Method 


TBLASTX: Cress ' 


Start 


1850 






End 


5920 


GI ■ 


none 






Score 


71 


Exons 


1850.. 1930, 1928. 


.2122, 


1939. 


.2094, 2773.. 2817, 2937.. 3188, 




2962.. 3570, 3130. 


.3489, 


3324. 


.3569, 3657.. 3929, 3657.. 3800, 




3659.. 3928, 4005. 


.4037, 


4006. 


.4224, 4030.. 4158, 4098.. 4223, 




4340. .4414, 4341. 


.4454, 


4446. 


.4481, 4473. .4514, 4651. .4839, 




4671.. 4835, 4905. 


.5132, 


4915. 


.5142, 5139.. 5276, 5140.. 5310, 




5360.. 5605, 5374. 


.5595, 


5573. 


.5920, 5635.. 5919 


Seq. No. 


24154 






Seq. ID 


OJ990524_05.0103.C37 


Gene No. 


50286 






Strand 




Start 


7038 






End 


7494 


Name 


OJ990524 05.0103. 


C37.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2940 






End 


6098 


GI 


none 






Score 


233 



24391 



Exons 


_ y4i u . . jloo, 


_ yt>y 


. . J105, 


3136 . 


.3570, 3136.. 3489, 


3324 . . 3569, 




3441. .3578, 


3539 


. .3574, 


3638. 


.3928, 3657.. 3929, 


4002. .4142, 




4005. .4040, 


4006 


. .4224, 


4006. 


.4161, 4095.. 4223, 


4338. .4466, 




4341. .4547, 


4457 


. .4513, 


4638. 


.4838, 4639. .4839, 


4912. .5133, 




4915. .5004, 


4917 


. .5132, 


5139. 


.5276, 5140.. 5325, 


5360. .5614, 




5374. .5679, 


5603 


. .5962, 


5638. 


.5964, 5892.. 5978, 


6066. .6098 


Seq. No. 


24154 








Seq. ID 


OJ990524 


_05.0103.C37 


Gene No. 


50286 








Strand 






Start 


7038 








End 


7494 




Name 


OJ990524 05 


.0103 


.C37.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3085 








End 


5962 




none 








Score 


702 




Exons 


3085. .3570, 


3087 


. .3188, 


3259. 


.3399, 3324.. 3569, 


3657. .3929, 




3657. .3800, 


3659 


. .3928, 


4006. 


.4224, 4006. .4161, 


4095. .4223, 




4340. .4414, 


4341 


. .4433, 


4629. 


.4835, 4630. .4839, 


4905. .5135, 




4915. .5133, 


5137 


. .5325, 


5169. 


.5276, 5354.. 5614, 


5374. .5595, 




5603. .5962, 


5638 


. .5958 










Seq. No. 


24154 








Seq. ID 


OJ990524 


_05.0103.C37 


Gene No. 


50286 








Strand 






btart 


/(Job 








End 


7494 




Name 


OJ990524 05 


.0103 


.C37.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


3421 








End 


3920 




GI 


none 








Score 


239 




Exons 


3421. .3570, 


3441 


. .3584, 


3444. 


.3569, 3657.. 3920, 


3657. .3800, 




3659. .3919 














Seq. No. 


24154 








Seq. ID 


OJ990524 


_05.0103.C37 


Gene No. 


50286 








Strand 






btart 


n r\ *3 0 








End 


7494 




Name 


OJ990524 05 


.0103 


,C37.o3 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4006 








End 


4394 




GI 


none 








Score 


150 




Exons 


4006. .4116, 


4006, 


.4116, 


4107. 


.4229, 4126. .4224, 


4341. .4394, 




4343. .4393 














Seq. No. 


24154 








Seq. ID 


* OJ990524 


_05.0103.C37 


Gene No . 


jUzoo 








Strand 






Start 


7038 








End 


7494 




Name 


OJ990524 05 


0103. 


C37.o4 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


5139 








End 


5430 




GI 


none 








Score 


214 




Exons 


5139. .5276, 


5140. 


.5325, 


5374. 


.5430 






Seq. No. 


24154 








Seq. ID 


OJ990524_ 


_05.0103.C37 


Gene No . 


OUZO 0 








Strand 






Start 


7038 








End 


7494 




Name 


OJ990524 05. 


0103. 


C37.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5431 ^ 








End 


5842 




GI 


none 








Score 


277 




Exons 


5431. .5595, 


5432. 


.5614, 


5603. 


5842, 5638.. 5841 




Seq. No. 


24154 








Seq. ID 


OJ990524_ 


_05.0103.C37 


Gene No. 


50286 








Strand 






Start 


7038 








End 


7494 




Name 


OJ990524 05. 


0103. 


C37.o2. 


gs 


Method 


GENSCAN 





24392 



Start 
GI 

Exons 



7038 
none 

7038. .7115, 7387. .7494 



End 
Score 



7494 
.49 



Seq. No. 
Gene No. 
Start 
•Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24155 
50287 
1 

OJ990524 
1 

5725435 



05.0103.C38.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_05.0103.C38 

2550 
AAT/NAP 
2550 
265 



1..85, 266. .360, 471. .587, 1262. .1381, 1784. .2550 
(AL109787) putative protein [Arabidopsis thaliana] 



24155 
50287 
1 

OJ990524_05.0103.C38.ol.tm 

265 

none 



Seq. ID OJ990524_05.0103.C38 
Strand 

End 2550 

Method TBLASTX : Maize 

End 2444 

Score 99 



265.-363, 268. .372, 470. .568, 471.. 590, 472 .. 588 , "1256 .. 1384 , 
1263.. 1379, 1264.. 1383, 1784.. 1933, 1784.. 1975, 1785.. 2156, 
1797. .2156, 1798. .2157, 2138. .2317, 2172. .2318, 2176. .2328, 
2266. .2358, 2266. .2364, 2270. .2443, 2273.-2443, 2273. .2323, 
2274. .2444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24155 
50287 
1 

OJ990524_05.0103.C38.ol.gs 

271 

none 



Seq. ID OJ990524_05.0103.C38 
Strand 

End 2550 

Method GENSCAN 

End 2389 

Score . 96 



271. .360, 471. .587, 1262. .1381, 1784. .2389 



24156 
50288 
1 

OJ990524_05.0103.C42.ol.np 
1 

5725435 
1..829 

(AL109787) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990524_05.0103.C42 
Strand 

End 82 9 

Method AAT/NAP 

End 829 

Score 266 



2'4T56 
50288 
1 

OJ990524_05.0103.C42.o2.tm 
63 

none 



Seq. ID OJ990524_05.0103.C42 
Strand 

End 829 

Method TBLASTX :Maize 

End 274 

Score 58 



63. .155, 64. .165, 64. .165, 103. .195, 103. .201, 108. .272, 
110. .274, 110. .160, 111. .161, 111. .272 



24156 
50288 
1 

OJ990524_05.0103.C42.ol.tm 

275 

none 



Seq. ID OJ990524_05.0103.C42 
Strand 

End 829 

Method TBLASTX : Mai ze 

End 675 

Score 101 



24393 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



275. .376, 276. .374, 386. .535, 387. .605, 387. .641, 391. .675, 
418. .654, 600. .650 



24157 
50289 
185 

OJ990524_05.0103.C43.ol.gs 
185 . 
none 
185. .238 



Seq. ID OJ990524_05.0103.C43 
Strand 

End 238 

Method GENSCAN 

End 238 

Score .89 



Seq. No. 24158 

Gene No. 50290 

Start 137 

Name OJ990524_05 . 0103 . C44 . ol . gs 

Start 137 

GI none 

Exons 137.. 209 



Seq. ID OJ990524_05.0103.C44 
Strand 

End 209 

Method GENSCAN 

End 209 

Score .76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
-Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



24159 
50291 
1 

OJ990524_05.0103.C4 5.ol.np 
1 

6539581 

1. .30, '213. .1409 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sa'tiva] 



>Seq. ID OJ990524_05.0103.C45 
Strand 

End 1409 

Method AAT/NAP 

End 1409 

Score 788 



24159 
50291 
1 

OJ990524_05.0103.C45.ol.tm 

792 

none 



Seq. ID OJ990524_05.0103.C45 
Strand 

End 1409 

Method TBLASTX : Mai ze 

End 1389 

Score 4 9 



792.. 1100, 1160.. 1327, 1330.. 1389 



24159 
50291 
1 

OJ990524_05.0103.C45.ol.tw 

879 

none 



Seq. ID OJ990524_05.0103.C45 
Strand 

End 1409 

Method TBLASTX : Wheat 

End 1292 

Score 66 



379. .1079, 1160.. 1291, 1173. .1292 



24159 
50291 
1 

OJ990524_05.0103.C45.ol.ts 

882 

none 



882. .1079, 1163. .1327, 1176. .1328, 1336 



Seq. ID OJ990524_05.0103.C45 
Strand 

End 1409 

Method TBLASTX : Soybean 

End 1386 

Score 73 

1386 



24160 
50292 
1 

OJ990524_05.0103.C4 6.ol.np 



Seq. ID OJ990524_05.0103.C46 
Strand 

End 1909 

Method AAT/NAP 



24394 




Start 1 End 14 66 

GI 6539581 Score 701 

Exons 1..744, 850. . 941, . 981 1466 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


24160 






Seq. ID 


OJ990524__05.0103.C4 6 


Gene. No. 


50292 






Strand 


- 


Start 


1 






End 


1909 


Name 




ns m rn ca& 


. o 1 • t w 


Mot - H f^H 




Start 


98 






End 


299 


GI 


none 






Score 


92 


Exons 


98. .298, 


123. .299 








Seq. No. 


24160 






Seq. ID 


OJ990524_05.0103.C46 


Gene No. 


50292 






Strand 


- 


Start 


1 






End 


1909 


Name 






•OX . Lb 






Start 


110 






End 


468 


GI 


none 






Score 


112 


Exons 


110. .418, 


183. .380, 


415. .468 






Seq. No. 


24160 






Seq. ID 


OJ990524_05.0103.C46 


Gene No. 


50292 






Strand 


- 


Start 


1 






End 


1909 


Name 


Pi TQQfl ^0 A 

uo y y u oz ft 


Uj. UIUj . O 


.ol. tm 


Method 


TRT ZiQTY • Ma i ye* 


Start 


149 






End 


528 


GI 


none 






Score 


127 


Exons 


149. .433, 


149. .418, 


415. .528 






Seq. No. 


24160 






Seq. ID 


OJ990524_05.0103.C46 


Gene No. 


50292 






Strand 


- 


Start 


1 






End 


1909 


Name 


n TQQfl R 9 A 




.ol.gs 


Method 


O Hi LN O ^.rtiN 


Start 


301 






End 


1909 


GI 


none 






Score 


.68 


Exons 


301. .360, 


390. .1674, 


1838. .1909 




Seq. No. 


24160 






Seq. ID 


OJ990524_05.0103.C46 


Gene No. 


50292 






Strand 


- 


Start 


1 






End 


1909 


Name 


OJ990524 


05.0103.C46 


.o2.tm 


Method 


TBLASTX: Maize ' 


Start 


532 






End 


750 


GI 


none 






Score 


83 


Exons 


532. .750, 


535. .750 








Seq. No. 


24161 






Seq. ID 


OJ990524_05.0103.C49 


Gene No . 


50293 






Strand 




Start 


964 






End 


.3780 


Name 


OJ990524 


05.0103.C49 


. ol . gs 


Method 


GENSCAN 


Start 


964 






End 


2936 


GI * 


none 






■■ Score 


.63 


Exons' 


964. .1177," 1308. .140 


8," 1520^ . 


1651, 1951.. 2117, 2747.. 2936 


Seq. No. 


24161 






Seq. ID 


OJ990524_05.0103.C4 9 


Gene No. 


50293 






Strand 




Start 


964 






End 


3780 



24395 



Name 


OJ990524 05.0103. C49.ol.np 


Method 


AAT/NAP 




Start 


1517 


End 


3780 




GI 


6539580 


Score 


110 




Exons 


1517.. 1651, 1749. .1795, 3668 


. .3780 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24162 


Seq. ID 


OJ990524_05.0103. 


C50 


Gene No. 


50294 


Strand 






Start 


942 


End 


1503 




Name 


OJ990524 05.0103.C50.ol.gs 


Method 


GENSCAN 




Start 


942 


End 


1503 




GI 


none 


Score 


.96 




Exons 


942. .1076, 1207. .1302, 1396. 


. 1503 






Seq. No. 


24163 


Seq. ID 


OJ990524_05.0103. 


C51 


Gene No. 


50295 


Strand 






Start 


503 


End 


856 




Name 


OJ990524 05.0103.C51.ol .gs 


Method 


GENSCAN 




Start 


503 


End 


856 




GI 


none 


Score 


.44 




Exons 


503. .856 








Seq. No. 


24164 


Seq. ID 


OJ990524_05.0103. 


C53 


Gene No. 


50296 


Strand 






o tall. 


733 


End 


3220 




Name 


OJ990524 05.0103.C53.ol.np 


Method 


AAT/NAP 




Start 


733 


End 


3220 




GI 


6453870 


Score 


471 




Exons 


733. .918, 1458. .1553, 1657.. 


1916, 2844 


. .3220 




GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


24164 


Seq. ID 


OJ990524_05.0103. 


C53 


Gene No. 


50296 


Strand 






Start 


733 


End 


3220 




Name 


OJ990524 05.0103.C53.ol.gs 


Method 


GENSCAN 




Start 


745 


End 


3195 




GI 


none 


Score 


. 69 




Exons 


745. .918, .1455. .1553, 1657.. 


1712, 1776 


..1916, 2844. .3195 


Seq. No. 


24164 


Seq. ID 


OJ990524_05.0103. 


C53 


Gene No. 


50297 


Strand 






Start 


4370 


End 


7258 




Name 


OJ990524 05.0103.C53.ol.tm 


Method 


TBLASTX: Maize 




Start 


1635 


End 


1789 




GI 


none 


Score 


157 




Exons 


1635. .1781, 1640. .1789, 1640 


..1783, 1654. .1788 




Seq. No. 


24164 


Seq. ID 


OJ990524_05.0103. 


C53 


Gene No. 


50297 


Strand 






Start 


4370 


End 


7258 




Name 


OJ990524 05.0103.C53.o2.gs 


Method 


GENSCAN 




-Start 


4370 .• - . • 


End 


7258, ' 




GI 


none- ' " 


Score 


.97 




Exons 


4370.. 7258 








Seq. No. 


24164 


Seq. ID 


OJ990524_05.0103. 


C53 


Gene No. 


50297 


Strand 







24396 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4370 End 

OJ990524_05 . 0103 . C53 . o2 . tm Method 

4385 End 

none Score 



7258 

TBLASTX: Maize 

6394 

51 



4385. .4903, 4388. .4897, 4484. .4894, 4589. .4897, 4667. .4813, 
4898. .5137, 5753. .6259, 5852. .6256, 5951. .6223, 6281. .6394 



24164 
50297 
4370 

OJ990524_05.0103.C53.o2.np 
4388 
2980784 
4388. .6819 

(AL022198) puative protein [Arabidopsis thaliana] 



Seq. ID OJ990524_05.0103.C53 
Strand 

End 7258 

Method AAT/NAP 

End 6819 

Score 2173 



24164 
50297 
4370 

OJ990524_05.0103.C53.ol.tc 

4460 

none 



Seq. ID OJ990524_05.0103.C53 
Strand 

End 7258 

Method TBLASTX : Cress 

End 6265 

Score 228 

4460. .4804, 4562. .4972, 4563. .4973, 4919. .5167, 5753. .6061, 
5822.. 6133, 5924.. 6265 



24164 
50297 
4370 

OJ990524_05.0103.C53.ol.ts 

4508 

none 



Seq. ID OJ990524_05.0103.C53 
Strand" 

End 7258 

Method TBLASTX : Soybean 

End 6571 

Score 82 



4508. .4678, 4673.-4888, 4745. .4933, 5753. .5950, 5822. .6049, 





5975.. 6478, 5979.-6467, 


6500. 


.6571 










Seq. No. 


24165 




Seq. ID 


OJ990524 


_05. 


0103, 


.C54 


Gene No. 


50298 




Strand 










Start 


723 




End. 


1119 








Name 


OJ990524 05.0103.C54.ol. 


gs 


Method 


GENSCAN 








Start 


723 


End 


1119 








GI 


none 




Score 


.81 








Exons 


723. . 928, 1023. .1119 














Seq. No. 


24166 




Seq. ID 


OJ990524_ 


_05. 


0103, 


■ C55 


Gene No. 


50299 




Strand 










Start 


280 




End 


1365 








Name 


OJ990524 05.0103.C55.ol. 


gs 


Method 


GENSCAN 








Start 


280 




End 


1247 








GI 


none 




Score 


.94 








Exons 


280. .698, 779. .1247 














Seq. No. 


24166 




Seq. ID. 


OJ990524_ 


_05. 


0103. 


C55 


Gene No. 


.50299 




Strand 










Start 


.280 




End 


""1365' . 








Name 


OJ990524 05.0103.C55.ol. 


np 


Method 


AAT/NAP 








Start 


295 




End 


1365 








GI 


4115373 




Score 


754 








Exons 


295. .698, 779. .1365 















24397 



GI Descrip. (AC005967) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 24166 

Gene No. 50299 

Start 280 

Name OJ990524_05 . 0103 . C55 . ol . ts . 

Start 490 

GI none 

Exons 490.. 699, 566.. 700, 780.. 824, 
1110. .1349, 1111. .1209, 1231. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
873. .1037, 
.1341 



OJ990524 05.0103.C55 



1365 

TBLASTX : Soybean 
1349 
108 

883. .1038, 1071, 



1118, 



Seq. No. 24166 Seq. ID 

Gene No. 50299 Strand 

Start 280 End 

Name OJ990524_05 . 0103 . C55 . ol . tc Method 

Start 613 End 

GI . none Score 

Exons 613.. 705, 870.. 1349 



OJ990524_05.0103.C55 
1365 

TBLASTX: Cress 

1349 

290 



Seq. No. 24166 

Gene No. 50299 

Start 280 

Name OJ990524_05.0103.C55.ol. tm 

Start 622 

GI none 
Exons 



Seq. ID OJ990524_05.0103.C55 
Strand 

End 1365 

Method TBLASTX: Maize 

End 1358 ' ' 

Score 70 



622. .699, 867. .1022, 1062. .1358, 1216.. 1302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24166 
50299 
280 

OJ990524_05.0103.C55.ol.tw 

867 

none 



Seq. ID OJ990524_05.0103.C55 
Strand 

End 1365 

Method TBLASTX : Wheat 

End 1187 

Score 62 



867. .1187, 909. .1037, 922. .1038 



Seq. No. 24167 - . Seq. ID OJ990524_04 . 0103 . CI 

Gene No. 5<JS00 * Strand + 

Start 1 ' End * 44 9 

Name OJ990524_04 . 0103 .CI .ol .np Method AAT/NAP 

Start 1 End 44 9 

GI 6815097 Score 171 

Exons 1..198, 367.. 449 

GI Descrip. (AP001081) Similar to putative copia polyprotein (AC006248) 
[Oryza sativa] 



Seq. No. 


24168 


Seq. ID 


OJ990524 


_04 


.0103 


.C2 


Gene No. 


50301 


Strand 


+ 








Start 


401 


End 


679 








Name 


OJ990524 04..0103.C2.ol.gs 


Method 


GENSCAN 








Start 


401 


End 


679 








GI 


; none 


Score 


.56 








Exons 


401. .679 












Seq. No. 


24168 


Seq. ID 


OJ990524 


_04 


.0103 


.C2 


Gene No. 


50302 


Strand 










Start 


1913 


End 


2062 









24398 



Name 


OJ990524 04 .0103.C2.o2. 


gs 


Method 


GENS CAN 


Start 


1913 




End 


2062 


GI 


none 




Score 


. 99 


Exons 


1913. .2062 








Seq. No. 


24169 




Seq. ID 


ojyyuoz4 u4.uiuo.c4 


Gene No. 


50303 




Strand 




Start 


1 




End 


397 


Name 


OJ990524 04.0103.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


397 


GI 


629693 




Score 


192 


Exons 


1. .397 








GI Descrip. 


probable integrase - common tobacco (fragment) 


gi I 530742 | emb | CAA56791 1 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


24169 




Seq. ID 


OJ990524 04.0103.C4 


fipne No . 


50304 




Strand 


_ 


Start 


344 




End 


562 


Name 


OJ990524 04.0103.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 






End 


352 


GI 


none 




Score 


61 


Exons 


65.-352, 66. .158 








Seq. No. 


24169 




Seq. ID 


OJ990524 04. 0103. C4 


fipnp No . 


50304 




Strand 




Start 


344 




End 


562 


Name 


OJ990524 04.0103.C4.ol. 


gs 


Method 


GENSCAN 


Starts - 


344 




End 


562 


GI 


none 




Score 


.43 


Exons 


344. .461, 510. .562 








Seq. No. 


24170 




Seq. ID 


OJ990524_04.0103.C5 


Gene No . 


50305 




Strand 


+ 


Start 


5743 




End 


7790 


Name 


OJ990524 04.0103.C5.o3. 


gs 


Method 


GENSCAN 


Start 


5743 




End 


7790 


GI 


none 




Score 


.42 


Exons 


5743. .5961, 6201. .6353, 


7731. 


.7790 




Seq. No. 


24170 




Seq. ID 


OJ990524_04.0103.C5 


Gene No. 


50306 




Strand 




Start;--.'.' 


1 




End 


4549 


Name 


OJ990524 04.0103.C5.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


4549 


GI 


4544372 




Score 


643 


Exons 


1..295, 358. .1258, 452"? 


. .4549 






GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. Now" ' • 


.24170 




Seq. ID 


OJ990524JD4 .0103.C5 


Gene No. 


50306 




Strand 




Start • 


1 




End 


4549 


Name 


OJ990524 04.0103.C5.ol. 


gs 


Method 


GENSCAN 


Start 


691 




End 


1973 


GI 


none 




Score 


. 47 


Exons 


691. .1061, 1667. .1973 









24399 



Seq. No. 24170 Seq. ID 

Gene No. 50306 Strand 

Start 1 End 

Name OJ990524_04 . 0103 . C5 . o2 . gs Method 

Start 2536 End 

GI none Score 

Exons 2536.. 2726, 3044.. 3134 



OJ990524_04.0103.C5 

4549 
GEN SCAN 
3134 
.93 



Seq. No. 24170 Seq. ID 

Gene No. 50307 Strand . 

Start 87 60 End 

Name OJ990524_04 . 0103 . C5 . ol . ts Method 

Start 209 End 

GI none Score 

Exons 209.. 358, 400.. 681 



OJ990524_04.0103.C5 
11033 

TBLASTX : Soybean 

681 

206 



Seq. No. 24170 

Gene No. 50307 

Start 8760 

Name OJ990524_04 . 0103 . C5 . ol . tm ■ 

Start 368 

GI none 

Exons 368.. 676, 370.. 828, 764.. 826 



Seq. ID OJ990524_04.0103.C5 
Strand 

End 11033 

Method TBLASTX : Maize 

End 828 

Score 157 



Seq. No. 24170. Seq. ID 

Gene No. 50307 Strand 

Start 8760 End 

Name OJ990524_04 . 0103 . C5 . ol . tw Method 

Start 696 v End 

GI none Score 

Exons 696.. 1031, 698.. 1042, 700.. 1035, 721.. 
1045.. 1101, 1058.". 1102 



OJ990524_04.0103.C5 
11033 

TBLASTX: Wheat 

1102 

160 

1050, 764. .1042, 



Seq. No. 


24170 








Seq. ID 


OJ990524_04.0103 


.C5 


Gene No. 


50307 








Strand 






Start 


' 8760 








End 


11033 




Name 


OJ990524 04 


.0103 


.C5.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


829 








End 


1047 




GI 


none 








Score 


214 




Exons 


829. .1047, 


830. . 


1042, £ 


71. .1047 






Seq. No. 


24170 








Seq. ID 


OJ990524_04.0103 


.C5 


Gene No. 


50307 








Strand 






Start 


8760 








End 


11033 




Name 


OJ990524 04 


.0103 


.C5.o4. 


gs 


Method 


GENSCAN 




Start 


8760 








End 


10694 




GI 


none 








Score 


. 61 




Exons 


8760. .9164, 


9599 


. .9811, 


10133 


. .10173,' 


10443. .10694 




Seq. No. 


24170 








Seq. ID 


OJ990524_04.0103 


.C5 


Gene No. 


50307 








Strand 






Start 


8760 








End . 


11033 




Name 


- ' OJ990524 04 


.0103 


.C5.o4. 


tm . 


Method 


TBLASTX: Maize 




Start 


8771 








End 


8964 




GI 


none" 








Score 


71 




Exons 


8771. .8887, 


8772 


. .8957, 


8772. 


.8960, 8773. .8964 





24400 



Seq. No. 


24170 


Seq. ID 


OJ990524_04 .0103.C5 


Gene No. 


c n "3 c\ n 


ot rano. 




Start 


8760 


End 


11033 


Name 


OJ990524 04.0103.C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


8847 


End 


9431 


GI 


none 


Score 


186 


Exons 


8847. .8963, 9078. .9431 






Seq. No. 


24170 


Seq. ID 


OJ990524_04.0103.C5 


Gene No. 


50307 


Strand 




Start 


8760 


End 


11033 


Name 


OJ990524 04.0103.C5.o2.np 


Method 


AAT/NAP 


Start 


8922 


End 


11033 


GI 


6815097 


Score 


1814 • 


Exons 


8922.. 9700, 9782.. 11033 






GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248 




[Oryza sativa] 






Seq. No. 


24170 


Seq. ID 


OJ990524_04.0103.C5 


Gene No. 


50307 


Strand 




Start 


8760 


End- 


11033 


Name 


OJ990524 04.0103.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


9090 


End 


9443 


GI 


none 


Score 


204 


Exons 


9090.. 9413, 9091.. 9402, 9405. 


.9443 




Seq.:' No : 


24171 


Seq. ID 


OJ990524_04.0103.C6 


Gene No. 


50308 


Strand 




Start 


1 


End 


5373 


Name- 


OJ990524 04.0103.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5373 


GI 


6815097 


Score 


2209 


Exons 


1..1020, 1135. .1743, 4499. .5373 




GI Descrip. 


(AP001081) Similar to putative copia polyprotein (AC006248 




[Oryza sativa] 






Seq. No. 


24171 


Seq. ID 


OJ990524_04.0103.C6 


Gene No . 


50308 


Strand 




Start 


1 


End 


5373 


Name 


OJ990524 04.0103.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


5020 


End 


5280 


GI 


none 


Score 


62 


Exons 


5020. .5280, 5056. .5265 






Seq. No. 


24172 


Seq. ID 


OJ990524_04.0103.C7 


Gene No. 


50309 


Strand 


+ 


Start 


92 


End 


3362 


Name 


OJ990524 04.0103.C7.ol.gs 


Method 


GENSCAN 


Start 


92 


End 


2387 


GI 


none 


Score 


.62 


Exons 


92. .217, 246. .371, 400. .525, 


554. .679, 


708. .833, 862. .987, 




1981. .2078, 2084. .2223, 2279. 


.2387 




Seq. No. 


24172 


Seq. ID 


OJ990524_04.0103.C7 


Gene No. 


50309 


Strand 


+ 


Start 


92 


End 


3362 


Name 


OJ990524 04.0103.C7.ol.np 


Method 


AAT/NAP 



24401 



Start 1593 End 3362 

GI 6063554 Score 346 

Exons 1593.. 1863, 1981.. 2223, 2521.. 2551, 3191.. 3362 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C9861 1 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 

Seq. No. 24172 Seq. ID OJ990524_04 . 0103 . C7 

Gene No. 50310 Strand 

Start 2755 End 3272 

Name OJ990524_04 . 0103.C7 .ol.gp Method AAT/GAP 

Start 2755 End 3272 

GI uC-osflM202048cl2bl Score 766 

Exons 2755.. 3272 

GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24173 Seq. ID 

50311 Strand 
1044 End 
OJ9'90524_04 . 0103 . C9 . ol . np Method 
1044 . End 

5103813 Score 
1044.. 1182, 2123.. 2531 

(AC007591) Contains a PF | 00175' Oxidoreductase FAD/NADH-binding 
domain. ESTs gb|H76345 and gb|AA6514 65 come from this gene. 
[Arabidopsis thaliana] 



OJ990524_04.0103.C9 
+ 

2535 
AAT/NAP 
2531 
324 



24173 Seq. ID 

50311 Strand 
1044 ' End 
OJ990524_04 . 0103 . C9 . ol . gp Method 
1959 End 
12066_1.R1084 Score 
1959. .2366 

1 5103813/gb|AAD39643.1|AC007591_8 1.0e-16 (AC007591) Contains a 
PF_00175 Oxidoreductase FAD/NADH-binding domain. ESTs gb_H76345 
and gb_AA651465 come from this gene. [Arabidopsis thaliana] 1 



OJ990524_04 .0103.C9 
+ 

2535 
AAT/GAP 
2366 
713 



24173 Seq. ID 

50311 Strand 

'104 4 End - 

OJ990524_04.0103.C9.ol.gs Method 

2008 End 

none Score 
2008.. 2535 



OJ990524_04.0103.C9 
+ 

2535 
GENSCAN 
2535 
.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24173 
50311 
1044 

OJ990524_04.0103.C9.ol.tc 

2127 

none 



Seq. ID OJ990524__04.0103.C9 



Strand 
End 

Method 

End 

Score 



+ 

2535 

TBLASTX: Cress 

2466 . 

69 



2127.. 2174. 2128.. 2175, 2191.. 2 2 95, 21"93=:2303,- .2302 5 5 2355,- 
2314.. 2343, 2332. .2466^ 2353.. 2466' 



Seq. No. 



24173 



Seq. ID OJ990524_04.0103.C9 



24402 



LNL» • 


JUJll 




Strand 


+ 


Start 


1044 




End 


2535 


' Name 


OJ990524 04.0103.C9.ol. 


tm. . 


Method 


TBLASTX: Maize 


Start 


2130 




End 


2531 


GI 


none 




Score 


447 


Exons 


2130.. 2306, 2131.. 2529, 


2266. 


.2529, 2337.. 2531 


Seq. No. 


24174 




Seq. ID 


OJ990524_04. 0103. C10- 


Gene *~No . 


50312 




Strand 


+ 


Start 


135.5 




End 


3706 


Name 


OJ990524 04. 0103. C10. ol 


.np 


Method 


AAT/NAP 


Start 


1355 




End 


3706 


GI 


5103813 




Score 


236 


Exons 


1355.. 1375, 3207.. 3306, 


3381. 


.3476, 3566.. 3706 


GI Descrip. 


(AC007591) Contains a PF 100175 Oxidoreductase FAD/NADH-bind 




aomain. to is gDin/oofio 


and gb|AA6514 65 come from this gene 




[Arabidopsis thaliana] 








Seq. No. 


24174 




Seq. ID 


OJ990524_04. 0103. C10 


Gene No. 


50312 




Strand 


+ 


Start 


1355 




End 


3706 


IN dine? 


OJ990524 04. 0103. C10. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3203 




End 


3650 


GI 


none 




Score . 


63 •;• 


Exons 




3205. 


.3330, 3205.. 3306, 3212.. 3364, 




3375.. 3476, 3378.. 3476, 


3379. 


.3477, 3380.. 3478, 3395.. 3478, 




3563.. 3646, 3563.. 3646, 


3564. 


.3650, 3565. .3648 


Seq. No. 


24174 




Seq. ID 


OJ990524_04. 0103. C10 


Gene No. 


50312 




Strand 


+ 


Of art 
O Lai L 


1355 




End 


3706 


Name 


OJ990524 04. 0103. C10. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3204 




End 


3663 


GI 


none 




Score 


129 


Exons 


3204.. 3299, 3208.. 3306, 


3375. 


.3485, 3380.. 3475, 3563.. 3646, 




3584. .3646, 3607. .3663 








Seq. No. 


24175 




Seq. ID 


OJ990524_04.0103.C11 


Gene No. 


50313 




Strand 




Cf art 


1410 




End 


514 5 


Name 


OJ990524 04.0103.Cll.ol 


.gs 


Method 


GENSCAN 


Start" • 


1410 


End 


5145 


GI 


none 




Score 


.43 


Exons 


1410. .1703, 2414. .2576, 


2617. 


.2656, 2751. .2897, 4288. .4357, 




4451. .4759, 4980. .5145 








Seq. No. 


24175 




Seq. ID 


OJ990524_04.0103.C11 


Gene No. 


50313 




Strand 




Start 


1410 




End 


5145 


Name 


OJ990524 04.0103.Cll.ol. 


np 


Method 


AAT/NAP " , 


Start 


4094 


End 


4733 


GI 


-6498436 




Score 


215 


Exons " 


4094.. 4212, 4493.. 4733 o 








GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24176 




Seq. ID 


OJ990524_04.0103.C12 


Gene No. 


50314 




Strand 


+ 



24403 



"4? - 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene . No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 845 
Method AAT/NAP 
End 845 
Score 52 

642, 816. .845 

putative retroelement pol polyprotein [Arabidopsis 



OJ990524_04.0103.C12.ol.np 
1 

3810596 
1.-24, 95. 

(AC005398) 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524 04.0103.C13 



268 

AAT/NAP 

268 

410 



24177 
50315 
1 

OJ990524_04.0103.C13.ol.np 
1 

400636 
1. .268 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 

gi I 320098 Ipir | | JQ1671 NADH dehydrogenase (ubiquinone) (EC 

1.6.5.3) chain 1 - maize chloroplast gi I 12420 | emb | CAA44228 | 

(X62370) NADH Dehydrogenase subunit A [Zea mays] 

gi| 902289|emb|CAA60353| (X86563) NADH dehydrogenase ND1 [Zea 

mays] 



Seq. No. 


24177 




Seq. ID 


OJ990524_04.0103 


.C13 


Gene No . 


50315- 




Strand 






Start 


1 




End 


268 




Name 


OJ990524 


_04.0103.C13.ol.ts 


Method- 


TBLASTX: Soybean 




Start 


1 




End 


231 




GI 


none 




Score 


74 




Exons 


1..72, 1 


..84, 55. .231, 68. .223 






Seq. No. 


24177 




Seq. ID 


OJ990524_04 .0103 


-C13 


Gene No. 


50315 




Strand 






Start 


1 




End 


268 




Name 


OJ990524 


_04.0103.C13.ol.tc 


Method 


TBLASTX: Cress 




Start 


. 4 




End 


268 




GI 


none 




Score 


136 




Exons 


4. .141, 


9. .215, 10. .267, 11.. 


268 






Seq. No. 


24178 




Seq. ID 


OJ990524_04.0103 


.C15 


Gene No. 


50316 




Strand 






Start 


360 




End 


447 




Name 


OJ990524 


_04.0103-C15.ol.gs 


Method 


GENSCAN 




Start 


360 




End 


447 




GI 


none 




Score 


.49 . 




Exons 


360. .447 










Seq. No. 


24179 




Seq. ID 


OJ990524_04.0103 


.C16 


Gene No. 


50317 




Strand 


+ 




Start 


223 




End 


1424 




'Name 


OJ990524 


_04.0103.C16.ol.gs 


Method' 


GENSCAN 




Start 


223 




End 


1323 




GI 


none 




Score 


.83 




Exons- 


223. .401 


, 464.-587, 678. .760, 


1251. .1323 




Seq. No. 


24179 




Seq. ID 


OJ990524_04.0103 


.C16 


Gene No. 


50317 




Strand 


+ 




Start 


223 




End 


1424 





24404 



Name 


OJ990524 04.0103.C16.ol 


.gp 


Method 


AAT/GAP 




Start 


546 


End 


1424 




GI 


none 




Score 


547 




Exons 


546.. 587, 678.. 760, 927 


. .964, 


1075. .1158, 1251. .1424 




Seq. No. 


24180 




Seq. ID 




C17 


Gene No. 






C4- v -\ s4 

btrana 






Start 


60 






q a q 

O DO 




Name 


OJ990524 04 .0103.C17.ol 


.gp 


Method 






Start 


60 




End 


Q CQ 
O DO 




GI 


none 




Score 


451 




Exons 


60. .141, 234. .306, 759. 


.868 








Seq. No. 


24181 




Seq. ID 


OJ990524_04 .0103. 


C18 


Gene No. 


50319 




Strand 


+ 




Of -i v-4- 

otart 


500 




End 


8253 




Name 


OJ990524 04.0103.C18.ol 


.gs 


Method 


GENSCAN 




Start 


500 




End 


8253 




GI 


none 




Score 


.52 




Exons 


500. .667, 738. .982, 2483. .2543, 3317.. 


3605, 4185. .4380, 






a o a i yinon cot/ c c a i 
4o41..4yJU, 0^/4..ooUl / 


c a c\ f~ 

5896 . 


.5980, 7585. .8253 




Seq. No. 


24181 




Seq. ID 


OJ990524_04.0103. 


C18 


Gene No. 


50319 




Strand 


+ 




Start 


500 




End 


8253 




Name 


OJ990524 04.0103.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


620 




End 


1303 




GI 


3763508 




Score 


1111 




Exons 


bZ U . . Do4 , /jo. . IjUj 










Seq. No. 


24181 




Seq. ID 


OJ990524_04 .0103. 


C18 


Gene No. 


50320 




Strand 


+ 




O Lai L 


8524 




End 


10113 




Name 


OJ990524 04.0103.C18.ol 


.np 


Method 


AAT/NAP 




Start 


8524 




End 


10113 




GI 


4680179 




Score 


1141 




Exons 


8524. .9559, 9614. .10113 










GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


24181 




Seq. ID 


OJ990524_04 .0103. 


C18 


Gene No . 


50320 




Strand 


+ 




Start 


8524 




End 


10113 




Name 


OJ990524 04 .0103.C18.63 


.tw 


Method 


TBLASTX: Wheat 




Start 


8749 




End 


8975 




GI 


none 




Score 


216 




Exons 


8749. .8961, 8764. .8973, 


8775. , 


8975 






Seq. No. 


24181 




Seq. ID 


OJ990524_04 .0103. 


C18 


bene WO . 


50320 




Strand 


+ 




Start ' * 


8524 




End 


10113 




Name 


OJ990524 04 .0103.C18.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


8994 




End 


9345 




GI 


none 




Score 


302 




Exons 


8994. .9158, 8998. .9345, 


9025. . 


9192 






Seq. No. 


24181 




Seq. ID 


OJ990524_04.0103. 


C18 


Gene No. 


50320 




Strand 


+ 





24405 



Start 


8524 


End 


10113 




Name 


OJ990524 04.0103.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


8998 


End 


9303 






none 


Score 


207 




Exons 


8998.. 9303, 9015.. 9158 








Seq. No. 


24181 


Seq. ID 


OJ990524_04 . 


0103 


Gene No . 




Strand 


+ 




Start 


8524 


End 


10113 




Name 


OJ990524 04.0103.C18.o2.tw 


Method 


TBLASTX: Wheat 


Start 


9693 


End 


10047 




GI 


none 


Score 


247 




Exons 


9693.. 9995, 9694.. 10047 








Seq. No. 


24182 


Seq. ID 


OJ990524_04. 


0103 


bene no. 




otrana 


+ 




Start 


328 


End 


962 




Name 


OJ990524 04.0103. C19.ol.gs 


Method 


GENSCAN 




Start 


328 


End 


962 




GI 


none 


Score 


.54 




Exons 


328. .550, 649. .962 








Seq. No. 


24182 


Seq. ID 


OJ990524_04 . 


0103 


Gene No. 




Strand 






Start 


1190 ' . 


End 


1365 




Name 


OJ990524 04.0103.C19.o2.gs 


Method 


GENSCAN 




Start 


1190 


End 


1365 




GI 


none 


Score 


.78 




Exons 


1190. .1365 




>~ 




Seq. No. 


24183 


Seq. ID 


OJ990524JD4 . 


0103 


Gene No. 


50323 


Strand 


+ 




Start 


2210 


End 


2338 




Name 


-OJ990524 04.0103.C20.o2.np 


Method 


AAT/NAP 




Start 


2210 


End 


2338 




GI 


5257279 


Score 


70 




Exons 


2210. .2338 








GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol 


gene 




homologues. (L35053) [Oryza 


sativa] 






Seq. No. , 


24183 


Seq. ID 


OJ990524_04. 


0103 


Gene No . 


50324 


Strand 






Start 


277 


End 


2338 




Name 


OJ990524 04.0103.C20.ol.gs 


Method 


GENSCAN 




Start 


277 


End 


2277 




GI 


none 


Score 


.62 




Exons 


277. .989, 1017. .1058, 1187.. 


1272, 1734 


.1768, 217.3. 


.227' 


Seq. No. 


24183 


Seq. ID 


OJ990524JD4. 


0103 


Gene No. 


50324 


Strand 






Start 


277 


End 


2338 




Name 


OJ990524 04.0103.C20.ol.np 


. Method 


AAT/NAP 




Start 


518 


End 


2338 




GI 


6705984 


Score 


404 





Exons 518.. 1035, 2297.. 2338 

GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



24406 



Seq. No. 


24183 




Seq. ID 


OJ990524_04.0103.C20 


Gene No. 


0(Jo^4 




Strand 




Start 


277 




End 


2338 


Name 


OJ990524 04.0103.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


523 




End 


775 ■ 


GI 


none 




Score 


93 


Exons 


523. .747, 541. .774, 641 


. .775 






Seq. No. 


24183 




Seq. ID 


OJ990524_04.0103.C20 


Gene No . 






Strand 




Start 


277 




End 


2338 


Name 


' OJ990524 04.0103.C20..ol, 


. ts 


Method 


TBLASTX: Soybean 


Start 


544 




End 


963 


GI 


none 




Score 


49 


Exons 


544. .702, 581. .685, 694, 


. .906, 


694. .963, 


. 698.. 928 


Seq. No. 


24183 




Seq. ID 


OJ990524_04.0103.C20 


Gene No . 


t; n *3 o a 




Strand 




Start 


277 




End 


2338 


Name 


OJ990524 04.0103.C20.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


574 




End 


1014 


GI 


none 




Score 


94 


Exons 


574. .726, 578.. 715, 654. 


. .740, 


739. .993, 


740. .967, 745. .1014 


Seq. No. 


24184 - 




Seq.- ID 


OJ990524_04 .0103.C21 


Gene No. 


50325 




Strand 


+ 


OLdl L 


1 




End 


721 


Name 


OJ990524 04.0103.C21.ol. 


,np 


Method 


AAT/NAP 


Start 


1 




End 


721 


GI 


6721517 




Score 


570 


Exons 


1..109, 301. .721 








GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


24184 




Seq. ID 


OJ990524_04 . 0103. C21 


Gene No . 


50325 




Strand 


+ 


Start 


1 




End 


721 


Name 


OJ990524 04.0103.C21.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


378 




End 


720 


GI 


none 




Score 


313 


Exons 


378. .719, 487. .720 








Seq. No. 


24184 




Seq. ID 


OJ990524_04.0103.C2l' 


Gene No . 


50325 




Strand 


+ 


Start 


1 




End 


721 


Name 


OJ990524 04.0103.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


391 




End 


683 


GI 


none 




Score 


66 


Exons 


391. .432, 393.-683, 438. 


.575, 


490. .681 




Seq. No.. 


24185 




Seq. ID 


OJ990524_04.0103.C22 


Gene No. 


50326 




Strand 


+ 


Start - 


10 . 




End 


804 


Name 


OJ990524 04.0103.C22.ol. 


gs 


Method 


GENSCAN 


Start 


10 




End 


804 


GI 


none 




Score 


.85 


Exons 


10. .221, 756. .804 









24407 



Seq. No. 


24185 


Seq. ID 


OJ990524_04.0103.( 


Gene No. 


50 521 


Strand 




Start . 


332 


End 


613 


Name 


OJ990524 04.0103.C22.ol.gp 


Method 


AAT/GAP 


Start 


332 


End 


613 


GI 


none 


Score 


564 


Exons 


332. .613 






Seq. No. 


24186 


Seq. ID 


OJ990524 04. 0103. C 


Gene No. 


50328 


Strand 


- 


Start 


37 


End 


252 


Name 


OJ990524 04.0103.C23.ol.gp 


Method 


AAT/GAP 


Start 


37 


End 


252 


GI 


101153 1.R1084 


Score 


291 


Exons 


37. .252 






GI Descrip. 


, 5852170/emb|AL117265.1 IOST17804 1 .0e- 


115 Oryza sativa 




indica (GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


24187 


Seq. ID 


OJ990524_04 .0103.C 


Gene No. 


50329 


Strand 


+ 


Start - 


1 


End 


1199 


Name 


OJ990524 04.0103.C24.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1199 


GI 


4680179 . 


Score 


1656 


Exons 


1.-1199 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


24187 


Seq. ID 


QJ990524JD4.0103.C 


Gene No. 


50329 


Strand 


+ 


Start 


1 


End 


1199 


Name 


OJ990524 04.0103.C24.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


335 


GI 


none 


Score 


50 


Exons 


3. .68, 50. .130, 51. .134, 138. 


335, 146 


. .283 



Seq. No.- 24187 

Gene No. 50329 

Start 1 

Name OJ990524_04 . 0103 . C24 . ol . gs 

Start 4 9 

GI none 

Exons 49.. 357, 387.. 586, 602.. 1087 



Seq. ID OJ990524_04.0103.C24 

Strand + 

End 1199 

Method 'GENSCAN 

End 1087 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24187 
50329 
1 

OJ990524_04 .0103.C24 . o2 . tm 

147 

none 



Seq. ID OJ990524_04.0103.C24 

Strand + 

End 1199 

Method TBLASTX : Maize 

End 64 6 

Score 157 



147. .326, 155. .280, 356. .646, 397. .525, 559. .618 



24187 
50329 
1 ' - 

OJ990524_04.0103.C24 .ol.ts 

201 

none 



Seq. ID OJ990524_04.0103.C24 

Strand + ' 

End 1199 

Method TBLASTX : Soybean 

End 595 

Score 57 



24408 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



201. .233, 237. .401, 244. .354, 347. .595, 355. .594 



24187 
50329 
1 

OJ990524_04.0103.C24.o3.tw 

347 

none 

347. .595, 355. .603, 457. .603 

24187 
50329 
1 

OJ990524_04.0103.C24.ol.tw 

611 

none 

611.. 1114, 628.. 1032 

24187 
50329 
1 

OJ990524_04.0103.C24 .o2.ts 

617 

none 

617.: 862, 634. \ 747- 



Seq. ID OJ990524_04 .0103.C24 

Strand + 

End 1199 

Method TBLASTX : Wheat 

End 603 

Score 324 



Seq. ID OJ990524_04 .0103.C24 

Strand + 

End 1199 

Method TBLASTX : Wheat 

End 1114 

Score 604 



Seq. ID OJ990524_04.0103.C24 

Strand + 

End 1199 

Method TBLASTX : Soybean 

End 862 

Score . 209 



Seq. No. 24187 

Gene No. 50329 

Start 1 

Name OJ990524_04 . 0103 . C24 . ol . tm 

Start 682 

GI none 

Exons 682.. 936, 683.. 1036, 737.. 1045 



Seq. ID OJ990524_04.0103.C24 

Strand + 

End 1199 

Method TBLASTX : Maize 

End 1045 

Score 459 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24188 
50330 
1 

OJ990524_04.0103.C27 .ol.np 
1 

6815072 
1. .2163 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21; hypothetical protein (AC006067) [Oryza sativa] 



Seq. ID OJ990524_04.0103.C27 
Strand 

End 2163 

Method AAT/NAP 

End 2163 

Score 1438 



24188 
50330 
1 

OJ990524_04.0103.C27.o2.ts 
41 

none 

41. .223, 48. .221 



Seq. ID OJ990524_04.0103.C27 
Strand 

End 2163 

Method TBLASTX : Soybean 

End 9 223 

Score' 103 



Seq. No. 24188 

Gene No. 50330 

Start 1 

Name OJ990524_04 . 0103 .C27 . ol . gs 

Start 144 



Seq. ID' OJ990524_04.0103.C27 
Strand 

End 2163 

Method GENSCAN 

End 2081 



24409 



GI 


none 




Score 


.63 


Exons 


144. .1609, 1792. .2081 








Seq. No. 


24188 




Seq. ID 


OJ990524_04 .0103. 


Gene No . 


c r\ *3 *3 r\ 




Strand 




Start 


1 




End 


2163 


Name 


OJ990524 04.0103.C27.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


149 




End - 


487 


GI 


none 




Score 


41 


Exons 


149. .223, 150. .224, 242 


.4&7, 


273. .467 




Seq. No. 


24188 




Seq. ID 


OJ990524_04 .0103. 


Gene No . 


OUojU 




Strand 




Start 


1 




End 


2163 ■ 


Name 


OJ990524 04.0103.C27.ol 


tc 


Method 


TBLASTX: Cress 


Start 


215 




End 


460 


GI "\ 


none 




Score 


104 


Exons 


215. .460, 216. .410 








Seq. No. 


24188 




Seq. ID 


OJ990524_04 .0103. 


Gene No . 






Strand 




Start 


1 




End 


2163 


Name 


OJ990524 04.0103.C27.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


293 




End 


523 


GI . ; 


none ' . ■ ' . , - - ■ - 




Score '.- 


75-/ 


Exons 


293.-523, 300 395, 449. 


'.523 






Seq. No. 


24188 




Seq. ID 


OJ990524_04 .0103. 


Gene No . 


EL A "3 O n 




Strand 




Start 


1 




End 


2163 


Name 


OJ990524 04.0103.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


776 




End 


1144 


GI 


none 




Score 


103 


Exons 


776. .1144, 950. .1144 








Seq. No. 


24188 




Seq. ID 


OJ990524_04.0103. 


bene- no. 






Strand 




Start - 


1 




End 


2163 


Name 


OJ990524 04.0103.C27.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1289 




End 


1743 


GI 


none 




Score 


88 


Exons 


1289.. 1504, 1290.. 1430, 


1675. 


.1743 




Seq. No . 


24189 




Seq. ID 


OJ990524_04.0103. 


Gene No . 






Strand 




Start 


165 




End 


598 


Name 


OJ990524 04.0103.C28.ol. 


gs 


Method 


GENSCAN 


Start 


165 




End 


598 


GI 


none 




Score 


.57 


Exons 


165. .290, 319. .444, 473. 


.598 






Seq. No.. 


24190 




Seq. ID 


OJ990524_04.0103. 


Gene No. 


50332 




Strand 




Start 


110 




End 


437 


Name 


OJ990524 04.0103.C29.ol. 


gs 


Method 


GENSCAN 


Start 


110 




End 


437 


GI 


none 




Score 


.8 



24410 




Exons 110.. 230, 362.. 437 



Spa No 


24 191 


Seq. ID 


OJ990524 




Gene No. 


50333 


Strand 






Start 


1 


End 


1149 




Name 


OJ990524 04.0103.C31.ol 


. np . Method 


AAT/NAP 




Start 


1 


End 


1149 




GI 


4585985 


Score 


705 




Exons 


1..348, 395. .899, 989.. 


1149 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis 


thaliana] 


Seq. No. 


24191 


Seq. ID 


OJ990524 


_04.0103.C31 


Gene No. 


50333 


Strand 






Start 


1 


End 


1149 




Name 


OJ990524 04.0103.C31.ol 


. tm Method 


TBLASTX: 


Maize 


Start 


841 


End 


1149 




GI 


none 


Score 


45 




Exons 


841. .921, 991. .1065, • 1002. .1064, 1081. 


.1149, 10 


88. .1147 


Sea No 


24192 


Seq. ID 


OJ990524 




Gene No. 


50334 


Strand 






Start 


1 


End 


1446 




Name 


OJ990524 04.0103.C32.ol 


. np Method 


AAT/NAP 




Start 


1 


End 


1446 




GI. 


4585985 


Score 


■'418 




Exons 


1.-248, 478. .1010, 1367 


. .1446 






GI Descrip. 


(AC005287) Hypothetical 


protein [Arabidopsis 


thaliana] 


JC^i ViKJ . 


24192 


Seq. ID 


OJ990524 




Gene No. 


50334 


Strand 






Start 


1 


End 


1446 




Name 


OJ990524 04.0103.C32.ol 


. tm Method 


TBLASTX : 


Maize 


Start 


28 


End 


841 




GI 


none 


Score 


62 




Exons 


28. .291, 284. .412, 360. 


.•410, 431.. 745, 


438. .620 


, 746. .769, 




770. .841 








Seq. No. 


24192 


Seq. ID 


OJ990524 


_04.0103.C32 


Gene No. 


50334 


Strand 






Start 


1 


End 


1446 




Name 


OJ990524 04 .0103.C32.ol 


. gs Method 


GENSCAN 




Start 


* 54 


End 


1339 




GI 


none 


Score 


.54 




Exons 


54. .191, 355. .1205, 1316. .1339 






Seq. No. 


24193 


Seq. ID 


OJ990524 


_04.0103.C33 


Gene No. 


50335 


Strand 


+ 




Start 


1430 


End 


6232 




Name 


OJ990524 04 .0103.C33.o2, 


gs Method 


GENSCAN 




Start 


1430 


End 


6232 




GI 


none 


Score 


.57 




Exons 


1430. .1444, 1449. .1544, 


5299. .5454, 5589. .5924, 


6104. .6232 


Seq. No. 


24193 


Seq. ID 


OJ990524_ 


_04.0103.C33 


Gene No. 


SU336 


Strand 






Start 


23 


End 


853 • 




Name 


OJ990524 04.0103.C33.ol. 


gs Method 


GENSCAN 





24411 



Start 

GI - - 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



23 End 853 

none Score .56 

23. .177, 288. .311, 364. .472, 565. .627, 721. .853 

24193 Seq. ID OJ990524_04 . 0103 . C33 

50337 Strand 

6946 End 7833 

0 J990524_04 . 0103 . C33 . ol . np Method AAT/NAP 

6946 End ' 7833 

1171861 Score 689 

6946. .7062, 7418. .7833 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT I (FRXB PROTEIN) 
gi| 1363565 |pir| IS58619 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - maize chloroplast gi | 902288 | emb | CAA60352 | 
(X86563) NADH dehydrogenase subunit [Zea mays] 



OJ990524_04.0103.C33 

10003 
AAT/NAP 
10003 
1704 



24193 Seq. ID 

50338 * Strand 

7931 End 
OJ990524_04.0103.C33.o2.np ' Method 
7 931 End 
128620 Score 
7931. .8465, 9452. .10003 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi I 66139 Ipir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi | 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi| 226676|prf | | 1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



24193 
50339 
10008 

OJ990524_04.0103.C33.o3.ts 

7570 

none 



Seq. ID OJ990524_04.0103.C33 



Strand 
End 

Method 

End 

Score 



10125 

TBLASTX : Soybean 

7838 

253 



7570. .7824, 7571. .7825, 7575. .7838, 7586. .7831 



Seq. No. 24193 
Gene No. 50339 
Start 10008 

Name OJ990524_04 . 0103 . C33 . ol . tc 

Start 7736 
GI none 

Exons 7736.. 7864, 7736.-7855, 7738. 

7967. .8164, 8121. .8405, 8121. 
8396.-8467, 8407. .8466, 9434. 
9453. .9875, 9454.-9876, 9916. 
9997.. 10125 



Seq. ID OJ990524_04.0103.C33 
Strand 

End 10125 
Method TBLASTX: Cress 
End 10125 
Score * 133 

.7911, 7929. .8129, 7932. .8123, 
.8405, 8123. .8422, .8123. .8422, 
.9658, 9451. .9873, 9452. .9874, 
.10017, 9918. .10124, 9918. .10124, 



Seq. No. 24193 

Gene No. 50339 

Start 10008 

Name - OJ990524_04 . 0103 . C33 . o2 . ts 

Start 7926 

GI none 

Exons 7926.. 8405, 7926.. 8405, 
8407. .8559, 8409. .8546, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_04 .0103.C33 
10125 

TBLASTX: Soybean . 

9451 

475 



7949. .8422, 7967. .8422, 8396. .8467, 
8677. .8712, 8714. .8770, 8728.-8766, 



24412 



8816. .8869, 8921. .9004, 8927. .9001, 9096. .9164, 9098. .9130, 
9196.. 9228, 9198.. 9233, 9281.. 9343, 9282.. 9320, 9328.. 9378, 
9329.. 9451 



Seq. No. 24193 

Gene No. 50339 

Start 10008 

Name OJ990524_04 . 0103 . C33 . ol . ts 

Start 9529 

GI none 
Exons 



Seq. ID OJ990524_04.0103.C33 
Strand 
End 

Method 
End 
Score 



10125 

TBLASTX : Soybean 

10125 

375 



9529. .9885, 9531. .9875, 9882. .9914, 9910. .10017, 9920. .10015, 
9921. .10124, 9949. .10125 



Seq. No. 24193 Seq. ID OJ990524JD4 . 0103 . C33 

Gene No. 50339 Strand 

Start 10008 End 10125 

Name OJ990524JD4 . 0103 . C33 . o3 . np Method AAT/NAP 

Start 10008 End 10125 

GI 6647614 .Score 169 

Exons 10008.. 10125 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE 4 9 KD SUBUNIT, CHLOROPLAST 
gi|4150868|emb|CAA09811| (AJ011848) ndhH protein [Hordeum 
vulgare] 



Seq. No.- 24194 • " . Seq. -ID 

Gene No. 50340 Strand 

Start 809 End' 

Name OJ990524_04 . 0103 . C34 . ol . gs Method 

Start 809 End 

GI none Score 

Exons 809. . 933 



OJ990524_04 . 0103 .C34 
+ 

933 

GEN SCAN 

933 

.79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



24194 Seq. ID 

50341 Strand 

1115 End 

OJ990524_04.0103.C34 .o3.np Method 

1115 End 

2739387 - Score 



OJ990524_04.0103.C34 
+ 

3085 
AAT/NAP 
3085 
201 



1115. .1168, 2320. .2548, 2791. .3085 

(AC002505) En/Spm-like transposon protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524 04.0103.C34 



491 

AAT/NAP 

491 

438 



24194 
50342 
1 

OJ990524_04.0103.C34.ol.np 
1 

128620 
1. .491 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi I 66139 | pir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi | 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi I 226676 | prf | I1603356DD NADH dehydrogenase ND1 [Oryza sativa] 



24194 
50343 
496 



Seq. ID 

Strand 

End 



OJ990524 04.0103.C34 



2677 



24413 




Name 


OJ990524 


04.0103.C34.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


172 






End 


675 


GI 


none 






Score 


232 


Exons 


172. .363, 


173.. 367, 173 


. .409, 


180. .401, 


181. .459, 398. .505, 




408. .503, 


409.. 675, 437 


. .673 






Seq. No. 


24194 






Seq. ID 


OJ990524_04.0103.C34 


Gene No. 








Strand 




Start 


496 






End 


2677 


Name 


OJ990524 


04.0103.C34.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


179 






End 


627 ' . 


GI 


none 






Score 


.241 


Exons 


179. .364, 


181.. 363, 404 


. .505, 


406. . 627, 


406. .627 


Seq. No. 


24194 






Seq. ID 


OJ990524_04.0103.C34 


Gene No. 


50343 






Strand 


- 


Start 


496 






End 


2677 


Name 


OJ990524 


04.0103.C34.o2 


. np 


Method 


AAT/NAP 


Start 


496 






End 


2677 


GI 


128833 






Score 


281 


Exons 


496. .679, 


2592.-2677 








GI Descrip. 


NADH - PLAS TOQU I NONE OXIDOREDUCTASE 4 9 KC 


SUBUNIT, CHLOROPLAST 



gi 1 100954 |pir | IS13600 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) 49K chain - maize chloroplast gi | 14301 1 emb | CAA39868 | 
(-X56521) ndhH subunit . of NADH dehydrogenase [Zea mays] 
gi I 902290 |emb|CAA60354| (X86563) NADH- dehydrogenase 4 9KDa 
protein [Zea mays] 



Seq. No. 


24194 








Seq. ID 


OJ990524_04.0103 


.C34 


Gene No. 


50343 








Strand 






Start 


496 








End 


2677 




Name 


OJ990524 04 


.0103 


.C34.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2391 








End 


2555 




GI 


none 








Score 


235 




Exons 


2391. .2555, 


2392 


. .2553 










Seq. No. 


24194 








Seq. ID 


OJ990524_04.0103 


.C34 


Gene No. 


50344 








Strand 






Start 


2781 








End 


3026 




Name 


OJ990524 04 


.0103 


.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2781 








End 


3004 




GI 


none 








Score 


287 




Exons 


2781. .3002, 


2789 


. .3004, 


2790. 


.3002 






Seq. No. 


24194 








Seq. ID 


OJ990524_04.0103 


.C34 


Gene No. 


50344 








Strand 






Start 


2781 








End 


3026 




Name 


OJ990524 04 


.0103 


.C34.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2-790 








End 


3026 




GI 


hone ' 








Score 


103 




Exons 


2790. .2879, 


2801 


. .2869, 


2894. 


.3022, 2895. .3026 




Seq. No. 


24195 








Seq. ID 


OJ990524_04.0103 


.C35 


Gene No. 


50345 








Strand 


+ 




Start 


1 








End 


1438 




Name 


OJ990524 04 


.0103 


.C35.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1438 





24414 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2739387 Score 108 

1..377, 1409. .1438 

(AC002505) En/Spm-like transposon protein [Arabidopsis thaliana] 



24195 
50345 
1 ■ 

OJ990524_04.0103.C35.o2.tm . 
94 

none 

94. .315, 102. .317, 103. .315 

24195 
50345 
1 

OJ990524_04 . 0103 . C35 . ol . ts 
103 
none 

103. .192, 114. .182, 207. .380, 208. .402 



Seq. ID OJ990524_04.0103.C35 

Strand + 

End 1438 

Method TBLASTX: Maize 

End 317 

Score 287 



Seq. ID OJ990524_04.0103.C35 

Strand + 

End 1438 

Method TBLASTX : Soybean 

End 402 

Score 103 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24195 
50345 
1 

OJ990524_04.0103.C35.ol.tm 

433 

none 



Seq. ID OJ990524_04.0103.C35 

Strand + 

End 1438 

Method TBLASTX : Mai ze 

End ' 968 ,V- 

Score 153 



433. .549, 442. .549, 674. .967, 690 . . 968 , 690 . . 92 6, 787. .963 



24195 
50345 
1 

OJ990524_04.0103.C35.ol.gs 

674 

none 

674. .1027 



Seq. ID OJ990524_04.0103.C35 

Strand + 

End 1438 

Method GENSCAN 

End 1027 

Score .93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990524_04.0103.C36 
Strand 

End 446 

Method AAT/NAP 

End 44 6 

Score 631 



24196 
50346 
1 

OJ990524_04 . 0103 . C36 . ol . np 
1 

2119980 
1..446 

transposase (transposons) - Escherichia coli 

gi|43089|emb|CAA42760| (X60200) transposase [Escherichia coli] 
gi 1303566 |dbj | BAA03914 | (D16449) transposase [Escherichia coli] 



24197 
50347 
397 

OJ990524_04 . 0103 . C37 . ol . gs 

397 

none 

397. .1063 



Seq. ID OJ990524_04 .0103.C37 

Strand + 

End 1063 

Method GENSCAN 

End 1063 

Score . 95 



Seq. No. 
Gene No. 



24198 
5034-8 



Seq. ID OJ990524_04.0103.C39 
Strand 



24415 




Start 


988 


End 


1165 




\f anno 


OJ990524 04.0103.C39.ol.np 


Method 


AAT/NAP 




Start 


988 


End 


1165 




GI 


629693 


Score 


108 




Exons 


988. .1165 








GI Descrip. 


probable integrase - common 


tobacco (fragment) 






gil 530742 | emb | CAA567 91 | (X80830) integrase [Nicotiana tabaci 


Seq. No. 


O A 1 Q Q 

z4 iy y 


Seq. ID 


-'OJyy0o24 04.0103. 


C4 3 


vjene jno . 


50349 


Strand 






Start 


337 


End 


1045 




Name 


ujyyuoz4 U4 . uiu j . o . oi . gs 


Method 


GEN SCAN 




Start 


Jo / 


End 


1 ft / r 

1045 




GI 


none 


Score 


. 66 




Exons 


Jo/..4zy, ol4..1U4o 








Seq. No. 


z4ZUU 


Seq. ID 


OJ990524_04 . 0103 . 


C4 6 


Gene No . 




Strand 






Start 


782 


End 


1320 




Name 


OJ990524 04.0103.C46.ol.gs 


Method 


GENSCAN 




Start 


782 


End 


1320 




GI 


none 


Score 


.44 




Exons 


782.-934, 1222. .1320 








Seq. No. 


. 24201 


Seq. ID 


OJ990524_04.0103. 


C48 


Gene No. 


50351 


Strand 






otarL 


667 


End 


5869 




Name 


OJ990524 04.0103.C48.ol.np 


Method 


AAT/NAP 




Start 


503 


End 


5869 




GI 


6691191 


Score 


906 




Exons 


503.. 557, 2289.. 3584, 5051.. 


5127, 5804 


. .5869 




GI Descrip. 


(AC007534) F7F22.15 [Arabidopsis thaliana] 




Seq. No. 


24201 . 


Seq. ID 


OJ990524_04.0103. 


C48 


Gene No. 


50351 


Strand 






Q+- a v 4~ 
otalu 


667 


End 


5869 




Name 


OJ990524 04.0103.C48.ol.gs 


Method 


GENSCAN 




Start 


667 


End 


3179 




GI 


none 


Score 


.57 




Exons 


667. .794, 816. .930, 1005. .1210, 1334.. 


1467, 1515.. 1634, 






2686. .3179 








Seq. No. 


24201 


Seq. ID 


OJ990524_04.0103. 


C48 


bene ino . 


.50351 


Strand 






Start 


667 


End 


5869 




Name 


OJ990524 04.0103.C48.o3.ts 


Method 


TBLASTX: Soybean 




Start 


2310 


End . 


2497 




GI 


none 


Score 


93 




Exons 


2310'.. 2486, 2312.. 2497, 2315 


. .24 97 






Seq. No. 


24201 


Seq. ID 


OJ990524_04 .0103. 


C48 


Gene No. 


50351 


Strand 






Start 


667 


End 


5869 




Name 


OJ990524_04 . 0103 . C48 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


2324 


End 


2781 




GI 


none 


Score 


46 




Exons 


2324.. 2497, 2325.. 2396, 2499 


..2708, 2499. .2780, 2560. .2781 



24416 



O ^-v y» XT 

Seq. No. 










Seq. ID 


OJ9 9Udz4 


_U4 .0103 


f-> A O 


Gene No. 


50351 








Strand 








Start 


667 








End 


5869 






Name 


OJ990524 04 


.0103 


.C48.o2. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


2499 








End 


2807 






GI 


none 








Score 


125 






Exons 


2499. .2807, 


2551 


. .2781 












Seq. No. 


o a o m 
/i4zUl 








Seq. ID 


OJ990524 


U4 . U 1UJ 


. C4o 


Gene No. 


50351 








Strand 








Start 


667 








End 


5869 






Name 


OJ990524 04 


.0103 


.C48.ol. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2802 








End 


3176 






GI 


none 








Score 


81 






Exons 


2802. .2876, 


2877 


. .3101, 


2880. 


.3056, 3123.. 3176 






Seq. No. 


24201 








Seq. ID 


OJ990524 


_04.0103 


.C48 


Gene No. 










Strand 








Start 


667 








End 


5869 






Name 


OJ990524 04 


.0103 


.C48.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3273 








End 


5137 






GI 


none 








Score 


159 






Exons 


3273. .3581, 


3274 


. .3585, 


3274. 


.3576, 3285. .3584, 


3311. .3601, 




5057.. 5137 
















Seq. No. 










Seq. ID 


OJ990524 


_04 .0103 


.C48 


Gene No. 


50351 








Strand 








Start 


667 








End 


5869 






Name 


OJ990524 04 


.0103 


.C48.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3354 








End 


3594 






GI 


none 








Score 


100 






Exons 


3354. .3590, 


3355 


. .3594 












Seq. No. 


24201 








Seq. ID 


OJ990524 


_04.0103 


.C48 


Gene No. 


■ 50351 








Strand 








Start 


667 








End 


5869 






Name 


OJ990524 04 


.0103 


.C48 .o2 . 


np 


Method 


AAT/NAP 






Start 


3908 








End 


5869 






GI 


5852181 








Score 


96 






Exons 


3908. .4037, 


4534 


. .4655, 


5129. 


.5284, 5811. .5869 







GI Descrip. (AL117265) zhbOOll.l [Oryza sativa] 

Seq. No. 24202 Seq. ID OJ990524_04 . 0103 . C4 9 

Gene No. 50352 Strand 

Start 1 End 47 6 

Name OJ990524_04 . 0103 . C4 9 . ol . np . Method AAT/NAP 

Start 1 End 476 

GI 128620 Score 133 

Exons 1..24, 314. .476 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 

gi I 66139 Ipir | | DERZN1 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi | 669087 | emb | CAA33910 | 
(X15901) NADH dehydrogenase ND1 [Oryza sativa] 

gi 1 .226676 | prf | I1603356DD NADH dehydrogenase ND1 [Oryza sativa] 
Seq. No. 24203 Seq. ID OJ990524_04 . 0103 . C50 



24417 




Gene No. 


50353 




Strand 


+ 


Start 


694 




End 


954 


Name 


ojyyuo^4 u4.uiuj.cou.oi 


• gp' 


Method 


AAT/ GAP 


Start 


694 




End 


954 


GI 


61605 3.R1084 




Score 


443 


Exons 


694. .954 








GI Descrip. 


1 1402920/emb | CAA66965 | 


2.0e-20 (X98321) 


peroxidase [Arabidoj 




thaliana] ' 








Seq. No. 


24203 




Seq. ID 


OJ990524_04.0103.C50 


bene no. 


oUoo4 




Strand 




Start 


72 




hna 


581 


Name 


OJ990524 04.0103.C50.ol 


.gs 


Method 


GENSCAN 


Start 


72 




End 


581 


GI 


none 




Score 


.61 


Exons 


72. .250, 279. .404, 433. 


.581 






Seq. No. 


24204 




Seq. ID 


OJ990524_04.0103.C51 


uene wo . 


oUooo 




Strand 


+ 


Start 


372 




End 


739 


Name 


OJ990524 04.0103.C51.ol 


. gs 


Method 


GENSCAN 


Start • 


372 




End 


739 


GI 


none 




Score 


.78 


Exons 


372. .436, 515. .739 








Seq. No. 


24205 




Seq. ID 


OJ990524_04.0103.C56 


Gene No. 


50356 




Strand 


+ 


C -1 i v 4- 

otart 


i 
i 




End 


1201 


Name 


OJ990524 04.0103.C56.ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


1198 


GI 


4680179 




Score 


1613 


Exons 


1. .1198 








GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


24205 




Seq. ID 


OJ990524_04.0103.C56 


Gene No . 






Strand 


+ 


Start 


1 




End 


1201 


Name 


OJ990524 04.0103.C56.o2 


. tm 


Method 


TBLASTX : Mai ze 


Start 


82 




End 


325 




none 




Score 


349 


Exons 


82. .321, 83. .325 








Seq. No. . 


24205 ' 




Seq. ID 


OJ990524_04.0103.C56 


bene No. 


jUj JO 




Strand 


+ 


Start 


1 




End 


1201 


Name 


OJ990524 04.0103.C56.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


82 




End 


187 


GI 


none 




Score 


173 


Exons 


82. .186, 83. .187 








Seq. No. 


24205 




Seq. ID 


OJ990524_04.0103.C56 


Gene No. 


50356 




Strand 


+ 


Start 


1 




End 


1201 


Name 


OJ990524 04.0103.C56.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


86 




End 


235 


GI 


none 




Score 


188 


Exons 


86. .235, 97. .234 









24418 



'Seq. No. 24205 Seq. ID 

Gene No. 50356 Strand 

Start 1 End 

Name OJ990524_04 . 0103 . C56 . ol . tw Method 

Start 194 End 

GI none Score 

Exons .194. .820, 250. .819 



OJ990524_04.0103.C56 
+ 

1201 

TBLASTX: Wheat 

820 

732 



Seq. No. 24205 Seq. ID 

Gene No. 50356 Strand 

Start 1 End 

Name OJ990524_04 . 0103 . C56 . ol . gs Method 

Start 365 End 

GI none Score 

Exons 365.. 1201 



OJ990524_04.0103.C56 
+ 

1201 
GENS CAN 
1201 
.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24205 
50356 
1 

OJ990524 

374 

none 



04.0103.C56.ol.tm 



Seq. ID OJ990524_04 .0103.C56 
Strand 
End 

Method 
End 
Score 



+ 

1201 

TBLASTX: Maize 

958 

233 



374. .535, 382.-528, 390. .530, 533. .958, 535. .948 



Seq. No. 24205 Seq. ID 

Gene. No. 50356 Strand 

Start 1 • End 

Name -\ ■ OJ990524_04 . 0103 .C56. o2 . tw Method 

Start 820 End 

GI none Score 

Exons 820.. 1089, 821.. 1153 



OJ990524_04 .0103.C56 
+ 

1201 

TBLASTX: Wheat 

1153 

348 



Seq. No. '24205 Seq. ID 

Gene No. 50356 Strand 

Start 1 End 

Name OJ990524_04 . 0103 . C56 . o3 . tm Method 

Start 962 End 

GI none \ Score 

Exons 962.. 1159 



OJ990524_04.0103.C56 
+ 

1201 

TBLASTX: Maize 

1159 

182 



Seq. No.- 24206 ' Seq. ID 

Gene No. 50357 Strand 

Start 4 90 End 

Name OJ990524_04 . 0103 . C57 . ol . gs Method 

Start 4 90 End 

GI none Score 

Exons 490.. 610, 742.. 817 



OJ990524JD4 .0103.C57 
817 

GENSCAN 

817 

.72 



Seq. No. ^ 24207 Seq. ID 

Gene No. v 50358 Strand 

Start 870 End 

Name OJ990524_04 . 0103 . C58 . ol . np Method 

Start 7 68 ' End 

GI 4567295 Score 

Exons 768.. 1188, 1550.. 1581 

GI Descrip. (AC006918) putative retroelement pol polyprotein [Arabidopsis 



OJ990524_04 .0103.C58 

1581 
AAT/NAP 
1581 
187 



24419 



thaliana] 



Seq. No. 24207 

Gene No. 50358 

Start 870 

Name OJ990524_04 . 0103 . C58 . ol . ts 

Start 824 

GI none 

Exons 824.. 859, 879.. 944, 954.. 1160 

Seq. No. 24207 

Gene No. 50358 

Start 870 

Name OJ990524_04 . 0103 . C58 . ol . gs 

Start 870 

GI none 

Exons 870.. 1142 



Seq. ID OJ990524_04.0103.C58 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1581 

TBLASTX: Soybean 

1160 

169 



OJ990524_04.0103.C58 

1581 
GENSCAN 
1142 
.61 



Seq. No. 24207 Seq. ID 

Gene No. 50358 Strand 

Start 870 End 

Name OJ990524_04 . 0103 . C58 . ol . tw Method 

Start- 951 End 

GI none Score 

Exons 951. .1160, 1023. .1124 



OJ990524_04.0103.C58 
1581 

TBLASTX: Wheat 

1160 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24208 ■ 

50359 

3309 

OJ990524_03.0103.C2.ol.np 

3291 

6651245 



Seq. ID OJ990524 03. 0103. C2 



Strand 
End 

Method 

End 

Score 



+ 

5133 
AAT/NAP 
5106 
934 



3291. .3447, 3543. .3610, 4353. .4519, 4626. .5106 
(AF154003) pirin [Lycopersicon esculentum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24208 
50359 
3309 

OJ990524_03.0103.C2.o2.gs' 

3309 

none 



Seq. ID OJ990524_03.0103.C2 

Strand + 

End 5133 

Method GENSCAN 

End 5133 

Score .87 



3309.. 3447, 3543.. 3610, 4353.. 4615, 4626.. 5133 



Seq. No. 


24208 




Seq. ID 


OJ990524_03.0103. 


C2 


Gene No. 


50360 




Strand 






Start 


656 




End 


2873 




Name 


OJ990524 


_03.0103.C2.ol.gs 


Method 


GENSCAN 




Start 


656 




End 


2873 




GI 


- none 




Score 


.44 




Exons 


656. .731, 


' 1135. .1182, 2162. 


.2237, 2765 


. .2873 




Seq. No. 


24208' 




Seq. ID 


OJ990524_03.0103. 


C2 


Gene No. 


'50361 




Strand 






Start 


6532 




End 


8088 




Name 


OJ990524 


03.0103.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3300 




End 


5106 




GI 


none 




Score 


146 





24420 




Exons 


3300. .3446, 


3317 


..3445, 3524. 


.3616, 3541. .3618, 


4344. .4520, 




4352. .4519", 


4623 


. .4769> 4627. 


.4833, 4887. .5021, 


4921. .5106 


Seq. No. 


24208 






Seq. ID 


OJ990524 


_03.0103.C2 


Gene No. 


50361 






Strand 








DO 






End 


8088 




Name 


OJ990524 03, 


.0103 


.C2.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3560 






End 


4749 




GI 


none 






Score 


84 




Exons 


3560. .3610, 


4344 


...4520, 4348. 


.4389, 4352. .4519, 


4623. .4673, 




4627. .4677, 


4683 


..4748, 4684. 


.4749 






Seq. No. 


24208 






Seq. ID 


OJ990524 


_03.0103.C2 


bene jno. 


OUjDJ. 






Strand 


- 




Start 


6532 






End 


8088 




Name 


OJ990524 03, 


,0103 


.C2.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


4903 






End 


5103 




GI 


none 






Score 


200 




Exons 


4903. .5016, 


4921 


..5103, 4929. 


.5021 






Seq. No. 


24208 






Seq. ID 


OJ990524 


_03.0103.C2 


Gene No . 








Strand 


- 




Start 


6532 






End 


8088 




Name 


OJ990524 03. 


,0103 


.C2.o3.gs 


Method 


GENSCAN 




Start 


6532 






End 


8088 




GI 


none 






Score 


. 64 




Exons 


6532. . 6654, 


7110 


..7214, 8039. 


.8088 






Seq. No. 


24209 






Seq. ID 


OJ990524 


_03.0103.C3 


Gene No . 


50362 






Strand 


+ 




Start 


119 






End 


1381 




Name 


OJ990524 03. 


0103 


.C3.ol.gs 


Method 


GENSCAN 




Start 


119 






End 


1381 




GI 


none 






Score 


. 6 




Exons 


119. .286, 998. .1055, 1117.. 1208, 1262. 


.1381 




Seq. No. 


24209 






Seq. ID 




_03.0103.C3 


Gene No . 


50363 






Strand 


+ 




Start 


2320 






End 


13395 




Name 


OJ990524 03. 


0103 


. C3 . ol . gp 


Method 


AAT/GAP 




Start 


2246 






End 


2482 




GI 


1632104 






Score 


417 




Exons . 


2246. .2482 












Seq. No. 


24209 






Seq. ID 


OJ990524 


_03.0103.C3 


Gene No. 


50363 






Strand 


+ 




o rarr 


2320 






End 


13395 




Name 


OJ990524 03. 


0103. 


. C3.o3. tm 


Method 


TBLASTX:] 


Maize 


Start 


• 2298 






End 


2603 




GI 


none 






Score 


63 




Exons 


2298. .2369, 


2305. 


..2364, 2316. 


.2603, 23 


17. .2394, 


2392. .2442, 




2437. .2601 












Seq. No. 


24209 ' 






Seq. ID 


OJ990524 


_03.0103.C3 


Gene No . 


50363 






Strand 


+ 




Start 


2320 






End 


13395 




Name 


OJ990524 03. 


0103. 


,G3.o2.gs 


Method 


GENSCAN 





-24421 



Start 


2320 








End 


10302 




GI 


none 








Score 


.75 




Exons 


2320. .2760, 


2856. 


.3360, 


3624. 


.3667, 3992.. 4087, 


4183. .4693, 




5533. .5571, 


6796. 


.6949, 


7527. 


.7760, 8799.. 8859, 


8864. .9032, 




9661. .9882, 


9974. 


.10302 








Seq. No. 


24209 








Seq. ID 


OJ990524 


_03.0103.C3 


Gene No . 


jUjOj 








Strand 


+ 




Start 


2320 








End 


13395 




Name 


OJ990524 03 


.0103. 


C3.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2350 








End.... 


2981 




GI 


none 








Score 


387 




Exons 


2350. .2763, 


2451. 


. Z 1 OD , 




.2957, 2841. .2981, 


2858. .2980 


Seq. No. 


24209 








Seq. ID 


OJ990524 


_03.0103.C3 


Gene no. 


o(J obi 








Strand 


+ 




Start 


2320 








End 


13395 




Name 


OJ990524 03 


.0103. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2383 








End 


2763 




GI 


none 








Score 


79 




Exons 


2383. .2517, 


2526. 


.6/41, 


ZDZ f . 


.2763 






Seq. No. 


24209 








Seq. ID 


OJ990524 


_03.0103.C3 


Gene no. 










Strand 


+ 




Start - 


2320 








End 


13395 




Name 


OJ990524 03, 


.0103. 


Lj . Oo . 


tc 


Method 


TBLASTX: 


Cress 


Start 


2850 








End 


3169 




GI 


none 








Score 


198 




Exons 


2850. .3008, 


2855. 


. z y yz , 


okjZo . 


.3169, 3060.. 3167 




Seq. No. 


24209 








Seq. ID 


OJ990524 


_03.0103.C3 


Gene No. 


50363 








Strand 


+ 




C4- — i —4- 

otart 


zozU 








End 


13395 




Name 


OJ990524 03. 


.0103. 


Lj . Oo . 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2981 








End 


4060 




GI 


none 








Score 


330 




Exons 


2981. .3040, 


3060. 


.3374, 


3143. 


.3280,. 3144. .3362, 


3995. .4060, 




3997. .4059 














Seq. No. 


24209 








Seq. ID 


OJ990524 


_03.0103.C3 


Gene No. 


50363 








Strand 


+ , 




Start 


2320 








End 


13395. 




Name 


OJ990524 03. 


,0103. 


C3.o2. 


gp 


Method 


AAT/GAP 




Start 


4011 








End 


4959 




GI 


16167 1.R1084 






Score 


1257 




Exons 


4011. .4087, 


4183. 


.4693, 


4859. 


.4959 






GI Descrip. 


, 4322346/gb|AAD16019| 2 


.Oe-27 


( AF0 81825) sodium-dependent 



Seq. No. 
Gene No. 
Start 

■KT 

incline 

Start 
GI 



high-affinity dicarboxylate transporter [Rattus norvegicus] 
>gi_4837725_gb_AAD30657.1_AF080451_l (AF080451) sodium-dependent 
dicarboxylate transporter SDCT2 [Rattus norvegicus] ' 



24209 Seq. ID 

50363 Strand 

2320 End 

OJ990524_03.01G3.C3.o4 . tm Method 

4171 End 

none Score 



OJ990524_03.0103.C3 
+ 

13395 

TBLASTX: Maize 

4371 

154 



24422 




Exons 


4171. .4275, 


4182. 


.4274, 


4182. . 


,4370, 4183.. 4371 




Seq. No. 


24209 








Seq. ID 


OJ990524_03.0103. 


C3 


bene jno. 


DUODO 








Strand 


+ 




Start 


2320 








End 


13395 




Name 


OJ990524 03 


.0103. 


C3.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


4243 








End 


4659 




GI 


none 








Score 


185 




Exons 


4243. .4470, 


4275. 


.4400, 


4438. . 


,4659, 4503.. 4658 




Seq. No. 


24209 








oeq. id 




C3 


Gene No . 










Strand 


+ 




Start 


2320 








End 


13395 




Name 


OJ990524 03 


.0103. 


C3.ol. 


tm 


Method 


i fciLiAb i a : Maize 




Start 


4417 








End 


a c a c 




GI 


none 








Score 


ICQ 




Exons 


4417. .4695, 


4491. 


.4694 










Seq. No. 


24209 








Seq. ID 




C3 


Gene No. 


50363 








Strand 


T 




Start 


2320 








End 


13395 




Name 


.OJ990524 03 


.0103. 


C3.ol. 


np 


Method 


AAT/NAP 




Start 


4466 








End 


13395 




GI 


5091513 








Score 


1642 




Exons 


4466. .4550, 


9730. 


.10453 


, 11201 


.11739, 


11766. .12060, 






12104. .12438, 13233. .13395 








GI Descrip. 


(AB023482) ] 


Hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24209 








Seq. ID 


OJ990524JD3.0103. 


C3 


Gene No. 


50363 








Strand 


+ ' 




Start 


2320 








End 


13395 




Name 


OJ990524 03 


.0103. 


C3.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


4468 








End 


4695 




GI 


none 








Score 


276 




Exons 


4468. .4695, 


4497. 


.4694 











Seq. No. 


24209 








Seq. ID 


OJ990524 03.0103 


Gene No. 


50363 








Strand 


+ 


Start ' 


2320 








End 


13395 


Name 


OJ990524 03, 


.0103. 


C3.o3. 


gp 


Method 


AAT/GAP 


Start 


4955 








End 


5189 


GI 


2797226 








Score 


.289 


Exons 


4955. .5127, 


5159. 


.5189 








Seq. No. 


24209 








Seq. ID 


OJ990524_03.0103 


Gene No. 


50363 








Strand 


+ 


Start 


2320 








■ End 


13395 


Name 


OJ990524 03, 


,0103. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6117 








End 


6344 


GI 


none 








Score 


333 


Exons 


6117. .6344, 


6134. 


.6343 








Seq. No. 


24209 








Seq. ID 


OJ990524 03.0103 


Gene No. 


50363 








Strand 


+ 


Start 


2320 








End 


13395 


Name 


OJ990524 03. 


,0103. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


6142 








End 


6439 



24423 




GI 


none 


Score 


403 




Exons 


6142.. 6435, 6164.. 6439, 6179 


. . 6436 






Seq. No. 


24209 


Seq, ID 


OJ990524 03.0103. 


,C3 


bene wo * 


JUjDj 


Strand 


+ 




Start 


2320 


End 


13395 




Name 


OJ990524 03.0103.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


6161 


End 


6448 




GI 


none 


Score 


420 




Exons 


. 6161.. 6448, 6162.. 6440, 6163 


. .6447, 6164. .6439 




Seq. No. 


24209 


Seq. ID 


OJ990524_03.0103. 


C3 


bene no. 




Strand 


+ 




Start 


2320 


End 


13395 




Name 


OJ990524 03.0103.C3.o3.gs 


Method 


GENSCAN 




Start 


11244 


End 


12703 




GI 


none 


Score 


.74 




Exons 


11244. ,11639, 11662. .12240, 


12257. .12703 




Seq. No. 


24210 


Seq. ID 


OJ990524_03.0103. 


C5 


Gene No. 


.50364 


Strand 






DLqI L 


i 
j. 


End 


249 




Name 


OJ990524 03.0103.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


24 9 




GI 


4678269 


Score 


87 




Exons 


1..44, 135. .249 








GI Descrip. 


(AL04 9660) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24211 


Seq. ID 


OJ990524_03.0103. 


C6 


Gene No. 




Strand 






Start 


178 


End 


588 




Name 


OJ990524 03.0103.C6.ol.gs 


Method 


GENSCAN 




Start 


178 


End 


588 




GI 


none 


Score 


,85 




Exons 


178. .353, 444. .588 








Seq. No, 


24212 


Seq. ID 


OJ990524__03.0103. 


C9 


Gene No . 


jUjDD 


Strand 






Start 


45 


End 


122 




Name 


OJ990524 03,0103.C9.ol.gs 


Method 


GENSCAN 




Start - 


45 


End 


122 




GI 


none 


Score 


.83 




Exons 


45. .122 








Seq. No. 


24213 


Seq. ID 


OJ990524_03.0103. 


C10 


Gene No. 


50367 


Strand 


+ 




Start , 


395 


End 


470 




Name 


OJ990524 03.0103.C10.ol.gp 


Method 


AAT/GAP 




Start 


395 




470 




GI 


3760640 


Score 


86 




Exons' 


395. .470 








GI Descrip. 


4176420/dbj IBAA37167 | -2.0e-ll (AB008097 


1 ) cytochrome P4 50 






[Arabidopsis thaliana] 








Seq. No. 


24213 


Seq. ID 


OJ990524_03.0103. 


C10 


Gene No. 


50368 


Strand 






Start 


954 


End 


1073 





24424 



Name 


OJ990524 03 


.0103. C10. ol.gs 


Method 


GENSCAN 






Start 


954 


End 


1073 






GI 


none 




Score 


.95 






Exons 


954. .1073 












Seq. No. 


24214 




Seq. ID 


OJ990524_03 


.0103. 


Cll 


npinp No 


50369 




Strand 


-j. 






Start 


440 




End 


1226 






Name 


OJ990524 03, 


.0103. Cll. ol.gs 


Method 


GENSCAN 






Start 


440 




End 


1226 . 






GI 


none 




Score 


.72 






Exons 


440. .512, 547. .693, 1039. .1163, 1180.. 


1226 






Seq. No. 


24215 




Seq. ID 


OJ990524JD3 


.0103. 


C12 




50370 




Strand 


i 






Start 


7043 




End 


7769 






Name 


OJ990524 03. 


.0103.C12.o2.gs 


Method 


GENSCAN 






Start 


7043 


End 


7769 






GI 


none 




Score 


.57 






Exons 


7043. .7769 












Seq. No. 


24215 




Seq. ID 


OJ990524_03 


.0103. 


C12 


Gene No. 


50371 




Strand 








91- art- 


120 




End 


5845 






Name 


OJ990524 03, 


.0103. C12. ol.gs 


Method 


GENSCAN 






Start 


120 




End' 


5530 






GI 


none 




Score 


.5 






Exons 


120.. 293, 1448.. 1679, 1963.. 


2188, 2811 


..2901, 2990 


. .3078 






3121. .3386, 


3525.. 3863, 4049 


..4271, 5287. .5530 






Seq. No. 


24215 




Seq. ID 


OJ990524_03 


.0103. 


C12 


Gene No. 


50371 




Strand 








Start 


120 




End 


5845 






Name 


OJ990524 03. 


0103.C12.ol.np 


Method 


AAT/NAP 






Start 


3098 




End 


5845 






GI 


5902445 




Score 


1006 






Exons 


3098. .4271, 


5819. .5845 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


24215 




Seq. ID 


OJ990524JD3. 


.0103. 


C12 




50371 




Strand 








Start 


120 < ■ 




•End 


5845 "• 






Name 


OJ990524 03. 


0103.C12.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3260 




End 


3643 






GI 


none 




Score 


84 






Exons 


3260. .3511, 


3518. .3643 










Seq. No. 


24215 




Seq. ID 


OJ990524_03, 


,0103. 


C12 




50371 




Strand 








Start 


120 




End 


5845 






Name 


OJ990524 03. 


0103.C12.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3359 




End 


3785 






GI 


none 




Score 


62 






Exons 


3359. .3532, 


3360.. 3503, 3540 


..3785, 3542. .3778 






Seq. No. 


24215 




Seq. ID 


OJ990524_03. 


0103. 


C12 


Gene No. 


50371 




Strand 









24425 




Start 


120 






End 


5845 


Name 


OJ990524 03 


.0103.C12.-dI 




Method 


TBLASTX: Maize 


Start 


3799 






End 


4189 


GI 


none 






Score 


84 


Exons 


3799..3837, 


3842. .3916, 


3935 


..4030, 4048. .4188, 4055. .4189 


Seq. No. 


24215 






oeq. ID 


ujyyuoz^i uj.uiuj.li^ 




JU J / i 






C-4- v. anr l 
jLIallU 




Start' 


120 






tin a 


JO^J 


Name 


OJ990524 03 


0103.C12.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3857 






End 


4264 


GI 


none 






Score 


98 


Exons 


3857. .4033, 


4048. .4263, 


4097 


. .4264 




Seq. No. 


24215 






Seq. ID 


OJ990524_03.0103.C12 




OU J / J. 






Strand 




Start 


120 






End 


5845 


Name 


OJ990524 03. 


0103.C12.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3912 






End 


4273 


GI 


none 






Score 


79 


Exons 


3912. .4043, 


3914 . .4030, 


4048 


..4272, 4054. .4236, 4067. .4273 


Seq. No. 


24216 






Seq. ID 


OJ990524_03.0103.C13 


Gene No. 


50372 






Strand 


+ 


Start 


1 . 






End 


1882 




OJ990524 03. 


0103.C13.bl 


.np 


Method 


AAT/NAP 


Start 


1 






End 


1877 


GI 


4567304 






Score 


907 


Exons 


1..236, 370. 


.576, 659.. 


832, 


992. .1189, 


1280. .1388, 1550. .1790, 




1827. .1877 










GI Descrip. 


(AC005956) unknown protein [Arabidopsis thaliana] 


Seq. No. 


24216 






Seq. ID 


OJ990524_03.0103.C13 


Gene No. 


50372 






Strand 


+ 




1 






End 


1882 


Name 


OJ990524 03. 


0103.C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


52 






End 


489 


GI 


none 






Score 


182 


Exons 


S2..246, 54. 


.236, 91. .237, 354. .470, 364. .489, 368. .457, 




369. .485 










Seq. No. 


24216 






Seq. ID 


OJ990524_03.0103.C13 




50372 






Strand 


+ 


Start 


1 






End 


1882 


Name 


OJ990524 03. 


0103.C13.ol 


.gs 


Method 


GENSCAN 


Start 


60 






End 


1827 


GI 


none 






Score 


.89 


Exons 


60.. 236, 370 


..576, 659. 


.832, 


992. .1189, 


1280.. 1393, 1548.. 1827 


Seq. No. 


24216 






Seq. ID* 


OJ990524_03.0103.C13 


Gene No. 


50372 






Strand 


+ 


Start 


1 






End 


1882 


Name 


OJ990524 03. 


0103.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


134 






End 


769 


Gi 


none 






Score 


153 



Exons 134. .235, 135. .236, 139. .237, 147. .236, 175. .261, 367. .390, 

397. .579, 422. .577, 423. .578, 658. .768, 659. .769 



24426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24216 
50372 . 
1 

OJ990524_03.0103.C13.ol.tc 
138 
none 



Seq. ID OJ990524_03.0103.C13 
Strand + 

1882 

TBLASTX: Cress 
1159 
140 



End 

Method 
End 
Score 

138. .239, 141. .236, 143. .238, 407. .505, 409. .513, 423. .515, 
436. .579, 516. .578, 658. .828, 659. .835, 992. .1033, 1109. .1159 



24216 
50372 
1 

OJ990524_03.0103.C13.ol.tm 

492 

none 



Seq. ID OJ990524_03.0103.C13 

Strand + 

End 1882 

Method TBLASTX: Maize 

End 1398 

Score 97 



492. .578, 493. .579, 501. .578, 655. .831, 657. .830, 658. .831, 
659. .835, 991. .1035, 992. .1132, 1056. .1190, 1067. .1192, 
1109. .1195, 1122. .1214, 1278. .1391, 1279. .1398, 1280. .1393 



24216 
50372 
1 

OJ990524_03.0103.C13.o2.ts 

770 . 

none 



Seq. ID OJ990524_03.0103.C13 

Strand + 

End 1882 

Method TBLASTX : Soybean 

End 1874 

Score 102 



770. .835, 772. .834, 992. .1093, 999. .1094, 1070. .1192, 

1109. .1195, 1279. .1392, 1280. .1393, 1304. .1393, 1542. .1682, 

1545. .1775, 1694. .1774, 1776. .1835, 1827. .1874 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24216 
50372 
1 

OJ990524_03.0103.C13.ol.gp 
1313 
700724 
1313. .1393, 1548. .1882 

4567304/gb|AAD23715.1|AC005956_4 4.0e-21 (AC005956) 
protein [Arabidopsis thaliana] 



Seq. ID OJ990524_03.0103.C13 

Strand + 

End 1882 

Method AAT/GAP 

End 1882 

Score 772 



unknown 



24216 Seq. ID 

50372 ■ Strand 
1 End 
OJ990524_03.0103.C13.o3.tm Method 
1713 End 
none Score 
1713. .1877, 1715. .1876 

24217 Seq.' ID 

50373 Strand 
245 End 
OJ990524_03.0103.C14 .ol.gp Method 
245 t .End 
uC-osrocyp027f 12bl Score 
245 . . 647 

'4567304/gb|AAD23715.1|AC005956_ 
protein [Arabidopsis thaliana] 1 



OJ990524_03.0103.C13 
+ 

1882 

TBLASTX: Maize 

1877 

190 



03.0103.C14 



OJ990524 
+ 

2547 
AAT/GAP 
647 
767 



4 4.0e-21 (AC005956) unknown 



24427 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24217 
50373 
245 

OJ990524_03.0103.C14.ol.gs 

417 

none 



Seq. ID OJ990524_03.0103.C14 



Strand 
End 

Method 

End 

Score 



+ 

2547 
GENSCAN 
2438 
,65 



417. .540, 817. .986, 2173. .2203, 2330. .2438 



24217 Seq. ID 

50373 Strand 
245 End 
OJ990524_03.0103.C14.o2.gp Method 
1060 End 
LIB3432-032-P2-K1-F5 Score 
1060.. 1715 

f 5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



OJ990524_03.0103.C14 
+ 

2547 
AAT/GAP 
1715 
1239 



24217 Seq. ID 

50373 Strand 
245 End 
OJ990524_03 .0103 . C14 . o3 . gp Method 
2134 End 
uC-osrocyp027f 12a 1 Score 
2134.. 2230, 2330.. 2547 

, 4567304/gb|AAD23715.1|AC00595'6_4 4.0e-21 (AC005956) unknown 
protein [Arabidopsis thaliana] 1 



OJ990524_03.0103.C14 
+ 

2547 
AAT/GAP 
2547 
576 



24218 Seq. ID 

50374 Strand 

840 End 
OJ990524_03.0103.C15.ol.gs Method 

840 End 

none Score 
840. .1415 



OJ990524_03.0103.C15 

1415 
GENSCAN 
1415 
.72 



Seq. No. 24219 Seq. ID 

Gene No. 50375 Strand 

Start 45 End 

Name OJ990524_03 . 0103 . C17 . ol . gs Method 

Start ,45 End 

GI none Score 

Exons 45.. 146, 342.. 452, 1366.. 1477 

Seq. No. 24219 Seq. ID 

Gene No. 50376 Strand 

Start .2941 End 

Name OJ990524_03 . 0103 . C17 . o2 .'gs Method 

Start 2941 End 

GI none Score 

Exons 2941.. 4308 



OJ990524_03.0103.C17 
1477 

GENSCAN ' .; 

1477 

.45 



OJ990524_03.0103.C17 

4322 
GENSCAN 
4308 
1 



Seq. No. 24219 Seq. ID 

Gene No. 50376 ' Strand - 

Start 2941 End 

Name OJ990524_03 . 0103 . C17 . ol . np Method 



OJ990524_03.0103.C17 

4322 
AAT/NAP 



24428 



Start 


2944 








End 


4322 


GI 


4836928 








Score 


779 


Exons 


2944. .3444, 


3484 


. .3542, 


3654. 


.4322 




GI Descrip. 


(AC006085) 


Similar to protein 


kinases 


[Arabidopsis thaliana] 


Seq. No. 


24219 








Seq. ID 


OJ990524_03.0103.C17 


taene wo . 


"3*7 C 
jUj / D 








Strand 




Start 


2941 








End 


4322 


Name 


OJ990524 03 


. UIUj 


. Cl / . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3079 








End 


3427 


GI 


none 








Score 


167 


Exons 


3079. .3426, 


3088 


. .3267, 


3095. 


.3427 




Seq. No. 


24219 








Seq. ID 


OJ990524_03.0103.C17 


Gene No. 


50376 








Strand 




C+" 3 -r-+- 


z y 4 1 








End 


4322 


Name 


OJ990524 03 




. Cl / . Ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


3079 








End 


3891 


GI 


none 








Score 


228 


Exons 


3079. .3213, 


3244 


. .3438, 


3266. 


.3439, 3496.. 3543, 3503.. 3541, 




3775. .3891, 


3776, 


. .3868 








Seq. No. 


24219 








Seq. ID 


OJ990524_03.0103.C17 


-Gene No. 


50376 








Strand 




ouarr 


O QA 1 

z y 4 1 








End 


4322 


Name 


OJ990524 03 


. UIUJ , 


. Cl / . Ol 


. tc 


Method 


TBLASTX: Cress 


Start 


3082 








End 


4083 


GI 


none 








Score 


119 


Exons 


3082. .3204, 


3244. 


. .3435, 


3269. , 


.3433, 3784. .4083, 3785. .3868, 




3914. .398g 












Seq. No. 


24219 








Seq. ID 


OJ990524_03.0103.C17 


ucUc JNO . 


en ^7 £ 
OUj / D 








Strand 




Start 


2941 








End 


4322 


Name 


OJ990524 03 


. UlUO , 


. C17 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3094 








End 


3405 


GI 


none 








Score 


44 


Exons 


3094. .3207, 


ouy4 , 




TO / /I 

oZ4 4 . . 


.3405, 3263.. 3400 


Seq. No. 


24219 








Seq. ID 


OJ990524_03.0103.C17 


bene ino . 










Strand 




Start 


2941 








End 


4322 


Name 


OJ990524 03 


. 0103 . 


. C17 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3817 








End 


4248 


GI 


none 








Score 


257 ' 


Exons 


3817. .4086, 


3818. 


.4108, 


4135. . 


,4164, 4207. .4248 


Seq. No. 


24220 








Seq. ID 


OJ990524_03.0103.C18 


Gene No. 


50377 








Strand 


+ 


Start 


648 








End ' 


3317 


Name 


OJ990524 03, 


.0103. 


C18.ol, 


.gs 


Method 


GENSCAN 


Start 


648 








End 


3317 


GI 


none 








Score 


.56 



Exons 



648.. 750, 3236.. 3317 



Seq. No. 
Gene No. 



24221 
50378 



Seq". ID OJ990524_03.0103.C19 
Strand + 



24429 



Start 


1873 








End 


2425 


Name 


OJ990524 03 


.0103 


.C19.ol. 


, gs 


Method 


GENS CAN 


Start 


1873 








End 


2425 


GI 


none 








Score 


.47 


Exons 


1873. .2184, 


2363 


. .2425 








Seq. No. 


24221 








Seq. ID 


OJ990524_03.0103.C19 


Gene No. 


50379 








Strand 




Start 


3730 








End 


4342 


Name 


OJ990524 03 


.0103 


.C19.ol. 


gp 


Method 


AAT/GAP . 


Start 


3481 








End 


4342 


GI 


15476 3.R1084 






Score 


1668 


Exons 


3481. .4342 












GI Descrip. 


'169363 5.0e-25 


(M75856) 


PVPR3 [Phaseolus vulgaris] * . 


Seq. No. 


C. H £. X 








Seq. ID 


OJ990524_03.0103.C19 


Gene No. 


J VJ J / .7 








Strand 




Start 


?7?0 








End 


4342 


Name 


n.TQQ0 c i94 n? 


010? 


.C19.ol. 


LIU 


Method 


TBLASTX: Maize 


Start 


3482 








End 


3927 


GI 


none 








Score 


69 


Exons 


"3489 ^sos 

J^Ott . O.JVJ.J, 


? S4 R 


. .3622, 


? R Q7 


.3653, 3729.. 3767, 3730.. 3927, 
















Seq. No. 


94991 








Seq. ID 


OJ990524_03.0103.C19 


Gene No. 










Strand- 




OLdlL 


"37 ?o 








End 


4342 


Name 


OJ990524 03 


.0103 


,C19.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3594 








End 


4189 


GI 










Score 


206 


Exons 




^fiRI 
JOJl 


. .3677, 


?fi7 4 


.3790, 3721.. 3927, 3731.. 3922, 




4 1 "39 41 flft 


41 


. .4189 








Seq. No. 


94991 








Seq. ID 


OJ990524_03.0103.C19 




O \JO f J 








Strand 




Start 


3730 








End 


4342 


Name 


OJ990524 03 


.0103, 


.C19.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3727 








End 


3922 


GI 


none 








Score 


109 


Exons 


3727. .3921, 


3824, 


. .3922 








Seq. No. 


24221 








Seq. ID 


OJ990524_03.0103.-C19 




50379 








Strand 




Start 


3730 








End 


4342 


Name 


OJ990524 03, 


.0103, 


,C19.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3727 








End 


4171 


GI 


none 








Score 


137 


Exons 


3727. .3921, 


3815. 


. .3922, 


4076. 


.4171, 4099. .4170 


Seq. No. 


24221 








Seq. ID 


OJ990524_03.0103.C19 


Gene No. 


50379 








Strand 




Start 


3730 








End 


4342 


Name 


OJ990524 03. 


,0103. 


,C19.o2. 


gs 


Method 


GENSCAN 


Start 


3730 








End 


4224 


r*T 

VJ 4. 


n One 








Score 


1 



Exons 



3730. .4224 



24430 




Seq. No. 


24221 




Seq. ID 


OJ990524_03.0103.C19 


Gene No. 


50379 




Strand 




Start 


3730 




End 


4^4 9 


Name 


OJ990524 03.0103.C19.ol 


.np 


Method 


AAT/NAP 


Start 


3733 




End 


4224 


GI 


169363 




Score 


288 


Exons 


3733.. 4093, 4163.. 4224 








GI Descrip. 


(M75856) PVPR3 [Phaseolus vulgaris] 




Seq. No. 


£. *i £ JL 






OJ990524_03.0103.C19 




50379 




Strand 




Start 


3730 




End 


4342 


Name 




.tm 


Method 


TBLASTX: Maize 


Start 


4UOO 




End 


4276 


GI 


none 




Score 


159 


Exons 


4Dftfi 497 (\ 40QQ 4994 


4133. 


.4234 




Seq. No. 


94 999 
£. 4 Z £ £. 




Seq. ID 


OJ990524_03.0103.C20 


Gene No. 


JU JOU 




Strand 


+ 


Start 


6435 




End 


8047 


Name 


OJ990524 03.0103.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


6346 




End 


8047 


GI 


518 1.R1084 




Score 


1558 


Exons 


6346.. 6797, 69i2..7034, 


7768. 


.8047 




GI Descrip. 


? 2058273/dbj |BAA19798| 


2.0e-95 (D83527) 


YK426 [Oryza sativa] ' 


Seq. No. 


24222 




Seq. ID 


OJ990524_03.0103.C20 


Gene No. 


50380 




Strand 


+ 


Start 


6435 




End 


8047 


Name 


OJ990524 03.0103.C20.ol 


.np 


Method 


AAT /MAP 


Start 


6435 


End 


7851 


GI 


6174959 




Score 


893 


Exons 


6435. .6797, 6912. .7034, 


7768. 


.7851 




GI Descrip. 


60S RIBOSOMAL PROTEIN L9 gi | 2058273 | db] 


IBAA19798I (D83527) YK426 




[Oryza sativa] 








Seq. No. 


24222 




Seq. ID 


OJ990524_03.0103.C20 


UC11C LS\J . 


50380 




Strand 


i 


Start 


6435 




End 


8047 


Name 


OJ990524 03.0103.C20.o3 


. gs 


Method 


GEN SCAN 


Start 


6*4 35 


End 


7854 


GI 


none 




Score 


.96 


Exons 


6435.. 6797, 6912.. 7034, 


7768. 


.7854 




Seq. • No. 


24222 




Seq. ID 


OJ990524_03.0103.C20 


Gene No. 


50381 




Strand 




O Lai L. 


1758 




End 


11187 


Name 


OJ990524 03.0103.C20.o2 


.gs 


Method 


GENSCAN 


Start 


1758 




End 


5923 


GI 


none 




Score 


.71 


Exons 


1758. .1852, 2418. .2867, 


3542. 


.3686, 4647. .4760, 4928. .5009, 




5454. .5923 








Seq. No. 


24222 




Seq. ID 


OJ990524_03.0103.C20 




JUJOl 




Strand 




Start 


1758 




End 


11187 


Name 


OJ990524_03.0103.C20.o3 


. tm 


Method 


TBLASTX: Maize 






24431 







Start 


5363 








End 


5588 




GI 


none 








Score 


125 




Exons 


5363. .5506, 


5390 


. .5506, 


5403. 


.5519, 5454. .5588, 


5504. .5587 


Seq. No. 


24222 








Seq. ID 


OJ990524 


_03.0103.C20 


Gene No. 


50381 








Strand 






ol.ci.lu 


1 

1 / JO 








End 


11187 




Name 


OJ990524 03 


.0103 


.C20.o2 


.np 


Method 


AAT/NAP 




Start 


5416 








End 


9220 




GI 


6721547 








Score 


71 




Exons 


5416. .5435, 


9125 


. .9220 










GI Descrip. 


(AP001073) 


Similar to Oryza sativa gene for Pib 


■ . (AB013448) 


Seq. No. 


24222 








Seq. ID 


OJ990524 


_03.0103.C20 


Gene No. 


50381 








Strand 






Of 3 yf- 


1 1 

1 / JO 








End 


11187 




Name 


OJ990524 03 


. U1U J 


. C_U . OZ 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5624 








End 


5930 




GI 


none 








Score 


35 




Exons 


5624. .5680, 


C C C T> 


C C O (\ 


0 / 47 . 


.5827, 5748. .5828, 


5822. .5929, 




5823. .5930 














Seq. No. 


24222 








Seq. ID 


OJ990524 


_03.0103.C20 


Gene No. 


50381 








Strand 






otail. 


1 / JO 








End 


11187 




Name 


OJ990524 03 


. U1U 5 


. CzU . Ol 


. tm 


Method 


TBLASTX : Maize 


Start 


6425 








End 


7856 




GI 


,. none 








Score 


41 




Exons 


6425. .6817, 


C A O O 


A C A 

. . o4 54 , 


^ A A 1 

644 1 . 


.6803, 6909.. 7034, 


6911. .7033, 




7750. .7848, 


7761 


. .7853, 


7765. 


.7848, 7767. .7856 


Seq. No. 


24222 








Seq. ID 


OJ990524 


_03.0103.C20 


Gene No. 


50381 








Strand 






Of a y-f- 


1 ICQ 
J_ / JO 








End 


11187 




Name 


OJ990524 03 


. U1UJ 


. CzU . ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


6428 








End 


7865 




GI 


none 








Score 


139 




Exons 


6428. .6574, 


C A A 1 

6441 , 


. . OjoI, 


6575 . 


.6805, 6582.. 6803, 


6909. .7034, 




6911. .7033, 


7 1 £1 




/ / Dj . 


.7863, 7767. .7865 




Seq. No. 


24222 








Seq. ID 


OJ990524 


_03.0103.C20 


Gene . No. 


50381 








Strand 






Of- -a r-H 


1 7 ^P. 

1 1 JO 








End 


11187 




Name 


OJ990524 03 


.0103. 


,C20.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


6428 








End 


7848 


GI 


none 








Score 


139 




Exons 


6428. .6568, 


6441. 


, .6578, 


6572. 


.6817, 6582. .6803, 


6909. .7034, 




6911. .7033, 


7761. 


. .7847, 


7765. 


.7848 






Seq. No. 


24222 








Seq. 'ID 


• OJ990524 


_03.0103.C20 


Gene No. 


50381 








Strand 






Start 


1758 








End 


11187 




Name 


OJ990524 03, 


.0103. 


.C20..O1. 


.tw 


Method 


TBLASTX :1 


Wheat 


Start 


64 43 








End 


7975 




01 


none 








Score 


300 




Exons 


6443. .6679, 


6444. 


.6680, 


6677. 


.6817, 6678. .6803, 


6909. .7034, 




6909. .6953, 


6911. 


.7033, 


7761. 


.7847, 7765. .7848, 


7860. .7964, 



24432 




7890. .7949, 7928. .7975 



Seq. No. 


24222 








Seq. ID 


OJ990524_03.0103< 


.C20 


Gene No. 


50381 








Strand 


- 




Start 


1758 








End 


11187 




Name 


OJ990524 03, 


.0103 


.C20.O4. 


.gs 


Method 


GENSCAN 




Start 


8426 








End 


11187 




GI 


none 








Score 


•97 




Exons 


8426. .8655, 


10908. .11187 








Seq. No. 


24222 








Seq. ID 


OJ990524_03.0103, 


,C20 


Gene No. 


50381 








Strand 


- 




Start 


1758 








End 


11187 




Name 


OJ990524 03. 


mm 


. LZU . 04 . 


, tm 


Method 


TBLASTX: Maize 




Start 


8525 








End 


8650 




GI 


none 








Score 


151 




Exons 


8525. .8650, 


OOZD 


. . 0 04 0 










Seq. No. 


24223 








Seq. ID 


OJ990524_03.0103. 


C22 


Gene No. 


50382 








Strand 


+ 




Start 


1124 








End 


1199 




Name 


OJ990524 03. 


U1U 3 


POO 1 

. K^ZZ . 01 . 


gs 


Method 


GENSCAN 




Start 


1124 








End 


1199 




GI 


none 








Score 


.45 




Exons 


1124. .1199 














Seq. No. 


24223 








Seq. ID 


OJ990524_03.0103. 


C22 


Gene No. 


50383 








Strand 






Start 


1476 








End 


1620 




Name 


OJ990524 03. 


UlUo . 


/—too _ n 
. CZZ . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1476 








End 


1620 




GI 


none 








Score 


221 




Exons 


1476. .1619, 


T A "7 a 


. . ioi y , 


1 A "7 *7 


.1620, 14E 


30. .1620 




Seq. No. 


24224 








Seq. ID 


OJ990524._03.0103. 


C23 


Gene No. 


50384 








Strand 


+ 




Start 


1876. . 








End 


2481 




Name 


OJ9315524 03, 


U1U 5 , 


. C^!o . Ol . 


gs 


Method 


GENSCAN 




Start 


1876 








End 


2481 




GI 


none 








Score 


.41 




Exons 


1876. .1944, 


iy 3d . 


. . z019, 


Ol A j| 

2194 . . 


,2209, 2334. .2481 




Seq. No. 


24225 








Seq. ID 


OJ990524_03.0103. 


C27 


Gene No. 


50385 








Strand 






Start 


44 








End 


280 




Name 


OJ990524 03. 


0103. 


C27.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6 








End 


228 




GI 


none 








Score 


85 




Exons 


6. .83, 6. .89 


, 7.. 


210, .84 


. .134, 


132. .209, 157. .228, 162.. 


221 


Seq. No. 


24225 








Seq. ID 


OJ990524_03.0103. 


C27 


Gene No. 


50385 








Strand 






Start 


44 








End 


280 • 




Name 


OJ990524_03. 


0103. 


C27.ol. 


gp 


Method 


AAT/GAP 




C+- -> ~-u 

U l_ CA J- l_ 


4 4 








End 


280 




GI 


1632104 








Score 


417 




Exons 


44. .280 















24433 



Seq. No. 24225 Seq. ID 

Gene No. 50385 Strand 

Start 44 End 

Name OJ990524_03 . 0103 . C27 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 4 6.. 206 



OJ990524_03.0103.C27 
280 

GENS CAN 

206 

.77 



Seq. No. 24226 Seq. ID 

Gene No. 50386 Strand 

Start 8 End 

Name OJ990524JD3 . 0103 . C28 . ol . gs Method 

Start 8 End 

GI none Score 

Exons 8.. 220, 240.. 362 



OJ990524_03.0103.C28 
+ 

362 

GEN SCAN 

362 

.52 



Seq. No. 24227 

Gene No. 50387 

Start 2371 

Name OJ990524_03 . 0103 . C34 . ol . tm 

Start 2027 

GI none 

Exons 2027.. 2116, 2157.. 2228, 
2341.. 2622, 2342.. 2557 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_03.0103.C34 
3805 

TBLASTX: Maize 

2622 

36 



2198.. 2299, 2208.. 2237, 2293 . ';-2334 , 



Seq. No. 24227 

Gene No. 50387 

Start 2371 

Name OJ990524_03 . 0103 . C34 . ol . gp 

Start 2175 

GI 48743JL.R1084 

Exons 2175.. 2783 

GI Descrip. ' 4678268/emb | CAB41176 . 1 | 1. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_03.0103.C34 

3805 
AAT/GAP 
2783 
1210 



0e-34 (AL049660) putative protein 



Seq. No. 


24227 








Seq. ID 


OJ990524 


JD3.0103. 


C34 


Gene No. 


■50387 








Strand 








Start 


2371 








End 


3805 






Name 


OJ990524 03. 


0103 


.C34.ol 


.tc 


Method 


TBLASTX: 


Cress 




Start 


2359 








End 


2622 






GI •• 


none 








Score 


159 






Exons 


2359. .2622, 


2393 


. .2557 












Seq. No. 


24227 








Seq. ID 


OJ990524 


_03.0103. 


C34 


Gene No. 


50387 








Strand 








Start 


2371 








End 


3805 






Name 


OJ990524 03. 


0103 


.C34.ol 


.gs 


Method 


GENSCAN 






Start 


2371 






End 


2724 






GI 


none 








Score 


.86 






Exons 


2371. .2724 
















Seq. No. 


24227 








Seq. ID 


OJ990524 


_03.0103. 


C34 


Gene No. 


50387 








Strand 








Start 


o -1 1 1 

L. J / J. 








End 


3805 






Name 


OJ990524 03. 


0103 


.C34.ol 


. np 


Method 


AAT/NAP 






Start 


2374 








End 


3805 







24434 



GI 


" 4678268 




Score 


344 




Exons - 


2374. .2634, 


3633. .3805 








GI Descrip. 


(AL049660) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24227 




oeq. ±u 


OJ990524_03 


.0103 




50387 




C+- r onH 

our ana 






Start 


2371 




Ejiia. 


3805 




Name 


OJ990524 03 


.0103.C34.ol.tw 


Mo -h Hr\H 


TBLASTX: Wheat 


Start 


2392 




tina 


2622 




GI . 


none 




Score 


262 




Exons 


2392. .2622, 


2396. .2557 








Seq. No. 


24227 




q orr Tn 
OtrCJ. LU 


OJ990524_03 


.0103 




50387 




OLiallQ 






Start 


2371 




J?r»H 


3805 




Name 


OJ990524 03 


.0103.C34.ol.ts 




TBLASTX: Soybean 


Start 


2410 




Ejfia 


2623 




GI 


none 




Score 


183 . 




Exons 


2410. .2622, 


2414. .2623 








Seq. No. 


24228 




Seq. ID 


OJ990524_03 


.0103 


Gene No. 


50388 




Strand 


+ 




Start 


5880 




End 


7693 




Name 


OJ990524 03 


.0103.C35 o3 nD 


Method 


AAT/NAP 




Start 


5880 




End 


7686 




GI 


6729524 




Score 


387 




Exons 


5880. .6268, 


6359.. 6478, 6619 


..6698, 6837. .6877, 6975. .7i 




7518. .7686 










GI Descrip. 


(AL132977) ; 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24228 




Seq. ID 


OJ990524_03, 


.0103 




50388 
«j \j -j \j \j 




Strand 


+ 




Start 


5880 




End 


7693 




Name 


OJ990524 03 


.0103.C35.ol.gp 


Method 


AAT/GAP 




Start 


6975 




End 


7693 




GI 


969014 




Score 


387 




Exons 


6975. .7073, 


7518. .7693 








Seq. No. 


24228 




Seq. ID 


OJ990524_03. 


.0103 


Gene No. 


50389 




Strand 






Start 


1 




End 


2551 




Name 


OJ990524 03 


.0103.C35.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2551 




GI 


4678268 




Score 


1303 




Exons 


1..24, 574. 


.1088, 1443. .1774 


, 1998.. 2551 




GI Descrip. 


(AL049660) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24228 




Seq. ID 


OJ990524_03. 


,0103, 




50389 




Strand 






Start 


1 




End 


2551 




Name 


OJ990524 03 


.0103.C35.ol.gs 


Method 


GENSCAN 




Start 


598 


End 


2548 




GI 


none 




Score - 


.78 




Exons 


598. .657, 721. .1088, 1443. .1774, 1998. 


.2548 




Seq. No. 


24228 




Seq. ID 


OJ990524_03. 


0103. 


Gene No. 


50389 




Strand 







24435 



Start 


1 








End 


2551 


Name 


OJ990524 03 


.0103 


.C35.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


607 








End 


991 


GI 


none 








Score 


512 


Exons 


607.. 990, 608.. 988, 608 


. .991 






Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene No . 


50389 








Strand 




Start 


1 








End 


2551 


Name 


OJ990524 03 


.0103 


.C35.ol 


-ts 


Method 


TBLASTX: Soybean 


Start 


67 9 








End 


1069 


GI 


none 








Score 


303 


Exons 


679. . 1068, 


698. . 


1069, 704. .1069 




Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene No. 


50389 








Strand 




Start 


1 








End 


2551 


Name 


OJ990524 03 


.0103 


.C35.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1020 








End 


1784 


GI 


none 








Score ■'■ 


63 


Exons 


1020. . 1091, 


1441 


. .1467, 


1442. 


.1468, 1442. .1468, 1452. .1589, 




1462 . . 1659, 


1474 


1773, 


1475 . 


.1765, 1475. .1780, 1704. .1784 


Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene No . 


50389 








Strand 




Start 


1 








End 


2551 


Name 


OJ990524 03 


.0103 


.C35. o3 


. ts 


Method 


TBLASTX : Soybean 


Start 


2180 








End 


2368 


GI 


none 








Score 


143 


Exons 


2180. .2368, 


2181 


. .2339 








Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene ^jo t 


50389 








Strand 




Start 


1 








End 


2551 


Name 


OJ990524 03 


.0103 


C35 o4 


. tm 


Method 


TBLASTX: Maize 


Start 


2207 ~ 








End 


2371 


GI 


none 








Score 


202 


Exons 


2207. .2371, 


2208 


. .2339, 


2219. 


.2344 




Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene No: 


50390 








Strand 




Start 


6006 








End * 


7742 


Name 


OJ990524 03 


.0103 


.C35.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


6006 ~ 








End 


7742 


GI 


none 








Score 


111 


Exons 


6006. . 6173, 


6040 


. .6174, 


6182. 


.6298, 61* 


32. .6259, 6316. .6477, 




6346. .6480, 


6351, 


. .6479, 


6576. 


.6647, 6578. .6640, 6580. .6672, 




6834. .6884, 


6836 


. .6901, 


6837. 


.6878, 6974. .7072, 6975. .7070, 




6976. .7074, 


'7504, 


. .7689, 


7508. 


.7723, 7518. .7742, 7653. .7721 


Seq. No. 


24228 








Seq. ID 


OJ990524_03.0103.C35 


Gene No. 


50390 








Strand 




Start 


6006 








End 


7742 


Name 


OJ990524JD3, 


.0103, 


.C35.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


n a n c 

/ -3 S 








End 


7704 


GI 


none 








Score 


246 


Exons 


7495. .7704, 


7509, 


. .7703 









24436 



Seq. No. 24228 Seq. ID 

Gene No. 50390 Strand 

Start 6006 End 

Name OJ990524_03 . 0103 . C35 . ol . tc Method 

Start 7518 End 

GI none Score 

Exons 7518.. 7649, 7519.. 7650 



OJ990524_03.0103.C35 
7742 

TBLASTX: Cress * 

7650 

200 



Seq. No. 24229 Seq. ID 

Gene No. 50391 Strand 

Start 93 End 

Name OJ990524_03 . 0103 . C36 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 189 



OJ990524_03.0103.C36 
189 

GENS CAN 

189 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24230 
50392 
287 

OJ990524_03.0103.C37.ol.gs 

287 

none 



Seq. ID OJ990524_03.0103.C37 

Strand + 

End 1457 

Method GEN SCAN 

End 1457 

Score .72 



287. .35.8, 380. .479, 995. .1085, 1331. .1457 



Seq. No. 24230 Seq. ID 

Gene No. 50393 Strand 

Start 1719 End 

Name OJ990524_03 . 0103 . C37 . o2 . gs Method 

Start 1719 End 

GI none Score 

Exons 1719.. 2186 



OJ990524_03.0103.C37 

2198 
GENSCAN 
2186 
.5 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

. GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24230 Seq. ID 

50393 Strand 

1719 End 

OJ990524_03 . 0103 . C37 . ol . np Method 

1734 End 

4678280 Score 
1734. .2198 

(AL049660) zinc finger-like protein [Arabidopsis thaliana] 



OJ990524_03.0103.C37 

2198 
AAT/NAP 
2198 
670 



24230 Seq. ID 

50393 Strand 

1719 End 
OJ990524_03.0103.C37.ol.ts Method 

1852 End 

none Score 

1852. .1920, 1857. .2195, 1858. .2196 



OJ990524_03.0103.C37 
2198 

TBLASTX : Soybean 

2196 

371 



Seq. No. 24230 Seq. ID 

Gene No. 50393 Strand 

Start 1719 End 

Name OJ990524_03 . 0103 . C37.. ol . tm Method 

Start 2034 End 

GI none Score 

Exons 2034.. 2198, 2035.. 2196 



OJ990524_03.0103.C37 
2198 

TBLASTX: Maize 

2198 

257 



24437 




Seq. No. 


24231 


Seq. ID 


OJ990524_03.0103 


.C38 




J \J J -7 *i 


. Strand 






Start 


751 


End 


2264 




Name 


OJ990524 03.0103.C38.ol.np 


Method 


AAT/NAP 




Start 


414 


End 


2221 




GI 


4678280 


Score 


243 




Exons 


414. .443, 1851. .2221 








GI Descrip. 


(AL049660) zinc finger-like 


protein [Arabidopsis thaliana] 


C /-\ /T XT y-v 

064. IN O . 




Seq. ID 


OJ990524_03.0103 


.C38 


Gene No. 


50394 


otrana 






Start 


751 


T-< __ _J 

End 






Name 


OJ990524 03.0103.C38.ol.gs 


. Metnoa 






Start 


751 


bna 


O 9 £ / 




GI 


none 


Score 






Exons 


751. .765, 1860. .2264 








Q a s-t TVT/"\ 

0 e q ■ IN O . 


OA 9 "31 
Z4 Z jl 


Seq. ID 


OJ990524_03.0103 


.C38 


Gene No. 


50394 


Strand 






Start 


751 


bna 


O O C /I 
ZZ 04 




Name 


OJ990524 03.0103.C38.ol.tm 


Metnoa 


1 DiiAbiA : Mai ze 




Start 


1857 


hna 


lyoU 




GI 


none 


Score 


iz 1 




Exons 


1857. .1979, . 1860. .1979, 1861 


1 n 0 a 

. . 1 y 0 u . . 






C a Ma 

0 e q . LN 0 . 


9 /i 9 "3 1 


Seq. ID 


OJ990524_03.0103 


.C38 


Gene No. 


50394 


btrana 






Start 


751 


hna 


ZZ o4 




Name 


OJ990524 03.0103.C38.ol.ts 


Method 


TBLAbTX : boyoean 




Start 


1857 


hna 


iy / 0 




GI 


none 


Score 


14 4 




Exons 


1857. .1973, 1861. .1965 








0 e q . ln 0 . 




Seq. ID 


OJ990524_03.0103 


.C39 


Gene No. 


50395 


b Tirana 






Start 


282 


End 


b4U 




Name 


OJ990524 03.0103.C39.ol.gs 


Method 


GENSCAN 




Start 


282 


End 


o4 0 




GI 


none 


Score 


. 12 




Exons 


282. .347, 409. .540 








oeq. iNo . 




Seq. ID 


OJ990824_03.0105 


.C3 


Gene No. 


50396 


Strand 


+ 




Start 


1616 


End 


1795 




Name 


OJ990824 03.0105.C3.ol.gs 


Method 


GENSCAN 




Start 


1616 


End 


1795 




GI 


none 


Score 


.49 




Exons 


1616.. 1795 








Seq. No. 


24234 


Seq. ID 


OJ990824_03.0105 


.C4 


Gene. No. 


50397 


Strand 


+ 




Start 


1 


End 


13205 




Name 


OJ990824 03.0105. C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3606 




GI 


3236261 


Score 


522 




Exons 


1..26, 1724. .1800, 1881. .1996, 3095. .3448, 3503. .3606 





2.443'8 



GI Descrip. (AC004 684) putative RING zinc finger protein [Arabidopsis 
thaliana] 



Seq. No. 24234 

Gene No. 50397 

Start 1 

Name OJ990824_03 . 0105 . C4 . ol . gs 

Start 1289 

GI none 
Exons 



Seq. ID OJ990824_03.0105.C4 



Strand 
End 

Method 

End 

Score 



+ 

13205 
GEN SCAN 
8698 
.63 



1289. .1364, 3095. .3590, 4128. .4391, 5869. .5942, 7239. .8698 



Seq. No. 24234 Seq. ID 

Gene No. 50397 Strand 

Start 1 End 

Name OJ990824_03 . 0105 . C4 . ol . gp Method 

Start 1508 End 

GI 2310863 Score 

Exons 1508^.1539, 1711.. 1800, 1881.. 1996, 3095.. 3302 

GI Descrip. 3236261 5.0e-46 (AC004684) putative zinc finger protein 
[Arabidopsis thaliana] 



OJ990824_03.0105.C4 
+ 

13205 
AAT/GAP 
3302 
661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24234 Seq. ID 

50397 Strand 

1 End 

OJ990824_03 . 0105 . C4 . o2 . np Method 

4178 End 

2119719 Score 

4178. .4391, 7239. .8744, 10546. .10575 



OJ990824_03.0105.C4 

13205 
AAT/NAP 
10575 
1903 



heat-shock cognate protein 70-3 
Hsc70 [Lycopersicon esculentum] 



tomato gi | 762844 (L41253) 



24234 
50397 
1 

OJ990824_03.0105.C4.o2.gs 

10310 

none 

10310. .10496, 10571. .10610, 
11337. .11398., 11687. .11773, 
12715. .12815, 12990.. 13205 



Seq. ID 

Strand 

End 

Method 

End 

Score 

10853 

12196 



11022, 
12373, 



OJ990824_ 
+ 

13205 
GENSCAN 
13205 
.71 

11066. 
12498. 



03. 0105. C4 



,11312,- 
12580, 



Seq. No. . . 24234 

Gene No. 50397 

Start 1 

Name OJ990824_03 . 0105 . C4 . o3 . np 

Start 11693 

GI 6223647 

Exons 11693. .11773, 11883 .. 11936, 

12715. .12815, 12990.. 13202 " 

GI Descrip. (AC011698) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_ 
+ 

13205 
AAT/NAP 
13202 
317 



03. 0105. C4 



12189. .12334, 12453. .12580, 



Seq. No. 24234 Seq. ID 

Gene No. 50398 Strand 

Start 9039 ...^ End 

Name OJ990824_03 . 0105 . C4 . o4 . tm Method 

.Start 1723 End 

GI none Score 



OJ990824_03.0105.C4 
10752 

TBLASTX: Maize 

3258 

139 



24439 




Exons 


1723. .1803, 


1724 


. .1801, 


1724. 


.1804, 1725.. 1802, 


1726. .1803, 




1881. .1997, 


1882 


. .1998, 


1882. 


.1998, 3086.. 3187, 


3093. .3194, 




3094. .3198, 


3097 


. .3195, 


3180. 


.3257, 3199.. 3258 




Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 








Strand 








Zf \J «J ^ 








End 


10752 




Name 


OJ990824 03 


.0105 


.C4 .o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1724 








End 


3609 


GI 


none 








Score 


123 




Exons 


1724. .1801, 


1724 


. .1795, 


1882. 


.2046, 1890.. 2006, 


3089. .3202, 




3093. .3608, 


3094 


. .3609 










Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 








Strand 






Of a v-f- 

o Lai i_ 










End 


10752 




Name 


OJ990824 03 


.0105 


.C4 .o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1724 








End 


3249 




GI 


none 








Score 


136 




Exons 


1724. .1801, 


1724 


. .1804, 


1882. 


.1998, 1882. .1998, 


1887. .2000, 




3087. .3236, 


3094 


. .3249, 


3097. 


.3249 






Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 












Strand 






Start 


9039 








End 


10752 




Name 


OJ990824 03 


.0105 


.C4.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3181 








End 


3498 




GI 


none 








Score 


179 




Exons 


3181. .3357, 


3186 


. . 3356, 


3364. 


.3498, 3385.-3462 




Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 












Strand 






Start 


9039 








End 


10752 




Name 


OJ990824 03 


.0105, 


.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3265 








, End 


3618 




GI 


none . 








Score 


469 




Exons 


3265. .3612, 


3266, 


. .3610, 


3267. 


.3611, 3268.. 3618 




Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 








Strand 






Start 


9039 








End 


10752 




Name 


OJQQ0824 0^ 








Method 


TBLASTX: 


Cres s 


Start 


4178 








End 


8626 




GI 


none 








Score 


276 




Exons 


4178. .4390, 


4183. 


. .4389, 


4265. 


.4390, 7237. .7566, 


7238. .7651, 




7619. .7693, 


7633, 


, .7737, 


7696. 


.7824, 7697. .7816, 


7750. .8160, 




7802. .8227, 


8015. 


, .8173, 


8231. 


.8626, 8257.. 8538, 


8381. .8575 


Seq. No. 


24234 








Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 








Strand 






Start 


9039 








End 


10752 




Name 


OJ990824 03. 


,0105. 


C4.ol. 




Method 


TBLASTX:: 


Soybean 


Start 


4178 








End 


8626 


GI 


none 








Score 


278 




TT v ri c 


mo a -^r\r\ 
T J- 1 u . . U^U, 


4183. 


.4389, 


7237 . 


.7bbb, 723 


8. .7651, 


7607. .7693, 




7633. .7737, 


7696. 


.7812, 


7697. 


.7816, 7795. .8160, 


7802. .8227, 




8231. .8626, 


8257. 


.8538 











24440 




Seq. No. 


24234 






Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 






Strand 






Qt* a r-f- 
jLdl L 








End 


10752 




Name 


OJ990824 03. 


0105 


. C4.ol.tm 


Method 


TBLASTX : 


Maize 


Start 


4178 






End 


8626 




GI 


none 






Score 


281 




Exons 


4178. .4390, 


4183 


..4389, 4265. 


.4390, 7237. .7566, 


7238. .7651, 




7619. .7693, 


7633 


..7737, 7696. 


.7824, 7697. .7816, 


7750. .8160, 




7802. .8227, 


8015 


..8173, 8231. 


.8626, 8257.. 8538 




Seq. No. 


24234 






Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50398 






Strand 














End 


10752 




Name 


OJ990824 03. 


0105 


.C4.ol. tw 


Method 


TBLASTX : 


Wheat 


Start 


4180 






End 


8626 




GI 


none 






Score 


275 




Exons 


4180. .4398, 


4181 


..4390, 4353. 


.4400, 7237. .7566, 


7238. .7651, 




7619. .7693, 


7630 


..7689, 7696. 


.7812, 7697. .7816, 


7795. .8160, 




7802. .8227, 


8018 


..8173, 8231. 


.8626, 8257.. 8538 






£. *± O ** 






Seq. ID 


OJ990824 




Gene No. 


50398 






Strand 






Start . 


9039 






End 


10752 




Name 


OJ990824 03. 


0105 


.C4.o2.gp 


Method 


AAT/GAP 




Start 


9039 






End 


10752 




GI 


none 






Score 


1011 




Exons 


9039. .9285, 


9381 


..9564, 10646 


. .10752 






Seq. No. 


24234 






Seq. ID 


OJ990824 


_03.0105.C4 




JUJ JO 




- 


Strand 






Start 


9039 






End 


10752 




Name 


OJ990824 03. 


0105 


.C4.o3.tm 


Method 


TBLASTX: 


Maize 


Start 


9193 






End 


9573 




GI 


none 






Score 


86 




Exons 


9193. . 9288, 


9203 


..9289, 9210. 


.9290, 9220. .9291, 


9221. .9289, 




9381. .9569, 


9382 


..9573, 9402. 


.9566, 9412. .9567 




Cpn Mo 


c* *i O *x 






Seq. ID 


OJ990824 


Uj . U1UD . KsH 


Gene No. 


50398 






Strand 






Start 


9039 






End 


10752 




Name - 


OJ990824 03. 


0105. 


.C4.o3.tc 


Method 


TBLASTX : 


Cress 


Start 


9381 






End 


9564 




GI 


none 






Score 


95 




Exons 


9381. .9551, 


9394 


..9564, 9402. 


.9557 






Seq. No. 


24234 






Seq. ID 


OJ990824 


_03.0105.C4 


Gene No. 


50399 - 






Strand 






Start 


11705 






End 


13199 




Name 


OJ990824 03. 


0105 


C4 .o3. tw 


Method 


TBLASTX: 


Wheat 


Start 


11705 






End 


12735 




GI 


none 






Score 


85 




Exons 


. 11705. .11776, 11707. .11781, 11707 11763, 11882 


. .11926, 




11882. .11926, 11* 


583.. 11939, 12186. .12374, 12186 


. .12371, 






, 12230. . 12j /6, 12487. . 12591, 12498 


. .12590, 



12502. .12591, 12715.. 12735 



24441 



Seq. No. 
Gene No. 
Start ... 
Name 
Start 
GI 

Exons 



24234 
50399 
11705 

OJ990824_03. 0105. C4.o5. tin 
12186 



OJ990824 03. 0105. C4 



none 
12186. 
12487. 
12737. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

12374, 12186. .12365, 12188 12373, 12482 .. 12580 , 
12591, 12496. .12591, 12714 . . 12728 , 12732 .. 12812 , 
12814, 12992. .13045, 13005 .. 13061 , 13077 .. 13199, 



13199 

TBLASTX: Maize 

13199 

142 



13077. .13196, 13098. .13163, 13099. .13179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990824_03.0105.C5 
+ 

1933 
AAT/GAP 
1933 
1495 



24235 Seq. ID 

50400 Strand 
1116 End 
OJ990824_03.0105.C5.o2.gp Method 
1116 End 
360_11.*R1084 Score 
1116. .1933 

' 3962377 /emb | CAA05547 | 1.0e-108 (AJ002551) heat shock protein 70 
[Arabidopsis thaliana] ' 

24235 Seq. ID OJ990824_03 . 0105 . C5 

50401 Strand 

22 End 1949 

OJ990824_03.0105.C5.ol.gp Method AAT/GAP 

22 End 504 

421_5.R1084 Score 962 - 
22. .504 

, 861170/emb|CAA27330| 2.0e-28 (X03697) heat shock protein 70 
[Zea mays] 1 



24235 Seq. ID 

50401 Strand 

22 End 

OJ990824JD3 . 0105 . C5 . ol . tc Method 

37 End 

none Score 



OJ990824_03.0105.C5 
1949 

TBLASTX: Cress 

1949 

37 



37. .93, 185. .229, 236. .286, 308. .1948, 309. .338, 420. .758, 
686. .832, 819. .1949 



Seq. No. • 24235 Seq. ID 
Gene No. 50401 . Strand- 
Start 22 End 
Name OJ990824_03 . 0105 .C5.ol.tw Method 
Start 111 End 
GI none Score 
Exons 111. .146, 203. .259, 211. .315, 221. .337, 308. .1948, 309. .761, 
686. .832, 819. .1949 



OJ990824_03.0105.C5 
1949 

TBLASTX: Wheat 

1949 

42 



Seq. No. 24235 

Gene No. 50401 

Start 22 

Name OJ990824_03 . 0105 . C5 . ol . ts 

Start 17 9. 

CI none 

Exons- 179.. 229, 239. .343, 
819. .1949 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990824_03.0105.C5 
1949 

TBLASTX: Soybean 

1949 

75 



244. .315, 308. .1948, 420. .761, 686. .832, 



24442 



Seq. No. 24235 

Gene No. 50401 

Start 22 

Name OJ990824_03 . 0105 .C5 . ol . tm 

Start 203 

GI none 
Exons 



Seq. ID OJ990824_03.0105.C5 
Strand 

1949 

TBLASTX: Maize 
1949 
49 



End 

Method 
End 
Score 

203. .259, 208. .264, 242. .343, 308. .1948, 309. .761, 686. .829, 
819. .1949 



Seq. No. 24235 

Gene No. 50401 

Start 22 

Name OJ990824_03.0105.C5.ol.gs 

Start 209 

GI none 

Exons 209.. 1947 



Seq. ID OJ990824_03.0105.C5 
Strand 

End 1949 

Method GENS CAN 

End 194 7 

Score 1 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24235 
50401 
22 

OJ990824_03.0105.C5.ol.np 
212 

1076746 
212. .1949 

heat shock protein 70 - rice (fragment) gi | 763160 | emb | CAA4\7 948 | 
(X67711) heat shock protein 70 [Oryza sativa] 



Seq. ID OJ990824_03.0105.C5 
Strand 

End 194 9 

Method AAT/NAP 

End 194 9 

Score 2721 



24236 
50402 
62 

OJ990824_03.0105.C6.ol.gs 
62 

none 

62. .203, 594. .628, 1709. .1807 

24236 
50403 
1 

OJ990824_03.0105.C6.ol.np 



Seq. ID OJ990824_03.0105.C6 

Strand + 

End 1807 

Method GENSCAN 

End 1807 

Score .77 



Seq. ID OJ990824_03.0105.C6 
Strand 

End 96 

Method AAT/NAP 

End 96 , 

Score 171 



"107674 6 
1..96 

heat shock protein 70 - rice (fragment) gi | 763160 | emb | CAA47948 
(X67711) heat shock protein 70 [Oryza sativa] 



24236 
50404 
1 * 

OJ990824_03.0105.C6.ol.gp 
1 

360_11.R1084 
1..194 

1 3962377 /emb | CAA05547 | 1.0e-108 (AJ002551) heat shock protein 70 
[Arabidopsis thalianaj * 



Seq. ID OJ990824_03.0105.C6 
Strand 

End 194 
Method . AAT/GAP 
End 194 
Score 384 



Seq. No. 



24236 



Seq. ID OJ990824_03.0105.C6 



24443 




Gene No. 


50405 


Strand 






Start 


2088 


End 


3496 




Name 


OJ990824 03.0105 r C6.o2.gs 


Method 


GENSCAN . 




Start 


2088 


End 


3496 




GI 


none 


Score 


. 63 




Exons 


2088. .2195, 3386. .3496 








Seq. No. 


24236 


Seq. ID 


OJ990824_03.0105 


.C6 


Gene No. 


50405 


Strand 






Start 


2088 . 


End 


3496 




Name 


OJ990824 03.0105.C6.o2.gp 


Method 


AAT/GAP 




Start 


2869 


End 


3129 




GI 


LIB3431-010-P1-N1-F11 


Score 


438 




Exons 


2869. .3129 








GI Descrip. 


'287403/dbj I D10838 | RICSBE1 1 


.0e-lll Rice gene for starch 




branching enzyme 1 








Seq. No. 


- 

24236 


Seq. ID 


OJ990824_03.0105 


.C6 . 


Gene No. 


50406 


Strand 






Start 


3452 


End 


5436 




Name 


OJ990824 03.0105.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


109 




GI 


none 


Score 


117 




Exons 


1..108, 1..108, 2. .109 








Seq. No. 


24236 


Seq. -ID 


OJ990824_03.0105 


.C6 


Gene No. 


50406 


Strand 






Start 


3452 


End 


5436 




Name 


OJ990824 03-0105. C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


103 




GI 


none 


Score 


122 




Exons 


1..102, 1..102, 2. .103 








Seq. No. 


24236 


Seq. ID 


OJ990824_03.0105 


.C6 


Gene No. 


50406 


Strand 






Start 


3452 


End 


5436 




Name 


OJ990824 03.0105.C6.o2.np 


Method 


AAT/NAP 




Start 


3452 


End . 


5436 




GI 


4680502 


Score 


139 




Exons 


3452.. 3471, 4999.. 5153, 5231 


..5269, 5335.. 5436 




GI Descrip. 


(AF119222) hypothetical protein [Oryza 


sativa] 




Seq.' No. 


24237 


Seq. ID 


OJ990824_03.0105, 


.C7 


Gene No. 


50407 


Strand 


+ 




Start 


1 


End 


145 




Name 


OJ990824 03.0105.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


145 




GI 


uC-osflcypl27d01al 


Score 


290 




Exons 


1..145 








GI Descrip. 


'2130125/pirl IS59853 2.0e-34 


DNA-binding protein Dof3 - 


maize 




(fragment) >gi_1061308_emb_CAA56288 (X79935) Dof3 gene 


[Zea 




mays] 1 








Seq. No. 


24237 


Seq. ID 


OJ990824_03.0105. 


,C7 


Gene Nn= 


50408 


S brand 


+ 




Start 


64 


End 


630 




Name 


OJ990824 03.0105.C7.ol.gs 


Method 


GENSCAN 





24444 



Start 


64 




End 


630 


GI 


none • 




Score 


.61 


Exons 


.-64. .630 








Seq. No. 


24237 




Seq. ID 


OJ990824_03.0105.C7 


Gene No. 


50409 




Strand 


- 


Start 


3243 




End 


3708 


Name . 


O.J990824_03 . 0105 . C7 . o2 . 


gp 


Method 


AAT/GAP 


otari. 


JU 1 j 




End 


3117 


GI 


LIB3477-003-P1-K1-E9 




Score 


117 


Exons 


3013. .3117 








GI Descrip. 


•24 9858 6/sp|Q40638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


24237 




Seq. ID 


OJ990824_03.0105.C7 


bene lno . 


O U ft U 3 




Strand 




Start 


3243 




End 


3708 


Name 


OJ990824 03.0105.C7.o2. 


gs 


Method 


GENSCAN 


Start 


3243 




End 


3708 


GI- 


none 




Score 


.6 


Exons 


3243.-3448, 3463. .3592, 


3619. , 


.3708 




Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105.C8 


Gene No. 


50410'. 




Strand 






192 




End 


2105 


Name 


OJ990824 03.0105.C8.ol. 


np 


Method 


AAT/NAP 


Start 


192 




End 


2102 


GI 


4432855 




Score 


1910 


Exons 


192. .2102 








GI Descrip. 


(AC006300) unknown protein [Arabidopsis thaliana] 


Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105.C8 


Gene No. 


50410 




Strand 




Start 


192 




End 


2105 


Name 


OJ990824 03.0105.C8.ol. 


tm 


Method 


TBLASTX :Maize~ 


Start 


297 




End 


2090 


GI 


none 




Score 


853 


Exons 


297.. 860, 301.. 870, 304 


. .888, 


389. .967 


, 936. .965, 982. .1443, 




1014.. 1439, 1032.. 1457, 


1258. . 


.1422, 1468. .1503, 1519. .1581, 




1521. .1583, 1528. .1593, 


1558. . 


.2040, 1575.. 2090 


Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105.C8 


bene ino . 


50410 




Strand 




Start 


192 




End 


2105 


Name 


OJ990824 03.0105.C8.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


297 




End 


674 


GI 


none 




Score 


171 


Exons 


297. .500, 301. .480, 459 


. .674, 


493. .540 


, 499. .672 


Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105.C8 


Gene No. 


50410 




Strand 




Start 


192 




End 


2105 


Name 


OJ990824_03.0105.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


C-t- — 4- 


s\ r\ -» 

£ y i 




End 


1304 


GI 


none 




Score 


467 


Exons 


297. .770, 301. .756, 621 


.'.770, 


771. .857 


, 772. .870, 772. .885, 



24445 



924. .965, 929. .967, 939. .965, 1018. .1284, 1020. .1304, 1032. .1304 



Seq. No. 24238 

Gene No. 50410 

Start 192 

Name OJ990824_03 . 0105 . C8 . ol . gs 

Start 325 

GI none 

Exons 325.. 2105 



Seq. ID OJ990824_03'.0105.C8 
Strand 

End 2105 

Method GENSCAN 

End 2105 

Score .41 



Seq. No. 24238 Seq. ID OJ990824_03 . 0105 . C8 

Gene No. 50410 Strand 

Start 192 End 2105 

Name OJ990824_03 . 0105 . C8 . ol . gp Method AAT/GAP 

Start 620 End 1077 

GI 20612_1.R1084 Score 837 

Exons 620.. 1077 

GI Descrip. ' 4432855/gb | AAD20703 | 2.0e-24 (AC006300) unknown protein 
.[Arabidopsis thaliana] ' 



Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105 


-C8 


Gene No. 


50410 




Strand 






Start 


192 




End 


2105 




Name 


OJ990824 03.0105 


.C8 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


746 




End 


1187 




n 


none 




Score 


153 




Exons 


746. .1186, 747.. 


860, 748.. 


870, 936..96S, 1013.. 1186, 1032. 


Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105 


.C8 


Gene No. 


50410 




Strand 






Start 


192 




End 


2105 




Name 


OJ990824 03.0105 


.C8 .ol.tc 


Method 


TBLASTX: Cress 




Start 


804 




End 


1451 




GI 


none 




Score 


235 




Exons 


804. .842, 924. .965, 1020.. 


1418, 1032.. 


1451, 1090.. 1425 




Seq. No. 


24238 . 




Seq. ID 


OJ990824_03.0105 


.C8 


Gene No. 


50410 




Strand 






Start 


192 




End 


2105 




Name 


OJ990824 03.0105 


.C8 .o2.ts 


Method 


TBLASTX : Soybean 




Start 


1632 




End 


1871 




GI 


none 




Score 


158 




Exons 


1632.. 1871, 1678 


. . 1869 








Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105 


.C8 


Gene No. 


50410 




Strand 






Start 


192 




End 


2105 . 




Name 


OJ990824 03.0105 


-C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


1815 




End 


2094 




GI 


none 




Score 


204 




Exons 


1815.. 2093, 1816 


. .2094 








Seq. No. 


24238 




Seq. ID 


OJ990824_03.0105 


.C8 


Gene No. 


50410 




Strand 






Start 


i no 
j- ~> t- 




End 


2105 




Name 


OJ990824 03.0105 


-C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


1899 




End 


2105 





1187 



24446 



GI 

Exons 



none 

1899. .2105, 1921. .2100 



Score 



139 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24239 
50411 
2150 

OJ990824_03.0105.C9.o3.np 

2150 

5852093 



Seq. ID OJ990824_03.0105.C9 



Strand 
End 

Method 

End 

Score 



+ 

5388 
AAT/NAP 
5388 
59 



2150. .2177, 2676. .2756, 3535. .3663, 4286. .4427, 5362. .5388 
(AL117264) zwhl6.1 [Oryza sativa] 



24239 
50412 
12484 

OJ990824_03.0105.C9.o4.gs 

12484 

none 



Seq. ID OJ990824_03.0105.C9 



Strand 
End 

Method 

End 

Score 



+ 

17453 
GENSCAN 
17453 
.45 



12484. .12891, 15458 15574 , 15710 .. 16135, 16224. .17453 



Seq. No. 24239 Seq. ID OJ990824_03 . 0105 . C9 

Gene No. 50412 Strand + 

Start ■ 12484 End 17453 

Name OJ990824_03 . 0105 . C9 . o4 . np Method AAT/NAP 

Start 12622 . End 17366 

GI • 6523054 Score 1636 

Exons 12622. .12891, 15458 15574 , 15710 16135, 16224. 

GI Descrip. (AL133314) arm repeat containing protein homolog 
thaliana] 



17366 

[Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24239 Seq. ID OJ990824_03 . 0105 . C9 

50413 Strand 

1 End 68 6 

OJ990824_03.0105.C9.ol.np Method AAT/NAP 

1 End 68 6 

140506 Score 109 

1..29, 277. .686 

PROBABLE INTRON MATURASE gi | 82531 | pir | UQ0201 hypothetical 65K 
protein (trnK intron) - rice chloroplast gi | 11959 | emb | CAA34008 | 
(X15901) ORF542; ORF within trnK intron [Oryza sativa] 
-gi|226626|prf M1603356B trnK intron ORF 542 [Oryza sativa] 



24239 Seq. ID 

50414 Strand 

609 End 

OJ990824_03.0105.C9.ol.gs Method 

609 End 

none Score 

609. .721, 1658. .1911, 4683. .4813, 4928 
6864. .6930 



OJ990824_03.0105.C9 

6930 
GENSCAN 
6930 
.41 

..5060, 6717. .6858, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 



24239 
50414 

609 • ^ 

OJ990824_03.GI05.C9.o2.np 

3109 

4584355 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_03.0105.C9 

6930 
AAT/NAP 
3356 
229 



24447 




Exons 


3109.. 3356 










GI Descrip. 


(AC006420) Ac-like 


transposase [Arabidopsis thaliana] 




Seq. No. 


24239 




oeq . x u 


HTQQOP94 0? OIOR 


.C9 


bene ino. 


50415 




oLiana 






Start 


8764 










Name 


OJ990824 03. 0105. C9 


.o3.gs 


Method 


H IT M C! P Zi M 




Start 


8764 






1 OP 4 4 
X U O 4 4 




GI 


none 




Score 


4 ft 
.40 




Exons 


8764.. 8988, 9225.. 9649, 1041 


B9. .10743, 


10763. .10844 




Seq. No. 


9 4 9?Q 




Seq. ID 


OJ990824_03.0105 


.C9 


Gene No. 


^041 6 

JU41U 




Strand 








17346 




End 


17798 




Name 


OJ990824 03. 0105. C9 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 9 67 9 




End 


12903 




GI 


none 




Score 


84 




Exons 


19679 197*31 1 967? 


1 97 RO 


12675. .12803, 1267 6 .. 12903, 






1 9ft09 1 9 Q00 










Seq. No. 


94 9? Q 




Seq. ID 


OJ990824_03.0105 


.C9 


Gene No. 


^041 6 




Strand 






Start 


1 7 ?4 6 




End 


17798 




Name 


Pj,TQQ0894 0? 01 OR PQ 


i +- 
. o I- . tm 


Method 


TBLASTX: Maize 






15536 




End 


17138 




GI 


none 




Score 


62 "•■ " 




Exons 


1 1 RR77 1R676 


1 RQ94 

. ■ X .J .7 ^ 4 , 


15706. .15750, 15707. .15925, 






1RQ14 1 600Q 1 RQ1 R 


1 6099 


15919. .16131, 15920. . 16144, 






16064 1'61 ?R 16991 


1 6QR9 


16229. .16894, 16536. . 16913, 






1 66RQ 1 70ft7 1 67R9 


171 ?ft 

• . 1 / 1 JO 








Seq. No. 


94 9?Q 

^ 4 ^ J .7 




Seq. ID 


OJ990824JD3.0105 


.C9 


Gene No. 


50416 




Strand 






Start 


17346 




End 


17798 




Name 


n,TQQnp94 o? mns PQ 


nl t <z 


Method 


TBLASTX : Soybean 




uLdiL 


1 R707 ~~ 




End 


17279 




GI 


none 




Score 


192 




Exons 


1 R707 1 RQ1 Q 1 RTflQ 


1 RQ1 9 
... 1 j j It. , 


15914. .15988, 15916. .15990, 






16061 16144 16066 


1 61 ?4 
• . 1D1 j4 / 


16220. .16384, 16221. . 16385, 






16?ftQ 17144 16494 


1 6P Q4 


164 79. .17135, 16557. .16781, 






1 6806 1 6RR0 1 6Q?4 


- 1714? 

. . X /*X 4 J , 


17183. .17275, 17184. .1727 9 




Seq. No. 


24239 




Seq. ID 


OJ990824_03.0105, 


.C9 




50416 




Strand 






Start 


17346 




End 


17798 




Name 


OJ990824 03. 0105. C9 


. ol . tw. 


Method 


TBLASTX: Wheat 




Start 


16021 




End 


16390 




GI 


none 




Score 


105 




Exons 


16021. .16131, 16040 


. .16144, 


16221. .16370, 16223. .16390 




Seq. No. 


24239 




Seq. ID 


OJ990824_03.0105. 


.C9 


Gene No. 


50416 




Strand 






Start - 


- 17346 




End 


17798 




Name 


OJ990824_03.0105.C9 


. o2. tc 


Method 


TBLASTX: Cress 




r> j ._ j_ 

o tai L 


16055 




End 


16382 




GI 


none 




Score 


111 




Exons 


16055. .16144, 16066 


. .16143, 


16220. .16378, 16221. .16382 





24 448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24239 
50416 
17346 
OJ990824 
16533 
none 
16533 
16640 
17184 



03.0105.C9.ol.tc 



16892, 
17143, 
17267, 



16548, 
16671, 
17198. 



.17018, 
.17144, 
.17278 



Seq. ID OJ990824_03.0105.C9 
Strand 

End 17798 

Method TBLASTX : Cress ' 

End 17278 

Score 193 
16566. .16655, 16568. .16654, 
16812. .16895; 16911. .17138, 



Seq. No. 


24239 




Seq. ID 


OJ990824 


_03.0105 


.C9 


Gene No. 


50416 




Strand 








Start 


17346 




End 


17798 






Name 


OJ990824 03. 0105. C9. 


o3. tm 


Method 


TBLASTX: 


Maize 




Start 


17140 




End 


17340 






GI 


none 




Score 


150 






Exons 


17140. .17301, 17140. 


.17304, 


17201. .17311, 17299 


. .17340, 






17299.. 17340 












Seq. No. 


24239 




Seq. ID 


OJ990824 


_03.0105 


.C9 


Gene No. 


50416 




Strand 








Start 


17346 




End 


17798 






Name 


OJ990824 03.. 0105. C9. 


ol.gp 


Method 


AAT/GAP 






Start 


17346 




End 


17798 






GI 


none 




Score 


878 






Exons 


17346. .17798 












Seq. No. 


24240 




Seq. ID 


OJ990.824 


_03.0105 


.CI 


Gene No. 


50417 




Strand 


+ 






Start 


11990 




End 


16086 






Name 


OJ990824 03. 0105. C10 


. o5 . gs 


Method 


GENS CAN 






Start 


11990 




End 


16086 






GI 


none 




Score 


.63 






Exons 


11990. .12372, 12810. 


.12896, 


13579. .14143, 15436 


. .15538, 






15956. .16086 













Seq. No. 24240 Seq. ID 

Gene No. 50418 Strand 

-Start. 2949 . ; , End 

Name OJ990824_03 . 0105 . C10 . o2 . gs Method 

Start 2949 ' End 

GI none Score 

Exons 2949.. 3100, 4494.. 4589, 4861.. 4954 



OJ990824_03. 0105. C10 

4954 
GENSCAN 
4954 
.48 



Seq. No. 24240 Seq. ID 

Gene No. 50419 Strand 

Start 11375 End 

Name OJ990824_03 . 0105 . C10 . o4 . gs Method 

Start 11375 End 

GI none Score 

Exons 11375. .11545, 11557.. 11739 



OJ990824_03. 0105. C10 

11739 
GENSCAN 
11739 
.84 



Seq. No. 24240. ,Seq. ID 

Gene No. 50420 - Strand 

Start 17991 End 

Name OJ990824_03 . 0105 . C10 . 06 . gs Method 



OJ990824 03. 0105. C10 

18106 
GENSCAN 



24449 



Start 17991 End 18106 

GI none Score .64 

Exons 17991. .18106 



Seq. No. 24241 

Gene No. 50421 

Start 1 

Name OJ990824_03 . 0105 . C12 . ol . np 

Start 1 

GI 2809251 

Exons 1..57, 425.. 771 

GI Descrip. (AC002560) F21B7.20 [Arabidopsis thaliana] 



Seq. ID OJ990824_03.0105.C12 
Strand + 

771 

AAT/NAP 
771 
182 



End 

Method 

End 

Score 



Seq. No. 24241 

Gene No. 50421 

Start 1 

Name OJ990824_03.0105.C12.ol.gp 

Start 140 

GI LIB3475-012-P1-K1-E3 

Exons 140.. 37 9 

GI Descrip.. '3236261 5.0e-46 (AC004684) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990824_ 
+ 

771 

AAT/GAP 

379 

449 



03.0105.C12 



putative zinc finger protein 



Seq. No. ' 


24241 








Seq. ID 


OJ990824_03.0105.C12 


Gene No. 


50421 








Strand 


+ 


Start 


1 








End 


771 


Name 


OJ990824 


_03.0105.C12 


.ol. 


gs 


Method. 


GENSCAN 


Start 


269 








End 


694 


GI 


none 








Score 


.88 


Exons 


269. .694 












Seq. No. 


24241 








Seq. ID 


OJ990824_03.0105.C12 


Gene No. 


50422 








Strand 


+ 


Start 


716 








End 


771 


Name 


OJ990824 


_03.0105.C12 


.ol. 


ts - 


Method 


TBLASTX: Soybean 


Start 


427 








End 


769 


GI 


none 








Score 


121 


Exons 


427. .522, 


428. .577, 


503. 


.616, 


545. .616, 


673.. 768, 691. .768, 




"701. .769 













Seq. No. 


24241 


Seq. ID 


OJ990824_03.0105. 


C12 


Gene No. ' 


50422 


Strand 






Start 


716 


End 


771 




Name 


OJ990824 


03.0105.C12.ol.tm Method 


TBLASTX: Maize 




Start 


430 


End 


768 




GI 


none 


Score 


129 




Exons 


430. .516, 


431. .613, 673. .768, 691. .768 






Seq. No. 


24241 


Seq. ID 


OJ990824_03.0105. 


C12 


Gene No. 


50422 


Strand 


+ 




Start 


716 


End 


771 




Name 


OJ990824 


03.0105.C12.o2.gp Method 


AAT/GAP 




Start 


716 


End 


771 \ 




GI 


2310863 


Score 


104 






/ J. U . . / / i 








GI Descrip. 


3236261 5 


.0e-46 (AC004684) putative zinc finger protein 





[Arabidopsis thaliana] 



24450 



Seq. No. 24242 Seq. ID 

Gene No. 50423 Strand 

Start 691 End 

Name OJ990824_03 . 0105 .C14 . ol . gs Method 

Start 691 End 

GI none Score 

Exons 691.. 1034, 1129.. 1582 



OJ990824_03.0105.C14 
+ 

1582 
GEN SCAN 
1582 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24242 
50423 
691 

OJ990824 
691 
3643271 
691. .1034, 
(AF090872) 
(AF093570) 
(AF097724) 



_03.0105.C14.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1129.. 1576 

33 kDa secretory protein 
33 kDa secretory protein 
33 kDa secretory protein 



OJ990.824 
+ 

1582 
AAT/NAP 
1576 
737 



[Oryza sativa] 
[Oryza sativa] 
[Oryza sativa] 



03.0105.C14 



gi|3851590 
gi| 4249681 



Seq. No. 


24242 








Seq. ID 


OJ990824 


_03.0105.C14 


Gene No. 


50424 








Strand 


+ 




Start 


2932 








End 


7024 




Name 


OJ990824 03 


.0105 


.C14.o2 


.gs 


Method 


GENSCAN 




Start 


2932 








End 


7024 




GI 


none 








Score 


.52 




Exons 


2932. .2980, 


3624 


. .3736, 


3890. . 


,4053, 4154 . .4438, 


5052. .5158, 




5229. .5483, 


5568 


. .5939, 


bub 1 . . 


,6171, 7011. .7024 




Seq. No. 


24242 








Seq. ID 


OJ990824 


_03.0105.C14 


Gene No. 


50425 








Strand 


+ 




Start 


7576 








End 


10632 




Name 


OJ990824 03 


.0105 


.C14.o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


699 








End 


1462 




GI 


none 








Score 


170 




Exons 


699. .917, 706. .918, 906 


. .1031, 


907. .1032, 1346. 


.1462 


Seq. No. 


24242 








Seq. ID 


OJ990824 


_03.0105.C14 


Gene No. 


50425 








Strand 


+ 




Start 


7576 








End 


10632 




Name 


OJ990824 03 


.0105' 


'.C14.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


916 . 








End 


1264 




GI 


none 








Score 


129 




Exons 


916. .1038, 


1130. 


.1264 










Seq. No. 


24242 








Seq. ID 


OJ990824 


_03.0105.C14 


Gene No. 


50425 








Strand 


+ 




Start 


7576 








End 


10632 




Name 


OJ990824 03 


.0105 


.C14.o2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3929 








End 


4427 




GI 


none 








Score 


141 




Exons 


3929. .4054, 


4000 


. .4056, 


4151. . 


4252, 4152. .4256, 


4236. .4268, 




4250. .4426, 


4251, 


. .4427 










Seq. No. 


24242 








Seq. ID 


OJ990824 


_03.0105.C14 


Gene No. 


50425 








Strand 


+ 




Start 


7576 








End 


10632 





24451 



Name 


OJ990824 03. 


0105. 


C14.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


3947 








End 


4436 


GI 


none 








Score 


148 


Exons 


3947. .4054, 


4003. 


.4056, 


4151, 


..4432, 4152. .4436 


Seq. No. 


24242 














•J \J H £. J 








J ti ai i\JL 


-}- 


Start 


7576 












Name 


OJ990824 03. 


0105. 


C14.o2 


. ts 


L ie l_ ilv_/U. 




Start 


3947 








Hil L\JL 


4 4 1 fl 


GI 


none 








Score 


135 


Exons 


3947. .4054, 


4151. 


.4414, 


4152. 


. .4418 




Seq. No. 


24242 








Seq. ID 


OJ990824_03.0105.C14 


Gene No. 


50425 








Strand 


+ 


Start 


7576 








End 


10632 


M 3 TTl O 


OJ990824 03. 


0105. 


C14.ol 


.gp 


Method 


AAT/GAP 


Start 


7456 








End 


10252 


GI 


360 7.R1084 








Score 


1304 


Exons 


7456. .7792, 


9897. 


.10252 








GI Descrip. 


, 2119719/pir 


I IJC4786 2. 


0e-82 


heat-shock cognate protein 70-3 




tomato >gi_762844 


(L41253) Hsc70 [Lycopersicon esculentum] 


Seq. No. 


24242 : 








Seq. ID 


OJ990824 03.0105.C14 


Gene No. 


50425 








Strand 


+ - 


Start 


7576 








End 


10632 


Name 


OJ990824 03. 


0105. 


C14.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


7567 








End 


10632 


GI 


none 








Score 


362 


Exons 


7567. .7743, 


7569. 


.7790, 


7570. 


.7791, 9895. .10473, 9896. .10471 



10411. .10473, 10468. .10632, 10485.. 10628 



Seq. No. 


24242 


Seq. ID 


OJ990824 


Gene No. 


50425 


Strand 


+ 


Start 


7576 


End 


10632 


Name 


OJ990824 03.0105.C14.ol.tm 


Method 


TBLASTX: 


Start 


7570 


End 


10632 


GI 


none 


Score 


351 


Exons 


7570. .7791, 7570. .7743, 7587. 


.7790, 9895.. 10482 




10408. .10482, 10431. .10487, 10468 10632, 10485 


Seq. No. ' 


24242 


Seq. ID 


OJ990824 


Gene No. 


50425 


Strand 


+ 


Start 


7576 


End 


10632 


Name 


OJ990824 03.0105.C14.o3.gs 


Method 


GEN SCAN 


Start 


7576 


End 


10489 


GI 


none 


Score 


1 


Exons 


7576. .7792, 9897. .10489 






Seq. No. 


24242 


Seq. ID 


OJ990824 


Gene No. 


50425 


Strand 


+ 


Start 


7576 


End 


10632 


Name 


OJ990824 03.0105.C14.o2.np 


Method 


AAT/NAP 


Start 


7579 


End 


10632 


GI 


»"> 1 -1 r\ •n -i r\ 


Score 


1489 


Exons 


7579.. 7792, 9897.. 10632 






GI Descrip. 


heat-shock cognate protein 70 


-3 - tomato gi|762! 



24452 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Hsc70 [Lycopersicon esculentum] 



24242 
50425 
7576 

OJ990824_03.0105.C14.ol.ts 

7581 

none 



Seq. ID OJ990824_03.0105.C14 

Strand + 

End 10632 

Method TBLASTX : Soybean 

End 10632 

Score 73 



7581. .7709, 7588. .7791, 7590. .7790, 9895. .10476, 9896. .10468, 
10486. .10632, 10491 . .10625 



24242 
50425 
7576 

OJ990824_03.0105.C14.ol.tc 

7587 

none 



Seq. ID OJ990824_03.0105.C14 

Strand + 

End 10632 

Method TBLASTX : Cress 

End 10632 

Score 352 



7587. .7790, 7588. .7791, 9895. .10476, 9896. .10471, 104 68 10632 , 
10491. .10628 



Seq. No. 24243 
Gene No. 50426 
Start 1 

Name OJ990824_03 . 0105.C15.ol .gp 

Start 1 
GI 421_4.R1084 
Exons 1..183 Vv 

GI Descrip. 1 123650/sp | P09189 1 HS7C_PETHY 1.0e-22 HEAT SHOCK COGNATE 70 KD 

PROTEIN >gi_82245_pir S03250 heat shock protein 70 (clone 

pMON9743) - garden petunia >gi_20557_emb_CAA30018_ (X06932) heat 
shock protein 70 [Petunia x hybrida] ' 



Seq. ID OJ990824_03.0105.C15 
Strand . + 

183 

AAT/GAP 
183 
339 



End 

Method 

End 

Score 



Seq. No. 


24243 




Seq. ID 


OJ990824 


Gene No. 


50426 




Strand 


+ 


Start 


1 




End 


183 


Name 


OJ990824 03.0105.C15. 


ol.gs 


Method 


GENSCAN 


Start 


14 




End 


75 


GI 


none 




Score 


.95 


Exons 


14. .75 








Seq. No. 


24244 




Seq. ID 


OJ990824 


Gene Nb'. 


50427 " 




Strand 


+ 


Start 


261 




End 


2948 


Name 


OJ990824 03.0105.C16. 


ol.gs 


Method 


GENSCAN 


Start 


261 




End 


2948 


GI 


none 




Score 


.45 


Exons 


261. .531, 1690. .1846, 


2422. 


.2457, 2895, 


. .2948 


Seq. No. 


24244 




Seq. ID 


OJ990824 


Gene No. 


50428 




Strand 


+ 


Start 


3165 




End 


4025 


Name 


OJ990824 03.0105.C16. 


ol.gp 


Method 


AAT/GAP 


Start 


3165 




End 


4025 


GI 


none 




Score 


1598 


Exons 


3165 . . 4025 








Seq. No. 


24244 




Seq. ID 


OJ990824 



24453 













Strand 




Start 


3869 








End 


5535 


Name 


OJ990824 03 


.0105 


.C16.ol. 


. tm 


Method 


TBLASTX: Maize 


Start 


3850 








End 


4427 


GI 


none 








Score 


562 


Exons 


3850. .4419, 


3851 


. .4420, 


3875. 


.4423, 3876. .4427 


Seq. No. 


24244 








Seq. ID 


OJ990824_03.0105.C16 


Gene No. 


50429 








Strand 




• start. 


3869 








End 


5535 


Name 


OJ990824 03 


.0105 


.CI6.0I. 




Method 


AAT/NAP 


Start 


3862 








End 


5437 


GI 


3236240 








Score 


1382 


Exons 


3862. .5090, 


5159 


. .5437 








GI Descrip. 


(AC004684) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


24244 








Seq. ID 


OJ990824_03.0105.C16 


11C 1NU • 


50429 








Strand 




Start 


3869 








End 


5535 


Name 


OJ990824 03 


.0105 


.C16.o2. 


,gs 


Method 


GEN SCAN 


Start 


3869 








End 


5488 


GI 


none 








Score 


1 


Exons 


3869. .5488 












Seq. No. 


■ 24244 








Seq. ID 


OJ990824_03.0105.C16 


Gene No. 


50429 








Strand 




Start 


3869 








End 


5535 


Name 


\JKJ ZS Z> \J U ^ \J _) 


. \J -L VJ O 






Method 


TBLASTX : Soybean 


Start 


3872 








End 


5094 


GI 


none 








Score 


105 


Exons 


3872. .4111, 


JO J J 




^ft Q4 

O O _7 *i • 


.4322, 4162. .4323, 4373. .4465, 




4377. .4466, 


4 4 R 1 

ft ft O J. 


4 ^ 1 D 
. . ft 0 ± U , 


fi O 3 D • 


.4972, 4557. .5015, 4958. .5089, 




5016. .5093, 


JUl / 










Seq. No. 


24244 








Seq. ID 


OJ990824_03.0105.C16 


Cpnp Wo 


50429 








Strand 




Start 


3869 








End 


5535 


Name 


.OJ990824 03 


.0105 


.C16.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


3879 








End 


4285 


GI 


none 








Score 


58 


Exons 


3879. .3944, 


3893 


. .3937, 


3929. 


.4285, 3930. .4274, 4051. .4281 


Seq. No. 


24244 








Seq. ID 


OJ990824_03!0105.C16 


Gene No. 


50429 








Strand 














End 


5535 


Name 


OJ990824 03 


.0105 


.C16.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4445 








End 


5108 


GI 


none 








Score 


53 


Exons 


4445. .4510, 


4464 


. .4508, 


4538,. 


.4 972, 4539. .4 943, " 4 988. .508 6, 




4992. .5108 












Seq. No. 


24244 








Seq. ID 


OJ990824_03.0105.C16 


Gene No. 


50429 








Strand 




Start 


3869 








End 


5535 


M _ 


GJ990824 03 


.0105', 


.Clb.ol. 


tw 


Method 


TBLASTX :Wheat 


Start 


4481 








End 


4886 


GI 


none 








Score 


226 



24454 



Exons 



4481. .4510, 4490. .4879, 4520. .4882, 4527. .4886 



Seq. No. 24244 

Gene No. 50429 

Start 3869 

Name OJ990824_03.0105.C16.ol. tc 

Start 4592 

GI none 

Exons 4592. .4642, 4637. .4720, 4644. 

4958. .5095, 4959. .5093 



Seq. ID .OJ990824_03.0105.C16 
Strand 

End 5535 

Method TBLASTX : Cress 

End 5095 

Score 55 

.4694, 4697. .4969, 4698. .4949, 



Seq. No. 24244 

Gene No. 50429 

Start 3869 

Name OJ990824_03 . 0105 .C16 . o3 . tm 

Start 5115 

GI none 

Exons 5115.. 5186, 5119.. 5139, 5170. 

5300. .5344, 5382. .5489, 5387. 

Seq. No. 24244 

Gene No. 50429 

Start 3869 

Name OJ990824_03. 0105 .C16.o2 . gp 

Start 5185 

GI none 

Exons 5185.. 5535 



Seq. ID OJ990824_03.0105.C16 
Strand 

End 5535 

Method TBLASTX : Maize 

End 5489 

Score 48 

.5235, 5180. .5233, 5186. .5236, 
.5488 

Seq. ID OJ990824_03.0105.C16 
Strand 

End 5535 

Method AAT/GAP 

End 5535 

Score 669 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



24245 
50430 
4289 

OJ990824 
4289 
5922620 
4289. .4309, 
(AP000492) 
predicted gene 
gi I 6016853 |dbj 
corresponds to 
protein [Oryza 



03.0105.C17.ol.np 



Seq. ID OJ990824_03.0105.C17 
Strand + 
End 6059 
Method AAT/NAP 
End 6059 
Score 180 

5932.. 6059 

EST D15357 (C0514) corresponds to a region of ^the 
; hypothetical protein [Oryza sativa] 
BAA85196.il (AP000570) EST D15357 (C0514 ) 
a region of the predicted gene.; hypothetical 
sativa] 



24245 
50431 
6864 

OJ990824_03.0105.C17.ol.gp 
6864 

775_3.R1084 

6864.. 7052, 7511.. 7573, 7712. 
8345.. 8456, 8807.. 8887, 8966. 
V2501850 1.0e-132 (AF012823) 
[Nicotiana tabacum] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7795, 



OJ990824_ 
+ 

9917 
AAT/GAP 
9161 
1659 
7875. .7982, 



03.0105.C17 



8078. .8250, 



.9028, 9111. .9161 

GDP dissociation inhibitor 



24245 Seq. ID 

50431 Strand 

6864 End 

OJ990824_03.0105.C17.ol.ts Method 

6960 End 



OJ990824_03.0105.C17 
+ 

9917 

TBLASTX: Soybean 
9917 



24455 



GI 

Exons 



none 



Score 



147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6960. .7001, 6966. .7055, 7007. .7054, 7505. .7576, 7510. .7569, 



7710. .7793, 7711. .7794, 7712. .7795, 7872. 

8057.. 8251, 8072.. 8233, 8083.. 8253, 8337. 

8353. .8460, 8807. .8887, 8812. .8883, 8962. 

9108. .9215, 9110. .9214, 9298. .9426, 9300. 

9557.. 9622, 9561.. 9623, 9623.. 9793, 9661. 



,7985, 7874. .8053, 

,8459, 8348.-8455, 

,9045, 8966.. 9031, 

,9440, 9300. .9428, 

,9762, 9846.. 9917 



24245 
50431 
6864 

OJ990824_03.0105.C17.ol.tc 
6966 
none 
6966. 
7712. 
8337. 
8966. 
9300. 
9661. 



,7055, 7007.. 7054, 7505. 

.7795, 7872. .7985, .7874. 

,8459, 8355.-8456, 8803. 

,9031, 9108.. 9215, 9110. 

,9428, 9307. .9429, 9557. 

.9759, 9846. .9917, 9846. 



24245 
50431 
6864 

OJ990824_03.0105.C17.o2.gs 

6966 

none 

6966. .7052, 7511. .7573, 7712, 
8345. .8456, 8807. .8887, 8966. 
9604. .9769 



Seq. ID OJ990824_03.0105.C17 

Strand + 

End 9917 

Method TBLASTX : Cress 

End 9917 

Score 143 

.7576, 7510.. 7581, 7711.. 7791, 
.7984, 8057.. 8251, 8059.. 8253, 
.8892, 8807.. 8887, 8965.. 9045, 
.9214, 9298.. 9426, 9300.. 9440, 
.9622, 9561.. 9623, 9623.-9793, 
.9911 

Seq. ID OJ990824_03.0105.C17 

Strand + 

End 9917 

Method GEN SCAN 

End 9769 

Score . 93 

.7795, 7875.. 7982, 8078.. 8250, 
.9028, 9111. .9212, .9301. .9425, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24245 
50431 
6864 

OJ990824_03.0105.C17.o2.np 

6966 

2501850 



Seq. ID OJ990824_03.0105.C17 

Strand + 

End 9917 

Method AAT/NAP 

End 9917 

Score 1543 



6966. .7052, 7511. .7573, 7712. .7795, 7875. .7982, 8078. .8250, 
8345. .8456, 8807. .8887, 8966. .9028, 9111. .9212, 9301. .9425, 
9560. .9769, 9846. .9917 

(AF012823) GDP dissociation inhibitor [Nicotiana tabacum] 



24245 
50431 
6864 

OJ990824_03. 

6966 

none 

6966. .7055, 
7510. .7581, 
7872. .7985, 



8337. 
8807. 
8965. 
9295 . 



,8459, 
.8887, 
.9042, 
.9426, 



9616. .9768, 



0105.C17.ol.tm 



6966. .7004, 7007. 

7710.. 7793, 7711. 

7874.. 7981, 8057. 

8340. .8456, 8345. 

8851. .8892, 8948. 

8966.. 9031, 9108. 

9298 . . 9444, 9300. 

9623.. 9793, 9846. 



Seq. ID OJ990824_03. 0105.C17 

Strand + 

End 9917 

Method TBLASTX: Maize 

End 9917 

Score 149 

.7054, 7505.. 7576, 7509.. 7565, 
.7794, 7712.. 7795, 7862.. 7981, 
.8251, 8057. .8248, 8077. .8250, 
.8458, 8803. .8886, 8805. .8888, 
.9028, 8964.. 9029, 8964. .9029, 
,9215, 9110..9214-, 9294. .9428, 
,9443, 9557. .9622, 9561. .9623, 
,9917, 9865. .9912 



24456 



Seq. No. 24245 

Gene No. 50431 

Start 6864 

Name OJ990824_03 . 0105 . C17 . o2 . tw 

Start 7505 

GI none 
Exons 



Seq. ID OJ990824_03.0105.C17 

Strand + 

End -9917 

Method TBLASTX : Wheat 

End 8212 

Score 95 



7505. .7576, 7509. .7568, 7516. .7581, 7708. .7791, 7710. .7790, 
7712. .7795, 7715. .7795, 7847. .7975, 7867. .7974, 7872. .7985, 
7872. .7982, 7874. .8008, 8057. .8212, 8060. .8197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24245 Seq. ID 

50431 Strand 

6864 End 

OJ990824_03.0105.C17.ol.tw Method 

8834 End 

none Score 



OJ990824_03.0105.C17 
+ 

9917 

TBLASTX: Wheat 

9623 

95 



8834. .8887, 8836. .8883, 8851. .8901, 8958. .9029, 8961. .9029, 
8965. .9030, 8965. .9045, 8966. .9031, 9108. .9215, 9110. .9214, 
9298.. 9426, 9300. .9428, 9557. .9622, 9561. .9623 



24245 
50431 
6864 

OJ990824_03.0105.C17.o2.gp 
9345 

37597 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
9345.. 9425, 9560.. 9769, 9846.. 9917 

? 1550740/emb|CAA69258| 1.0e-52 (Y07961) GDP-associated inhibitor 
[Arabidopsis thaliana] 1 



OJ990824_03.0105.C17 
+ 

9917 
AAT/GAP 
9917 
659 



Seq. No. 


24246 






Seq. ID 


OJ991014_10, 


.0207 


.C2 


Gene No. 


50432 






Strand 








Start 


1 






End 


102 






Name 


OJ991014 10. 0207. C2 


.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


102 






GI 


3661460 






Score 


121 






Exons 


1. .102 














GI Descrip. 


(AF078527) transposase 


[ Pseudomonas aeruginosa ] 






Seq. No. 


24246 






Seq. ID 


OJ991014_10. 


.0207 


.C2 


Gene No. 


50433 






Strand 








Start 


295 






End 


Ii97 






Name 


OJ991014 10. 0207. C2 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


20 






End 


233 






GI 


none 






Score 


87 






Exons 


20. .76, 20. .76, 21. 


.71, 


.75. . 


233, 76..: 


L65, 77. .172 






Seq. No. 


24246 






Seq. ID 


OJ991014._10, 


,0207 


.C2 


Gene No. 


50433 * 






Strand 








Start 


295 






End 


1197 






Name 


OJ991014 10. 0207. C2 


.ol. 


gp 


Method 


AAT/GAP 






Start 


295 




End 


1023' 






GI 


702552 






Score 


599 






Exons 


295.. 391, 549.. 590, 


673 


. .750 


, 817. .1023 






Seq. No. 


24246 






Seq. ID 


OJ991014__10. 


0207 


.C2 


Gene No. 


50433 






Strand 









24457 




Start 


295 




End 


1197 




Name 


OJ991014 10. 0207. C2 


. ol . gs 


Method 


GENSCAN 




Start 


549 . 


End 


1197 




GI 


none 




Score 


.72 




Exons 


549.. 590, 673.. 755, 


804. .1197 








Seq. No. 


24247 




Seq. ID 


OJ991014 10.0207 


.C3 


Gene No. 


50434 




Strand 


+ 




Start 


1 




End 


2632 




Name 


OJ991014 10. 0207. C3 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2629 




GI 


6503302 




Score 


494 




Exons 


1..283, 370. .589, 616. .815, 1566. .1850, 


2348. .2629 




GI Descrip. 


(AC011713) Is a member of PF| 01544 CorA-like Mg2+ transporter 




protein family. ESTs gb|Z48392 and gb| 


Z48391 come from 


this 




gene . [Arabidopsis 


thaliana] 








Seq. No. 


24247 




Seq. ID 


OJ991014_10.0207 


-C3 


uci itr iNU » 


50434 




Strand 


+ 




Start 


1 




End 


2632 




Name 


OJ991014 10. 0207. C3 


.ol.gs 


Method 


GENSCAN 




Start 


151 




End 


2632 




GI 


none 




Score 


.84 




Exons 


151. .283, 370. .815, 


1566.. 1850, 2348.. 2632 




Seq. No. 


24247 




Seq. ID 


OJ991014_10.0207 


.C3 


Gene No. 


50435 




Strand 






O LctX L 


2664 




End 


2823 




Name 


OJ991014 10. 0207. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


115 




End 


569 




GI 


none 




Score 


199 




Exons 


115. .231, 141. .290, 


142. .282, 


359. .472, 


369. .473, 369.. 






463. .525, 468. .569, 


474. .569 








Seq. No. 


24247 




Seq. ID 


OJ991014_10.0207 


.C3 


Gene No. 


50435 




Strand 






Start 


o a a a 
i. 004 




End 


2823 






OJ991014 10. 0207. C3 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


124 




End 


1660 




GI 


none 




Score 


158 




Exons 


124. .213, 141. .290, 


142. .282, 


359. .499, 


360. .509, 540.. 


833, 




591. .809, 797. .832, 


1563. .1658, 1563. .1616, 1564. .1659, 






1607. .1660 










Seq. No. 


24247 




Seq. ID 


OJ991014_10.0207 


.C3 


OC11C LVKJ ■ 


50435 




Strand 






Start 


2664 




End 


2823 




Name 


OJ991014 10. 0207. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


193 




End 


788 




GI 


none 




Score 


109 




Exons 


193.. 282, 255.. 290, 


359. .508, 


360. .509, 


600. .788, 612.. 


788 


Seq. No. 


24247 




Seq. ID 


OJ991014_10.0207 


.C3 


Gene No. 


50435 




Strand 








f\ /- *- * 

^004 




End 


2823 




Name 


OJ991014 10. 0207. C3 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


591 




End 


746 








24458 









GI none Score 

Exons 591.. 746, 591.. 746 



216 



Seq. No. 24247 

Gene No. 50435 

Start 2664 

Name OJ991014_10 . 0207 . C3 . ol . tm 

Start 1563 

GI none 

Exons 1563.. 1634, 1564.. 1626, 1627. 

2339.-2539, 2348. .2536, 2440. 

Seq. No. 24247 

Gene No. 50435 

Start 2664 

Name OJ991014_10 . 0207 . C3 . o2 . tc 

Start 1760 

GI none 

Exons 1760.. 1843, 1762.. 1839, 1767. 

2339.. 2521, 2339.. 2518, 2531. 



Seq. ID OJ991014_10.0207.C3 
Strand 

End 2823 
Method TBLASTX : Maize 
End 2646 
Score 89 : 

.1851, 1627. .1851, 2337. .2525, 
.2553, 2506. .2646, 2525. .2638 

Seq. ID OJ991014_10.0207.C3 
Strand 

End 2823 
Method TBLASTX : Cress 
End 2635 
Score 72 

.1847, 1770. .1862, 1811. .1855, 
.2620, 2537. .2635 



Seq. No. 24247 Seq. ID 

Gene No. 50435 Strand 

Start 2664 End 

Name OJ991014_10 . 0207 . C3 . ol . gp Method 

Start 2664 - End 

GI 2799390 Score 

Exons 2664 . .2823 



OJ991014_10.0207.C3 

2823 
AAT/GAP 
2823 
254 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24248 Seq. ID OJ991014JL0 . 0207 .C4 

50436 Strand 

1 End 3854 

OJ991014_10.0207.C4.ol.gp Method AAT/GAP 

1 End 1509 

34996_1.R1084 Score 1081 

1..318, 1252. .1509 

f 4467139/emb|CAB37508| 1.0e-65 (AL035540) putative protein 
phosphatase-2c [Arabidopsis thaliana] 1 



24248 Seq. ID 

50436 Strand 

1 End 

OJ991014_10 . 0207 .C4 . ol . np Method 

55 " End 

4206122 Score ' 



OJ991014_10.0207.C4 

3854 
AAT/NAP 
3428 
1401 
.3428 



55. .318, 1252. .1488, 2207. .2574, 3104, 
(AF097 667) protein phosphatase 2C homolog [Mesembryanthemum 
crystallinum] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GT 

Exons 



24248 
50436 . 
1 

OJ991014_10.0207.C4.ol.gs 
67 



Seq. ID OJ991014_10.0207.C4 
Strand 

End 3854 

Method GENSCAN - 

End 3413 

Score . 93 



67. .318, 1252. .1488, 2207. .2574, 3104. .3413 



24459 



Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 


Gene No. 


50436 




Strand 




Start 


1 




End 


3854 


Name 


OJ991014 10 


'.0207.C4.o2.gp 


Method 


AAT/GAP 


Start 


3209 




End 


3854 


GI 


26110 1.R1084 


Score 


952 


Exons 


3209. .3517, 


3659. .3854 






GI Descrip. 


'4206122 2. 


0e-13 (AF097667) . protein phosphatase 2C homolog 




[Mesembryanthemum crystallinum] 1 




Seq. No. 


2424 8 




Seq. ID 


OJ991014_10.0207.C4 


Gene No. 


50437 




Strand 




Start 


4978 




End 


6283 


Name 


OJ991014 10 


.0207.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


29 




End 


3446 


GI 


none 




Score 


66 


Exons 


29.. 133, 33 


..134, 49. .141, 59 


..208, 116. .319, 142. .318, 




1238. .1501, 


1251.. 1352, 1252. 


.1500, 2204. .2614, 2208. .2615, 




3097. .3396, 


3105.. 3377, 3363. 


.3446 




Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 


fiorip No 


50437 




Strand 




Start 


4978 




End 


6283 


Name 


OJ991014 10 


.0207.C4.o3.tc 


Method 


TBLASTX: Cress 


Start " : 


103 




End 


319 


GI 


none 




Score 


176 


Exons 


103. .141, 140. .316, 157. .318, 


176. .319 




Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 


Gene No. 


50437 




Strand 




Start 


4978 




End 


6283 


Name 


OJ991014 10 


.0207.C4.ol.ts 


Method 


TBLASTX: Soybean 


Start 


172 




End 


3489 


GI 


none 




Score 


151 


Exons 


172. .297, 173. .298, 268. .324, 


1210. .1500, 1229. .1342, 




1361. .1501, 


2200. .2406, 2204. 


.2614, 2211. .2573, 3093. .3353, 




3094. .3354, 


3363.. 3437, 3451. 


.3489 




Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 


Gene No 


50437 




Strand 




Start 


4978 




End 


6283 


Name 


OJ991014 10 


.0207.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


1252 




End 


2410 


GI 


none 




Score 


175 


Exons 


1252. .1500, 


1271. .1480, 2204. 


.2398, 2204. .2410, 2205. .2402 


Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 


Gene No. 


50437 




Strand 




Start 


4978 




End 


6283 


Name 


OJ991014 10, 


.0207.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2451 




End 


3378 


GI 


none 




Score 


57 


Exons 


2451. .2501, 


2453.. 2503, 2455. 


.2508, 2499. .2600, 2501. .2605, 




2503. .2601, 


3081.. 3299, 3081. 


.3377, 3094.. 3378 


Seq. No. 


24248 




Seq. ID 


OJ991014_10.0207.C4 



Gene No. 



50437 



Strand 



24460 



Start 
Name 
Start 
GI 

Exons 



4978 

OJ991014 

3123 

none 



10.0207.C4.o2.tc 



End 

Method 

End 

Score 



3123.. 3305, 3123.. 3359, 3127.. 3360 



6283 

TBLASTX: Cress 

3360 

122 



Seq. No. 24248 Seq. ID 

Gene No. 50437 Strand 

Start 4 978 End 

Name OJ991014_10 . 0207 . C4 . o2 . np Method 

Start 4 978 End 

GI 6815099 Score 

Exons 4978.. 5110, 6255.. 6283 

GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



OJ991014_10.0207.C4 
6283 

AAT/NAP . 
6283 
85 



Seq. No. 


24249 


Seq. ID 


OJ991014 10. 


0207. C5 


Gene No, 


50438 


Strand 


+ 




Start 


774 


End 


8813 




Name 


OJ991014 10.0207.C5.ol.gs 


Method 


GENSCAN 




Start 


774 


End 


5506 




GI 


none 


Score 


.42 




Exons 


774. .833, 3316. .3441, 4179.. 


4347, 4841, 


..5209, 5382. 


.5506 


Seq. No. 


24249 


Seq. ID 


OJ991014_10. 


0207. C5 


Gene No. 


50438 


Strand 


+ 




Start 


774 


' End . 


8813 




Name 


OJ991014 10.0207.C5.ol.np 


Method. 


AAT/NAP 




Start 


1967 


End 


6151 




GI 


6967113 


Score 


63 




Exons 


1967. .2318, 6114. .6151 








GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 





Seq. No. 


24249 


Seq. ID 


OJ991014 


_10.0207.C5 


Gene No. 


50438 


Strand 


+ 




Start 


774 


End 


8813 




Name 


OJ991014 10.0207.C5.o3.np 


Method 


AAT/NAP 




Start 


3398 


End 


3485 




GI 


4680183 


Score 


126 




Exons 


3398. .3485 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 


Seq. No. 


24249 


Seq. ID 


OJ991014_ 


_10.0207.C5 


Gene No. 


50438 


Strand 


+ 




Start 


774 


End 


8813 




Name 


OJ991014 10.0207.C5.o4.np 


Method 


AAT/NAP 




Start 


4208 


End 


8813 




GI 


6815109 


Score 


691 




Exons 


4208. .4283, 4351. .4864, 4916. .5136, 7777. .8004, 


8585. .8813 


GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 





Seq. No. 24249 Seq. ID 

Gene No. 50439 Strand 

Start' 1302 End 

Name OJ991014_10 . 0207 . C5 . o2 . np Method 

Start 1302 End 

GI 6721561 ' Score 

Exons 1302.. 1380, 3258.. 3363 



OJ991014_10.0207.C5 

3363 
AAT/NAP 
3363 
129 



24461 



GI Descrip. (AP001073) EST AU082058 (C1297 6) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 24249 Seq. ID OJ991014_10 . 0207 . C5 

Gene No. 504 39 Strand 

Start 1302 End 3363 

Name OJ991014_10 . 0207 . C5 . ol . gp Method AAT/GAP 

Start 2677 End 2766 

GI uC-osflcyp088bl2bl Score 135 

Exons 2677.-2766 

GI Descrip. ' 5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24249 Seq. ID OJ991014_10 . 0207 . C5 

50440 Strand 

5796 End 6317 

OJ991014_10.0207.C5.o2.gp , Method AAT/GAP 

5796 End 6317 

LIB3434-038-P1-K1-F1 Score 732 

5796. .6317 

, 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 • 



Seq. No. 


24249. 








Seq. ID 


OJ991014_10.0207 


.C5 


Gene No. 


50441 








Strand 






Start 


7717 








End 


8033 




Name 


OJ991014 10 


.0207 


.C5.o2. 


gs 


Method 


GENS CAN 




Start 


7717 






End 


8033 




GI 


none 








Score 


.95 




Exons 


7717. .7720, 


7768 


. .8033 










Seq. No. 


24249 








Seq. ID 


OJ991014_10.0207 


.C5 


Gene No. 


50442 








Strand 






Start 


8570 , 








End 


8769 




Name 


OJ991014 10. 


.0207 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1984 








End 


2362 




GI 


none 








Score 


72 




Exons 


1984. .2049, 


2054 


. .2104, 


2114. 


.2362, 2167, .2304 




Seq. No. 


24249 








Seq. ID 


OJ991014_10.0207 


.C5 


Gene No. 


50442 








Strand 






Start 


8570 








End 


8769 




Name 


OJ991014 10. 


,0207 


.C5.o3. 


gs 


Method 


GENSCAN 




Start 


8570 








End 


8769 




GI 


none 








Score 


.75 




Exons 


8570. .8769 















Seq. No. 24250 

Gene No. 50443 

Start 221 . 

Name OJ991014_10 . 0207 . C6 . o2 . tm 

Start 221 

GI none 

Exons 221. .502, 221. .430, 229. .468, 436. .516 



Seq. ID OJ991014_10.0207.C6 
Strand 

End 1091 

Method TBLASTX: Maize 

End 516 

Score 268 



24462 




Seq. No. 


24250 


Seq. .--It) 


OJ991014_10. 0.207. 


C6 


Gene No. 


50443 


Strand 






Start 


221 


End 


1091 




Name - 


OJ991014 10.0207.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start 


238 


End 


647 




GI 


none 


Score 


164 




Exons 


238. .441, 251. .442, 543. .647 








Seq. No. 


24250 


Seq. ID 


OJ991014_10.0207. 


C6 


Gene No. 


50443 


Strand 






Start 


221 


End 


1091 




Name 


OJ991014 10.0207.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


272 


End 


821 




GI 


none 


Score 


126 




Exons 


272. .454, 437. .619, 489. .632, 


639. . 677 


, 705. .821 




Seq. No. 


24250 


Seq. ID 


OJ991014_10.0207. 


C6 


Gene No. 


50443 


Strand 






Start 


: 221 


End 


1091 




Name 


OJ991014 10.0207.C6..ol.tm 


Method 


TBLASTX: Maize 




Start 


720 


End 


1091 




GI 


none 


Score 


301 




Exons 


720.. 1091, 722.. 937 








Seq. No. 


24251 


Seq. ID 


OJ991014 10.0207. 


C8 


Gene No. 


50444 


Strand 






Start 


429 


End 


571 




Name 


OJ991014 10. 0.207. C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


429 


End 


571 




GI 


none 


Score 


162 




Exons 


429. .569, 433. .564, 434. .571, 


463. .570 






Seq. No. 


24252 


Seq. ID 


OJ991014_10.0207. 


C10 


Gene No. 


50445 


Strand 


+ 




Start 


3000 


End 


5650 




Name 


OJ991014 10.0207.C10.o2.np 


Method 


AAT/NAP 




Start 


3000 


End 


5650 




GI 


6721516 


Score 


351 




Exons 


3000. .3031, 4944. .5184, 5599. 


.5650 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24252 


Seq. ID 


- 

OJ991014_10.0207. 


C10 


Gene No. 


50446 


Strand 






Start 


1 


End 


2984 




Name 


OJ991014 10.0207. C10. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2984 




GI 


6630733 


Score 


83 




Exons 


1..18, 1935. .2302, 2788. .2984 








GI Descrip. 


(AL132958) Cytochrom P450-like protein 


[Arabidopsis thalianc 


Seq. No. 


24252 


Seq. ID 


OJ991014_10.0207. 


C10 


Gene No. 


50446 


Strand 






Start 


1 


End 


2984 




\T 

in cuu<r 


OJ 991014 10 . 0207 . CIO . ol . tm 


Method 


TBLASTX: Maize 




Start 


3 


End 


493 




GI 


none 


Score 


100 





24463 



Exons 



3. .185, 43. .186, 71. .175, 73. .183, 172. .291, 179. .373, 192. .287, 
292. .396, 293. .337, 398. .493, 398. .481 



Seq. No. 24253 Seq. ID 

Gene No. 50447 Strand 

Start 1 End 

Name OJ991014_10. 0207.Cll.ol.np Method 

Start 1 . End 

GI 6721516 Score 

Exons 1..231, 527.. .656 

GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 



OJ991014_10.0207.C11 
+ 

3888 
AAT/NAP 
656 

64,, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24253 Seq. ID OJ991014_10 . 0207 . Cll 

50447 Strand + 

1 End 3888 

OJ991014_10. 0207. Cll. o3.np Method AAT/NAP 

1 End 3530 

6069646 Score 335 

1..44, 3274. .3530 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24253 Seq. ID 

50447 Strand 

1 End 
OJ991014_10. 0207. Cll. ol.gs Method 

1836 End 

none Score 
1836. .2522 



OJ991014_10. 0207. Cll 
+ 

3888 
GENSCAN 
2522 
.73 



Seq. No. 24253 Seq. ID OJ991014_10 . 0207 . Cll 

Gene No. 50447 Strand + 

Start 1 End 3888 

Name OJ991014_10 . 0207 . Cll . o2 . np Method AAT/NAP 

Start 2128 End 3888 

GI 5091511 Score 104 ' 

Exons 2128.. 2327, 3844.. 3888 

GI Descrip. (AB0234 82) Similar to Arabidopsis thaliana RING-H2 finger 

protein RHXla mRNA, partial cds . (AF079184 ) [Oryza sativa] 



Seq. No. 24254 

Gene No. 50448 

Start 407 

Name OJ991014_10 . 0207 . C13 . o2 . np 

Start 407 

GI 322759 

Exons 407.. 451, 2908.. 2980, 3051. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3149, 5682. .5806 
pistil extensin-like protein (clone pMG14) - common tobacco 
(fragment) gi 1 19927 | emb | CAA78393 | (Z14015) pistil extensin like 
protein [Nicotiana tabacum] 



OJ991014_10.0207.C13 
+ 

5806 
AAT/NAP 
5806 
62 



C ^ ~ XT- 

Gene No. 
Start 



50449 
7773 



Seq. ID OJ991014_10.0207.C13 
Strand + 
End 8018 



24464 



Name OJ991014_10 . 0207 .C13.o4 .np Method AAT/NAP 

Start 7773 End 8018 

GI 82538 Score 431 . 

Exons 7773.. 8018 

GI Descrip. hypothetical 9K protein (rpsl9-rpl2 intergenic region) - rice 

chloroplast gi 1 12028 | emb | CAA33 936 | (X15901) ORF82 [Oryza sativa] 
gil 12074 | emb | CAA33926 | (X15901) ORF82 [Oryza sativa] 





gi|226650|prf | I1603356CA ORF 82. [Oryza 


sativa] 








Seq. No. 


24254 


Seq. ID 


OJ991014 


_10 


.0207. 


C13 


Gene No. 


50450 


Strand 


+ 








Start 


8018 


End 


8296 








Name 


OJ991014 10.0207.C13.o5.np 


Method 


AAT/NAP 








O Lai L. 


8018 


End 


8296 








GI 


1334371 


Score 


469 








Exons 


8018. .8296 












GI Descrip. 


(X13327) rps 19 [Secale cereale] 










Seq. No. 


OA 0 R A 


beq . i d 


OJ991014 


_10 


.0207. 


C13 


Gene No. 


50451 


Strand 










Start 


228 


End 


3211 








Name 


OJ991014 10.0207.C13.ol.gs 


Method 


GEN SCAN 








Start 


228 


End 


3211 








GI 


none 


Score 


.78 








Exons 


228. .431, 743. .1057, 1145.. 


,1319, 1968.. 


.2018, 2106. 


.2206, 






2392.. 2478, 2798.. 3211 












Seq. No. 


24254 


Seq. ID 


OJ991014 


_10 


.0207. 


C13 


Gene No. 


50452 


Strand 










Start 


4683 


End 


5801 








Name 


OJ991014 10.0207.C13.o2.gs 


Method 


GENSCAN 








Start 


4683 


End 


5801 








GI 


none 


Score 


.84 








Exons 


4683.. 5008, 5621.. 5801 












Seq. No. 


24254 


Seq. ID 


OJ991014 


_10 


.0207. 


C13 


Gene No. 


50453 


Strand 










Start 


7241 


End 


7 651 








Name 


OJ991014 10.0207.C13.o3.np 


Method 


AAT/NAP 








Start. 


7241 


End 


7651 








GI 


6176571 


Score 


699 








Exons 


7241. .7651 













GI Descrip. HYPOTHETICAL 14.9 KD PROTEIN YCF72 (ORF137) gi | 82519 | pir | UQ0269 
hypothetical 15K protein (trnH-trnV intergenic region) - rice 
chloroplast gi| 12029 | emb I CAA33937 | (X15901) ORF137 [Oryza 
sativa] gi | 12073 | emb | CAA33925 | (X15901) ORF137 [Oryza sativa] 
gi I 226651 1 prf | I1603356CB ORF 137 [Oryza sativa] 



Seq. No. 
1 Gene No. 
Start 
Name 
Start 
GI 

GI Descrip. 



24254 Seq. ID 

50454 Strand 

7918 End 

OJ991014_10.0207.C13.ol.gp Method 

7918 End 

3073 1.R1084 Score 



OJ991014_10.0207.C13 

8341 
AAT/GAP 
8341 
798 



1 133936/sp | P12146 | RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 
PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 



24465 



chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI . 
Exons 



24254 
50455 
8362 

OJ991014_10.0207.C13.o2.ts 

785 

none 



Seq. ID OJ991014_10.0207.C13 
Strand 

End 8713 

Method TBLASTX : Soybean 

End 1215 

Score 50 



785. .1051, 841. .939, 861. .1073, 866. .1042, 981. .1055, 
1142. .1210, 1142. .1210, 1156. .1215 



Seq. No. 24254 Seq. ID 

Gene No. 50455 Strand 

Start 8362 End 

Name OJ991014_10 . 0207 . C13 . o3 . tc Method 

Start 820 End 

GI none Score 
Exons 



OJ991014_10.0207.C13 
8713 

TBLASTX: Cress 

6986 

59 



820. .852, 927. .965, 6745/. 6792, 6746. .6790, 6778. .6909, 
6789.. 6986, 6791.. 6985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24254 
50455 
8362 
OJ9910 
6745 
none 
6745. . 
'6910. . 
7170. . 
7291. . 
7458. . 
7674. . 
8030. . 



14 10.0207.C13.ol.ts 



6909, 6752.. 6931, 6762 

6987, 6941.. 7027, 6988 

7214, 7171.. 7212, 7172 

7383, 7292.. 7489, 7307 

7679, 7461.. 7694, 7462 

7751, 7680.. 7751, 7999 

8263, 8115.. 8267 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6917, 6812 
.7110, ' 6991 
.7213, 7210 
.7516, 7427 
.7713, 7657 
.8022, 8001 



OJ991014 10.0207.C13 



8713 

TBLASTX : Soybean 
8267 
240 

6931, 6909.. 6986, 

7170, 6993. .7169, 

7320, 7211. .7306, 

7678, 7451. .7606, 

7695, 7658.. 7750, 

8024, 8029.. 8253, 



Seq. No. 24254 

. Gene No. 50455 

Start 8362 

Name OJ991014_10 . 0207 .C13.ol . tm 

Start 6891 

GI : none 

Exons 6891.. 7262, 6895.. 7386, 6897, 
7079. .7678, 7308. .7733 



OJ991014_10.0207.C13 
8713 

TBLASTX: Maize 

7733 

212 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7037, 6898. .7731, 7077. .7733, 



Seq. No. 24254 
Gene No. 50455 
Start 8362 

Name OJ991014_10 . 0207 . C13 . ol . tc 

Start 7241 
GI none 

Exons 7241.. 7549, 7321.. 7383, 7322. 

7581. .7679, 7584. .7766, 7585. 
7809. .7838, .7809. .7838, 7812. 
7840.. 7890, 6030.. 8126, 8036. 



Seq. ID OJ991014_10.0207.C13 
Strand 

End 8713. 
Method TBLASTX: Cress 
End 8128 
Score 333 

.7570, 7326. .7565, 7580. .7678, 
.7719, 7658. .7750, 7805. .7837, 
.7889, 7832. .7888, 7839.. 7889, 
.8125 



Seq. No. 



24254 



Seq. ID OJ991014_10.0207.C13 



24466 





JU4 J J 




Strand 




Start 


8362 




End 


8713 


Name 


OJ991014 10.0207.C13.ol, 


, tw 


Method 


TBLASTX: Wheat 


Start 


7273 




End 


7579 


GI 


none 




Score 


489 


Exons 


7273.. 7386, 7274.. 7579, 


7274. 


.7576, 7305. .7577 


Seq. No. 


24254 




Seq. ID 


OJ991014_10.0207.C13 


Gene No. 


50455 




Strand 










End 


8713 


Name 


OJ991014 10.0207.C13.o2. 


.tm ' 


Method 


TBLASTX: Maize 


Start 


7901 




End 


8334 


GI 


none 




Score 


155 


Exons 


7901.. 7990, 7902.. 8003, 


7902. 


.8042, 7946. .8005, 7992. .8066, 




7992.. 8300, 7997.. 8305, 


7999. 


.8334 




Seq. No. 


24254 




Seq. ID 


OJ991014_10.0207.C13 


Gene- No. 


50455 




Strand 




Start'' 


8362 




End 


8713 


Name 


OJ991014 10.0207.C13.o2, 


• gp 


Method 


AAT/GAP 


Start 


8362 




End 


8706 


GI 


5455469 




Score 


585 


Exons 


8362. .8706 








GI Descrip. 


131251/sp|P12094|PSBA_ORYSA 8, 


.0e-56 PHOTOSYSTEM Q(B) PROTEIN 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(32 

KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor" - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_2 2 6 4 0 6_pr f 1 5 



24254 Seq. ID 

50455 Strand 

8362 End 
OJ991014_10.0207.C13.o2.tc Method 

8390 End 

none Score 

8390. .8530, 8409. .8531, 8464. .8544, 
8534. .8713 



OJ991014_10.0207.C13 
8713 

TBLASTX: Cress 
8713 
152 

8530. .8709, 8530. .8712, 



OJ991014 10.0207.C13 



Seq. No. .. . 24254 , Seq. ID 

Gene No. " 50455 Strand 
Start 8362 End 8713 

Name OJ991014_1"0 . 0207 . C13 . 06 . np Method AAT/NAP 

Start 8411 End 8713 

GI 131251 Score 473 

Exons 8411.. 8713 

GI Descrip. PHOTOSYSTEM Q{B) PROTEIN (32 KD THYLAKOID MEMBRANE PROTEIN)- 

(PHOTOSYSTEM II PROTEIN Dl) gi | 72661 | pir | | FMRZ32 photosystem II 
protein Dl precursor - rice chloroplast gi 1 11958 | emb | CAA34007 | 
(X15901) PSII 32kDa protein [Oryza sativa] gi 1 343212 (M36191) 
Q-B protein (psbA) [Oryza sativa] gi | 22624 9 | prf || 1503143A psbA 
gene [Oryza sativa] gi | 226406 | prf | | 1510376A quinone bind 



Gene No. 
Start 



50456 
7796 



Seq. ID OJ991014_10.0207.C14 
Strand + 
End 11999 



24467 



Name 


OJ991014 10.0207 


. C14 . o4 . gs 


Method 


GEN SCAN 






Start 


7796 




End 


11999 






GI 


none 




Score 


.44 






Exons 


7796.. 8133, 8446 


..8518, 8591 


..8635, 8916. .8951, 


9270. .9323, 




10145. .10255, 11232. .11999 










Seq. No. 


24255 




Seq. ID 


OJ991014 


_10, 


.0207. C14 


C^pne* No 


50457 




Strand 


+ 






Start 


15791 




End 


. 15861 






Name 


OJ991014 10.0207 


. C14 . 06 . gs 


Method 


GENSCAN 






Start 


15791 




End 


15861 






GI 


none 




Score 


.73 






Exons 


15791.. 15861 












Seq. No. 


24255 




Seq. ID 


OJ991014^ 


_10. 


.0207.C14 


Gene No. 


50458 




Strand 








Start 


1 




End 


515 






Name 


OJ991014 10.0207 


. C14 . ol . np 


Method 


AAT/NAP 






Start 


1 




End 


515 






GI 


131256 




Score 


838 






Exons 


1. .515 












GI Descrip. 


PHOTOSYSTEM Q(B) 


PROTEIN (32 


KD THYLAKOID MEMBRANE 


PROTEIN) 



•Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene "No. 

Start 

Name 

Start 

GI 

Exons 



(PHOTOSYSTEM II PROTEIN Dl) gi | 6065764 | emb | CAB58232 . 1 | 
herbicide-binding prot ein Dl [Secale cereale] 



(X13327) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014 10.0207.C14 



515 

AAT/GAP 

503 

710 



24255 
50458 
1 

OJ991014_10.0207.C14.ol.gp 
126 

24570_1.R1084 
126. .503 

f 131251/sp|P12094|PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q(B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34 007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Oryza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi_226406_prf 15 1 



24255 Seq. ID 

50459 Strand 

2762 End 
OJ991014_10.0207.C14.o2.gs Method 

27 62 End 

none Score 
2762. .3565 



OJ991014_10.0207.C14 

3709 
GENSCAN 
3565 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

GI Descrip. 



24255 Seq. ID 

50459 Strand 

2762 End 

OJ991014_10.. 0207 .C14 . o2 . np Method 

2807 ' End 

1657615 Score 



OJ991014_10.0207.C14 

3709 
AAT/NAP 
3709 
681 



(U72502) Glp [Arabidopsis thaliana] gi | 3068706 |.gb | AAC14406 . 1 ; 
(AF04 9236) putative transmembrane protein Glp [Arabidopsis 



24468 



thaliana] 



Seq. No. . 24255 

Gene No. 50460 

Start 4298 

Name OJ991014_10 . 0207 . C14 . o3 . gs 

Start 4298 

GI none 

Exons 4298.. 4308, 4982.. 5072, 6464. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6602, 6717.. 6802 



OJ991014_10.0207.C14 

6869 
GENSCAN 
6802 
.78 



Seq. No. 24255 Seq. ID 

Gene No. 50460 Strand 

Start 4298 End 

Name OJ991014_10 . 0207 . C14 . o2 . gp Method 

Start 4654 End 

GI none Score 

Exons 4654.. 5072, 6.464.. 6602, 6717.. 6869 



OJ991014_10.0207.C14 

6869 
AAT/GAP 
6869 
1337 



Seq. No. 24255 

Gene No. 504 61 

Start 13167 

Name OJ991014_10 . 0207 .C14 . ol . tc 

Start 3 

GI none 

Exons 3.. 125, 3.. 119, 102.. 494, 121 



Seq. ID OJ991014_10.0207.C14 
Strand 
End 

Method 
End 
Score 

..495, 404. 



14980 

TBLASTX: Cress 
496 
93 
.496 



Seq. No. 24255 Seq. ID 

Gene No. 50461 Strand 

Start 13167 End 

Name OJ991014_10 . 0207 . C14 . ol . tm Method 

Start 87 End 

GI none Score 

Exons 87.. 494, 88.. 495, 89.. 496 



OJ991014_10.0207.C14 
14980 

TBLASTX: Maize 

496 

661 



Seq. No. 24255 Seq. ID 

Gene No. 50461 Strand 

Start 13167 End 

Name OJ991014JL0 . 0207 . C14 . o2 . ts Method 

Start 268 End 

GI none Score 

Exons 268.. 495, 270.. 494 



OJ991014_10.0207.C14 
14980 

TBLASTX : Soybean 

495 

350 



Seq. No. 24255 

Gene No. 50461 

Start 13167 

Name OJ991014_10 . 0207 . C14 . o2 . tc 

Start 2882 

GI none 

Exons 2882.. 3139, 2883.. 3140, 3134, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3367, 3246. .3371 



OJ991014_10.0207.C14 
14980 

TBLASTX: Cress 
3371 
160 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24255 
50461 
13167 

OJ991014_10.0207.C14.o5.ts 

o n o ^ 

none 

2882. .3088, 2883. .3086 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991014_10.0207.C14 
14980 

TBLASTX : Soybean 

3088 

183 



24469 






£.*± c. U .J 




Spa TD 






. Gene No. 


50461 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014 10. 


0207.C14.o3.ts 


Method 


TBLASTX: Soybean 




Start 


3089 




End 


3368 




GI 


none 




Score 


124 




Exons 


3089.. 3139, 


3134. .3367, 3246. 


.3368 






Seq. No. 


24255 




Seq. ID 


OJ991014_10.0207 


.C14 


VJC11C !•» W • 


50461 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014 10. 


0207.C14.o4.tm 


Method 


TBLASTX: Maize 




Start 


4906 




End 


6597 




GI 


none 




Score 


230 




Exons 


4906. .5073, 


4908. .5075, 4929. 


.5081, 6464. .6595, 6465. .6584, 




6473. .6595, 


6556. .6597 








O C ^ . L*\J • 


24255 




Seq. ID 


OJ991014__10.0207 


.C14 


Gene No. 


50461 ■ 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014 10. 


0207.C14.o6.ts 


Method 


TBLASTX: Soybean 




Start 


4906 




End 


6616 




::i GI 


none 




Score 


175 




"Z»i Exons 


4906.. 5073, 


4914. .5075, 6458. 


.6610, 6461. ,6616 






<£. *i £- *J *J 




Seq. ID 


OJ9910.1-4_10.0207 


.C14 


"LI Gene No. 


50461 




Strand 






!3 Start 


13167 




End 


14980 




: § Name 

. i.s 


OJ991014' 10. 


0207.C14.o4.tc 


Method 


TBLASTX: Cress 




"*i Start 


4908 




End 


6610 




GI 


none 




Score 


156 




^ Exons 


4908. .5075, 


4915.. 5073, 6461. 


.6610 












Seq. ID 


OJ991014_10.0207 


.C14 


Gene No. 


50461 




Strand 






Start 


13167 




End 


14980 . 




~ Name 


.. OJ991014 10. 


0207.C14.o6.tm 


Method 


TBLASTX: Maize 




J Start 


7307 




End 


7472 




3 GI 


none 




Score 


222 




j Exons 


7307. .7468, 


7321. .7470,'. 7329. 


.7472, 7330. .7467, 7338. .7469 


Seq. No. 


24255 




Seq. ID 


OJ991014_10.02'07 


.C14 


Gene No. 


50461 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014 10 


0207.C14 .o7.tm 


Method 


TBLASTX: Maize 




Start 


10133 




End 


10668 




GI 


none 




Score 


56 




Exons 


10133. .10180 


, 10133. .10177, 10135. .10182, 10176 .. 10268, 






10177. .10263 


, i0180. .10275, 10181. .10282, 10351 .. 10380, 






10407. .10487 


, 10408. .10485, 10411. .10494, 104 12 .. 10525, 






10612. .10668 


, 10615.. 10668 








Seq. No. 


24255 




Seq. ID 


OJ991014JL0.0207. 


.C14 




JU1U1 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014_10. 


0207.C14.o3.tm 


Method 


TBLASTX: Maize 





24470 



Start 11119 End 11681 . 

GI none . Score 39 

Exons 11119. .11142, 11218 11394 , 11227 ■.. 11406, 11228 11413, 

11229. .11408, 11471. .11614, 11496 .. 11612, 11597 .. 11680, 

11619.. 11681 



Seq. No. 


24255 




Seq. ID 


OJ991014 


_10.0207 


.C14 


Gene No. 


50461 




Strand 








Start 


13167 




End 


14980 






Name 


OJ991014 10.0207.C14 


.o5. tm 


Method 


TBLASTX: 


Maize 




Start 


11790 




End 


12000 






GI 


none 




Score 


93 






Exons 


11790. .11918, 11792. 


. 11923, 


11796. .11936, 11804 


. . 11932, 






11931. .11999, 11941. 


.12000 










Seq. No. 


24255 




Seq. ID 


OJ991014 


_10.0207 


.C14 


Gene No. 


50461 




Strand 








Start 


13167 




End 


14980 






Name 


OJ991014 10.0207.C14 


.o3. tc 


Method 


TBLASTX: 


Cress 




Start 


13167 




End 


14843 






GI 


none 




Score 


74 






Exons 


13167. .13265, 13171. 


.13266, 


13309. .13530, 13347 


. .13529, 






14173. .14397, 14177. 


.14302, 


14461. . 14583, 14471 


. .14599, 






14679. .14843 












Seq. No. 


24255 




Seq. ID 


OJ991014 


JL0.0207 


.C14 


Gene No. 


50461 




Strand 








Start 


13167 




End 


14980 






Name 


OJ991014 10.0207.C14 


. o4 . t s 


Method 


TBLASTX: 


Sovbean 




Start 


13167 




'End 


13533 




GI 


none 




Score 


66" 






Exons 


13167. .13265, 13171. 


.13305, 


13288. .13533, 13347 


. .13529 




Seq. No. 


24255 




Seq. ID 


OJ991014 


_10.0207 


.C14 


Gene No. 


50461 




Strand 








Start 


13167 




End 


14980 






Name 


OJ991014 10.0207.C14 


. o5.gs 


Method 


GEN SCAN 






Start 


13167 




End 


14930 






GI 


none 




Score 


.93 






Exons 


13167. .13503, 14174. 


.14582, 


14693. .14930 






Seq. .No. 


24255 




Seq. ID 


OJ991014 


JL0.0207 


.C14 


Gene No. 


50461 




Strand 








Start 


13167 




End 


14980 






Name 


OJ991014 10.0207.C14 


. o3.np 


Method 


AAT/NAP 






Start 


13170 




End 


14906 






GI 


1362078 




Score 


865 






Exons 


13170. .13530, 14174. 


.14391, 


14482. .14582, 14693 


. .14906 




GI Descrip. 


endo-1, 4-beta-D-glucanase, 


xyloglucan- 


specific 


(clone NXG1) 



common nasturtium gi | 311835 | emb | CAA4 8324 | (X68254) cellulase 
[Tropaeolum majus] 



Seq. No. 24255 Seq. ID OJ991014_10 . 0207 . C14 

Gene No. 50461 Strand 

Start 13167 End 14980 

Name OJ991014_10 . 0207 . C14 . o2 . tm Method TBLASTX : Maize 

Start 13413 End 14930 



24471 




GI 


none 




Score 


158 




Exons 


13413. .13535, 13414.. 


13530, 


14173. .14391, 14174. .14314, 






14302. .14337, 14471.. 


14584, 


14479. .14583, 14 675 .. 148 18 , 






14689. .14832, 14691.. 


14831, 


14916. .14930 




Seq. No. 


24255 




Seq. ID 


OJ991014JL0.0207. 


C14 


Gene No. 


50461 




Strand 








13167 




End 


14980 




Name 


OJ991014 10.0207.C14. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


14173 




End 


14843 




GI 


none 




Score 


43 




Exons 


14173. .14241, 14186.. 


14239, 


14242. .14397, 14249. . 14314, 






14470. .14583, 14486.. 


14584, 


14679. .14843, 14731. .14832 




Seq. No. 


24255 




Seq. ID 


OJ991014JL0.0207. 


C14 


Gene No. 


50461 




Strand 






Start 


13167 




End 


14980 




Name 


OJ991014 10.0207.C14. 


o3.gp 


Method 


AAT/GAP 




Start 


14337 




End 


14980 




GI 


69647 1.R1084 




Score 


751 




Exons 


14337. .14391, 14482.. 


14582, 


14693. .14980 




GI Descrip. 


'4883603/gb|AAD31572. 


1IAC006922 4 1 . 0e- 


-18 (AC006922) putati 1 




xyloglucan endo-transglycosylase [Arabidopsis thaliana] ■ 




Seq. No. 


z4 4.0 b 




beq. ID 


n tqqi m /i in nom 


C15 




50462 




Strand 


+ 




Start 


3707 




End 


3928 




Name 


OJ991014 10.0207.C15. 


ol.gp 


Method 


AAT/GAP 




Start 


3707 




End 


3928 




GI 


4879106 




Score 


370 




Exons 


3707. .3928 










Seq. No. 


24256 




Seq. ID 


OJ991014 10.0207. 


C15 


UCllC n w < 


50463 




Strand 


+ 




Start 


3952 




End 


4214 




Name 


OJ991014 10.0207.C15. 


o2.gp 


Method 


AAT/GAP 




Start 


3952 




End 


4214 




GI 


569182 




Score 


498 




Exons 


3952. .4214 










Seq. No. 


24256 




Seq. ID 


OJ991014_10.0207. 


C15 




50464 




Strand 






Start 


631 




End 


2768 




Name 


OJ991014 10.0207.C15. 


ol.gs 


Method 


GENSCAN 




Start 


631 




End 


2768 




GI 


none 




Score 


.82 




Exons 


631. .795, 1163. .1238, 


2229. . 


.2768 






Seq. No. 


242S.6 




Seq. ID 


OJ991014_10.0207. 


C15 




504 65 




Strand 






Start 


3486 




End 


4267 




Name 


OJ991014 10.0207.C15. 


o2.gs 


Method 


GENSCAN 




Start 


' 3486 


■ End 


4267 




GI 


none 




Score 


.76 






3486. .3801, 4060. .426/ 








Seq. No. 


24257 




Seq. ID 


OJ991014_10.0207. 


C16 



24472 



Gene No. 50466 Strand + 

Start 552 End 651 

Name OJ991014_10. 0207 . C16.ol .np Method AAT/NAP 

Start 552 End 651 

GI 1169819 Score 54 

Exons 552 . . 651 

GI Descrip. GAG POLYPROTEIN [CONTAINS: CORE PROTEIN P15; MAJOR CORE PROTEIN 
P24; NUCLEIC ACID BINDING PROTEIN P10] gi 1290711 (L06136) gag . 
polyprotein [Feline immunodeficiency virus] gi 1290713 (L06311) 
gag polyprotein [Feline immunodeficiency virus] 



Seq. No. 


24257 




Seq. ID 


OJ991014_ 


_10.0207.C16 


Gene No. 


50467 




Strand 


+ 




Start 


556 




End 


651 




Name 


OJ991014 10.0207.C16.ol. 


,gs 


Method 


GENSCAN 




Start 


556 




End 


651 




GI 


none 




Score 


.83 




Exons 


556. .651 










Seq. No. 


24258 




Seq. ID 


OJ991014 


10.0207.C17 


Gene No. 


50468 




Strand 


+ 




Start 


4961 




End 


5393 




Name 


OJ991014 10.0207.C17.o3. 


gs 


Method 


GENSCAN 




Start 


4961 




End 


5393 




GI 


none 




Score 


.72 




Exons 


4961. .5054, 5095. .5393 . 










Seq. No. 


24258 




Seq. ID 


OJ991014_ 


_10.0207.C17 


Gene No. 


50469 




Strand 






Start 


1 




End 


3249 




Name 


OJ991014 10.0207.C17.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


143 




GI 


37716 1.R1084 




Score 


225 




Exons 


1. .143 










GI Descrip. 


■1055224 3.0e-12 (U20977) cellular nucleic acid 


binding protein 




[Xenopus laevis] 1 










Seq. No. 


24258 




Seq. ID 


OJ991014_ 


_10.0207.C17 


Gene No. 


50469 




Strand 






Start 


1 




End 


3249 




Name 


OJ991014 10.0207.C17.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3152 




GI 


4586116 




Score 


995 




Exons 


1..32, 957. .1114, 2131.. 


2453, 


2823. .3152 




GI Descrip. 


(AL049638) putative C-4 


sterol 


. methyl 


oxidase [Arabidopsis 




thaliana] 










Seq. No. 


24258 




Seq. ID 


OJ991014_ 


_10.0207.C17 


Gene No. 


50469 




Strand 






Start 


1 




End - 


3249 




Name 


OJ991014 10.0207.C17.o2. 


gp 


Method 


AAT/GAP 




Start 


318 




End 


2345 




GI 


79169 1.R1084 




Score 


1286 




Exons 


318. .672, 840. .872, 967. 


.1114, 


2131. .2345 





GI Descrip. 1 4 6801C9/gb i AF1117I0 . I j AF1117 10 3.0e-34 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 



24473 



protein genes, complete cds' 



Seq. No. 


24258 






Seq. ID 


OJ991014 


Gene No. 


50469 






Strand 


- 


Start 


1 






End 


3249 


Name 


OJ991014 10.0207.C17 


,ol 


.gs 


Method 


GEN SCAN 


Start 


601 






End 


2453 


GI 


none 






Score 


.69 


Exons 


601. .672, 840. .872, 


967 


. .1114 


, 2131..; 


2453 


Seq. No. 


24258 






Seq. ID 


OJ991014 


Gene No. 


50469 






Strand 


- 


Start 


1 






End 


3249 


Name 


OJ991014 10.0207.C17 


-o2 


. gs 


Method 


GEN SCAN 


Start 


2700 






End 


3152 


GI 


none 






Score 


.9 


Exons 


2700. .3152 










Seq. No. 


24258 






Seq. ID 


OJ991014 


Gene No. 


504.69 






Strand 




Start 


1 






End 


3249 


Name 


OJ991014 10.0207.C17 


. o3 


.gp 


Method 


AAT/GAP 


Start 


3028 






End 


3249 


GI 


286268 






Score 


427 


Exons 


3028.. 3249 











Seq. No. 


24258 




Seq. ID 


OJ991014_10.0207.C17 


Gene No. 


50470 




Strand 




Start 


6065 




End 


6841 


Name 


OJ991014 10.0207. 


.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


583 




End 


3227 


GI 


none 




Score 


85 


Exons 


583. .684, 584. .670, 588. .677, 


823. .873, 837. .875, 967. .1113, 




968. .1114, 2128.. 


,2364, 2129.. 


2278, 2131. .2451, 2132.. 2371, 




2133.. 2459, 2823. 


.3227, 2824. 


.3084 




Seq. No. 


24258 




Seq. ID 


OJ991014_10.0207.C17 


Gene No. 


50470 




Strand 




Start 


6065 




End 


6841 


Name 


OJ991014 10.0207. 


C17.ol.tw 


Method 


TBLASTX: Wheat 


Start 


837 




End 


2289 


GI 


none 




Score 


129 


Exons 


837. .875, 967. .1113, 968. .1105, 2131.. 


2289, 2133.. 2288 


Seq. No. 


24258 




Seq. ID 


OJ991014_10.0207.C17 


Gene No. 


50470 




Strand 




Start 


6065 




End 


6841 


Name 


OJ991014 10.0207. 


C17.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1000 




End 


2904 


GI 


none 




Score 


115 


Exons 


1000. .1113, 1001. 


.1111, 2127. 


.2387, 2128. .2454, 2128. .2364, 




2129. .2368, 2133. 


.2462, 2805. 


.2837, 2820.. 2903, 2833.. 2904 


Seq. No. 


24258 




Seq. ID 


OJ991014 10.0207.C17 


VJC11C INU . 


JU4/U 




Strand 




Start 


6065 




End 


6841 


Name 


OJ991014 10.0207. 


C17.ol.tc 


Method 


TBLASTX: Cress 



24474 




Start 


2151 


End 


3152 




GI 


none 


Score 


264 




Exons 


2151.. 2462, 2161.. 2454, 2820 


. .2945, 2973. .3152 . 




Seq. No. 


24258 


oeq • 1U 


h.tqqi m a in 


.0207. C17 


bene jno • 


CLfi/l 7fi 


our ana 






Start 


6065 


Ejiia. 






Name 


OJ991014 10.0207.C17.o4.gs 


lYjetiioa 


V3 Cj IN O V^rtlN 




Start 


6065 


Hill (J 


004 1 




GI 


none . 


Score 


.8 




Exons 


6065. .6205, 6550. .6709, 6711 


. .6841 






Seq. No. 


24259 


Seq. ID 




.0207. C18 


bene ino . 


50471 


Strand 






Start 


17 


End 


1669 




Name 


OJ991014 10.0207.C18.ol.gs 


Method 


GENS CAN 




Start 


17 


End 


1625 




GI 


none 


Score 


.6 




Exons 


17. .214, 931. .1028, 1152. .1239, 1416.. 


1625 




Seq. No. 




oeq. lu 


OJ991014_10 


.0207.C18 


bene lno . 


c n a n i 

OU4 / 1 


Strand 






Start 


1 "7 


ttXXOi 


1669 




Name 


ujyyiui4 iu . kjzu i . Lio . oi . tm 


Metnoa 


TBLASTX: Maize 


Start 


Q 1 Q 

y i y 




1255 




GI 


none 


Score 


124 




Exons 


919. .1032, 931. .1029, 1150.. 


1248, 1151 


..1255, 1154 


. .1255 


Seq. No. 


24259 


Seq. ID 


OJ991014_10 


.0207. C18 


bene esio . 


50471 


Strand 






Start 


17 


End 


1669 




Name 


OJ991014 10.0207.C18.ol.gp 


Method 


AAT/GAP 




Start 


1376 


End 


1669 




GI 


none 


Score 


588 




Exons 


1376. .1669 








Seq. No. 


24260 


Seq. ID 


OJ991014 10 


.0207. C19 


bene lno . 


50472 


Strand 


+ 




Start 


66 


End 


217 




Name 


OJ991014 10.0207.C19.ol.gs 


Method 


GENSCAN 




Start 


66 - 


End 


217 




GI 


none 


Score 


".98 




Exons 


66. .217 








Seq. No. 


24261 


Seq. ID 


OJ991014_10 


.0207. C20 


Gene No. 


50473 


Strand 






Start 


24 


End 


2498 




Name 


OJ991014 10.0207. C20.ol.gp 


Method 


AAT/GAP 




Start 


24 


End 


1233 




GI 


2595 2.R1084 


Score 


1655 




Exons 


24. .827, 1184. .1233 








GI Descrip. 


.'3258575 3.0e-27 (U89959) Hypothetical 


protein [Arabidopsis 




thaliana] ? • 








k_> <^ V-l . INU . 


24261 


Seq. ID 


OJ991014_10, 


.0207. C20 


Gene No. 


50473 


Strand 






Start 


24 


End 


2498 





24475 




Name 


OJ991014 


10.0207.C20.ol.gs 


Method 


GENSCAN 




Start 


553 




End 


2494 




GI 


none 




Score. 


.99 




Exons 


553. .827, 


1184. .1466, 1502. .2494 






Seq. No. 


24261 




q 0 n T n 


OJ991014JL0.0207 


.C20 


bene wo . 


jU 4 / J 




oLiana 






Start 


24 






2498 




Name 


OJ991014 


1 n 0907 P90 t-m 
-LU. U^U / .bZU.O-3. Lin 




TBLASTX: Maize 




Start . 


557 




End 


772 




GI 


none 




Score 


147 




Exons 


557. . 661, 


^fic; ££n fifid 771 


779 






Seq. No. 


24261 




Qarv T Pi 


OJ991014_10.0207 


.C20 


bene wo . 












Start 


24 






2498 




Name 


OJ991014 


xu.uzu / .b^U.OZ.tW 


LYieT-nOQ 


TBLASTX: Wheat 




Start 


563 




End 


766 




GI 


none 




Score 


278 




Exons 


563. .766, 


565. .765 








Seq. No. 


24261 




Seq. ID 


OJ991014_10.0207 


.C20 


Gene No. 


50473 




Strand 






Q+- a v+- 






End 


2498 




Name 


OJ991014 


10-0207. C20.ol.np 


Method 


AAT/NAP 




Start 


568 




End 


2494 




GI 


3258575 




Score 


1265 




Exons 


568. .827, 


1184. .1373, 1502. .2494 






GI Descrip. 


(U89959) 


Hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


24261 




Seq. ID 


OJ991014_10.0207 


.C20 


bene wo . 


OUfl / o 




Strand 






Start 


24 




End 


2498 




Name 


OJ991014 


10.0207.C20.o3.ts 


Method 


TBLASTX : Soybean 




Start 


- 625 




End 


874 




GI 


none 




Score 


128 




Exons 


625. .825, 


629. .874 








Seq. No. 


24261 




Seq. ID 


OJ991014_10.0207 


.C20 


bene wo . 






Strand 






Start 


24 




End 


2498 




Name 


OJ991014' 


10.0207.C20.ol.ts 


Method' 


TBLASTX : Soybean 




Start 


1257 




End 


1639 




GI 


none 




Score 


109 




Exons 


1257. .137 


6, 1267. .1374, 1493. 


.1639 






Seq. No. 


24261 




Seq. ID 


OJ991014__10.0207 


.C20 


Gene No . 


50473 




Strand 






Start 


24 




End 


2498 . 




Name 


OJ991014 


10.0207.C20.o4.tm 


Method 


TBLASTX: Maize 




Start 


1257 




End 


1639 




GI 


none 




Score 


92 




Exons 


1257.. 1376, 1273.. 1374, 1493., 


.1639, 1500. .1628 




C XI ~ 
^ v_ . , 


^ A ^ S- 1 




Seq. ID 


OJ991014_10.0207 


.C20 


Gene No. 


50473 




Strand 






Start 


24 




End 


2498 





24476 



Name 

Start 

GI 

Exons 



OJ991014_10.0207.C20.o2.gp Method 

1556 End 

none Score 
1556. .1918 



AAT/GAP 

1918 

718 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



24261 
50473 
24 

OJ991014_10.0207.C20.ol.tm 

1653 

none 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 24 98 

Method TBLASTX : Mai ze 

End 2194 

Score 76 



1653. .1703, 1655. .1729, 1808. .1837, 1809. .1841, 1850. .2194, 
1883. .2002, 1911. .2192 



24261 
50473 
24 

OJ991014_i0.0207.C20.o3.gp 
2035 

uC-osrocyp008e08bl 
2035.. 2332 

•3258575 2.0e-28 (U89959) Hypothetical protein [Arabidopsis 
thaliana] 1 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 24 98 

Method AAT/GAP 

End 2332 

Score 557 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI" 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24261 
50473 
24 

OJ991014_10.0207.C20.ol.tw 

2205 
none 

2205. .2498, 2207. .2476 

24261 
50473 
24 

OJ991014_10.0207.C20.o2.tm 

2208 

none 

2208. .2489, 2210. .2476 

24261 
50473 
24 

OJ991014_10.0207.C20.o2.ts 

2216 

none 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 2498 " 

Method TBLASTX : Wheat 

End 24 98 

Score 366 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 2498 

Method TBLASTX: Maize 

End 2489 

Score 406 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 24 98 

Method TBLASTX : Soybean 

End 2471 

Score 45 



2216. .2302, 2220. .2297, 2300. .2470, 2304. .2471 



24261 
50473 
24 

OJ991014_10.0207.C20.ol.tc 

2319 

none 



Seq. ID OJ991014_10.0207.C20 
Strand 

End 2498 

Method TBLASTX : Cress 

End 2495 

Score 168 



Seq. No. 



24262 



Seq. ID OJ991014_10.0207.C21 



24477 



Gene No. -50474 Strand + 

Start 8549 End 8983 

Name OJ991014_10 . 0207 . C21 . ol . gp Method AAT/GAP 

Start 8549 End 8983 

GI LIB3479-006-Q6-K1-B11 Score 621 

Exons 8S49..8983 

GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 24262 

Gene No. 50475 

Start 10771 

Name OJ991014_10 . 0207 . C21 . o3 . gs 

Start 10771 

GI none 
Exons 



Seq. ID OJ991014 10.0207.C21 



Strand 
End 

Method 

End 

Score 



+ 

11803 
GEN SCAN 
11803 
.64 



10771. .10857, 11145. .11203, 11505 .. 1152 6, 11622.. 11803 



Seq. No. 


24262 








Seq. ID 


OJ991014_10.0207 


.C21 


f^pnp Mo 


50476 








Strand 






Start 


2314 








End 


3090 




Name 


OJ991014 10 


.0207 


.C21.ol 


.gs 


Method 


GEN SCAN 




Start 


2314 








End 


3090 




GI 


none 








Score 


.9 




Exons 


2314. .3090 














Seq. No. 


24262 








Seq. ID 


OJ991014_10.0207 


.C21 


florid Mo 


*J \J *i / / 








Strand 






Start 


8326 








End 


8764 




Name 


OJ991014 10 


.0207, 


.C21.ol 


.np 


Method 


AAT/NAP 




Start 


8326 








End 


8764 




GI 


6539570 








Score 


231 




Exons 


8326. .8396, 


8562, 


. .8764 










GI Descrip. 


(AP000836) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24262 








Seq. ID 


OJ991014_10.0207 


.C21 


Gene No^ 


50478 








Strand 






Start 


8891 








End 


9652 




Name 


OJ991014 10 


.0207. 


.C21.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5638 








End 


5830 




GI 


none 








Score 


182 




Exons 


5638. .5790, 


5645, 


. .5830" 










Seq. No. 


24262 








Seq. ID 


OJ991014_10.0207 


.C21 


Gene No. 


50478 








Strand 






Start 


8891 








End 


9652 




Name 


OJ991014 10 


.0207, 


,C21.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5639 








End 


6082 




GI 


none 








Score 


180 




Exons 


5639. .5851, 


5645, 


. .5866, 


5870: 


.6082 






Seq. No. 


24262 








Seq. ID 


OJ991014_10.0207 


.C21 


Gene No. 


50478 








Strand 






Start 


8891 








End 


9652 




Name 


OJ991014_10 


.0207. 


,C21.o2 


. np 


Method 


AAT/NAP 




Star L 


8691 








End 


9652 




GI 


6630699 








Score 


94 




Exons 


8891. .8977, 


9382. 


, .9652 











24478 




GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gil 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[.Oryza sativa] 



Seq. No. 


24263 




Seq. ID 


OJ991014_10.0207 


.C22 


Gene No. 


50479 




Strand 


+ 




Start 


1769 




End 


2323 




Name 


OJ991014 10.0207.C22.ol 


.gs 


Method 


GENS CAN 




Start 


1769 




End 


2323 




PT 
O 1 


none 










Exons 


1769. .2323 










Seq. No. 


24263 




Seq. ID 


OJ991014_10.0207 


.C22 


Gene No. 


50480 




Strand 






Start 


2276 




End 


2473 




Name 


OJ991014 10.0207.C22.ol 


.tm 


Method" 


TBLASTX: Maize 




Start 


2276 




End 


2473 






none 




Score 


1 P7 
10 / 




Exons 


2276.-2473, 2291. .2473 










Seq. No. ' 


24264 




Seq. ID 


OJ991014_10.0207 


.C23 


Gene No. 


50481 




Strand 


+ 




Start 


50 




End 


917 




Name 


OJ991014 10.0207.C23.o2 


. tm ■ 


Method 


TBLASTX: Maize 




Start 


2 




End 


176 






none 




Score 


hi 




Exons 


2. .88, 3. .77, 83..175,_..i 


B4. .176 






Seq. No. 


24264 




Seq. ID 


OJ991014_10.0207 


.C23 


Gene No. 


50481 




Strand 


+ 




Start 


50 




End 


917 




Name 


OJ991014 10.0207.C23.ol 


.gs 


Method 


GENSCAN 




Start 


50 




End 


908 




GI 


none 




Score 


.94 




IT 1 \r -f^\ o 


sn Qfift 










Seq. No. 


24264 




Seq. ID 


OJ991014_10.0207 


.C23 


Gene No. 


50481 




Strand 


+ 




Start 


50 




End 


917 




Name 


OJ991014 10.0207.C23.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


177 




End " 


917 




GI 


none 




Score 


50 




Exons 


177 11 Q 1 pi OACi 1 fi t: 


. .712, 


264. .722, 


cto 791 7/1Q 1 


a ^ r 

0 .30 , 




758. .901, 765. .917, 774 


. .917 








Seq. No. 


24264 




Seq. ID 


OJ991014_10.0207 


.C23 


Gene No. 


50481 




Strand 


+ 




Start 


50 




End 


917 




Name 


OJ991014 10.0207.C23.ol. 


• gp 


Method 


AAT/GAP 




Start 


300 




End 


789 




GI 


none 




Score 


956 




Exons 


300. .789 










Seq. No. 


24265 




Seq. ID 


OJ991014__10.0207 


.C24 


Gene No . 


50482 




Strand 






Start 


1 




End 


1249 




Name 


OJ991014 10.0207.C24.ol. 


.np 


Method 


AAT/NAP 





24479 




Start 


1 


End 


1249 


GI 


2191144 


Score 


191 


Exons 


1..164, 933. .1249 






GI Descrip. 


(AF007269) A_IG002N01 . 24 gene 


product 


[Arabidopsis thaliana 


Seq. No. 


24265 


Seq. ID 


OJ991014_10.0207.C24 


CpTip Mrs 


50482 


^t" rsnrl 
o l. x. ctnu 




Start 


1 


End 


1249 


Name 


OJ991014 10.0207.C24 .ol.gs 


Method 


GENSCAN 


Start 


927 


End 


1247 


GI 


none 


Score 


.9 


Exons 


927. .1247 






Seq. No. 


24265 


Seq. ID 


OJ991014_10.0207.C24 


UC11C LV\J • 




Strand 




Start 


1 


End 


1249 


Name 


OJ991014 10.0207.C24.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1023 


End 


1249 


GI 


none 


Score 


38 


Exons 


1023.. 1121, 1094.. 1180, 1101. 


.1181, 1188. .1247, 1196. .1249 


Seq. No. 


24265 


Seq. ID 


OJ991014_10.0207.C24 






Strand 




Start 


1 


End 


1249 


Name 


OJ991014 10.0207.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


1065 


End 


1248 


GI 


none 


Score 


216 


Exons 


1065.. 1247, 1065.. 1247, 1144. 


.1248 




Seq. No. 


24266 


Seq. ID 


OJ991014_10.0207.C25 


Gene No. 


50483 


Strand 




Start 


486 


End 


3073 


Name 


OJ991014 10.0207.C25.ol.np 


Method 


AAT/NAP 


Start 


486 


End 


3073 


GI 


4510427 


Score 


594 


Exons 


486.-644, 1052. .1138, 1394. .1483, 1776 


. .1865, 1959. .2023, 




2259.. 2337, 2636.. 2707, 2787., 


.2954, 3012.. 3073 


GI Descrip. 


(AC006929) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


24266 


Seq. ID 


OJ991014_10.0207.C25 


Gene No. 


50483 


Strand 






486 


End 


3073 


Name 


OJ991014 10. 0207. C25. ol.gs 


Method 


GENSCAN 


Start 


525 


End 


2954 


GI 


none 


Score 


.79 


Exons 


525.-644, 1052. .1138, 1394. .1461, 2259 


..2337, 2636. .2707, 




2787. .2954 






Seq. No. 


24267 


Seq. ID 


OJ991014_10.0207.C26 


\J3 C11C LN(J . 


50484 


Strand 




Start 


677 


End 


1226 


Name 


OJ991014 10. 0207. C26. ol.gs 


Method 


GENSCAN 


Start 


677 


End 


1226 


GI 


none 


Score 


.59 


Exons 


677. .693, iiB'i. .1226 






Seq. No. 


24268 


Seq. ID 


OJ991014_10.0207.C27 



24480 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50485 Strand + 

1 End 647 

OJ991014_10 . 0207 . C27 . ol . gp Method AAT/GAP 

1 End 647 

37716JL.R1084 Score 1207 
1. .647 

'1055224 3.0e-12 (U20977) cellular nucleic acid binding protein 
[Xenopus laevis] ' 



24268 
50486 
125 

OJ991014_ 
97 

none 
97. .189, 
127. .177, 
193. .261, 
304. .351, 
308. .463, 
421. .477, 
499. .630, 



10.0207.C27.ol.ts 



104. .190, 115.. 

133.. 189, 133. 

193.. 258, 196. 

304. .465, 305, 

358.. 405, 364, 

481. .543, 496, 

505.. 630, 509. 



Seq. ID OJ991014_10.0207.C27 
Strand 
End 660 

Method TBLASTX : Soybean 
End 658 
Score 104 
177, 118. .177, 127. .177, 127. .174,, 
.177, 151. .249, 178. .243, 190. .240, 
.249, 196. .261, 271. .372, 274. .630, 
.631, 307. .465, 307. .420, 307. .351, 
.405, 370. .465, 419. .631, 421. .465, 
.657, 497. .601, 499. .651, 499. .543, 
.658, 556.. 600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24268 Seq. ID OJ991014_10 . 0207 . C27 

50486 Strand 

125 End 660 

OJ991014_10.0207.C27.ol.np " Method AAT/NAP 

125 End 591 

729704 Score 145 

125. .591 

DNA-BINDING PROTEIN HEXBP ( HEXAMER- BINDING PROTEIN) 
gi| 1078700|pir MA47156 hexamer-binding protein HEXBP - 
Leishmania major gi 1159342 (M94390) HEXBP DNA binding protein 
[Leishmania major] 



24268 
50486 
125 

OJ991014_10.0207.C27.ol.tm 

130 

none 



Seq. ID OJ991014_10.0207.C27 

Strand 

End 660 

Method TBLASTX : Mai ze 

End 660 

Score 53 



130. .177, 133. .189, 133. .177, 190. .240, 196. .249, 196. .249, 
237. .278, 238. .267, 256. .591, 257. .592, 484. .600, 499. .660, 
553.. 630, 556.. 630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24269 Seq. ID 

50487 Strand 

165 End 

OJ991014_10 . 0207 . C29 . ol . tm Method 

162 End 

none Score 



OJ991014_10.0207.C29 

+ 

675 

TBLASTX: Maize 

635 

229 



162. .329, 163. .315, 590. .634, 594. .635 



Seq. No. 24269 .Seq. ID 

Gene No. 504 87 Strand 

Start 165 End 

Name OJ991014_10 . 0207 . C29 . ol . gs Method 



OJ991014_10.0207.C29 
+ 

675 

GENSCAN 



24481 




Start 


165 




End 


675 


GI 


none 




Score 


.89 


Exons 


165. .316, 596. .675 








Seq. No. 


24270 




Seq. ID 


OJ991014_10.0207.C30 


Gene No. 


50488 




Strand 


+ 


C+- o r 4- 
O Lai L 


1 




End 




Name 


OJ991014 10.0207.C30.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


651 


GI 


2191144 




Score 


159 


Exons 


1..24, 212. .427, 600. .651 






GI Descrip. 


(AF007269) A_IG002N01 . 24 gene product 


[Arabidopsis thaliana 


Seq. No. 


/.tit. /u 




oeq. ±u 


OJ991014_10.0207.C30 


oene lno . 


^C\A QQ 
DKJHOO 




0 urana 


r 


Start 


1 




XT' ^~ -J 


651 


Name " 


nTQGtni/i in nori7 pQn ^1 
ujyy±u±4 1 u . kjzu / . ju . 01 




ixie tnoa 


TBLASTX : Soybean 


Start 


203 




End 


384 


GI 


none 




Score 


185 


Exons 


90*3 TOO 99£ 99£ 








Seq. No. 


O yl O "7 H 




beq. iu 


OJ991014_10.0207.C30 


oene lno . 


DU4 0 0 




Strand 


r 


Start 


1 
1 




tina 


651 


Name 


ujyyiu±4 1 u . vz u / . lju . 01 


. cm 


Method 


TBLASTX: Maize 


Start 


210 




End 


404 


GI 


none 




Score 


204 ' 


Exons 


9 1 n a n a 919 /inn 
. . Z1Z..4UU 








Seq. No. 


O /I 9 T n 




Seq. ID 


OJ991014_10.0207.C30 


Gene No . 


en / QQ 




Strand 


T 


Start 


1 




End 


651 


Name 


ujyyiui4 iu.uzu / .Lou.01 


,gs 


Method 


GENS CAN 


Start 






End 


400 


GI 


none 




Score 


.71 


Exons 


212. .400 








Seq. No. 


Z4z /•! 




Seq. ID 


OJ991014_10.0207.C31 


uene lno . 


oU4 0 9 




Strand 


+ 


Start 


3265 




End 


4533 


Name 


OJ991014' 10.0207.C31.ol 


.gs 


Method 


GENS CAN 


Start 


3265 




End 


4533. 


GI 


none 




Score 


. 68 


Exons 


3265. .3436, 3442. .3568, 


3703. 


.3904, 4043. .4186, 4432. .4533 


Seq. No. 


24271 




Seq. ID 


OJ991014_10.0207.C31 


Gene No. 


50490 




Strand 






4809 




End " 


8943 


Name 


OJ991014 10.0207.C31.o2 


. gs 


Method 


GENS CAN 


Start 


4809 


End 


7899 


GI 


none 




Score 


.92 


Exons 


4809. .4934, 5252. .5266, 


5911. 


.6073, 6232. .6314, 6624. .6731, 




7053. .7154, 7490. .7687, 


7820. 


.7899 






/ J. 




Seq. ID 


OJ991014_10.0207.C31 


Gene No. 


50490 




Strand 




Start 


4809 




End 


8943 



24482 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991014 10.0207.C31.ol.tm 



Method TBLASTX : Maize 



5208 End 6912 

none Score 66 

5208. .5267, 5210. .5272, 5907. .6065, 5911. .6078, 5912. .6103, 

5914. .6078, 6229. .6315, 6229. .6315, 6231. .6317, 6619. .6732, 

6621. .6731, 6791. .6904, 6799. .6906, 6799. .6912 



24271 . . 
50490 ^ 
4809 

OJ991014_10.0207.C31.ol.np 

5240 

6630733 



Seq. ID OJ991014_10.0207.C31 
Strand^ 

End 8943 

Method AAT/NAP 

End 8943 

Score 1330 



5240. .5266, 5911. .6073, 6232. .6314, 6624. .6731, 6802. .6942, 
7053. .7154, 7490. .7712, 7808. .8113, 8896. .8943 



GI Descrip. (AL132958) Cytochrom P450-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24271 
50490 
4809 

OJ991014 
5911 
none 
5911 
6681 
7812 



10.0207.C31.ol.ts 



5955, 5965. 
6731, 6799. 
7958, 7817. 



,6078, 
,6951, 
,7954 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5966. .6079, 
7053. .7142, 



OJ991014 10.0207.C31 



24271 
50490 
4809 

OJ991014_10.0207.C31.ol.tc 

5914 

none 

5914.. 6066, 5965.. 6078, 5966. 
7053. .7160, 7059. .7118 



8943 

TBLASTX: Soybean 
7958 
101 

6005.. 6079, 6627.. 6686, 
7482. .7580, 7599. .7694,. 



Seq. ID 
Strand ■ 
End 

Method 

End 

Score 



OJ991014_10.0207.C31 
8943 

TBLASTX: Cress 

7160 

69 



,6079, 6627. .6686, 6799. .6951, 



Seq. No. 24271 Seq. ID 

Gene No. 50490 Strand 

Start 4809 End 

Name OJ991014_10 . 0207 . C31 . o2 . tc Method 

Start 7488 End 

GI none ' Score 

Exons 7488.. 7670, 7490..7669 



OJ991014_10.0207.C31 
8943 

TBLASTX: Cress 

7670 

199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No . 
Start 
Name 



24272 Seq. ID OJ991014_10 . 0207 . C32 

50491 Strand 

1 End 769 

OJ991014_10 . 0207 . C32 . ol . np Method AAT/NAP 

1 End ; 769 

6630733 Score ' '416 

1..400, 609. .769 

(AL132958) Cytochrom P450-like protein [Arabidopsis thaliana] 



24272 

»-/ V "X c 

1312 

OJ991014 10.0207.C32.ol.tm 



Seq. ID 

Strand 

End 

Method 



OJ991014_10.0207.C32 
3386 

TBLASTX: Maize 



24483 




Start 


53 


End 


424 








GI 


none 


Score 


344 








Exons 


53. .364, 54. .377, 338. .424, 


353. .418 










Seq. No. 


24272 


Seq. ID 


OJ991014 


_10. 


0207 


.C32 


Gene No. 


50492 


Strand 










Start 


1312 


End 


3386 








Name 


OJ991014 10.0207.C32.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


53 


End 


409 








GI 


none 


Score 


110 








Exons 


53. .136, 54. .137, 71. .148, 140. .229, 140. .337, 


153. 


.347 






299. .367, 344. .409, 353. .400 












Seq. No. 


24272 


Seq. ID 


OJ991014 


_10. 


0207 


.C32 


Gene No. 


50492 


Strand 










Start 


1312 


End 


338 6 ./ 








Name 


OJ991014 10.0207.C32.o2.np 


Method 


AAT/NAP 








Start 


1312 


End 


3386 








GI 


5042463 


Score 


96 








Exons 


1312.. 1479, 2113. .2308, 2360 


..2531, 3195. .3386 








GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 








Seq. No. 


9 4 97 7 
tit /j 


q^rr TV) 


O.TQQl m 4 


_10. 


0207 


.C33 


Gene No . 


■j \j *i y *j 




.j. 








Start 


214 


FnH 

£jLL\JL 


71 m 








Name 


O.TQQl m 4 IP) f)9f)7 nl rrc- 




\j Hi In O ^rii>J 








Start 


214 


End 


3101 








GI 


none 


Score 


. 65 








Exons 


91 4 797 1191 1997 177R 




7i m 








Seq. No. 


24273 


Seq. ID 


OJ991014 


_10. 


0207 


.C33 


Gene No . 


50494 


Strand 


+ 








Start 


4387 


End 


5809 








Name 


OJ991014 10.0207.C33.ol.gp 


Method 


AAT/GAP 








Start 


4243 , 


End 


4901 








GI 


none 


Score 


1295 








Exons 


4243. .4901 












Seq. No. 


24273 


Seq. ID 


OJ991014 


_10. 


0207 


.C33 


Gene No. 


50494 


Strand 


+ 








Start 


4387 


End 


5809 








Name 


OJ991014 10.0207.C33.ol.np 


Method 


AAT/NAP 








Start . 


4387 


End 


4732 








GI 


1841320 


Score 


83 








Exons 


4387. .4481, 4514. .4732 












GI Descrip. 


(D64038) EL2 [Oryza sativa] 












Seq. No. 


24273 


Seq. ID 


OJ991014 


J.0. 


0207 


.C33 


Gene No . 


50494 


Strand 


+ 








Start 


4387 


End 


5809 








Name 


OJ991014 10.0207.C33.o2.gs 


Method 


GENSCAN 








Start 


4387 


End 


5809 








GI 


none 


Score 


.49 








Exons 


4387.. 4749, 5315.. 5475, 5560 


. .5809 










Seq. No. 


24273 


Seq. ID 


OJ991014_ 


_10. 


0207 


-C33 


Gene No. 


50495 


Strand 











24484 



Start 


6397 




End 


,7682 


Name 


OJ991014 10.0207.C33.o2 




Method 


AAT/GAP 


Start 


6160 




End 


6712 


GI 


uC-osroM202033g02al 




Score 


699 


Exons 


6160.. 6507, 6609.. 6712 








GI Descrip. 


M510425/gb|AAD21511.1 1 


8.0e- 


28 (AC006929) unknown" protein 




[Arabidopsis thaliana] ' 








Seq. No. 


24273 




Seq. ID 


OJ991014_10.0207.C33 


Gene No. 


50495 




Strand 




Start 


6397 




End 


7682 


Name 


OJ991014 10.0207.C33.o3 


. QP 


Method 


AAT/GAP 


Start 


6336 




End 


6893 


GI 


uC-osroM202033g02al 




Score 


502 


Exons 


6336.. 6507, 6609.. 6659, 


6836. 


.6893 




GI Descrip. 


, 4510425/gb|AAD21511.1 | 


8.0e- 


28 (AC006929)- unknown protein 




[Arabidopsis thaliana] 1 








Seq. No. 


24273 




Seq. ID 


OJ991014_10.0207.C33 


Gene No. 


50495 




Strand 




Start 


6397 




End 


7682 


Name 


OJ991014 10. 0207 .C33.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


6358 




End 


7132 


GI 


none 




Score 


93 1 


Exons 


6358.. 6507, 6396.. 6509, 


6398. 


.6466, 6466.. 6507, 6606. .6662, 




6609.. 6665, 6828.. 6920, 


6836. 


.6949, 6837.. 6929, 6994. .7122, 




6994.. 7122, 6996.. 7130, 


7007. 


.7132, 7008. .7130 


Seq. No. 


24273 




Seq. ID 


OJ991014_10.0207.C33 


Gene No. 


50495 




Strand 




Start 


6397 




End 


7682 


Name 


OJ991014 10.0207.C33.o2 


. np 


Method 


AAT/NAP 


Start 


6397 




End 


7662 


GI 


4510425 




Score 


471 


Exons 


6397.. 6507, 6609.. 6659, 


6836. 


.6913, 7002. .7121, 7603. .7662 


GI Descrip. 


(AC006929) unknown protein [Arabidopsis thaliana] 


Seq. No. 


24273 




Seq.- ID 


OJ991014_10.0207.C33 


Gene No . 


50495 




Strand 




Start 


6397 




End . 


7682 


Name 


OJ991014 10.0207.C33.o3 


.gs 


Method 


GENSCAN 


Start 


6397 


End 


7675 


GI 


none 




Score' 


.84 


Exons 


6397.. 6507, 6836.. 6913, 


7053. 


.7121, 7603.. 7675 


Seq. No. 


24273 ' 




Seq. ID 


OJ991014_10.0207.C33 


Gene No. 


50495 




Strand 




Start 


6397 




End 


7682 


Name 


OJ991014 10.0207.C33.ol 


tc 


Method 


TBLASTX: Cress 


Start 


6406 




End 


7672 


GI 


none 




Score 


66 


Exons 


6406.. 6507, 6609.. 6665, 


6612. 


.6662, 6836.. 6949, 6840.. 6929, 




6994. .7122, 6996. .7124, 


7600. 


.7671, 7601.. 7.672 , 


Seq. No. 


24273 




Seq. ID 


OJ991014_10.0207.C33 


Gene No. 


50495 




Strand 




Start 


- 6397 




End 


7682 



24485 



Name 

-Start 

GI 

Exons 



OJ991014_10 . 0207 . C33 . ol . ts Method TBLASTX : Soybean 



6409 
none 

6409. .6507, 6410. .6526, 6410. 
6836. .6949, 6840. .6929, 6994. 
7600. .7674, 7601. .7672, 7602. 



End 7682 
Score 68 

,6508, 6607.. 6660, 6609.. 6665, 

,7116, 6996. .7124, 7013. .7132, 
,7682 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24274 Seq. ID 

50496 Strand 

1 End - 

OJ991014_10.0207.C35.ol.np Method 

1 End 

4510426 Score 



OJ991014_10.0207.C35 

+ . 

838 

AAT/NAP 

838 

285 



1..248, 330. .393, 471. .573, 687. .838 

(AC006929) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 24274 Seq. ID OJ991014_10 . 0207 . C35 

Gene No. 50496 Strand + 

Start 1 End 838 

Name OJ991014_10 . 0207 . C35 . ol . gs Method GENSCAN 

Start 19 End 393 

GI none Score .54 

Exons 19.. 155, 306.. 393 

Seq. No. 24274 Seq. ID OJ991014_10 . 0207 . C35 

Gene No. 50496 Strand + 

Start 1 End 838 

Name OJ991014_10 . 0207 . C35 . ol . ts Method TBLASTX: Soybean 

Start 37 End 742 

GI none Score 164 

Exons 37. .249, 325. .393, 334. .396, 410. .523, 456. .533, 465. .551, 
469. .567, 689. .742 

Seq. No. 24274 Seq. ID OJ991014_10 . 0207 . C35 

Gene No.. 504 96 Strand + 

Start 1 End 838 

Name OJ991014_10 . 0207 . C35 . ol . tm Method TBLASTX: Maize 

Start 55 End 392 

GI none Score 279 

Exons. 55. .249, 68. .250, 325. .390, 327. .392, 327. .362, 328. .390 

Seq.' No.- 24274 Seq. ID OJ991014_10 . 0207 . C35 

Gene No. 504 96 'Strand + 

Start 1 End 838 ■ 

Name OJ991014_10 . 0207 . C35 . ol . gp Method AAT/GAP 

Start 107 End 799 

GI uC-osroM202033g02bl Score 723 

Exons 107.. 248, 330.. 393, 471.. 573, 687.. 799 

GI Descrip. 1 4510426/gb | AAD21512 . 1 | 4.0e-33 (AC006929) hypothetical protein 
[Arabidopsis thaliana] 1 

Seq.. No. 24275 Seq. ID OJ991214_14 . 0204 . CI 

Gene No. 50497 Strand, + 

Start 334 End " 777 

Name OJ 99I2I4_i4 . 0204 . CI . ol . gp /Method AAT/GAP 

Start 334 End 777 

GI 2311721 Score 603 



24486 



Exons 


334. .388, 503. .777 










GI Descrip. 


5672526/dbj | AP000384 . 1 | AP000384 9.0e- 


09 Arabidopsis thaliana 




genomic DNA, chromosome 3, 


PI clprie :MCE21, complete sequence 


Seq. No. 


9497 s 




Cpfj in 

iJC^. J. U 


D.TQQ1914 1 4 0904 


P1 


(i;pnp No - 


S04Q7 
•j \j i j t 






4_ 
i 




Start 


^4 

J -J *i 




Fnri 


777 

ill 




Name 


OJ991214 14 0204 PI 


-{J j. • y o 


L JC L11UU 






Start 








604 

O U ri 




GI 






Score 


.52 




Exons 


?^4 ^Rft SO^ 604 










Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


Gene No. 


50498 




Strand 


+ 




Start 


1 ^00 




End 


25189 




Name 


O.TQQ1 914 14 0904 PI 




Method 


GENSCAN 




Start 


1 ?^oo ~~ 




End 


21445 




GI 


none 




Score 


.52 




Exons 


1 "3^00 1"341Q '\ r \fx'? c i 


• ± O D O D , 


14003. .14131, 14858. .14971, 






1ft90^ 1ft?^6 1ft41R 


1 ft 4 fi^ 


18469. .18844, 19251 194 93, 






1 QR91 1 Q7ft0 1Q7Q7 


900ft4 


20426. .20620, 20897 .. 2 1067 , 






21119. .21445 










Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


P1 


Gene No. 


50498 




Strand 


+ 




Start 


13300 




End 


25189 




Name 


OJ991214 14. 0204. CI. 


o2 .np 


Method 


AAT/NAP 




Start 


20423 




End 


25189 




GI 


4206306 




Score 


2678 




Exons 


20423. .20511, 21520. 


.24848, 


25166. .25189 




GI Descrip. 


(AF049110) prpol [Zea mays] 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


pi 


Gene No. 


50499 




Strand 


+ 




Start 


31530 




End 


33180 




Name 


OJ991214 14. 0204. CI. 


06 . gs 


Method 


GENSCAN 




Start 


31530 




End 


33180 




GI 


none 




Score 


.61 




Exons 


31530. .31578, 31819. 


.32096, 


32261. .32423, 324 94 .. 32571 , 






32645. .33180 










Seq. No. 


24275 




Seq.- ID 


OJ991214_14.0204 


PI 




50500 




Strand 


+ 




Start 


43527 




End 


43790 




Name 


OJ991214 14. 0204. CI. 


08 . gs 


Method 


GENSCAN 




Start 


43527 




End 


43790 




GI 


none 




Score 


.4 




Exons 


43527. .43570, 43634. 


.43790 








Seq. No. 


24275 




Seq. ID 


OJ991214_14 . 0204 


.CI 


Gene No. 


50501 




Strand 


+ 




Start . 


60421 




End 


60957 




Name 


OJ991214 14. 0204. CI. 


o4 . gp 


Method 


AAT/GAP 




Start 


60421 


End" 


60957 




/~t T- 


LIB34 77-003-PI-K1-E9 




Score 


136 




Exons 


60421. .60492, 60920. 


.60957 









GI Descrip. ? 2498586/sp | Q40638 | MPOl ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



24 487 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


24275 


Seq.- ID 


OJ991214_ 


14. 0204. CI 


Gene No. 


50502 


Strand 


+ 




Start 


68901 


End 


69269 




Name 


OJ991214 14.0204.Cl.ol4.gs 


Method 


GENSCAN 




Start 


68901 


End 


69269 




GI 


none 


Score 


.52 




Exons 


68901. .69269 








Seq. No. 


24275 


Seq. ID 


OJ991214_ 


14. 0204. CI 


Gene No. 


50503 


Strand 






Start 


3299 


End 


12156 




Name 


OJ991214 14.0204.Cl.o2.gs 


Method 


GENSCAN 




Start 


3299 


End 


12156 




GI 


none 


Score 


.92 




Exons 


3299. .3306, 6722. .6803, 8438. .8486, 8650. .8794, 


8885. .9143, 




9274. .9485, 9576. .9741, 11518. .12156 






o c q • in u • 


24275 


Seq. ID 


OJ991214_ 


i a OODA PI 


Gene No. 


50503 


Strand 






Start 


3299 


End 


12156 




Name 


OJ991214 14.0204.Cl.ol.np 


Method 


AAT/NAP 




Start 


8021 


End 


11820 




GI 


4200165 


Score 


1951 




Exons 


8021. .8341, 8438. .8486, 8650. .9143, 9274. .9485, 


9576. .9741, 




11518. .11820 








GI Descrip. 


(Y16262) neutral invertase 


[Daucus carota] 




Q a /t M r\ 

oeq ■ no .. 


24275 


Seq. ID 


OJ991214_ 


i/i n o n a pi 


Gene No. 


50504 


Strand 






Start 


25808 


End 


30011 




Name 


OJ991214 14.0204.Cl.o5.gs 


Method 


GENSCAN 




Start 


25808 


End 


30011 




GI 


none 


Score 


.66 




Exons 


25808. .26215, 26479 .. 26616, 


26625. .27287, 27358. 


.27878, 




27947. .28261, 28350 .. 28578 , 


' 28633. .28890, 29160. 


.29229, 




29718. .29847', 29891.. 30011 








Seq. No. 


24275 


Seq. ID 


.OJ991214_ 


14. 0204 . CI 


Gene No. 


50505 


Strand 






Start 


35915 


End 


40228 




Name 


OJ991214 14.0204.Cl.o3.np 


Method 


AAT/NAP 




Start 


35915 


End 


40228 




GI 


2586082 


Score 


4459 




Exons 


35915. .40228 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


24275 


Seq. ID 


OJ991214_ 


14. 0204. CI 


Gene No. 


50506 


Strand 






Start 


45849 


End 


46305 




Name 


OJ991214 14.0204.Cl.o9.gs 


Method 


GENSCAN 




Start 


45849 


End 


46305 




GI 


none 


Score 


.57 




Exons 


45849. .45974, 46195. .46305 









24488 



Seq. No. 


24275 




Seq. ID 


OJ991214_ 


14.0204 


.CI 


Rpnp No 


50507 




Strand 








Start 


47944 




End 


52583 






Name 


OJ991214 14. 0204. CI 


. olO . gs 


Method 


GENSCAN 






Start 


47944 




End 


52376 






GI 


none 




Score 


.89 






Exons 


47944. .48027, 50040 


. .50313, 


50932. .51739, 52226. 


.52376 




Seq. No. 


24275 




Seq. ID 


OJ991214_ 


14 .0204 


.CI 


Gene No. 


50507 




Strand 








Start 


47944 




End 


52583 






Name 


OJ991214 14. 0204. CI 


. o4 . np 


Method 


AAT/NAP 






Start 


50840 




End 


52400 






GI 


1002800 




Score 


639 






Exons 


50840. .50945, 51430 


. .51739, 


52226. .52400 






GI Descrip. 


(U33917) Cpm7 [Craterostigma plantagineum] 






Seq. No. 


24275 




Seq. ID 


OJ991214_ 


14 . 0204 


.CI 


Gene No. 


50507 




Strand 








Start 


47944 




End 


52583 






Name 


OJ991214 14. 0204. CI 


.o3.gp 


Method 


AAT/GAP 






Start 


51622 




End 


52583 






GI 


uC-osrocyp014d02bl 




Score 


892 






Exons 


51622. .51739, 52226 


. .52583 










GI Descrip. 


'1002800 2.0e-33 (U33917) Cpm7 [Craterostigma plantagineum] 


Seq. No. 


24275 




Seq. ID 


OJ991214_ 


14.0204 


.CI 


Gene No. 


50508 




Strand 








Start 


52824 




End 


53364 






Name 


OJ991214 14. 0204. CI 


. oil . gs 


Method 


GENSCAN 






Start 


52824 




End 


53364 






GI 


none 




Score 


.78 






Exons 


52824. .52954, 53037 


. .53120, 


53190. .53364 







Seq. No. 


24275 




Seq. ID 


OJ991214_ 


14 .0204 


.CI 


Gene No. 


50509 




Strand 








Start 


54803 




End 


56590 






Name 


OJ991214 14. 0204. CI 


.ol2.gs 


Method 


GENSCAN 






Start 


54803 




End 


56590 






GI 


none 




Score 


.7 






Exons 


54803. .54989, 55661 


. .55723, 


56053. .56225, 56498. 


.5 6590 




Seq. No. 


24215 




Seq. ID 


OJ991214_ 


14.0204 


.CI 


Gene No. 


50510 




Strand 








Start 


73891 




End 


80055 






Name 


OJ991214 14. 0204. CI 


. ol6 . gs 


Method 


GENSCAN 






Start 


73891 




End 


80055 






GI 


none 




Score 


.74 






Exons 


73891. .74332, 74349 


. .74401, 


75096. .75165, 75620. 


.75729, 






76305. .76391, 76475 


. .76585, 


76672. .76953, 77172. 


.77252, 






77824. .78099, 79780 


. .80055 











Seq. No. 24275 Seq. ID OJ991214_14 . 0204 . CI 

Gene No. 50510 Strand 

Start 73891 End 80055 

Name OJ991214_14 . 0204 . CI . o5 . gp Method AAT/GAP 

Start 75908 End 76850 



24489 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



13842_1.R1084 Score 1175 

75908. .76188, 76305 76391, 76475 .. 7 6585 , 76672. .76850 

' 133872/sp|P29344 |RR1_SPI0L 5.0e-58 30S RIBOSOMAL PROTEIN SI, 

CHLOROPLAST PRECURSOR (CS1) >gi_282838_pir S26494 rifoosomal 

protein SI, chloroplast - spinach >gi_322404_pir A44121 small 

subunit ribosomal protein CS1, CS-S2 - spinach 

>gi_18060_emb_CAA4 6927_ (X66135) ribosomal protein SI [Spinacia 
oleracea] >gi_170143 (M82923) chloroplast ribosomal protein SI 
[Spinacia oleracea] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214 14. 0204. CI 



24275 
50510 
73891 

OJ991214_14.0204.Cl.o5.np 
76092 
133872 

76092. .76188, 
77172. .77252, 

30S RIBOSOMAL PROTEIN SI, CHLOROPLAST PRECURSOR (CS1) 
gi 1282838 |pir| IS26494 ribosomal protein SI, chloroplast - 
spinach gi | 322404 | pir | | A44121 small subunit ribosomal protein 
CS1, CS-S2 - spinach gi 1 18060 | emb | CAA4 6927 | (X66135) ribosomal 
protein SI [Spinacia oleracea] gi I 170143 (M82923) chloroplast 
ribosomal protein SI [Spinacia oleracea] 



76305. .76391, 
77824. .78099, 



80055 
AAT/NAP 
80055 
1238 ' 

76475. .76585, 7 6672 .. 7 6953, 
79780. . 80055 



24275 
50510 
73891 

OJ991214_14.0204.Cl.o6.gp 

77196 

48068_1.R1084 

77196. .77252, 77824 .. 78099, 



OJ991214 14. 0204. CI 



Seq. ID 
Strand 

End 80055 
Method AAT/GAP 
End 80004 
Score 1044 
79780. .80004 

1 133872/sp| P29344 |RR1_SPI0L 2.0e-43 30S RIBOSOMAL PROTEIN SI, 

CHLOROPLAST PRECURSOR (CS1) >gi_282838_pir S26494 ribosomal 

protein SI, chloroplast - spinach >gi_322404_pir A44121 small 

subunit ribosomal protein CS1, CS-S2 - spinach 

>gi_18060_emb_CAA4 6927_ (X66135) ribosomal protein SI [Spinacia 
oleracea] >gi_170143 (M82923) chloroplast ribosomal protein SI 
[Spinacia oleracea] ' 



24275 
50511 
84758- - 

OJ991214_14.0204.Cl.o5.tm 

7998 

none 

7998. .8060, 8018. 
8085. .8354, 8438. 
9275. .9403 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_14.0204.C1 

'85384 

TBLASTX: Maize 

9403 

69 



.8062, 8046. .8342, 8069. .8293, 8069. .8353, 
.8485, 8439. .8492; 8455. .8508, 9274. .9402, 



Seq. No. 
Gene No. 
Start 
Name 

GI 

Exons 



24275 
50511 
84758 

OJ991214_14.0204.Cl.o5.ts 

n r\ -i -> 
uui J 

none 



Seq. ID OJ991214_14.0204.C1 



Strand 
End 

Method 

hnd 

Score 



85384 

TBLASTX : Soybean 

8804 

270 



8013. .-8342, 8013. .8342, 8015. .8353, 8209. .8349, 8438. .8482, 



24490 



8438..8485 f 8439. .8492, 8649. .8804, 8650. .8802 



Seq. No. 24275 Seq. ID 

Gene No. 50511 Strand 

Start 84758 End 

Name OJ991214_14 . 0204 . CI . o7 . tc Method 

Start 8019 End 

GI none Score 

Exons 8019.. 8294, 8129.. 8299 



OJ991214_14.0204.C1 
85384 

TBLASTX: Cress 

8299 

169 



Seq. No. 24275 

Gene No. 50511 

Start 84758 

Name OJ991214_14 .0204 .Cl.o3.tc 

Start 8300 

GI none 

Exons 8300.. 8353, 8301.. 8342, 8438, 
8649.-8984, 8650.. 8985 



OJ991214_14.0204.C1 
85384 

TBLASTX: Cress 

8985 

45 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8485, 8439. .8492, 8649. .8981,. 



Seq. No. 


24275 








Seq. ID 


OJ991214 


_14.0204.C1 


Gene No. 


50511 








Strand 






Start 


84758 








End 


85384 




Name 


OJ991214 14 


.0204 


.Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8673 








End 


9149 




GI 


none 








Score 


516 




Exons 


8673. .9137, 


8673 


. .9149, 


8674 . 


.9138 






Seq. No. 


24275 








Seq. ID 


OJ991214 


_14.0204.C1 


Gene No. 


50511 








Strand 






Start. 


84758 








End 


85384 




Name 


OJ991214 14 


.0204 


.Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8805 








End 


11790 




GI 


none 








Score 


261 




Exons 


8805. .9149, 


8809 


. .9141, 


9274. 


.9321, 9274. .9330, 


9326. .9358, 




9328.-9357, 


9356 


. .9487, 


9358. 


.9462, 9359.-9487, 


9569. .9742, 



9574.-9768, 11524 .. 11637 , 11525 .. 11632, 11659 .. 11790, 
11660.. 11788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24275 
50511 
84758 

OJ991214_14, 

8895 

none 

8895. .9149, 
9278. .9445 



0204.Cl.olO.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_14.0204.C1 
85384 

TBLASTX: Wheat 

9445 

68 



8896. .8985, 8969. .9049, 9274. .9420, 9274. .9444, 



Seq. No. 24275 

Gene No. 50511 

Start 84758 

Name OJ991214_14 . 0204 . CI . o2 . tc 

Start 9033 

GI none 
Exons 



OJ991214 14. 0204. CI 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9033. .9149, 9037. .9141, 9274. .9462, 9275. .9487, 9569. .9742, 
9570. .9743, 9574. .9/44, 9574. .9768, 11518 11637 , 11522 .. 11 635, 
11650. .11766, 11651.. 11737 



85384 

TBLASTX: Cress 

11766 

102 



24491 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 




50511 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


9403 




End 


9745 




GI 


none 




Score 


70 




Exons 


9403. .9462, 9404. .9487, 9569. .9745, 9574. .9744 




Seq. No. 


24275 




Seq. ID 


OJ991214 14 0204 


.CI 








Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.o5. tw 


Method 


TBLASTX: Wheat 




Start 


9SS2 




End 


23928 




GI 


i 1UI1C 




Score 


59 




Exons 


7J JL i • f ^. J *± .7 V • . 


23612, 23497.. 23928 


, 23637.. 23921 




Seq. No. 


94 97S 
z, i z. / *j 




Seq. ID 


OJ991214_14.0204 


.CI 


Gene No. 


sn si i 




Strand 






Q-t- -a r-+- 
OLdl t. 


84758 




End 


85384 




Name 


OJ991214_14.0204.C1 


. ol4 . tm 


Method 


TBLASTX: Maize 




Start 


1 1 si ft 




End 


11861 




GI 


none 




Score 


83 




Exons 


I 1 SI R 11 6^7 1 1 S99 

II JIO . • llUJ / , 1 1 J Z, <i. 


1 1 fi?S 


11650. .11811, 11653. .11718, 






1 1 7QQ 1 1 ftfil 

11 / 35 • • 1 1 O U 1 










Seq. No. 


94 97 S ■ ' * 




Seq. ID 


OJ991214_14 .0204 


.CI 




50511 




Strand 






Start 


84758 




End 


85384 




Name 


O.T9Q1214 14 0904 PI 


. \J 1 *± • L. W 


Method 


TBLASTX: Wheat 




Start 


90469 ~~ 




End 


20821 




GI 






Score 


185 




Exons 


9fl4fi9 9Dfi91 










Seq. No. 


94 97S 
i z. / 




Seq. ID 


OJ991214_14.0204 


.CI 




50511 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14 0204 CI 


.oll.tw 


Method 


TBLASTX: Wheat 




Start 


91 fififi ~" 




End 


22027 




GI 


none 




' Score 


86 




Exons 


91 fifiP 917QQ 91ftOS 


. .22026, 


21806. .22027 




Seq. No. . 


94 97 S 




Seq. ID 


OJ991214_14 .0204 


.CI 




50511 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


22318 




End 


22584 




GI 


none 




Score 


301 




Exons, 


22318. .22584, 22323 


. .22580, 


22402. .22584 




Seq. No. 


24275 




Seq. ID 


OJ991214_14 .0204 


.CI 


Gene No. 


50511 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


22359 




End 


22716 




GI 


none 




Score 


406 • 




Exons 


22359. .22715, 22360 


. .22716 









24492 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


f^ono Mo 


JUJll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


■o2.tw 


Method 


TBLASTX: Wheat 




Start 


22585 




End 


23004 




GI 


none 




Score 


442 




Exons 


22585. .23004, 22587 


. .22754, 


22597. .22857, 22788.. 23003 




Seq. No. 


24275 




JC^j . 1 u 




.CI 


(?onfi Mo 






Strand. 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


22744 




End 


23127 




GI 


none 




Score 


393 




Exons 


22744. .23127, 22857 


. .23114 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


vj tr 1 1 c IN u) • 


JUJll 




Strand 






Start 


84758 




End 


85384 




Name . 


OJ991214 14. 0204. CI 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


22846 




End 


23264 




GI 


none 




Score 


273 




Exons 


22846. .23229, 22896 


. .23039, 


23154.. 23264 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


o Tt o Ma 


ROM 1 

JUJll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


,ol2.tw 


Method 


TBLASTX: Wheat 




Start 


23005 




End 


23220 




GI 


none 




Score 


209 




Exons 


23005. .23220, 23010 


. .23114 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 




JUJll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.ol7 .tm 


Method 


TBLASTX: Maize 




Start 


24129 




End 


24394 




GI 


none 




Score 


217 




Exons 


24129. .24392, 24236 


. .24394 








Seq. No. 


24275 




Seq. ID 


OJ991214_14 .0204 


.CI 




JUJll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI, 


. o7 . tw 


Method 


TBLASTX .-Wheat 




Start 


24237 




End 


24626 




GI 


none 




Score 


273 




Exons 


24237. .24626, 24281, 


. .24448, 


24503. .24544 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


ni qtiq Mo 


JUJll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI. 


,o8.tm 


Method 


TBLASTX: Maize 




Start 


.24395 




End 


24758 




GI 


none 




Score 


379 




Exons 


.24395.. 24757, 24396. 


. .24 /58 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 



24493 






50S1 1 

JUJli 




jLI ail Li 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.olO.ts 


Method 


TBLASTX: Soybean 




Start 


24399 




End 


24773 




GI 


none 




Score 


104 




Exons 


24399. .24542, 24549 


. .24773 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


VJCllC L\\J . 


50511 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.ol0. tc 


Method 


TBLASTX: Cress 




Start 


35939 




End 


36388 




GI 


none 




Score 


88 




Exons 


35939. .36133, 36132 


. .36290, 


36167. .36289, 36299.. 36388 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 








Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


35966 




End 


36562 




GI 


none 




Score 


207 




Exons 


35966. .36562, 35976 


. .36374, 


36411. .36560 




Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 


Gene No. 


50511 




Strand 






O L.OI L 


04 / JO 




End 


85384 




Name - 


OJ991214 14. 0204. CI 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


35972 




End 


36457 




GI 


none 




Score 


193 




Exons 


35972. .36259, 35982 


. .36260, 


36261. .36392, 36266 .. 36394 , 






36401. .36457 










Seq. No. 


24275 




Seq. ID 


OJ991214_14 .0204 


.CI 


fronts Wo 


JUJli 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI 


. ol. tw 


Method 


TBLASTX : Wheat - 




Start 


36326 




End 


36763 




GI 


none 




Score 


186 




Exons 


36326. .36763, 36327 


. .36758 








Seq. No. 


. 

24275 




Seq. ID 


OJ991214_14 .0204 


.CI 


(?pno Wo 


JU Jll 




Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI, 


. olS.tm 


" Method 


TBLASTX: Maize 




Start 


36458 




End 


36631 




GI 


none 




Score 


81 




Exons 


36458. .36628, 36461. 


. .36631, 


36462. .36629 




Seq. No. 


24275 




Seq. ID 


OJ991214_14 .0204 


.CI 


UCtlC INVJ . 






Strand 






Start 


84758 




End 


85384 




Name 


OJ991214 14. 0204. CI, 


,o9. tc 


Method 


TBLASTX: Cress 




Start, 


36635 




End 


36877 




GI ■ • 


none 




Score 


87 




Exoiis 


36635. . 36877, 36b3fo\ 


. .36815 








Seq. No. 


24275 




Seq. ID 


OJ991214_14.0204 


.CI 



24494 




Gene No . - 


50511 




St rand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI, 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


36698 




End 


37145 






GI 


none 




Score 


141 






Exons 


36698. .37144, 36825, 


. .37145 










Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No . 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


, o4 . tw 


Method 


TBLASTX: 


Wheat 




Start 


36764 




End 


37277 






GI 


none 




Score 


97 






Exons 


36764. .36940, 36932. 


, .37276, 


36936. .37124, 37179 


.37277 




Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand - 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


. 06 . ts 


Method 


TBLASTX: 


Soybean 




Start 


36941 




End 


37459 






GI 


5509260 




Score 


122 






Exons 


36941. .37459, 36969. 


, .37118, 


36997. .37119, 37158 


. .37322, 






37301. .37459 












GI Descrip. 


- 












Seq. No. 


24275 ' 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No . 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


06 . tc 


Method 


TBLASTX: 


Cress 




Start 


37058 




End 


37328 






GI 


none 




Score 


172 






Exons 


37058. .37327, 37059. 


.37328 










Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


ol6. tm 


Method 


TBLASTX: 


Maize 




Start 


37145 




End 


37396 






GI 


none 




Score 


138 






Exons 


37145. .37396, 37146. 


.37364, 


37172. .37396 






Seq. No. 


24275 " 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14.0204. CI. 


o8.tw 


Method 


TBLASTX: 


Wheat 




Start 


38032 




End 


38393 






GI 


none 




Score 


59 






Exons 


38032. .38154, 38033. 


.38155, 


38034. .38393, 38038 


. .38250, 






38314. .38364 












Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214_14.0204.C1. 


o5 . tc 


Method 


TBLASTX: 


Cress 




Q+- ^ 


o o r\ r* a 




End 


38499 






GI 


none 




Score 


55 






Exons 


38034. .38498, 38044. 


.38178, 


38218. .38499 







24495 




Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 * 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI 


.o7.ts 


Method 


TBLASTX : Soybean 


Start 


38052 






End 


38471 


GI 


none 






Score 


37 


Exons 


38052. 


.38471, 38119 


. .38184, 


38218. .38433 


'Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI 


.ol2.tm 


Method 


TBLASTX: Maize 


Start 


38067 






End 


38489 


GI 


none 






Score 


65 


Exons 


38067. 


.38423, 38400 


. .38489 






Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI 


.o9. ts 


Method 


TBLASTX: Soybean 


Start 


38516 






End 


38911 ■ y- . 


GI 


none 






Score 


82 


Exons 


38516. 


.38677, 38687 


. .38800, 


38807. .38911 


Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI 


,ol3. tm 


Method 


TBLASTX: Maize 


Start 


38972 






End 


39271 


GI 


none 






Score 


102 


Exons 


38972. 


.39271, 38982 


. .39266 






Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI 


.o3. tw 


Method 


TBLASTX: Wheat 


Start 


38976 






End 


39361 


GI 


none 






Score 


242 


Exons 


38976. 


.39311, 38978, 


. .39361, 


39229. .39339 


Seq. No . 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






End 


85384 


Name 


OJ991214 14. 0204. CI, 


. ol3 . tw 


Method 


TBLASTX: Wheat 


Start 


39581 






End 


39871 


GI 


none 






Score 


89 


Exons 


39581. 


.39871, 39597, 


. .39821, 


39746. .39868 


Seq. No. 


24275 






Seq. ID 


OJ991214_14.0204 


Gene No. 


50511 






Strand 




Start 


84758 






• End 


85384 


Name 


OJ991214 14. 0204. CI, 


,o8.tc 


Method 


TBLASTX: Cress 


Start 


39656 






End 


40168 


GI 


none 






Score 


222 


Exons 


39656. 


.40168 









24496 



Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gen© No . 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


o9. tm 


Method 


TBLASTX : 


Maize 




Start 


39710 




End 


40138 






GI 


none 




Score 


188 






Exons 


39710. .40027, 39711. 


.40019, 


40025. .40138 






Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


51390 




End 


52328 






GI 


none 




Score 


256 






Exons 


51390. .51743, 51442. 


.51744, 


52192. .52314, 52224 


. .52328, 






52233. .52325 












Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene no . 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


.OJ991214 14. 0204. CI. 


o4 . tc 


Method 


TBLASTX : 


Cress 




Start 


51441 




End 


52328 






GI 


none 




Score 


220 






Exons 


51441. .51743, 51442. 


.51741, 


52192. .52314, 52224 


. .52328 




Seq. No. 


24275 




Seq. ID 


"OJ991214 


_14.0204 


.CI 


Gene No. 


50*511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


olO. tm 


Method 


TBLASTX :Maize 




Start 


51471 




End 


52328 






GI 


none 




Score 


101 






Exons 


51471. .51743, 51526. 


.51672, 


51549. .51740, 51715 


. .51741, 






52224. .52328 












Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


o9. tw 


Method 


TBLASTX: 


Wheat 




Start 


51531 




End 


52319 






GI 


none 




Score 


89 






Exons 


51531. .51743, 51544. 


.51672, 


51669. .51740, 52224 


. .52319, 






52225. .52311, 52236. 


.52316 










Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


,50511 




Strand 








Start 


^84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


ol . tc 


Method 


TBLASTX : ' 


Cress 




Start 


76123 




End 


79929 






GI 


none 




Score 


62 






Exons 


76123. .76191, 76133. 


.76189, 


76305. .76394, 76305 


. .76403, 






76461. .76586, 76475. 


.76588, 


76475. .76585, 76669 


. .76980, 






76670. .76822, 76672. 


.76917, 


767S5..76955, 77173 


. .77268, 






77202. .77264, 77819. 


.78094, 


77821. .78102, 77833 


. .78096, 






79777. .79929, 79778. 


.79921 










Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 









24497 



Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


76123 




End 


79929 






(IT 


none 




Score 


61 






Exons 


76123. .76191, 76133. 


.76189, 


76305. .76406, 76305 


. .76403, 






76461. .76586, 76474. 


.76587, 


76474. .76575, 76475 


. .76588, 






76475. .76585, 76669. 


.76980, 


76670. .76822, 76681 


. .76917, 






76755. .76955, 77176. 


.77247, 


77821. .78 


102, 77825 


. .78100, 






79777. .79929, 79787. 


.79903 










Seq. No. 


24275 




Seq. ID 


OJ991214 


_14.0204 


.CI 


Gene No. 


50511 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


76305 




End 


80064 






GI 


none 




Score 


123 






F von s 


76305 76394 76305 


.76403, 


76461. .76586, 76465 


. . 76587, 






76475. .76585, 76669. 


.76980, 


76670. .76822, 76672 


. .76917, 






77171. .77254, 77172. 


.77252, 


77173. .77265, 77202 


. .77264, 






77817. .78098, 77819. 


.78100, 


77821. .78 


099, 79775 


. .79855, 






79777..79854, 79837. 


.79959, 


79838. .79960, 80003 


. .80056, 






80023. .80064 












Seq. No. 


24275 




Seq. ID 


OJ991214 


JL4.0204 


.CI 


CpriP Wo 


som 1 

JU Jll 




Strand 








Start 


84758 




End 


85384 






Name 


OJ991214 14. 0204. CI. 


ol8 .gs 


Method 


GENS CAN 






Start 


84758 




End 


85384 






GI 


none 




Score 


.56 






Exons 


84758. .84823, 84863. 


.85017, 


85225. .85384 






Seq. No. 


24276 




Seq. ID 


OJ991214 


_10.0222 


.CI 


ripnp Mo 


50512 




Strand 


+ 






Start 


316 




End 


555 






Name 


OJ991214 10. 0222. CI. 


ol . gs 


Method 


GEN SCAN 






Start 


316 




End 


549 






GI 


none 




Score 


.73 






Exons r,; - 


316. .549 












Seq. No. 


24276 




Seq. ID 


OJ991214 


_10.0222 


.CI 


Gene No. 


50512 




Strand 


+ 






Start 


316 • 




End 


.555 






Name 


OJ991214 10. 0222. CI. 


ol.gp 


Method 


AAT/GAP 






Start 


398 




End 


555 






GI 


47276 1.R1084 




Score 


284 






Exons 


398. .555 












GI Descrip. 


'3046695/emb ICAA18257.il 4. 


0e-22 (AL022224) putative protein 




[Arabidopsis thaliana] ' 










Seq. No. 


24276 




Seq. ID 


OJ991214_ 


_10.0222 


.CI 


Gene No. 


50513 




Strand 








Start 


66 




End 


555 






Name 


OJ991214 10. 0222. CI. 


ol .np 


Method 


AAT/NAP 






Start 


66 




End 


555 






GI 


6006654 




Score 


119 






Exons 


66. .231, 371. .555 













GI Descrip. (AC009540) hypothetical protein [Arabidopsis thaliana] 

24498 



Sea. No. 


24276 


Seq. ID 


OJ991214 10 0999 CI 


Gene No. 


50513 


Strand 




Start 


66 


End 


555 


Name 


OJ991214 10. 0222. CI. ol.tm 


Method 


TBLASTX: Maize 


Start 


406 


End 


555 


GI 


none 


Score 


194 


Exons. 


406. .555, 410. .553, 418. .555 




Sea No 


24277 


Seq. ID 


O.TQQ1 ?1 4 Ifl C*\ 


Gene No. 


50514 


Strand 


+ ~~ 


Start 


54 


End 


236 


Name 


OJ991214 10. 0222 .C3.ol . gs 


Method 


GENSCAN 


Start 


54 ~~ 


End 


236 


GI 


none 


Score 


.77 


Exons 


54 . . 236 






Seq. No. 


24277 


Seq. ID 


OJ991214JL0.0222.C3 


Gene No. 


50515 


Strand 




Start 


1 


End 


250 


Name 


OJ991214 10.0222.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


250 


GI 


6523044 


Score 


233 


Exons 


1 . . 250 






GI Descrip. 




[Arabidopsis thaliana] 


Seq. No. 


24278 


Seq. ID 


OJ991214_10.0222.C4 


Gene No. 


50516 


Strand 


+ 


Start 


662 


End 


1263 


Name 


OJ991214 10.0222.C4.ol.gp 


Method 


AAT/GAP 


Start 


662 


End 


1263 


GI 


11124 1.R1084 


Score 


195 


Exons 


662.. 699, 1178.. 1263 






GI Descrip. 


•2275199 1.0e-42 (AC002337) 


hypothetical protein [Arabidopsis 




thaliana] 1 






Seq. No. 


24279 


Seq. ID 


OJ991214_10.0222.C7 


Gene No. 


50517 


Strand 




Start 


293 


End 


865 


Name 


OJ991214 10. 0222. C7. ol.tm 


Method 


TBLASTX: Maize 


Start 


286 


End 


510 


GI 


none 


• Score 


253 


Exons 


286. .510, 299. .508 







OJ991214 10. 0222. C7 



Seq. No. 24279 Seq. ID _ 

Gene No. 50517 ' Strand 

Start 293 End 865 

Name OJ991214_10 . 0222 . C7 . ol . gp Method AAT/GAP 

Start 293 End 865 

GI LIB3434-005-P1-K1-B7 Score 723 

Exons 293.. 507, 612.. 638, 716.. 865 

GI Descrip. 1 5902387/gb | AAD55489 . 1 | AC009322_29 8.0e-31 (AC009322) Similar to 
•polygalacturonases [Arabidopsis thaliana] 1 



Gene No. 
Start 



50517 
293 



Seq. ID 

Strand 

End 



OJ991214 10. 0222. C7 



865 



24499 



Name 


OJ991214 10.0222.C7.ol.gs 


Method 


GENSCAN 








Start 


'300 


End 


763 








GI 


none 


Score 


.98 








Exons 


300. .507, 612. .638, 716. .763 












Seq. No. 


24280 


Seq. ID 


OJ991214 


_10 


.0222 


.C8 


Gene No . 


50518 


St rand 


+ 








Start 


85 


End 


180 








Name 


OJ991214 10.0222.C8.ol.gs 


Method 


GENSCAN 








Start 


85 


End 


180 








GI 


none 


Score 


.91 








Exons 


85. .180 












Seq. No. 


24280 


Seq. ID 


OJ991214 


_10 


.0222 


.C8 


Gene No . 


50519 


St rand 










Start 


44 


End 


422 








Name 


OJ991214 10.0222.C8.ol.gp 


Method 


AAT/GAP 








Start 


44 


End 


422 








GI 


none 


Score 


754 








Exons 


44 . .422 












Seq. No. 


24280 


Seq. ID 


OJ991214_ 


_10 


.0222 


-C8 


Gene No 


50520 


St rand 










Start 


2590 


End 


2925 








Name 


OJ991214 10.0222.C8.o2.gs 


Method 


GENSCAN 








Start 


2590 


End 


2925 ■ 








GI 


none 


Score 


.88 








Exons 


2590. .2925 












Seq. No. 


24280 


Seq. ID 


OJ991214_ 


_10 


.0222 


.C8 


Gene No. 


50520 


Strand 










Start 


2590 


End 


2925 








Name 


OJ991214 10. 0222 .C8 .ol .np 


Method 


AAT/NAP 








Start 


2621 


End 


2925 








GI 


5103838 


Score 


113 








Exons 


2621. .2925 












GI Descrip. 


(AC007591) ESTs gb|H37295 and 


gb|R64 8 95 come from this 


gene 




[Arabidopsis thaliana] 












Seq. No. 


24281 


Seq. ID 


OJ991214_ 


JL0 


.0222 


.C9 


Gene No . 


50521 


Strand 


+ r 








Start 


132 


End 


268 








Name 


OJ991214 10.0222.C9' ol.gs 


Method 


GENSCAN 








Start 


132 


End 


268 








GI 


none 


Score 


.71 








Exons 


132. .268 












Seq. No. 


24281 


Seq. ID 


OJ991214_ 


_10 


.0222 


.C9 


Gpne* No 


50522 


Strand 










Start 


597 


End 


1806 








Name 


OJ991214 10.0222.C9.ol.gp 


Method 


AAT/GAP 








Start 


597 


End 


1162 








GI 


none 


Score 


1050 








Exons 


597. .1162 












Seq. No. 


24281 


Seq. ID 


OJ991214_ 


JL0 


.0222 


,C9 


Gene No. 


50522 


Strand 











24500 



Start 


597 


End 


1 O f\ C 


Name 


OJ991214 10.0222. C9.ol.tm 


Method 


TBLASTX: Maize • 


. Start 


954 


End 


1636 


GI 


none 


Score 


46 




954.. 998, 1030.. 1077, 1038.. 1082, 1042 


. . 1164 , 1050 . . 1163, 




1081. .1164, 1083. .1211, 1278. 


.1337, 12 


83. . 1342, 1284.. 1340, 




1417.. 1494, 1425.. 1505, 1429. 


.1506, 14 


85.. 1508, 1549.. 1635, 




loo D . . lo Jo 




Con M/-s 
OcCJ . 1NO • 


24281 


Seq. ID 


OJ991214_10 . 0222 .C9 


Gene No. 


C A C O O 

50522 


Strand 




Start 


597 


End 


1806 


Name 


OJ991214_10. 0222 .C9. o2 . gs 


Method 


GEN SCAN 


Cf 5 yf 


1032 


End 


1338 




none 


Score 


.78 


Exons 


1032.. 1208, 1284.. 1338 






oeq. INO . 


24281 


Seq. ID 


OJ991214_10 . 0222 .C9 


ijene ino . 


50522 


Strand 




Start 


597 


End 


1806 


Name 


OJ991214 10.0222.C9.ol.np 


Method 


AAT/NAP 


C+- 3 -^-4- 


1092 


End 


1753 




5902374 


Score 


154 


Exons 


1092. .1208, 1284. .1338, 1595. 


.1753 




GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 


O ,->, M j-v 

oeq. INO. 


24281 


Seq. ID 


OJ991214_10.0222.C9 


Gene No. 


50522 • 


Strand 




Start 


597 


End 


1806 


Name 


OJ991214 10.0222.C9.ol.ts 


Method 


TBLASTX: Soybean 


otam 


1423 


End 


1731 


C T 


none 


Score 


67 


Exons 


1423.. 1512, 1428.. 1508, 1593. 


.1721, 1594.. 1668, 1603.. 1731 


oeq. in o . 


24281 


Seq. ID 


OJ991214_10.0222.C9 


Gene No . 


50522 


Strand 




O L cl J. L 


597 


End 


1806 


Name 


OJ991214 10.0222.C9.o2.gp 


Method 


AAT/GAP 


Start 


1432 


End 


1806 




uOosrocyp036b09bl 


Score 


428 


Exons 


1432. .1509, 1595. .1806 






GI Descrip. 


'5902374/gb|AAD55476.1|AC009322_16 4.0e-16 (AC009322) 




Hypothetical protein [Arabidopsis thaliana] ' 


oeq. iNO . 


24282 


Seq. ID 


OJ991214_10. 0222. C10 


LjcIIc INO * 


50523 


Strand 




Start 


1 


End 


4658 


Name 


OJ991214 10.0222.C10.ol.np 


Method 


AAT/NAP 


C+- a v-*- 


1 


End 


3298 




5902374 


Score 


261 


Exons 


1..61, 1862.. 2047, 2153.. 2238, 


2788.. 2869, 3209.. 3298 


GI Desrrin 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


24282 


Seq. -ID 


OJ991214JL0. 0222. C10 




c n c o o 

\J *J -J 


Strand 




Start 


1 


End 


4658 


Name 


OJ991214_10. 0222. C10. ol.gs 


Method 


GENSCAN 



24501 




Start 


1826 






End 


4658 




GI 


none 






Score 


.64 




Exons 


1826.. 2047, 2153. 


.2291, 


2839. 


.3053, 3087. .3247, 


3287. .3590, 




4005. .4082, 4494. 


.4554, 


4600. 


.4658 






Seq. No. 


24282 






Seq. ID 


OJ991214 


_10. 0222. C10 


Gene No. 


50523 






Strand 






Start 


1 






End 


4658 




Name 


OJ991214 10.0222. 


ClO.ol. 


gp 


Method 


AAT/GAP 




Start 


2784 






End 


3408 




GI 


76522 1.R1084 






Score 


766 




Exons 


2784.. 2873, 2980. 


.3104, 


3209. 


.3408 






GI Descrip. 


M61033/bbs| 142242 2.0e- 


■14 (S68015) c6, 


. 1A [human, Peptide, 




aa] [Homo sapiens] 1 










Seq. No. 


24282 






Seq. ID 


OJ991214 


_10. 0222. C10 


Gene No. 


50524 






Strand 






Start 


5088 






End 


6338 




Name 


OJ991214 10 0222 


ClO.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1998 ~ 






End 


3326 




GI 


none 






Score 


74 




Exons 


1998. .2048, 1998. 


.2048, 


1999. 


.2049, 2147. .2239, 


2150. .2239, 




2151. .2240, 2151. 


.2243, 


2152. 


.2241, 21i 


33. .2863, 


2785. .2877, 




2786 2863. 2979. 


.3125, 


3046. 


.3126, 3203.. 3319, 


3213. .3326 


Seq. No. 


24282 






Seq. ID 


OJ991214 


_10. 0222. C10 


Gene No. 


50524 






Strand 






Start 


5088 






End 


6338 




Name 


OJ991214 10 0222. 


C10.o2. 


gp 


Method 


AAT/GAP 




Start 


5088 _ 






End 


6338 




GI 


271 1.R1084 






Score 


1826 




Exons 


5088.. 5508, 5720. 


.6104, 


6197. 


.6338 






GI Descrip. 


'1486503 2 0e-72 


(U57641 


.) LEA- 


-like protein [Oryza sativa] ' 


Seq. No. 


24282 






Seq. ID 


OJ991214 


_10.0222.C10 


Gene No. 


50524 






Strand 






Start 


JUOO 






End 


6338 




Name 


OJ991214 10.0222: 


C10.o2. 


np 


Method 


AAT/NAP 




Start 


5356 






End 


6256 




GI 


1486503 






Score 


897 




Ex ops 


5356.. 5508, 5720. 


.6104, 


6197.. 


.6256 






GI Descrip. 


(U57641) LEA-like 


protein [Oryza sativa] 




Seq. No. 


24282 






Seq. ID. 


OJ991214 


_10. 0222. C10 


Gene No. 


50524 






Strand 






Start 


5088 






End 


6338 




Name 


OJ991214 10.0222. 


C10.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5787 






End 


6275 




GI 


none 






Score 


82 




Exons 


5787.. 5858, 5799. 


.5858, 


5874. . 


.6116, 5876. .5923, 


6082. .6126, 




6188.. 6259, 6189. 


.6275 










Seq. No. 


24283 






Seq. ID 


OJ991214 


_10.0222.C11 


Gene No. 


50525 






Strand 


+ 




Start 


1066 






End 


4073 




Name 


OJ991214 10.0222. 


Cll.ol. 


gs 


Method 


GENSCAN 




Start 


■ 1066 






End 


4052 





24502 



GI 


none 








Score 


.82 


Exons 


1066. ..1143, 


3057 


. .3264, 


3410. 


.3597, 3754.. 3914, 3955.. 4052 


Seq. No. 


24283 








Seq. ID 


OJ991214 10 . 0222 .Cll 




50525 








Strand 


+ 


Start 


1066 








End 


4073 


Name 


OJ991214 10. 


0222 


.Cll.ol. 


gp 


Method 


AAT/GAP 


Start 


3328 








End 


4073 


GI 


none 








Score 


868 


Exons 


3328. .3589, 


3719 


. .3913, 


4032. 


.4073 




Seq. No. 


24283 








Seq. ID 


OJ991214_10. 0222. Cll 


Gene No. 


50525 








Strand 


+ 


Start 


1066 








End 


4073 


Name 


OJ991214 10. 


0222 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3477 








End 


3915 


GI 


none 








Score 


177 


Exons 


3477. .3533, 


3478 


. .3597, 


3564. 


.3590, 3717. .3767, 3717. .3755, 




3718. .3783, 


3718 


. .3765, 


3844. 


.3915, 3849.. 3914 


Seq. No. 


24283 








Seq. ID 


OJ991214_10. 0222. Cll 


Gene No. 


50525 








Strand 


+ 


O L.O.-L L. 


1066 

J. U \J \J 








End 


4073 


Name 


OJ991214 10. 


0222 


.Cll.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3481 








End 


3915 


GI 


none 








Score 


37 


Exons 


3481. .3522, 


3532 


. .3597, 


3717. 


.3758, 3718. .3783, 3844. .3915, 




3849. .3905 












Seq. No. 


24284 








Seq. ID 


OJ991214_10.0222.C12 


Gene No. 


50526 








Strand 


+ 


Start 


4 








End 


1288 


Name 


OJ991214 10. 


0222 


.C12.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


921 


GI 


none 








Score 


114 


Exons 


1..69, 3. .71 


, 3. 


.68, 162 


. .287 


, 162. .293, 163. .288, 832. .921, 




832. .915, 834. .920 








Seq. No. 


24284 








Seq. ID 


OJ991214_10.0222.C12 


Gene No. 


50526 








Strand 


+ 


Start 


4 








End 


1288 


Name 


OJ991214 10. 


0222 


.C12.ol. 


ts . 


Method 


TBLASTX: Soybean 


Start . 


3 








End 


921 


GI 


none 








Score 


82 


Exons 


3. .68, 4. .69, 129. .263, 


160. . 


267, 161.. 


283, 162. .287, 163. .2 




832. . 921 












Seq. No. 


24284 








Seq. ID 


OJ991214_10.0222.C12 




50526 








Strand 


+ 


Start 


4 








End 


1288 


Name 


OJ991214 10. 


0222 


.C12.ol. 


gs 


Method 


GEN SCAN 


Start 


4 








End 


1189 


GI . 


none 








Score 


.76 


Exons 


4. .68, 165.. 


282, 


835.. 922, 1008,. 1189 




Seq. No. 


24284 








Seq. ID 


OJ991214_10.0222.C12 


Gene No. 


50526 








Strand 





24503 



Start 
Name 
Start 
GI 

Exons 



4 End 
OJ991214_10 . 0222 . C12 . ol . tm Method 
928 End 
none Score 
928. .1194, 929. .1198, 941. .1195 



1288 

TBLASTX: Maize 

1198 

312 



Seq. No. 24284 Seq. ID 

Gene No. 50526 Strand 

Start 4 End 

Name OJ991214_10 . 0222 . C12 . ol . gp . Method 

Start 1001 End 

GI none Score 

Exons 1001.. 1288 



OJ991214_10.0222.C12 
+ 

1288 
AAT/GAP 
1288 
572 



Seq. No. 24285 Seq. ID 

Gene No. 50527 Strand 

Start 1 End 

Name OJ991214_10 . 0222 . C14 . ol . gp Method 

Start 1 End 

GI 18981_1.R1084 Score 

Exons 1..85, 190. .244, 740. .981 

GI Descrip. '3047083 2.0e-55 (AF058914) similar to 
(SW:P39748) [Arabidopsis thaliana] 1 



10.0222.C14 



OJ991214_ 
+ 

981 

AAT/GAP 
981 
589 ' 



FLAP endonuclease-1 



Seq. No. 


24286 • 








Seq. ID 


OJ991214_10. 


0222. C15 


Gene No. 


50528 








Strand 


+ • 




Start 


318 








End 


800 




Name 


OJ991214 10 


0222. 


CIS.ol 


.gs 


Method 


GEN SCAN 




Start 


318 








End 


800 




GI 


none 








Score 


.66 




Exons 


318. .800 














Seq. No. 


24286 








Seq. ID 


OJ991214_10. 


0222. C15 


Gene No. 


50529 








Strand 


+ 




Start 


931 








End 


1274 




Name 


OJ991214 10 


0222. 


C15.ol 


.gp 


Method 


AAT/GAP 




Start. 


931 








End 


1274 




GI 


none' 








Score 


660 




Exons 


931. .1274 














Seq. No. 


24286 








Seq. ID 


OJ991214_10. 


0222. C15 


Gene No. 


50530 . 








Strand 






Start 


1146 








End 


1862 




Name 


OJ991214 10 


0222. 


CIS.ol 


. np 


Method 


AAT/NAP 




Start 


1106 








End 


1862 




GI 


2251238 








Score 


218 




Exons 


1106. .1862 














GI Descrip. 


(U72263) multiple 


exostoses 


type II protein EXT2 . I 


[Homo 




sapiens] 














Seq. No. 


24286 








Seq. ID 


OJ991214_10. 


0222. C15 


Gene No. 


50530 








Strand 






Start 


1146 








End 


1862 




Name 


OJ991214_10. 


0222. 


C15.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1129 








End 


1482 




GI ' 


none 








Score 


408 




Exons 


1129. .1482, 


1131. 


.1475, 


1141 


. .1476 







24504 



Seq. No. 24286 Seq. ID 

Gene No. 50530 Strand 

Start 1146 End 

Name OJ991214_10 . 0222 . C15 . o2 . gs Method 

Start 1146 , End 

GI none Score 

Exons 1146.. 1529, 1599.. 1815 



OJ991214_10.0222.C15 

1862 
GEN SCAN 
1815 
.83 



Seq. No. 


24286 


Seq. ID 


OJ991214_10.0222.C15 


Gene No. 


50530 


Strand 




Start 


1146 


End 


1862 


Name 


OJ991214 10.0222.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1291 


End 


1862 


GI 


none 


Score 


54 


Exons 


1291. .1341, 1293. .1346, 1335. 


.1715, 1335.. 1862, 1336.. 1860 


Seq. No. 


24286 


Seq. ID 


OJ991214_10.0222.C15 


Gene No. 


50530 


Strand 




Start 


1146 


End 


1862 


Name 


OJ991214 10.0222.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


1485 


End 


1862 


GI 


none 


Score 


478 


Exons 


1485. .1862, 1486. .1860 






Seq. • No. 


24287 


Seq. ID 


OJ991214_10.0222.C17 


Gene No. 


50531 


Strand 


+ 


Start 


328 


End 


481 


Name 


OJ991214 10.0222.C17.o2.np 


Method 


AAT/NAP 


Start 


328 


End 


481 


GI 


6721561 


Score 


95 


Exons 


328. .481 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 



gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


24287 


Seq. ID 


OJ991214 


Gene No. 


50532 


Strand 




Start 


206 


End 


481 


Name 


OJ991214 10.0222.C17.ol.np 


Method 


AAT/NAP 


Start 


206 


End 


481 


GI 


4680183 


Score 


133 


Exons 


206. .297, 427. .481 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


Seq. No. 


24287* 


Seq. ID 


OJ991214 


Gene No. 


50532 


Strand 




Start 


206 


End 


481 


Name 


OJ991214 10.0222.C17.ol.gs 


Method 


GENSCAN 


Start 


250 


End 


376 


GI 


none 


Score 


.51 


Exons 


250. .376 







indica] 



Seq. No. 24288 Seq. ID OJ991214_10 . 0222 . C23 

Gene No. 50533 Strand 

24505 



Start 
Name 
Start 
GI 

Exons 



428 End 594 

OJ991214_10.0222.C23.ol.gs Method GENSCAN 

428 End 594 

none Score .86 
428. .594 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI fi> 

Exons 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24289 Seq. ID OJ9912 14_10 . 0222 . C24 

50534 Strand 

1 End 75 

OJ991214_10 . 0222 . C24 . ol . np Method AAT/NAP 

1 End 75 

128857 Score 114 

1. .75 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT J (ORF 159) 

gi I 82539 I pir | | S05106 hypothetical protein 159 - rice chloroplast 

gi|11987|emb|CAA33999| (X15901) ORF159 [Oryza sativa] 

gi I 226608 | prf |- 1 1603356AE ORF 159 [Oryza sativa] 



24289 
50535 
176 

OJ991214_10.0222.C24.ol.tm 
11 

none 

11. .136, 13. .135, 15.. 143, 
140. .250, 151. .249 



15 



Seq. ID OJ991214_10.0222.C24 
Strand 

End 250 

Method TBLASTX : Maize 

End 250 

Score 193 

..152, 132. .221, 133. .171, 



OJ991214 10.0222.C24 



24289 Seq. ID 

50535 Strand 
176 End 250 

OJ991214_10.0222.C24.o2.np Method AAT/NAP 
176 End 250 

131323 Score 123 

176. .250 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi | 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34000 | (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF- 
photosystem II G protein [Oryza sativa] 



Seq. No. 


24290. , 




Seq. ID 


OJ991214_10.0222.C25 


Gene No. 


50536" 




Strand 




Start 


17 ' ' 




End 


104 


Name 


OJ991214 


10.0222.C25.ol.gs 


Method 


GENSCAN 


Start 


17 




End 


104 


GI 


none 




Score 


.92 


Exons 


17. .104 








Seq. No. . 


24291 




Seq. ID 


OJ991214_10.0222.C27 


Gene No. 


50537 




Strand 


+ 


Start 


79 




End 


507 


Name 


OJ991214 


10.0222.C27.ol.tm 


Method 


TBLASTX: Maize 


Start . 


2 




End 


507 


GI 


none 




Score 


56 


Exons 


2. .40, 3. 


.35, 29. .259, 32.. 


295, 49. .297 


, 51. .299, 108. .299, 




248.. 382 , 


252. .383, 259. .390, 264. .386, 


269. .394, 466. .507, 




473. .505, 


477. .506 







24506 




Seq. No. 


24291 




Seq. ID 


OJ991214_10.0222 


.C27 


Gene ' No . 


50537 




Strand 


+ 




Start 


79 




End 


507 




Name 


OJ991214 10.0222.C27.ol 


.gs 


Method 


GENSCAN 




Start 


79 




End 


208 




GI 


none 




Score 


.78 




Exons 


79. .208 










Seq. No. 


24291 




Seq. ID 


OJ991214_10.0222 


.C27 


Gene No. 


50537 




Strand 


+ 




Start 


79 




End 


507 




Name 


OJ991214 10.0222.C27.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


120 




End 


386 




GI 


none 




Score 


144 




Exons 


120. .305, 151. .300, 159 


. .305, 


248. .379, 


259. .381, 267.. 


386, 




..332. .382 










Seq. No. 


24291 




Seq. ID 


OJ991214_10.0222 


.C27 


Gene No. 


50537 




Strand 


+ 




Start 


79 




End 


507 




Name 


OJ991214 10.0222.C27.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


126 




End 


405 




GI 


none 




Score 


179 




Exons 


126.. 293, 145. .309, 151 


. .261, 


152. .292, 


319. .405, 331.. 


405 


Seq. No. 


24292 




Seq. ID 


OJ991214_10.0222 


.C30 


Gene No. 


50538 




Strand 






Start 


1 




End 


599 




Name 


OJ991214 10.0222.C30.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


595' :V 




GI 


2407281 




Score 


198 




Exons 


1..91, 429. .595 










GI Descrip. 


(AF017363) ribulose 1,5- 


-bisphosphate carboxylase small 


subunit 




[Oryza sativa] 










Seq. No. 


24292 




Seq. ID 


OJ991214_10.0222 


.C30 


Gene No . 


50538 




Strand 






Start 


1 




End 


599 




Name 


OJ991214 10.0222.C30.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


446 




End 


599 




GI " 


none 




Score 


194 




Exons 


446.. 595, 447.. 596, 507 


.599 








Seq. No. 


24293 




Seq. ID 


OJ991214_10.0222 


.C37 ' 


Gene No . 


50539 




Strand 






Start 


98 




End 


322 




Name 


OJ991214 10.0222.C37.ol, 


gs 


Method 


GENSCAN 




Start 


98 




End 


322 




GI 


none 




Score 


.85 




Exons 


98. .138, 284. .322 










Seq. No. 


24294 




Seq. ID 


OJ991214JL0.0222 


-C39 


Gene No. 


50540 




Strand 






Start 


1 




End 


503 




Ncim~ 


OJ931214 10.0222.C39.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


503 




GI 


131323 




Score 


800 





24507 



Exons 1 . . 503 

GI Descrip. NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT K gi I 72688 | pir | | F2RZG 
psbG protein - rice chloroplast gi | 11988 | emb | CAA34000 | (X15901) 
psbG; PSII G protein [Oryza sativa] gi | 226609 | prf | | 1603356AF 
photosystem II G protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24294 
50540 
1 

OJ991214_10.0222.C39.ol.tw 
1 

none 



Seq. ID OJ991214_10.0222.C39 
Strand 

End 503 

Method TBLASTX : Wheat 

End 475 

Score 225 



1..243, 1..150, 8. .385, 9. .386, 384. .419, 385. .426, 404. .475, 
426. .473, 427. .474 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24294 
50540 
1 

OJ991214_10.0222.C39.ol.tm 

2 

none 



Seq. ID OJ991214_10.0222.C39 
Strand 

End 503 

Method TBLASTX : Mai ze 

End 502 

Score 509 



2. .385, 2. .385, 3. .386, 380. .421, 384. .482, 385. .426, 404. .499, 
410. .502, 427. .501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24294 
50540 
1 

OJ991214_10.0222.C39.ol.ts 
2 

none 



Seq. ID OJ991214_10.0222.C39 
Strand 

End 503 

Method TBLASTX : Soybean 

End 501 

Score 537 



2. .385, 3. .386, 380. .421, 384. .482, 385. .426, 404. .499, 
418. .501, 427. .501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24294 
50540 
1 

OJ991214_10.0222.C39.ol.tc 

23 

none 



Seq. ID OJ991214_10.0222.C39 
Strand 

End 503 

Method TBLASTX : Cress 

End 501 

Score 67 



23. .73, 24. .74, 54. .380, 74 . .382, 74. .385, 75. .386, 380. .421, 
384. .482, 385. .426, 426. .497, 427. .501, 433.-498 



Seq. No. 24294 

Gene No. 50540 

Start 1 

Name OJ991214_10 . 0222 . C39 . ol . gs 

Start 31 

GI none 

Exons 31.. 222, 256.. 333 



Seq. ID OJ991214_10.0222.C39 
Strand 

End 503 

Method GENSCAN 

End 333 

Score .45 



Seq. No. 24295 

Gene No. 50541 

Start 1 

Name OJ991214_10 . 0222 . C40 . ol . np 

CI . —4- -I 

O (_ O. J_ U -L . 

GI 4388825 

Exons 1..505 



Seq. ID OJ991214_10.0222.C40 
Strand 

End ' 505 

Method AAT/NAP 
End 505 
Score 376 



24508 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



(AC006528) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



24295 
50541 
1 

OJ991214_10.0222.C40.ol.tw 
1 

none 

1..321, 101. .316 

24295 
50541 
1 

OJ991214_10.0222.C4 0.ol.ts 
1 

none 

1..324, 13.. 309, 14.. 325 

24295 
50541 
1 

OJ991214_10.0222.C40.ol.gs 
20 

none 
20. .279 



Seq. ID OJ991214_10.0222.C40 

Strand 

End 505 

Method TBLASTX : Wheat 

End 321 

Score 188 



Seq. ID OJ991214_10.0222.C40 
Strand 

End 505 

Method TBLASTX : Soybean 

End 325 

Score 128 



Seq. ID OJ991214_10.0222.C40 

Strand • - 

End 505 

Method GEN SCAN 

End 279 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991214_10.0222.C41 
Strand + 

327 

AAT/NAP 
327 
198 



24296 
50542 
1 

OJ991214_10.0222.C41.ol.np 
1 

5441880 
1..104, 211. .327 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



End 

Method 

End 

Score 



24296 
50542 
1 

OJ991214_10.0222.C41.ol.gs 

178 

none 

178. .295 



Seq. ID OJ991214_10.0222.C41 

Strand + 

End 327 

Method GENSCAN 

End 295 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

r< - - 

OC4. 1N<J . 

Gene No. 
Start 



24297 
50543 
2 

OJ991214_10.0222.C42.ol.tm 
2 

none 



Seq. ID OJ991214_10.0222.C42 
Strand 

End . 429 

Method TBLASTX : Maize 

End 429 

Score 108 



2. .88, 7. .66, 170. .268, 175. .270, 175. .273, 357. .428, 361. .429 



50544 
478 



Seq. ID OJ991214_10.0222.C43 
Strand + 
End 1164 



24509 




Name 


OJ991214 10 


.0222 


.C43.ol 


.gs 


Method 


GEN SCAN 








Start 


478 








End 


1164 ' 








GI 


none 








Score 


.49 








Exons 


478. .530, 644. .795, 1055. .1164 










Seq. No. 


24298 








Seq. ID 


OJ991214 


_10 


.0222. 


C43 




' 50545 








Strand 


+ 








Start 


2682 








End 


5809 








Name 


OJ991214 10 


. 0222 


.C43.o3 


. y^j 


Method 


AAT/GAP 








Start 


2682 








End 


5809 








GI 


none 








Score 


1238 








Exons 


2682 . . 2840, 


4738 


. . 4820, 


5396. 


. 5809 










Seq. No. 


24298 








Seq. ID 


OJ991214 


_10 


.0222. 


C43 




50546 








Strand 










Start 


1 








End 


166 








Name 


OJ991214 10 


. 0222 


. C43 . ol 


. y^ 


Method 


AAT/GAP 








Start 


1 








End 


166 








GI 


3762433 








Score 


306 








Exons 


1 . . 166 


















Seq. No. 


24298 








Seq. ID 


OJ991214 


_10 


.0222. 


C43 




50547 








Strand 










Start 


1559 








End 


2763 








Name 


OJ991214 10 


. 0222 


. C43 . o2 


* y 5 




GENSCAN 








Start 


1559 








End 


2763 








GI 


none 








Score 


.75 








Exons 


1559 1701 


2226 


. .2359, 


2450 . 


. 2763 










Seq. No. 


24298 








Seq. ID 


OJ991214 


_10 


.0222. 


C43 


fipnp Nn 


50547 








Strand 










Start 


1559 








End 


2763 








Name 


OJ991214 10 


.0222 


.C43 . o2 


. yp 


Method 

X Xv^ Ullw\X 


AAT/GAP 








Start 


1907 








End 


2408 








GI 


none 








Score 


754 








Exons 


1907. .2140, 


2226 


. .2408 














Seq. No. 


24299 








Seq. ID 


OJ991214_ 


_10 


.0222. 


C44 


Gene No. 


50548 








Strand 


+ 








Start 


2265 








End 


5222 








Name 


OJ991214 10 


.0222 


.C44:ol 


.gp 


Method 


AAT/GAP 








Start • 


2265 








End 


5222 








GI 


16969 1.R1084 






Score 


1290 








Exons 


2265. .2359, 


2851 


.3008, 


3112. 


.3278, 4916.. 5222 








GI Descrip. 


'3687251 3.0e-48 


(AC005169) unknown protein [Arabidopsis 




thaliana] 1 


















Seq. No. 


24299 








Seq. ID 


OJ991214_ 


_10 


.0222. 


C44 


fjonp Ts]rj 

VJ die Ly • 


50548 








Strand 


+ . 








Start 


2265 








End 


5222 








Name 


OJ991214 10 


0222. 


C44.ol 


gs 


Method 


GENSCAN 








Start 


2299 








End . 


5044 








GI 


none 








Score 


-.78 








Exons 


2299. .2359, 


2851. 


.3008, 


3112. 


.3278, 4916. .5044 








Seq. No. 


24299 








Seq. ID 


OJ991214_ 


_10 


.0222. 


C44 


Gene No. 


50548 








Strand 


+ 









24510 



Start 


2265 








End 


5222 




Name 


OJ991214 10 


.0222. 


C44.ol 


.np 


Method 


AAT/NAP 




Start 


2861 








End 


5032 




GI 


3687251 








Score 


451 




Exons 


2861. .3008, 


3112. 


.3278, 


4916. 


.5032 






GI Descrip. 


(AC005169) 


putative ribosomal 


protein 


L28 [Arabidopsis thaliana] 


Seq. No. 


24299 








Seq. ID 


OJ991214 


10 0222 C44 


Gene No. 


50549 








Strand 






Start 


5873 








End 


7055 




Name 


OJ991214 10 


. 0222 . 


C44 .ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2849 








End 


5105 




GI 


none 








Score 


245' 




Exons 


2849. .3010, 


2849. 


.2959, 


2851. 


.3009, 3083.. 3280, 


3110. . 3280, 




3111. .3281, 


4913 . 


. 5029, 


4914 . 


.5027, 5049. .5105, 


5051. . 5104 


Seq. No. 


24299 








Seq. ID 


OJ991214 


10 . 0222 .C44 


Gene No. 


50549 








Strand 






Start 


5873 








End 


7055 




Name 


OJ991214 10 


. 0222 . 


C44 . ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2849 








End 


5116 




GI 


none 








Score 


185 




Exons 


2849. .2959, 


2860 . 


. 3009, 


2860. 


.3009, 2 


361. .3010, 


3110. .3280, 




3111. .3281, 


4913 . 


. 5029, 


4914 . 


.5033, 4 


915. .5034, 


5090 . . 5116 


Seq. No. 


24299 








Seq. ID 


OJ991214 


10 0222 C44 ' 


Gene No. 


50549 








Strand 






Start 


5873 








End 


7055 




Name 


OJ991214 10 


. 0222 . 


C44 . ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2852 








End 


5041 




GI 


none 








Score 


186 




Exons 


2852. .3010, 


2860 . 


. 3009, 


3110 . 


.3151, 3111. .3221, 


3156. . 3281, 




3164. .3280, 


4913 . 


. 5041, 


4913. 


.5029, 4954. .5040 




Seq. No. 


24299 








Seq. ID 


OJ991214 


10 0222 C44 


Gene No. 


50549 








Strand 






Start 


5873 








End 


7055 




Name 


OJ991214 10 


.0222. 


C44.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start ' 


2857 








End 


5029 




GI 


none 








Score 


224 




Exons 


2857. .3009, 


4.U JO i 


n 


?R fin 


.3012, 3110.. 3190, 


•3111 3197 




3152. .3286, 


J 1 J V • 


19 ft 4 


4 Qf)7 

*i y \J I * 


.5029, 4913. .5029 




Seq. No. 


24299 








Seq. ID 


OJ991214 


10 0999 C4 4 


Genp Wo 


50549 








Strand 






Start 


5873 








End 


7055 




Name 


OJ991214 10 


.0222. 


C44.o2 


.gs 


Method 


GENSCAN 




Start 


5873 






End 


7055 




GI 


none 








Score 


.83 




Exons 


5873. .6274, 


6698. 


.6925, 


7053. 


.7055 






Seq. No. 


24299 








Seq. ID 


OJ991214 


_10.0222.C44 


Gene No. 


50549 








Strand 






Start 


5873 








End 


7055 




H7 


OJ991214 10 


.0222. 


U44.o2 


.np 


Method 


AAT/NAP 




Start 


5960 






End 


6919 




GI 


5903093 








Score 


386 





24511 




Exons 


5960. .6274, 6698. .6919 






GI Descrip. 


(AC0080.17) Similar to jacalin 


[Arabidopsis thaliana] 


Seq. No. 


24300 


Seq. ID 


OJ991214 10.0222.C45 


Gene No. 


50550 


Strand 


+ ~~ 


Start 


210 


End 


620 


Name 


OJ991214 10.0222.C45.ol.gp 


Method 


AAT/GAP 


Start 


210 


End 


620 


GI 


2280700 


Score 


580 


Exons 


210. .314, 406. .620 






Seq. No. 


24300 


Seq. ID 


OJ991214_10.0222.C45 


Gene No. 


50551 


Strand 


+ 


Start 


1859 


End 


2323 


Name 


OJ991214 10.0222.C45.o2.gp 


Method ■ 


AAT/GAP 


Start 


1859 


End 


2323 


GI 


47276 1.R1084 


Score 


810 


Exons 


1859. .2323 






GI Descrip. 


'3046695/emb ICAA18257.il 4 . Oe- 


-22 (AL022224) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


24300 


Seq. ID 


OJ991214_10.0222.C45 


Gene No . 


50552 


Strand 




Start 


261 


End 


1710 


Name 


OJ991214 10.0222.C45.ol.gs 


Method 


GENSCAN 


Start 


261 


End 


1710 


GI 


none 


Score 


.64 


Exons 


261. .454, 1127. .1266, 1646. .1710 




Seq. No. 


24301 


Seq. ID 


OJ991214_10.0222.C46 


Gene No. 


50553 


Strand 


+ 


Start 


1272 


End 


6367 


Name 


OJ991214 10.0222.C46.ol.gs 


Method 


GENSCAN 


Start 


1272 


End 


6367 


GI 


none 


Score 


.59 


Exons , 


1272.. 1349, 1712.. 1760, 3318.. 


3368, 3603.. 5456, 6315.. 6367 



Seq. No. 24301 

Gene No. 50554 

Start- 1529 

Name OJ991214_10. 0222 .C4 6.ol . 

Start 1529 • 

GI 47276_1.R1084 

Exons 1529.. 1600 

GI Descrip. 1 304 6695/emb | CAA18257 . 1 | 
[Arabidopsis thaliana] 1 



gp 



Seq. ID OJ991214_10.0222.C46 
Strand 

End 1600 

Method AAT/GAP 

End 1600 



Score 



94 



4.0e-22 (AL022224) putative protein 



Seq. No. 24301 

Gene No. 50555 

Start 7777 

Name OJ991214_10. 0222 .C4 6.ol , 

Start 5101 

GI none 

Exons 5101.. 5214, 5126.. 5233, 



tw 



Seq. ID OJ991214_10.0222.C46 
Strand 
End 

Method 
End 
Score 



9227 

TBLASTX: Wheat 

8151 

91 



5144. .5227, 7927.. 8076, 7936.. 8151, 



Seq. No. 



24301 



Seq. ID OJ991214 10.0222.C46 



24512 




Gene No. 


50555 




Strand 








Start 


7777 




End 


9227 






Name 


OJ991214_10. 


0222.C46.o2.gs 


Method 


GENS CAN 






Start 


7777 




End 


9227 






GI 


none 




Score 


. 61 






Exons 


7777 . . 8383, 


8443. . 9227 










Seq. No. 


24302 




Seq. ID 


OJ991214 


_10.0222 


.C47 


Gene No. 


50556 




Strand 








Start 


1173 




End 


1313 






Name 


OJ991214_10. 


0222.C47.ol.gs 


Method 


GEN SCAN 






Start 


1173 




End 


1313 






GI 


none 




Score 


.48 






Exons 


1173. . 1313 












Seq. No. 


24303 




Seq. ID 


.OJ991214 


_10. 0222 


.C48 


Gene No. 


50557 




Strand 








Start 


66 




End 


433 






Name 


OJ991214_10. 


0222.C48.ol.gs 


Method 


GENS CAN 






Start 


66 




End 


433 






GI 


none 




Score 


.45 






Exons 


66. . 433 












Seq. No. 


24303 




Seq. ID 


OJ991214 


_10. 0222 


.C48 


Gene No. 


50558 




. Strand 








Start 


• 9678 




' End 


11798 






Name 


OJ991214_10. 


0222.C48.ol.gp 


Method 


AAT/GAP 






Start 


9678 




End 


10195 






GI 


none 




Score 


814 






Exons 


9678 . . 10041, 


10122. .10195 










Seq. No. 


24303 




Seq. ID 


OJ991214 


_10. 0222 


.C48 


Gene No. 


50558 




Strand 








Start 


9678 




End 


11798 






Name 


OJ991214 10. 


0222.C48.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


9934 




End 


11511 






GI 


none 




Score 


121 






Exons 


9934 . . 10041, 


9968.. 10039, 9974.. 10051, 


10120. .10269, 






10120. . 10263 


, 10122. .10268, 


10360. .10437, 10376 


. .10486, 






10378. .10449 


, 10575. .10679, 


10576. .10677, 10581 


. .10679, 






11407. . 11511 


, 11413.. 11511 










Seq. No. 


•24'303 




Seq. ID 


OJ991214 


_10.0222 


.C48 


Gene No. 


50558 




Strand 








Start 


9678 




End 


11798 






Name 


OJ991214 10. 


0222.C48.o3.gs 


Method 


GENSCAN 






Start 


9943 




End 


11798 






GI 


none 




Score 


.87 






Exons 


9943. .10038, 


10120. .10263, 


10378. .10448, 10577. 


.10676, 






11134. .11187, 11216. .11246, 


11307. .11511, 11552 


. . 11798 




Seq. No. 


24303 




Seq. ID 


OJ991214_ 


J.0.0222 


.C48 


Gene No. 


50558 




Strand 








Start 


9678 




End 


11798 






Name 




/-i ^ ^ n * i-i i 
vj^^^.^^o.oi. np 


Method 


AAT/NAP 






Start 


9961 




End 


11786 






GI 


6729496 




Score 


509 







24513 



Exons 


9961.. 10038, 10120. .10263, 


10378. .10448, 10577 1067 6, 






11216. .11246, 11414. .11511, 


11667. .117 


86 




GI Descrip. 


(AL132966) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24303 


Seq. ID 


OJ991214_10.0222 


.C48 


Gene No. 


50558 


Strand 






Start 


9678 


End 


11798 




Name 


OJ991214 10.0222.C48.ol.ts 


Method 


TBLASTX: Soybean 




Start 


997 6 


End 


11496 




GI 


none 


Score 


44 




Exons 


9976.. 10041, 10120. .10227, 


10121. .10192, 10231. .10263, 






10235. .10267, 10236 .. 10268, 


10360. . 10437, 10382. .10444, 






10387. .10446, 10575 .. 10679, 


10576. . 10677, 11407. .11496 




Seq. No. 


24303 


Seq. ID 


OJ991214 10.0222 


.C48 


Gene No . 


50558 


Strand 






Start 


9678 


End 


11798 




Name 


OJ991214 10.0222.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


10120 


End 


10437 




GI • 


none 


Score 


99 




Exons 


10120. .10263, 10360.. 10437 








Seq. No. 


24304 


Seq. ID 


OJ991214 10.0222 


.C49 


Gene No . 


50559" 


Strand 


+ _ 




Start 


8593 


End 


8848 




Name 


OJ991214 10.0222.C49.o4.gp 


Method 


AAT/GAP 




Start 


8472 


End 


8848 




GI 


1631486 


Score 


695 




Exons 


8472. .8848 . 








Seq. No. 


24304 


Seq. ID 


OJ991214_10.0222 


.C49 


Gene No . 


50559 


Strand 


+ 




Start 


8593 


End 


8848 




Name 


OJ991214 10.0222.C49.o3.gs 


Method 


GENSCAN 




Start 


8593 


End 


8833 




GI 


none 


Score 


.99 




Exons 


8593. .8833 








Seq. No. 


24304 


Seq. ID 


OJ991214_10.0222 


.C49 


Gene No. 


50560 


Strand 






Start 


2517 


End 


4864 




Name 


OJ991214 10.0222.C49.ol.np 


Method 


AAT/NAP 




Start 


2517 


End 


4864 




GI 


3075399 


Score 


497 




Exons 


2517. .2931, 3012. .3131, 4265.-4492, 4 5£ 


*6. .4864 




GI Descrip. 


(AC004484) putative SF16 protein {Helianthus annuus} 






[Arabidopsis thaliana] 








Seq. No. 


24304 


Seq. ID 


OJ991214_10.0222 


.C4 9 


Gene No-. 


50560 


Strand 






Start 


2517 


End 


4864 




Name 


OJ991214 10.0222.C49.ol.gp 


Method 


AAT/GAP 




Start 


2577 


End 


3129 




GI 


LIB34 34-028-P1-K1-G10 


Score 


859 






2577.. 2 93 I, 3016. .3l2y 








GI Descrip. 


'3413697 8.0e-ll (AC004747) 


SF16-like protein, 5 1 ' partial 



[Arabidopsis thaliana] 1 



24514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24304 
50561 
5866 

OJ991214_10.0222.C4 9.ol.tm 

2686 

none 



Seq. ID OJ991214_10.0222.C49 
Strand 

End 6096 

Method TBLASTX : Mai ze 

End 3133 

Score 201 



2686.. 2883, 2687.. 2932, 2783.. 2923, 2958 
3018. .3131, 3019. .3132, 3020. .3133 



3131, 2981.. 3130, 
OJ991214 10.0222.C49 



24304 Seq. ID 

50561 Strand 
5866 End 6096 

OJ991214_10.0222.C4 9.o3.gp Method AAT/GAP 
5866 End 6096 

8022_1.R1084 Score 302 

5866. .6096 

, 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence 1 



24305 Seq. ID 

50562 Strand 

72 End 
OJ991214__10 . 0222 . C50 . ol . gs Method 

72 End 

none Score 
72. .358 



OJ991214_10.0222.C50 
+ 

358 

GENSCAN 
358 

1 ' 



Seq. No. 24305 Seq. ID 

Gene No. 50563 Strand 

Start 1919 End 

Name OJ991214_10 . 0222 . C50 . ol . gp Method 

Start 1919 End 

GI none Score 

Exons 1919.. 2008 



OJ991214_10.0222.C50 
+ 

2008 
AAT/GAP 
2008 
161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24305 Seq. ID 

50564 Strand 
1198 End 
OJ991214_10 . 0222 . C50 .o2 . gs Method 
1198 End 
none Score 
1198. .1381, 1427. .1523, 1633. .1765 

24306 Seq. ID 

50565 Strand 
7568 . End 
OJ991214_10 . 0222 . C51 . o2 . gs Method 
7568 End 
none Score 
7568. .9256 



OJ991214_10.0222.C50 

1765 
GENSCAN 
1765 
.57 



OJ991214_10.0222.C51 
+ 

9256 
GENSCAN 
9256 
.82 



Seq. No. 24306 

Gene No. 50566 

<T> -I i_ -i 

t~> Lai. t_ ± 

Name OJ991214_10 . 0222 . C51 . ol . gp 

Start 1 



Seq. ID 

Strand 

End 

Method , 
End 



OJ991214_10.0222.C51 

6223 

AAT/GAP 

3610 



24515 



GI 11124JL.R1084 Score 1046 

Exons 1..23, 703. .774, 1920. .2015, 2167. .2277, 2734. .2871, 3233. .3280, 

3385.. 3477, 3572.. 3610 
GI Descrip. '2275199 1.0e-42 (AC002337) hypothetical protein [Arabidopsis 

thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



24306 
50566 
1 

OJ991214_10..0222.C51.ol.np 
236 

2275199 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 6223 
Method AAT/NAP 
End 5569 
Score . 808 



236. .288, 703. .774, 1920. .2015, 2167. .2297, 2678. .2871, 
3221. .3280, 3385. .3639, 4160. .4289, 4589. .4645, 4729.-4788, 
4869.-4934, 5263. .5355, 5447. .5569 

(AC002337) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 24306 

Gene No. 50566 

Start 1 

Name OJ991214_10 . 0222 . C51 . ol . gs 

Start 703 

GI none 
Exons 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 6223 

Method GEN SCAN 

End 6223 

Score . 67 



703. .774, 1920. .2015, 2734. .2871, 3233. .3280, 3385. .3477, 
3572. .3639, 4160. .4289, 4589.-4645, 4729. .4788, 5260. .5355, 
5447.. 5506, 5786.. 6223 



Seq. No. 24306 

Gene No. 50566 

Start 1 

Name OJ991214_10 . 0222 . C51 . o2 . gp 

Start 5233 

GI 426286 

Exons' 5233.-5355, 5447.. 5652 

GI Descrip. 2275199 1.0e-12 (AC002337) hypothetical protein [Arabidopsis 
thaliana] 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 6223 

Method AAT/GAP 

End 5652 

Score 547 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24306 
50567 
9972 

OJ991214_10.0222.C51.o2.tm 

3194 

none 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 10378 

Method TBLASTX: Maize 

End 3617 * 

Score 75 



3194. .3283, 3234. .3281, 3235.-3288, 3385. .3480, 3386. .3466, 
3534.. 3617, 3548.. 3616 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24306 
50567 
9972 

OJ991214_10.0222.C51.ol.ts 

4580 

none 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 10378 

Method TBLASTX : Soybean 

End 5561 

Score 57 



4580. .4648, 4591. .4638, 4693. .4788, 4730. .4789, 4864. .4935, 
4866.. 4943, 5278.. 5331, 5332.. 5358, 5336.-5356, 5444.. 5506, 
5445.. 5507, 5501.. bb60, 5514.. 5561 



Seq. No. 



24306 



Seq. ID OJ991214_10.0222.C51 



24516 



Gene No. 50567 

Start 9972 

Name OJ991214_10 . 0222 . C51 . ol . tm 

Start 5270 

GI none 

Exons 5270.. 5356, 5273.-5356, 5275. 
5445. .5561 



Strand 

End 10378 
Method TBLASTX : Maize 
End 5561 
Score 115 

5358, 5284.. 5358, 5444.. 5560, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24306 
50567 
9972 

OJ991214_10.0222.C51.ol.tw 

8725 

none 

8725. .8874, 8726. .8965, 8789. 
10167. .10346, 10187.. 10378 

24306 
50567 
9972 

OJ991214_10 . 0222 . C51 . o3 . gs 

9972 c 

none 

9972. .10283 



Seq. ID OJ991214__10.0222.C51 
Strand 

End 10378 

Method TBLASTX : Wheat 

End 10378 

Score 193 

.8887, 10153. .10347, 10164 .. 10352, 



Seq. ID OJ991214_10.0222.C51 
Strand 

End 10378 



Method GEN SCAN 
End 10283 



Score 



.65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24307 Seq. ID OJ991214_10 . 0222 . C52 

50568 Strand + 

1006 End 3591 

OJ9912 14_10 . 0222 . C52 . ol . np Method AAT/NAP 

1006 End • 3591 

461736 Score 85 

1006. .1174, 3431. .3591 

CHAPERON IN CPN60-2, MITOCHONDRIAL PRECURSOR (HSP60-2) 

gi|478786|pir||S29316 chaperonin 60 - cucurbit 

gi|1254 6|emb|CAA50218| (X70868) chaperonin 60 [Cucurbita sp. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

TP,. 



24307 Seq. ID 

50568 Strand 
1006 End 
OJ991214__10.0222.C52.ol.gp .Method • 
1056 '^-End ' " 

3106516 Score 
1056. .1174 

461735/sp|Q05045 |CH61_CUCMA 2.0e-22 CHAPERONIN CPN60-1, 

MITOCHONDRIAL PRECURSOR (HSP60-1) >gi_478785_pir S29315 

chaperonin 60 - cucurbit >gi_1254 4_emb_CAA50217_ (X70867 
chaperonin 60 [Cucurbita sp.] 



OJ991214_10.0222.C52 
+ 

3591 
AAT/GAP 
1174 
176 



24307 
50569 
4611 

OJ991214_10.0222.C52.ol.tm 
1005 



none 

i r\ s\ r- 

4873. 
5113. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1173, 1083. .1175, 4872. .4973, 
4980, 4882. .4977, 5111. .5245, 5112. .5252, 5112. .5264, 
5265 



OJ991214_10.0222.C52 
+ 

5272 

TBLASTX: Maize 
5265 
42 



,1055, 1006. .104/, 1081, 



24517 



Seq. No. 


24307 






Seq. ID 


OJ991214 


_10.0222.C52 




JU JU3 






Strand 


+ 




Start 


4611 






End 


5272 




Name 


OJ991214 10.0222. 


C52.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1081 






End 


5271 




GI 


none 






Score 


115 




Exons 


1081. .1173, 1083. 


.1175, 


4855. 


.4974, 4869. .4973, 


5112. .5270, 




5113. .5271 












Seq. No. 


24307 






Seq. ID 


OJ991214 


_10.0222.C52 










Strand 


+ 




Start 


4611 






FnH 

Hi I 1U 


S272 




Name 


OJ991214 10.0222. 


C52.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


1081 






End 


5271 


GI 


none 






Score 


115 ' 




Exons 


1081. .1173, 1083. 


.1175, 


4840. 


.4974, 48 


69. .4973, 


5112. .5270, 




5113. .5271 




















Seq. ID 


OJ991214 


1U • \J C~ £. • J 


Gene No. 


50569 






Strand 


+ 




Start 


4611 






End 


5272 




Name 


OJ991214 10.0222. 


C52.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


2981 






End 


3196 




GI 


none 






Score 


195 




Exons 


2981. .3196, 2989. 


.3105 










Seq. No. 


24307 






Seq. • ID 


OJ991214 


_10.0222.C52 


Gene No. 


50569 






Strand 


+ 




O Lai L. 


4611 






End 


5272 




Name 


OJ991214 10.0222. 


C52.o2 


.gp 


Method 


AAT/GAP 




Start 


4611 






End 


5203 




GI 


2431137 






Score 


578 




Exons 


4611.. 4722, 4822. 


.4968, 


5113. 


.5203 






GI Descrip. 


2506275/sp|P29185 


ICH61 


MAIZE 


3.0e-13 MITOCHONDRIAL CHAPERONIN 




HSP60-1 PRECURSOR 










Seq. No. 


24307 






Seq. ID 


OJ991214 


_10.0222.C52 




50569 






Strand 


+ 




Start 


4611 






End 


5272 




Name 


OJ991214 10.0222. 


C52.o2 


. np 


Method 


AAT/NAP 




: St art 


4661 






End 


5272 




GI 


2506275 






Score 


315 




Exons 


4661. .4738, 4846. 


.4968, 


5113. 


.5272 






GI Descrip. 


CHAPERONIN CPN60- 


1, MITOCHONDRIAL PRECURSOR (HSP60-1) 


Seq. No. 


24308 






Seq. ID 


OJ991214 


_10.0222.C53 


Gene No. 


50570 






Strand 


+ 




Start 


273 






End 


6296 




Name 


OJ991214 10.0222. 


C53.ol 


.np 


Method 


AAT/NAP 




Start 


273 




End 


3503 




GI 


2506275 






Score 


1209 




Exons 


■273. .504, 732. .827, 932 


. .1036 


, 1448. .1534, 1621 


. .1710, 




1880.. I960, 2055. 


.2123, 


2185. 


.2262, 2375.. 2470, 


2558. .2657, 




2779. .2882, 2965. 


.3070, 


3236. 


.3314, 3403.. 3503 





GI Descrip. CHAPERONIN CPN60-1, MITOCHONDRIAL PRECURSOR (HSP60-1) 



24518 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



064. LvG . 

Gene No. 
Start 



24308 
50570 
273 

OJ991214_10.0222.C53.ol.gs 
329 



Seq. ID OJ991214_10.0222.C53 
Strand + 

6296 
GEN SCAN 
5707 
.67 



End 

Method 
End 

none Score 
329. .504, 732. .827, 932. .1036, 1448. .1534, 1621. .1710, 
1880. .I960, 2055. .2123, 2185. .2262, 2375. .2470, 2558. .2657, 
2779. .2882, -2965. .3070, 3236.. 3314, 3403.. 3512, 4595.. 5121, 
5135. .5411, 5547. .5707 



24308 
50570 
273 

OJ991214_10.0222.C53.ol.gp 
1607 

LIB3432-032-P2-K1-D5 



OJ991214_10.0222.C53 
+ 

6296 
AAT/GAP 
2587 
785 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1607. .1710, 1880. .1960, 2055. .2123, 2185. .2262, 2375. .2470, 
2558. .2587 

, 461735/sp|Q05045|CH61_CUCMA 2.0e-22 CHAPERONIN CPN60-1, 

MITOCHONDRIAL PRECURSOR (HSP60-1) >gi_478785_pir S29315 

chaperonin 60 - cucurbit >gi_12544_emb_CAA50217_ (X70867) 
chaperonin 60 [Cucurbita sp.] 1 



24308 
50570 

273 W 

OJ991214_10.0222.C53.o2.gp 

2845 

286778 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2845. .2882, 2965. .3070, 3236. .3314, 3403. .3511 

2924773 3.0e-28 (AC002334) putative mitochondrial chaperonin 

HSP60 precursor [Arabidopsis thaliana] 



OJ991214_10.0222.C53 
+ 

6296 
AAT/GAP 
3511 
579 



24308 . Seq. ID 

50570 Strand 

273 End 

OJ991214JL0 . 0222 . C53 . o3 . gp Method 

5332 End 

34308 1.R1084 Score 



OJ991214_10.0222.C53 

"+ 

6296 
AAT/GAP 
6296 
564 



5332.. 5411, 5547.. 5663, 6093.. 6151, 6233.-6296 

•2924773 3.0e-28 (AC002334) putative mitochondrial chaperonin 

HSP60 precursor [Arabidopsis thaliana] 1 



24308 Seq. ID 

50570 Strand 

273 End 

OJ991214_10.0222.C53.o3.np ^ Method 

5535 " End 

3047083 Score 
5535.. 5783, 6200.. 6296 

(AF058914) similar to FLAP endonuclease-1 (SW:P39748 
[Arabidopsis thaliana] 



OJ991214_10.0222.C53 
+ 

6296 
AAT/NAP 
6296 
251 



50571 
1731 



Seq. ID 

Strand 

End 



OJ991214 10.0222.C53 



5016 



24519 



Name 
Start 

Exons 



OJ991214_10 , 0222 . C53 . ol . tc Method TBLASTX : Cress 
327 End 3466 

none Score 211 

327. .509, 328. .510, 723. .824, 731. .823, 929. .1036, 931. .1038, 
1448. .1534, 1615. .1731, 1626. .1730, 1877. .1975, 1880. .1975, 
1885. .1995, 2052. .2135, 2063. .2125, 2182. .2265, 2371. .2463, 
2372. .2473, 2531. .2680, 2532. .2615, 2552. .2659, 2557. .2694, 
2611. .2676, 2777. .2881, 2778. .2882, 2944. .3072, 2961. .3077, 
3231. .3314, 3235. .3333, 3401. .3466 



Seq. No. 24308 

Gene No. 50571 

Start 1731 

Name OJ991214_10. 0222.C53.o3. tm 

Start 327 

GI none 

Exons 327 
727 



OJ991214 10.0222.C53 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

506, 328. .507, 328. .507, 723.-794, 726. .794, 727. .795, 
795, 728.. 796 



5016 

TBLASTX: Maize 

796 

265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24308 
50571 
1731 

OJ991214_10.0222.C53.o2.ts 
327 
none 



Seq. ID OJ991214__10.0222.C53 
Strand 

5016 

TBLASTX : Soybean 
1963 
217 



End 

Method 
End 
Score 

327. .509, 328. .510, 328. .531, 723. .827, 728. .823, 931. .1038, 
932. .1036, 1448. .1534, 1615. .1731, 1626. .1730, 1877. .1960, 
1880.. 1963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24308 
50571 
1731 

OJ991214_10.0222.C53.ol. 

797 

none 

797. .829, 798. .824, 931, 
1448. .1534, 1614. .1712, 
1880. .1978, 1881. .1964, 
2053. .2133, 2183. .2260, 
2372. .2473, 2531. .2680, 
2756. .2884, 2764. .2883, 
3234. .3323, .3235. .3312, 
3482. .3514 ■ ■' 



OJ991214_10.0222.C53 
5016 

TBLASTX: Maize 
3514 
44 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 

.1047, 932.. 1036, 1448.. 1534, 
1614. .1730, 1615. .1731, 1869. 
1882.. 1965, 2052.. 2135, 2052. 
2184.. 2261, 2352.. 2462, 2371. 
2538.. 2615, 2552.. 2659, 2611. 
2943. .3089, 2944. .3072, 2964. 
3400. .3438, 3401. .3439, 3482. 



1976, 
2117, 
2469, 
2676, 
3077, 
3511, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24308 Seq. ID 

50571 Strand 

1731 End 

OJ991214_10 . 0222 . 053 . o2 . np Method 

1731 End 

5123560 Score 



OJ991214_10.0222.C53 

5016 
AAT/NAP 
'5016 
266 



1731. .1778, .4267. .4341, 4825. .5016 

(AL079344) putative protein [Arabidopsis thaliana] 



Seq. No. 24308 " Seq. ID 

Gene No. 50571 " Strand 

Start 1731 End 

Name OJ991214 10 . 0222 . C53 . ol . ts Method 



OJ991214_10.0222.C53 
5016 

TBLASTX : Soybean 



24520 



Start 
GI 

Exons 



2233 End 3057 . . 

none Score 41 

2233.. 2265, 2371.. 2469, 2372.. 2473, 2531.. 2680, 2552.. 2659, 

2611. .2676, 2778. .2882, 2778. .2876, 2943. .3038, 2944. .3057 



Seq. No. 24308 Seq. ID 

Gene No. 50571 Strand 

Start . 1731 End 

Name OJ991214_10 . 0222 . C53 . ol . tw Method 

Start 4168 End 

GI none Score 

Exons 4168.. 4323, 4208.. 4330 

Seq. No. 24308 

Gene No. 50571 Strand 

Start 1731 End 

Name OJ991214_10 . 0222 . C53 . o2 . tm Method 

Start 4181 End 

GI none Score 
Exons 



OJ991214_10.0222.C53 
5016 

TBLASTX: Wheat 

4330 

169 



Seq. ID OJ991214_10.0222.C53 



5016 

TBLASTX: Maize 

5008 

83 



4181. .4342, 4182. .4292, 4200. .4346, 4208. .4342, 4210. .4350, 
4825. .4986, 4895. .5008, 4916. .5008 



Seq. No. 24308 

Gene No. 50572 

Start 5510 

Name OJ991214_10 . 0222 . C53 . o2 . tc 

Start 5510 

GI none 

Exons 5510.. 5611, 5547.. 5666, 
6230.. 6292, 6231.. 6293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991214_10.0222.C53 
6296 

TBLASTX: Cress 

6293 

59 



5552.. 5662, 6092.. 6151, 6093.. 6149, 



Seq. No. 24308 

Gene No. 50572 

Start 5510 

Name OJ991214_10 . 0222 . C53 . o4 . tm 

Start 5546 

GI none 

Exons 5546.. 5662, 5547.. 5666, 5552. 

6203. .6292, 6228.. 6296, 6231. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5662, 6092 
.6293, 6233 



OJ991214 10.0222.C53 



6296 

TBLASTX: Maize 
6296 
180 

6151, 6093.. 6149, 
6295 



Seq. No. 24308 

Gene No. 50572 

Start 5510 

Name OJ991214_10 . 0222 . C53 . o3 . ts 

Start 5547 

GI none 

Exons. 5547. .5666, 5552. .5662, 6092. 
6231. .6293 



Seq. ID OJ991214_10.0222.C53 

Strand ' . 

End 6296 

Method TBLASTX : Soybean 

End 6295 

Score 185 

.6151, 6093. .6149, 6230. .6295, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24309 
50573 
1 

OJ991214_10.0222.C54 .ol.np 
1 

3047083 



Seq. ID OJ991214 10.0222.C54 



Strand 
End 

Method 

End 

Score 



+ 

1447 
AAT/NAP 
1447 
572 



1..124, 318. .383, 547. .597, 678. .797, 869. .953, 1067. .1148, 
1377. .1447 



24521 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF058914) similar to FLAP endonuclease-1 (SW:P39748) 
[Arabidopsis thaliana] 



24309 
50573 
1 

OJ991214_10.0222.C54.ol.gs 
59 

none 



Seq. ID OJ991214_10.0222.C54 

Strand + 

End 1447 

Method GENSCAN 

End 1148 

Score .84 



59. .124, 318. .383, 678. .797, 869.-953, 1067. .114* 



Seq. No. 24309 
Gene No. 50573 
Start 1 

Name OJ991214_10 . 0222 .C54 . ol . tm 

Start 701 
GI none 

Exons 701.. 799, 708.. 800, 860.. 958, 

1064.. 1147, 1065.. 1154, 1065. 
1374. .1445, 1375. .1446 



Seq. ID OJ991214_10.0222.C54 

Strand + 

End 1447 

Method TBLASTX : Mai ze 

End 1446 

Score 135 

866. .958, 867. .959, 1051. .1149, 
.1148, 1079. .1159, 1374. .1445, 



Seq. No. 24309 Seq. ID 

Gene No. 50573 Strand 

Start 1 End 

Name OJ991214_10 . 0222 . C54 . o2 . gp Method 

Start 752 End 

GI 18981_1.R1084 Score 

Exons - 752.. 797, 869.. 953, 1067.. 1148, 1377.. 

GI Descrip. '3047083 2.0e-55 (AF058914) similar to 
(SW:P39748) [Arabidopsis thaliana] 1 



OJ991214_10.0222.C54 
+ 

1447 
AAT/GAP 
1447 
484 
1447 

FLAP endonuclease-1 



Seq. No. 


24310 


Seq. ID 


OJ991214_05 


.0214.C2 


Gene No. 


50574 


Strand 


+ 




Start 


253 


End 


442 




Name 


OJ991214 05.0214.C2.ol.gs 


Method 


GENSCAN 




Start 


253 


End 


442 




GI 


none 


Score 


.85 




Exons 


253. .374, 433. .442 








Seq. No. 


24311 


Seq. ID 


OJ991214_05 


.0214. C3 


Gene No. 


. 50575 


Strand 


+ 




Start 


^298 5 : v ■ 


End 


614 




Name 


OJ991214 05.0214.C3.ol.gs 


Method 


GENSCAN 




Start 


298 


End 


614 




GI 


none 


Score 


.99 




Exons 


298. .382, 510. .614 








Seq. No. 


24312 


Seq. ID 


OJ991214_05 


.0214. C4 


Gene No. 


50576 


Strand 


+ 




Start 


1 


End 


960 




Name 


OJ991214 05.0214.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


960 




GI 


6630685 


Score 


915 




Exons 


1. .960 










(AP000969) Similar to copia 


-type pol polyprotein. 


(AF105716) 



[Oryza sativa] 



24522 




Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No . 


50577 


Strand 


+ 


Start 


11252 


End 


16163 


Name 


OJ991214 05.0214.C4.o3.gs 


Method 


GENSCAN 


Start 


11252 


End 


16163 


GI 


none 


Score 


.9 


Exons 


11252. .11283, 11477. .11543, 


16050.. 16163 


Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No. 


50578 


Strand 


+ 


Start 


19169 


End 


19912 


Name 


OJ991214 05.0214.C4.o3.np 


Method 


AAT/NAP 


Start 


18221 


End 


19529 


GI 


5777617 


Score 


72 


Exons 


18221. .18244, 19427. .19529 






GI Descrip. 


(AJ245900) CAA30375.1 protein [Oryza sativa] 


Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No . 


50578 


Strand 


+ 


Start 


19169 


End 


19912 


Name 


OJ991214 05.0214.C4.o4.gs 


Method 


GENSCAN 


Start 


19169 


End 


19912 


GI 


none 


Score 


.52 


Exons 


19169. .19310, 19541. .19730, 


19735. .19912 


Seq. No. 


24312 


Seq. ID 




Gene No. 


50579 


Strand 




Start 


236 


End 


9223 


Name 


OJ991214 05.0214.C4.o2.np 


Method 


AAT/NAP 


Start 


236 


End 


9223 


GI 


6721516 


Score 


587 


Exons 


236. .402, 1677. .1766, 4843.. 


5087, 5502, 


.5742, 6111.. 6202, 




8678.. 8881, 9106.. 9223 






GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No. 


50579 


Strand 




Start 


236 


End 


9223 


Name 


OJ991214 05.0214.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


298 


End 


1004 


GI 


none 


Score 


309 


Exons 


298. .516, 299.-526, 305. .526, 520. .957, 


522. .998, 858. .1004 


Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No. 


50579 


Strand 




Start 


236 


End 


9223 


Name 


OJ991214 05.0214.C4.ol.ts 


Method 


TBLASTX : Soybean 


Start 


305 


End 


969 


GI 


none 


Score 


139 


Exons 


305. .517, 317. .511, 520. .687 


, 528. .680, 


721. .969, 729. .896 


Seq. No. 


24312 


Seq. ID 


OJ991214_05.0214.C4 


Gene No. 


50579 


Strand 




Start 


236 


End 


9223 


tkt 

in ainc 


OJ991214 05 . 0214 . C4 . ol . tw 


Method 


TBLASTX": Wheat 


Start 


529 


End 


909 


GI 


none 


Score 


112 



24523 




Exons 


529. .702, 597. .698, 721. .909, 


777. .896 








Seq. No. 


24312 


Seq. ID 


OJ991214_05 


.0214 


.C4 




50579 










Start 


236 


End 


9223 






Name 


OJ991214 05.0214.C4.o2.gs 


Method 


GENSCAN 






Start 


7448 


End 


7928 






GI 


none 


Score 


.43 






Exons 


7448. .7530, 7565. .7928 










Seq. No. 


24313 


Seq. ID 


OJ991214JD5 


.0214 


.C5 


Gene No. 


50580 


Strand 


+ 






Start 


219 


End 


1084 






Name 


OJ991214 05.0214.C5.ol.gs 


Method 


GENSCAN 






Start 


219 


End 


1084 






GI 


none 


Score 


.59 






Exons 


219. .335, 929. .1084 











Seq. No. 


24313 


Seq. ID 


OJ991214_05.0214 


.C5 


Gene No. 


50581 


Strand 






Start 


330 


End 


434 




Name 


OJ991214 05.0214.C5.ol.np 


Method 


AAT/NAP 




Start 


330 


End 


434 




GI 


5777617 


Score 


81 




Exons 


330. .434 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 




Seq. No. 


24313 


Seq. ID 


OJ991214_05.0214 


C5 


Gene No. 


50582 


Strand 






Start 


1572 


End 


2072 




Name 


OJ991214 05.0214.C5.o2.np 


Method 


AAT/NAP 




Start 


1556 


End 


2072 




GI 


6453865 


Score 


114 




Exons 


1556.. 1921, 2025.. 2072 








GI Descrip. 


(AC011717) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 24313 Seq. ID 

Gene No. 50582 Strand 

Start 1572 End 

Name OJ9912 14_05 . 0214 . C5 . o2 . gs Method 

Start . ( 1572 End 

GI none Score 

Exons ' 1572.. 1790, 1806.. 2006 



OJ991214_05.0214.C5 

2072 
GENSCAN 
2006 
.93 



Seq. No. 


24314 








Seq. ID 


OJ991214 


_05 


0214 


.C6 


Gene No. 


50583 








Strand 










Start 


58 








End 


870 








Name 


OJ991214 


_05.0214.C6 


ol 


gs 


Method 


GENSCAN 








Start 


58 








End 


870 








GI 


none 








Score 


.86 








Exons 


58. .283, 


791. .870 
















Seq. No. . 


24315 








Seq. ID 


OJ991214 


JDS 


0214 


.C7 


Gene No. 


50584 








Strand 


+ 








Start 


1480 








. End 


3773 








Name 


OJ991214 


_05.0214.C7 


ol 


gs 


Method 


GENSCAN 








Start 


1480 








End 


2758 









24524 




GI 


none 


Score . 


.91 






Exons 


1480. . 1965, 2048. .2758 




• -* 






Seq. No. 


24315 


Seq. ID 


OJ991214_05, 


.0214 


.CI 


Gene No. 


50584 


Strand 


+ 






Start 


1480 


End 


3773 






Name 


OJ991214_05.0214 .C7.ol.np 


Method 


AAT/NAP 






Start 


1858 


End 


3773 






GI 


6967112 


Score 


320 






Exons 


1858.. 1965, 2048.. 2550, 3729 


. .3773 








GI - Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


24315 


Seq. ID 


OJ991214_05. 


.0214 


.C7 


Gene No. 


50585 


Strand 


+ 






Start 


9183 


End 


13327 






Name 


OJ991214 05.0214.C7.o3.np 


Method 


AAT/NAP 






Start 


9183 


End 


13327 






GI 


5262765 


Score 


172 






Exons 


9183. .9236, 11162 .. 11494 , 13108. .13164 


, 13289.. 13327 




GI Descrip. 


(AL080283) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


24315 


Seq. ID 


OJ991214JD5. 


;0214 


.C7 


Gene No. 


50586 


Strand 


+ 






Start 


13677 ' 


End 


18728 






Name 


OJ991214 05.0214.C7.o4.gs 


Method 


GENSCAN 






Start 


13677 


End 


18728 






GI 


none 


Score 


.8 






Exons 


13677. .13798, 15836 .. 15924 , 


18595. .18728 






Seq. No. 


24315 


Seq. ID 


OJ991214_05. 


,0214 


.C7 


Gene No. 


50587 


Strand 








Start 


3844 


End 


7391 






Name 


OJ991214 05.0214.C7.o2.np 


Method 


AAT/NAP 






Start 


3834 


End 


7391 






GI 


6522590 


Score 


1446 






Exons 


3834.. 3972, 4001.. 4226, 4533 


. . 6557, 6771. .7391 






GI Descrip. 


(AL133292) receptor kinase-like protein [Arabidopsis thaliana; 


Seq. No. 


24315 


Seq. ID 


OJ991214_05. 


0214 


.C7 


Gene No. 


50587 


Strand 








Start 


3844 


End 


7391 






Name 


OJ991214 05.0214.'C7.o2.gs 


Method 


GENSCAN 






Start 


3844 


End 


7391 






GI 


none 


Score 


.75 






Exons 


3844. .4226, 4533. .4730, 4869 


..5173, 5812. .7391 






Seq. No. 


24315 


Seq. ID 


OJ991214JD5. 


0214 


.C7 


Gene No. 


50588 


Strand 








Start 


11146 


End 


11499 






Name 


OJ991214 05.0214.C7.o3.gs 


Method 


GENSCAN 






Start 


11146 


End 


11499 






GI 


none 


Score 


.76 






Exons 


11146. .11499 










O — ~ M «~ 


a -» -t r 
i4 JiJ 


Seq. ID 


OJ991214JD5. 


0214, 


.C7 


Gene No. 


50589 


Strand 








Start 


12262 


End 


13159 







24525 



Name 


OJ991214 05 


.0214. 


C7.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


1528 








End 


2252 






GI 


none 








Score 


294 






Exons 


1528. .1914, 


1600. 


.1908, 


1909. 


.1965, 2038.. 2226, 


2045. 


.2242, 




2076. .2252 
















Seq. No. 


24315 








Seq. ID 


OJ991214 


05. 0214. C7 


Gene No. 


50589 








Strand 








Start 


12262 








End 


13159 






Name 


OJ991214 05 


.0214. 


C7.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2045 








End 


2410 






GI 


none 








Score 


154 






Exons 


2045. .2248, 


2117. 


.2218, 


2222. 


.2401, 2255. .2410 






Seq. No. 


24315 








Seq. ID 


OJ991214 


05. 0214. C7 


Gene No . 


50589 








Strand 








Start 


12262 








End 


13159 






Name 


OJ991214 05 


.0214. 


C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


2101 








End 


2506 






GI 


none 








Score 


387 






Exons 


2101. .2322, 


2102. 


.2506, 


2440. 


.2478 • 








Seq. No. 


24315 








Seq. ID 


OJ991214 


05.0214 .C7 


Gene No. 


50589 








Strand 








Start 


12262 








End 


13159 






Name 


OJ991214 05 


.0214. 


: C7.o4. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2432 








End 


2752 






GI 


none 








Score 


94 






Exons 


2432. .2551, 


2437. 


.2547, 


2579. 


.2752, 2642.. 2740 






Seq. No. 


24315 








Seq. ID 


OJ991214 


05. 0214. C7 


Gene No. 


50589 








Strand 








Start 


12262 








End 


13159 






Name 


OJ991214 05 


.0214. 


C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4081 








End 


5115 






GI 


none 








Score 


71 






Exons 


4081. .4227, 


4094. 


.4228, 


4534. 


.4560, 4579. .4782, 


4616. 


.4771, 




4801. .5007, 


4820. 


.5011, 


5026-. 


.5115, 5033. .5065 






Seq. No. 


24315 








Seq. ID 


OJ991214 


05. 0214. C7 


Gene No. 


50589 








Strand 








Start 


12262 








End r 


13159 






Name 


OJ991214 05 


.0214. 


C7.ol. 


tc 


Method 


TBLASTX : 


Cress 




Start 


4129 








End 


7256 






GI 


none 








Score 


75 






Exons 


4129. .4227, 


4585. 


.4767, 


4903. 


.5007, 5026. .5139, 


5342. 


.5473, 




5387. .5548, 


5536. 


.5607, 


5574. 


.5714, 5586. .5732, 


5586. 


.5714, 




5589. .5714, 


5589. 


.5741, 


5592. 


.5714, 5592. .5720, 


5595. 


.5714, 




5601. .5714, 


5745. 


.6017, 


5757. 


.6113> 5757. .5909, 


5757. 


.5876, 




5811. .6089, 


5811. 


.6089, 


5826. 


.6080, 5826. .5912, 


5829. 


.6089, 




5880. .6095, 


5899. 


.6054, 


5973. 


.6095, 6111. .6140, 


6213. 


.6395, 




6264 . . 6395, 


6264. 


. 6413, 


6267. 


.6395, 6267. .6440, 


6267. 


.6389, 




6270. .6413, 


6360. 


.6542, 


6363. 


.7046, 6399. .6551, 


6399. 


.6557, 




6399. .6542, 


6402. 


.6557, 


6423. 


.6554, 6552. .7025, 


6552. 


.6884, 




6555. . 7034, 


6555. 


.7025, 


6555. 


.7163, 6699. . 6746, 


6769. 


.7020, 




6835. .7026, 


6984. 


.7049, 


7050. 


.7175, 7065. .7175, 


7065. 


.7166, 




7065. .7166, 


7066. 


.7146, 


7128. 


.7166, Hi 


58. .7223, 


7206. 


.7256 



24526 



Seq. No. 24315 

Gene No. 50589 

Start 12262 

Name OJ991214_05 . 0214 . C7 . o2 . tm 

Start 4540 

GI none 

Exons 4540.. 4782, 4-628.. 4780, 4672, 



Seq. ID OJ991214_05.0214.C7 
Strand 

End 13159 

Method TBLASTX : Maize 

End 4980 

Score 106 

.4782, 4807.. 4980, 4808.. 4963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24315 
50589 
12262 
OJ9912 
5583 
none 
5583. . 
5757. . 
5814. . 
6000. . 
6267. . 
6405. . 
6553. . 
6687. . 
7062. . 



14 05.0214.C7.o2.ts 



5717, 
5993, 
6089, 
6089, 
6554, 
6557, 
6723, 
6926, 
7145, 



5589. 
5764. 
5817. 
6264. 
6399. 
6414. 
6555. 
6729. 
7065. 



.5702, 
. 6054, 
.6089, 
.6401, 
.6548, 
.6599, 
. 6926, 
.6848, 
,7187, 



5595, 
5808. 
5826. 
6264. 
6399. 
6541. 
6555. 
6898. 
7065. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5714, 5604 
.6023, 5811 
.6065, 5895 
.6344, 6267 
.6566, 6399 
.6666, 6549. .6866, 
.6827, 6576. .6926, 
.7026, 7053.. 7166, 
.7142 



OJ991214 05. 0214. C7 



13159 

TBLASTX : Soybean 
7187 
68 

5717, 
6140, 
6089, 
6554, 
6512, 



5604. .5714, 
5811. .6089, 
5967. .6095, 
6267. .6386, 
6402. .6524,' 
6552. .7043, 
6681. .7034, 
7059. .7175, 



Seq. No. 24-315 

Gene No. 50589 

Start 12262 

Name OJ991214_05 . 0214 . C7 . o3 . tm 

Start 5595 

GI none 
Exons 



Seq. ID OJ991214_05.0214 . C7 
Strand 

End 13159 

Method TBLASTX: Maize 

End 7187 

Score 41 



5595. .5717, 5814.. 6089, 5880.. 6089, 5961.. 6095,' 6093.. 6146, 

6096.. 6140, 6261.. 6377, 6267.. 6395, 6267.. 6386, 6402.. 7037, 

6478. .6546, 6547. .7020, 6552. .6809, 6771. .7145, 6835. .7050, 

7050. .7187, 7059. .7166 



Seq. No. 24315 
Gene No. 50589 
Start 12262 

Name OJ991214_05 . 0214 . C7 . o4 .np 

Start 12262 

GI 2781362 

Exons 12262. .12329, 12659 

GI Descrip. (AC003113) F2401.18 

gi | 5454187 | gb | AAD4 3602 . 1 IAC005698 
[Arabidopsis thaliana] 



Seq. ID 
Strand 
End" 
Method 
End 
Score 



OJ991214_05.0214.C7 

13159 
AAT/NAP 
13159 
61 



.13159 

[Arabidopsis 



thaliana] 
1 (AC005698) 



T3P18.1 



Seq. No. 24316 Seq. ID 

Gene No. 50590 Strand 

Start 230 End 

Name OJ991214_05 . 0214 . C8 . ol . np Method 

Start 230 End 

GI . 3298536 Score 

Exons 230.. 349 

GI Descrip. (AC004C81) unknown protein [Arabidopsis thaliana] 



OJ991214_05.0214.C8 
+ 

349 

AAT/NAP 
349 
40 



Seq. No. 



24316 



Seq. ID OJ991214JD5.0214 .C8 



24527 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



50591 Strand 

2171 End 5289 

OJ991214_05 . 0214 . C8 . o2 . gs Method GENSCAN 

2171 End 5289 

none Score .64 

2171. .2331, 3342. .3503, 5178. .5289 



Seq. No. 24317 Seq. ID 

Gene No. 50592 Strand 

Start . 1823 End 

Name OJ991214_05 . 02 14 . C9 . ol . gs Method 

Start 1823 End 

GI none Score 

Exons 1823. ,1952 



OJ991214_05.0214.C9 
+ 

1952 
GENSCAN 
1952 
.51 



Seq. No. 


24317 


Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50593 


Strand 


+ 


Start 


7106 


End 


10782 


Name 


OJ991214 05.0214.C9.o3.gs 


Method 


GENSCAN 


Start 


7106 


End 


9226 


GI 


none 


Score 


. 93 


Exons 


7106. .7163, 7339. .7634, 7827. 


.7907, 8228. .9226 


Seq. No. 


24317 


Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50593 


Strand 


+ 


Start 


7106 


End 


10782 


Name 


OJ991214^ 05.0214.C9.o2.np 


Method 


AAT/NAP 


Start 


7136 


End 


8903 


GI 


3413699 


Score 


332 


Exons 


7136. .7171, 8216. .8462, 8549. 


.8903 






(AC004747) putative heat shock transcription factor [Arabidopsis 




thaliana] 






Seq. No. 


24317 


Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50593 


Strand 


+ 


Start 


7106 


End 


10782 


Name 


OJ991214 05.0214.C9.o3.np 


Method 


AAT/NAP 


Start 


7858 


End 


10782 


GI 


322759 


Score 


121 


Exons 


7858.. 7942, 8366. .8502, 8831. 


.9156, 10656. .10782 


GI Descrip. 


pistil extensin-like protein 


(clone pMG14) - common tobacco. 




(fragment) gi 1 19927 | emb | CAA78393 I (Z14015) pistil extensin like 




protein [Nicotiana tabacum] 






Seq. No. 


24317 


Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50593 


Strand 


+ 


Start 


7106 


End 


10782 


Name 


OJ991214 05.0214.C9.ol.gp. 


Method 


AAT/GAP 


Start 


9009 


End 


9527 


GI 


5038854 


Score 


892 


Exons 


9009.. 9527 






Seq. No. 


24317 


Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50594 


Strand 


+ 


Start 


■i o o r\ n 

J. J^. u J 


End 


15211 


Name 


OJ991214 05.0214.C9.o5.gs 


Method 


GENSCAN 


Start 


13203 


End 


15211 



24528 



GI 


none 




Score 


.78 


Exons 


13203. .13244, 14346. 


.14529, 


14569. .14647, 14716.. 15211 


Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214.C9 


Gene No . 


50595 




Strand 


+ 


Start 


17897 




End 


22852 • 


Name 


OJ991214 05. 0214. C9. 


06 . gs 


Method 


GENSCAN 


Start 


17897 




• End 


22852 


GI 


none 




Score 


.43 


Exons 


17897. .18133, 21867. 


.22025, 


22688.. 22852 


Seq. No. 


24317 




Seq. ID 


OJ99I214_05.0214.C9 


Gene No * 


50596 




Strand 


+ 


Start 


23173 




End 


23907 


Name 


OJ991214 05. 0214. C9. 


o7 . gs 


Method 


GENSCAN 


Start 


23173 




End 


23907 


GI 


none 




Score 


.97 


Exons 


23173. .23178, 23689. 


.23907 






Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214.C9 


Gene No . 


50597 




Strand 


+ 


Start 


26914 




End 


28183 


Name 


OJ991214 05. 0214. C9. 


08 . gs 


Method 


GENSCAN 


Start 


26914 




End 


28183 


GI 


none 




Score 


.53 • 


Exons 


26914. .26937, 27323. 


.27390, 


28069.. 28183 


Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214.C9 


Gene No. 


50598 




Strand 


+ 


Start 


29571 




End 


35282 


Name 


OJ991214 05. 0214. C9. 


o4 . np 


Method 


AAT/NAP 


Start 


29562 




End 


31110 


GI 


2190540 




Score 


487 


Exons 


29562. .29768, 29958. 


.30019, 


30651. .30695, 30894 . .'31110 


GI Descrip. 


(AC001229) Similar to Arabidopsis TFL1 


(gb|U77674) . [Arabidopsis 



thaliana] gi | 4903012 | dbj | BAA77838 . 1 | (AB027504) FT [Arabidopsis 
thaliana] gi | 6117978 | gb | AAF03936 . 1 | AF152096_1 (AF152096) 
flowering locus T [Arabidopsis thaliana] 



Seq. No. 24317 
Gene No. 50598 
Start 29571 

Name OJ991214_05 . 0214 . C9 . o9 . gs 

Start 29571 
GI none 

Exons 29571. .29768, 2 9958 .. 30019, 

30862. .30996, 334 73 .. 33543, 
35177. .35282 



Seq. ID 
Strand 
End 

Method 
End 
Score 

30224 

34068 



OJ991214_05.0214 .C9 
+ 



35282 
GENSCAN 
35282 
.61 

30314, 30334, 
34151, 34395, 



,30691, 
,34507, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24317 
50599 
35483 

OJ991214_05.0214 .C9.o4 .gp 
35383 

c r\ A a n i ^ 
sj u u X <L 

35383. .35695, 36373.. 36483 



Seq. ID OJ991214_05.0214.C9 

Strand + 

End 39544 

Method AAT/GAP 

End 36483 

Score H 



24529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24317 Seq. ID 

50599 Strand 
35483 End 
OJ991214_05.0214.C9.o5.np Method 
35468 End 
4512675 Score 

35468.-35695, 36373 36553, 36630 

37095. .37157, 37440 3754 9, 37680 



OJ991214_05.0214.C9 
+ 

39544 
AAT/NAP 
39544 
1280 
36715, 36821. 
37799, 37869. 



,36925, 
,37944, 



38290. .38363, 38510 .. 38674 , 39515.. 39544 



GI Descrip. (AC006931) putative citrate synthase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24317 
50599 
35483 

OJ991214_05.0214.C9.ol0.gs 
35483 



none 
35483. 
37095. 
38290. 



Seq. ID 
Strand 

End 39544 
. Method . GENSCAN 
End 39403 
Score .96 
35695, 36373. .36553, 36630 .. 36715, 36821 
37157, 37440. .37549, 37680 .. 37799, 37869 
38363, 38510. .38630, 39332.. 39403 



OJ991214_05.0214.C9 
+ 



,36925, 
,37944, 



Seq. No. 24317 Seq. ID 

Gene No. 50599 Strand 

Start 35483 End 

Name OJ991214_05 . 0214 .C9. o5 . gp Method 

Start 37101- End 

GI 1765_3.R1084 Score 

Exons 37101. .37157, 37440 3754 9, 

38290. .38363, 38510.. 38634 
GI Descrip. 1 4512675/gb | AAD21729 . 1 | 1.0e-154 (AC006931) putative citrate 

synthase [Arabidopsis thaliana] 1 



OJ991214_05.0214.C9 
+ 

39544 
AAT/GAP 
38634 
995 



37680. .37799, 37869.-37944, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24317 
50600 
4228 

OJ991214_05.0214.C9.o2.gs 
4228 
none 



6034 
GENSCAN 
6034 
.75 

4228. .4359, 4771. .4836, 5420. .5463, 5902. .6034 



Seq. ID OJ991214JD5.0214 .C9 
Strand 
End 

Method 
End 
Score 



Seq. No. 


24317 




Seq. ID 


OJ991214 


_05.0214 


,C9 


Gene- No . 


50600 




' Strand 








Start 


4228 




End 


6034 






Name 


OJ991214 05. 0214. C9. 


ol . np 


Method 


AAT/NAP 






Start 


5781 




End 


5855 






GI 


5852084 




Score 


65 






Exons 


5781. .5855 












GI Descrip. 


(AL117264) zwhO.007.1 


[Oryza 


sativa] 








Seq. No. 


24317 




Seq. ID 


OJ991214 


_05.0214 


.C9 


Gene No . 


50601 




Strand 








Start 


10461 




End 


12659 






Name 


OJ991214 05. 0214. C9. 


o4 . gs 


Method 


GENSCAN 






Start 


10461 




End 


12659 






GI 


none 




Score 


. 66 






Exons 


10461. .10596, 10822. 


.10959, 


11701. .11986, 12171 


. . 12334, 





12430. .12659 



24530 



Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


5.0602 




Strand 






Start 


13007 




End 


15037 




Name 


OJ991214_05. 


0214 .C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8066 




End 


8623 




GI 


none 




Score 


60 




Exons 


8066. .8179, 


8282 . . 8461, 8283 


..8462, 8489. .8623, 8548. .8607 


Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13007 




End - 


15037 




Name 


OJ991214_05. 


0214 .C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


8235 




End 


8590 




GI 


none 




Score 


96 




Exons ./ 


8235. . 8330, 


8276.. 8347, 8333 


..8467, 8334. .8462, 8516. .8590 




, 8548 . . 8589 










Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13007 




End 


15037 




Name 


OJ991214_05. 


0214 .C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


8277 




End 


8623 




GI 


none 




Score 


240 




Exons 


8277. .8462, 


8279. . 8461, 8468 


..8623, 8 


546. .8623 




Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13007 




End 


15037 




Name 


OJ991214_05. 


0214 .C9.o5.ts 


Method 


TBLASTX : Soybean 




Start 


8285 




End 


8623 




GI 


none 




Score 


190 




Exons 


8285. .8482, 


8286.. 8465, 8543 


..8623, 8 


548. .8616 




Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13007 




End 


15037 




Name 


OJ991214_05. 


0214.C9.o5.tm 


Method 


TBLASTX: Maize 




Start 


8591 




End 


8989 




GI 


none 




Score 


55 




Exons 


8591. .8623, 


8747.. 8902, 8773 


..8901, 8963.. 8989 




Seq. No. 


24317 




Seq. ID 


OJ991214_05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13007 




End 


15037 




Name 


OJ991214 05. 


0214.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


12217 




End 


12570 




GI 


none 




Score 


107 




Exons 


12217. .12339, 12222 12350, 


12223. .12339, 12243 .. 12359, 






12425. .12469 


, 12429. .12488, 


12430. .12474, 12491 .. 12562, 






12491. .12559 


, 12498. .12569, 


12502. .12570 




Seq. No. 


24317 




Seq. ID 


OJ991214__05.0214 


.C9 


Gene No. 


50602 




Strand 






Start 


13Q07 




End 


15037 




Name 


OJ991214 05. 


0214 .C9.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12437 




End . 


13625 





24531 




GI 


none 








Score 


302 






Exons 


12437. 


.12682, 


12438. 


.12686, 


12439. .12684, 12902 


. .12937, 






13001. 


.13054, 


13363. 


.13431, 


13366. .13431, 13543 


. .13623, 






13551. 


.13625 














Seq. No. 


24317 








Seq. ID 


OJ991214 


_05.0214 


.C9 




50602 








Strand 








Start 


13007 








End 


15037 






Name 


OJ991214 05. 0214. C9. 


o2.gp 


Method 


AAT/GAP 






Start 


13007 








End 


15037 






GI 


none 








Score 


841 






Exons 


13007. 


.13052, 


13361. 


.13433, 


13553. .13671, 14804 


. .15037 




Seq. No. 


24317 








Seq. ID 


.OJ991214 


_05.0214 


.C9 


RpriP No 

\j die \y 0 


50603 








St rand 








Start 


30888 








End 


31110 






Name 


OJ991214 05. 0214. C9. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


30888 








End 


31109 






GI 


none 








Score 


285 






Exons 


30888. 


.31109, 


30889. 


.31107 










Seq. No. 


24317 








Seq. ID 


OJ991214 


_05.0214 


.C9 


npnp No 


50603 








Strand 








Start ' 


30888 








End 


31110 






Name 


OJ991214 05. 0214. C9 . 


o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


30889 








End 


31110 






GI 


• none 








Score 


256 






Exons 


30889. 


.31110 














Seq. No. 


24317 








Seq. ID 


OJ991214 


_05.0214 


.C9 


Gene No. 


50604 








Strand 








Start 


35446 








End 


38642 






Name 


OJ991214 05. 0214. C9. 


ol . tm 


Method 


TBLASTX:! 


Maize 




Start 


35446 








End 


38642 






GI 


none 








Score 


43 






Exons 


35446. 


.35520, 


35489. 


.35521, 


35609. .35698, 35615 


. .35695, 






36368. 


.36547, 


36370. 


.36570, 


36372. .36554, 36611 


. .36715, 






36622. 


.36717, 


36623. 


.36715, 


36628. .36717, 36809 


. .36919, 






36819. 


.36956, 


36821. 


. 36925, 


37094. .37156, 37095 


. . 37157, 






37096. 


.37164, 


37436. 


.37549, 


37440. .37550, 37492 


. .37602, 






37647. 


.37799, 


37654. 


.37797, 


37669. .37818, 37680 


. .37829, 






37866. 


.37943, 


37867. 


.37944', 


37867. .37944, 38281 


. .38367, 






38287. 


.38364, 


38288. 


.38365, 


38289. .38375, 38507 


. .38632, 






38508. 


.38642, 


38508. 


.38633 










Seq. No. 


24317 








Seq. ID 


OJ991214 


_05.0214 


.C9 


Gene No. 


50604 








Strand 








Start 


35446' 








End 


38642 






Name . 


OJ991214 05. 0214. C9.. 


ol. tc 


Method ** 


■ TBLASTX: i 


Gress 




Start 


35489 








End 


38642 






GI 


none 








Score 


46 






Exons 


35489. 


.35521, 


35609. 


.35698, 


36370. .36570, 36372 


. .36575, 






36622. 


.36717, 


36623. 


.36715, 


36820. .36924, 36821 


. .36922, 






37094. 


.37156, 


37095. 


.37157, 


37436. .37546, 37439 


. .37540, 






374 40 . 


. 37550, 


37654 . 


.37797, 


37668.-37799, 37728 


; .37829, 






37866. 


.37943, 


37867. 


.37944, 


38544. .38642, 38546 


. .38632 





24532 



Seq. No. 24317 Seq. ID 

Gene No. 50604 Strand 

Start 35446 End 

Name OJ991214_05 . 0214 . C9 . o3 . ts Method 

Start 35489 End 

GI none Score 
Exons 



OJ991214_05.0214.C9 
38642 

TBLASTX: Soybean 

36717 

40 



35489. .35521, 35609 .. 35698 , 36361 .. 3654 9, 36364 .. 36552 , 
36371. .36553, 36372 .. 36557 , 36632 36715, 36634 36717 , 
36635. .36715, 36637.. 36717 



Seq. No. 24317 
Gene No. 50604 
Start 35446 

Name OJ991214_05 . 0214 .C9 . ol . tw 

Start 35624 
GI none 

Exons 35624. .35698, 35624 .. 35695, 

36370. .36570, 36372 .. 36554 , 
36628. .36717, 36819 .. 36914 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35629 

36622 



OJ991214 05. 0214. C9 



38642 

TBLASTX: Wheat 
36916 
103 

35703, 36368. .36547, 
36717, 36623. .36715, 



36821. .36916 



Seq. No. 24317 
Gene No. 50604 
Start 35446 

Name OJ991214_05 . 0214 . C9 . ol . ts 

Start 36827 
GI none 
Exons 36827. 

37446. 

37866. 

38507. 



.36925, 36830. .36925, 

,37547, 37654. .37797, 

,37943, 37867. .37944, 

,38632, 38508. .38642, 



Seq. ID 
Strand 
End 

Method 
End 
Score . 



OJ991214 05. 0214. C9 



38642 

TBLASTX: Soybean 
38642 
143 

37095. .37160, 374 45 .. 3754 9, 
37668..37799, 37722 .. 378 17 , 
38287. .38364, 38289 38366, 
38508. .38636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24318 
50605 
416 

OJ991214_05. 0214. C10. ol.gp 
416 

1765_3.R1084 
416. .514, 592. .714, 1229. .1654 
'4512675/gb|AAD21729.1| 1.0e-154 
synthase [Arabidopsis thaliana] 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991214_ 
+ 

1654 
AAT/GAP 
1654 
1201 



05. 0214. C10 



(AC006931) putative citrate 



24318 
50605 
416 

OJ9912 14_05. 0214 .C10. ol.np 
416 

4512675 



Seq.- ID OJ991214_05. 0214. C10 



Strand 
End 

Method 

End 

Score 



+ 

1654 
AAT/NAP 
1357 
422 



416. .514, 592. .714, 1229. .1357 

(AC006931) putative citrate synthase [Arabidopsis thaliana] 



Seq. No. 24318 Seq. ID 

Gene No. 50605 Strand 

Start 416 End 

Name OJ991214_05 . 0214 . C10 . ol . gs Method 

Star I 566 End 

GI none Score 

Exons 568.. 714, 1229.. 1360 



OJ991214_05. 0214. C10 
+ 

1654 
GENS CAN 
1360 
.41 



24533 




Spa No 


24318 




Seq. ID 


O.TQQl ?1 4 OS D9T 4 

W .1/ i i *i \J • \J ^ A. *± 


• \^ i \j 


Gene No. 


50606 




Strand 


+ ~ 




Start 


5503 




End 


5962 




Name 


OJ991214 05. 0214. CIO. o2 


gs 


Method 


GENSCAN 




Start 


5503 




End 


5962 




GI 


none 




Score 


.94 




Exons 


5503.. 5635, 5931.. 5962 










Seq. No. 


24318 




Seq. ID 


OJ991214J35.0214 


.C10 




50607 




J Li Ql 






Start 


6242 




End 


6576- 




Name 


OJ991214 05. 0214. C10. ol 


tc 


Method 


TBLASTX: Cress 




Start 


408 




End 


1360 




GI 


none 




Score 


169 




Exons 


408. .509, 413. .514, 415. 


.513, 


589. .717 


, 591. .716, 1226. 


.130 




1228.. 1272, 1283.. 1360, 


1294. 


.1350 






Seq. No. 


24318 




Seq. ID 


OJ991214_05.0214 


.C10 


fZpnp No 


50607 




St rand 

JLi al ILi. 






Start 


6242 




End 


6576 




Name 


OJ991214 05. 0214. C10. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


413 




End 


1404 




GI 


none 




Score 


163 




Exons 


413. .514, 413. .553, 432. 


.515, 


589. .717 


, 591. .716, 1226. 


.139 




1226. .1378, 1228. .1404, 


1228. 


.1398 






Spct No 


24318 




Spo TD 


fKTQQI ?1 4 0^ fi?1 4 

VUJyit.il \J .J • U^.iM 


• ^ i \j 


Gene No. 


50607 




Strand 






Start 


6242 




End 


6576 




Name 


OJ991214 05. 0214. C10. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


413 




End 


719 




GI 


none 




Score 


159 




Exons 


413. .514, 414. .500, 415. 


.519, 


415. .519 


, 589. .717, 591.. 


719 


Seq. No. 


24318 




Seq. ID 


OJ991214_05.0214 


.C10 


Gpnp No 


50607 




Strand 






Start 


6242 




End 


6576 




Name 


OJ991214 05. 0214. C10. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


610 




End 


1398 




GI 


none 




Score 


109 




Exons 


610. .714, 631. .717, 1205 


..1363, 1226.. 


1366, 1228. .1365, 






1369. .1398 










Seq. No. 


24318 • 




Seq. ID 


d.tqqi ?i4 o?i 4 


• ^ i \j 


Gene No. 


50607 




Strand 






Start 


6242 




End 


6576 




Name 


OJ991214 05. 0214. C10. o3. 


gs 


Method 


GENSCAN 




Start 


6242 




End 


6576 




GI 


none 




Score 


.84 




Exons 


6242. .6576 










Seq. No. 


24319 




Seq. ID- 


OJ991214_05.0214 


.Cll 


Gene No. 


50608 




Strand 


+ 




n j j_ 

J Lai L 


203 




End 


2463 




Name 


OJ991214 05.0214.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


203 




End 


1867 





24534 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 68 

203. .404, 538. .609, 688 .. 797, 1773 .. 1867 



24319 
50608 
203 

OJ991214_05.0214.Cll.ol.tm 

688 :r 
none 



Seq. ID OJ991214_05.0214 .Cll 

Strand + 

End 24 63 

Method TBLASTX : Mai ze 

End 24 63 

Score 115 



688. .780, 688.-756, 695.-757, 837. .914, 837. .908, 1395. .1475, 
1398. .1463, 1399. .1473, 1399. .1476, 1893. .1970, 1895. .1963, 
1902. .1970, 1903. .1971, 2045. .2119, 2046. .2117, 2224. .2298, 
2227. .2298, 2228.-2299, 2228. .2299, 2232. .2300, 2364. .2462, 
2391. .2453, 2392. .2463, 2395. .2463 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24320 
50 6 09 
1 

OJ991214_05.0214.C12.ol.np 
1 

2465923 



Seq. ID OJ991214_05.0214.C12 

Strand + 

End 7059 

Method AAT/NAP 

End 5945 

Score 961 



1..314, 1301.. 1500, 1631.. 1729, 2528.. 2682, 3136.. 3346, 

3482. .3716, 3829. .3979, 4647. .4832, 5760. .5945 

(AF024 648) receptor-like serine/threonine kinase [Arabidopsis 

thaliana] 



Seq. No. 24320 

Gene No. 50609 

Start 1 

Name OJ991214J35 . 0214 . C12 . ol . gs 

Start 207 

GI none 
Exons 



Seq. ID OJ991214_05.0214.C12 

Strand + 

End 7059 

Method GENSCAN 

End 7059 

Score . 63 



207. .314, 1301. .1496, 2528. .2682, 3136. .3346, 3482. .3716, 
3829. .3979, 4647. .4962, 6033. .6118, 6323. .6553, 6594. .6799, 
6825. .7059 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24320 Seq. ID 

50609 Strand 
1 End 
OJ991214_05 . 0214 . C12 . ol . gp Method 
3942 End 
LIB3433-040-P1-K1-H2 ~ Score 
3942. .3979, 4647. .5006 

■6056376/gb|AAF02840.1|AC009894_ll 5.0e-10 (AC009894) Similar to 
serine/threonine kinases [Arabidopsis thaliana] 1 



OJ991214_05.0214.C12 
+ 

7059 
AAT/GAP 
5006 
737 



24320 
50609 
1 

OJ991214__05.0214.C12.o2.gp 
6245 

111_9.R1084 
6245..672S 

'4884524/dbj IBAA77780.il 5. 



Seq. ID OJ991214_05.0214.C12- 

Strand + 

End 7059 

Method AAT/GAP 

End 6725 

Score 727 

0e-64 (AB027427) class III chitinase 



horriologue (OsChib3K-h) [uryza sativaj ' 



Seq. No. 



24320 



Seq. ID OJ991214_05.0214.C12 



24535 




Gene No. 


50609 








Strand 


+ 


Start 


1 








End 


7059 


Name 


OJ991214 05 


.0214 


.C12.o2 


.np 


Method 


AAT/NAP 


Start 


6292 








End 


6728 


GI 


4884524 








Score 


629 


Exons 


6292. .6728 












GI Descrip. 


(AB027427) 


class 


III chitinase homologue (OsChib3H-h) [Oryz, 




sativa] 












Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214 .C12 


Gene No. 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214 05 


. 0214 


.C12.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 








End 


314 


GI 


none 








Score 


138 


Exons 


1..192, 3.. 


122, 


176. .310, 192 


. .314 




Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214 .C12 


Gene No. 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214 05 


.0214 


.C12 .o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1283 








End 


4832 


GI 


none 








Score 


177 


Exons 


1283. . 1489, 


1289 


. . 1465, 


1300. 


.1491, 1387. .1491, 2593. .2682, 




2595. .2675, 


3133 


. .3351, 


3134 . 


.3349, 3481. .3681, 3504. .3680, 




3676. .3717, 


3823 


. .3978, 


3824 . 


.3979, 3834. .3980, 4656. .4754, 




4667. .4753, 


4743 


. .4832, 


4745. 


.4825 




Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214.C12 


Gene No. 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214_05 


.0214 


.C12.o2, 




Method 


TBLASTX: Maize 


Start 


3133 








End 


3850 


GI 


none 








Score 


348 


Exons 


3133. .3354, 


3135 


. .3260, 


3318 . 


.3353, 3474. .3716, 3481. .3717, 




3824. .3850 












Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214.C12 


Gene No . 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214_05 


. 0214 


.C12.o3. 


,tc 


Method 


TBLASTX: Cress 


Start 


3133 








End ' 


3350 


GI 


none 








Score 


276 


Exons 


3133. .3348, 


3135 


. .3257, 


3318. 


.3350 




Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214 .C12 


Gene No . 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214 05 


. 0214 


.C12.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3133 








End 


3636 


GI 


none 








Score 


197 


Exons 


3133. .3348, 


3135 


. .3260, 


3474. . 


.3626, 3478. .3636 


Seq. No. 


24320 








Seq. ID 


OJ991214_05.0214 .C12 


Gene No . 


50610 








Strand 




Start 


8576 








End 


10829 


Name 


OJ991214 05, 


.0214, 


.C12.o2. 


tc 


Method 


TBLASTX: Cress 



24536 



Start 
GI 

Exons 



3508 End 3988 

none Score 214 

3508. .3684, 3510. .3680, 3673. .3717, 3823.-3984, 3824. .3979, 
3845. .3988 



Seq. No. 


24320 




Seq. ID 


OJ991214_05.0214 .C12 


Gene No. 


50610 




Strand 


~ 


Start 


8576 




End 


10829 


Name 


OJ991214 05. 


0214.C12.o4.tc 


Method 


TBLASTX: Cress 


Start 


6371 




End 


6797 


GI 


none 




Score 


93- 


Exons 


6371. . 6487, 


6540.. 6650, 6708. 


. 6797 




Seq. No. 


24320 




Seq. ID 


OJ991214_05 . 0214 -C12 


Gene No. 


50610 




Strand 


*™ 


Start 


8576 




End 


10829 


Name 


OJ991214 05. 


0214.C12.o4.ts V 


Method 


TBLASTX: Soybean 


Start 


6371 




End 


6797 


GI 


none 




Score 


99 


Exons 


6371. . 6487, 


6540.. 6659, 6717. 


.6797 




Seq. No. 


24320 




Seq. ID 


OJ991214_05.0214.C12 


Gene No. 


50610 




Strand 




Start 


8576 




End 


10829 


Name 


OJ991214 05. 


0214 .C12.o3.tm 


Method 


TBLASTX: Maize 


Start 


6374 




End 


6650 


GI 


none 




Score 


140 


Exons 


6374. .6484, 


6379.-6483, 6476. 


.6538, 6491. .6544, 6527. .6583, 




6540. . 6587, 


6588. .6650 






Seq. No. 


24320 




Seq. ID 


OJ991214_05.0214.C12 


Gene No. 


50610 




Strand 




Start 


8576 




End 


10829 


Name 


OJ991214 05. 


0214 .C12.o3.tw 


Method 


TBLASTX: Wheat 


Start 


6374 




End 


6587 


GI 


none 




Score 


122 


Exons 


6374. .6478, 


6379. .6477, 6482. 


.6538, 6524.. 6583, 6525.. 6587 


Seq. No. 


24320 




Seq. ID 


OJ991214_05.0214.C12 


Gene No. 


50610 




Strand 




Start 


8576 




End 


10829 


Name ~ 


OJ991214 05. 


0214 .C12.o3.gp 


Method 


AAT/GAP 


Start 


8154 




End 


10829 


GI 


719 1.R1084 




Score 


2203 


Exons 


8154. .8798, 


10162. .10223, 10407.. 10829 




GI Descrip. 


'1076748/pir 


■| IS52003 1.0e-140 


major intrinsic protein - rice 




>gi 440869 dbj BAA04257 (Dll< 


443) major intrinsic protein [Oryza 




sativa] ' 








Seq. No. -\ 


24320 




Seq. ID 


OJ991214_05.0214.C12 


Gene No. 


50610 




Strand 




Start 


8576 




End 


10829 


Name 


OJ991214 05. 


0214.C12.o2.gs 


Method 


GENSCAN 


Start 


8576 




End 


10703 


GI 


none 




Score 


. 93 


Exons 


8576. .8798, 


10162. .10223, 10407.. 10703 
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Seq. No. 


24320 


Seq. ID 


OJ991214_05.0214 


Gene No. 


50610 


Strand 




Start 


8576 


End 


10829 


Name 


OJ991214 05.0214.C12.ol 


tm Method 


TBLASTX: Maize 


Start 


8579 


End 


10829 


GI 


none 


Score 


150 


Exons 


8579.-8689, 8586.-8798, 


8588.. 8797, 10153 .. 10230, 10155 




10156. .10227, 10392. .10829, 10408 .. 10827 , 10743.. 10829 


Seq. No. 


24320 


Seq. ID 


OJ991214_05.0214 


Gene No. 


50610 


Strand 




Start 


8576 


End 


10829 


Name 


OJ991214 05.0214.C12.o3. 


np Method 


AAT/NAP 


Start 


8579 


End 


10829 


GI 


1076748 


Score 


1143 


Exons 


8579. .8798, 10162 .. 10223, 10407. .10829 


GI Descrip. 


major intrinsic protein 


-rice gi| 440869|dbj IBAA04257 | 




major intrinsic protein 


[Oryza sativa] 




Seq. No. 


24320 


Seq. ID 


OJ991214_05.0214 


Gene No . 


50610 


Strand 




Start - 


8576 


End 


10829 


Name 


OJ991214 05.0214.C12.ol. 


tw Method 


TBLASTX: Wheat 


Start 


8579 


End 


10225 


GI 


none 


Score 


201 


Exons 


8579. .8800, 8588. .8797, 


10155. .10220, 


10161. .10220, 101 


Seq. No. 


24320 


Seq. ID 


OJ991214_05.0214 


Gene No. 


50610 


Strand 




Start 


8576 


End 


10829 


Name 


OJ991214 05.0214.C12.ol. 


tc Method 


TBLASTX: Cress 


Start 


8600 


End 


10829 


GI 


none 


Score 


105 


Exons 


8600. .8797, 8604. .8798, 


10150. .10230, 


10155. .10223, 




10392. .10532, 10408 .. 10557 , 10510 .. 10827, 10521.. 10829 


Seq. No. 


24320 


Seq. ID 


OJ991214_05. 0214 


Gene No. 


50610 


Strand 




Start 


8576 


End 


10829 


Name 


OJ991214 05.0214.C12.o5. 


ts Method 


TBLASTX .-Soybean 


Start 


8606 


End 


10223 


GI 


none 


Score 


124 


Exons 


8606. .8797, 8607. .8798, 


10155. .10223 





Seq. No. 


24320 




Seq. ID 


OJ991214_05.0214 


.C12 


Gene No. 


50610 




Strand 






Start 


8576 




End 


10829 




Name 


OJ991214 05.0214.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10398 




End 


10829 




GI 


none 




Score 


376 




Exons 


10398. .10829, 10402. 


.10824 








Seq. No. 


24320 




Seq. ID 


OJ991214JD5.0214 


-C12 


Gene No. 


50610- 




Strand 






Stare 


657 6 




End 


10829 




Name 


OJ991214 05.0214.C12 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10630 




End 


10829 
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GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

10630. .10716, 10632.. 10829 



Score 



85 



24321 
50611 
880 

OJ991214_05.0214.C13.o2.gp 
880 

LIB3434-035-P1-K1-A7 
880. .1147 

'5441876/dbj I AP000367.il AP000367 1.0e-114 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 {contig b) ' 



Seq. ID OJ991214_05.0214.C13 

Strand + 

End 1147 

Method AAT/GAP 

End 1147 

Score 4 66 



24321 
50612 
1 

OJ991214_05.0214.C13.ol.gp 
1 

719_1.R1084 
1. .226 

' 1076748/pir | | S52003 1.0e-140 major intrinsic protein - rice 
>gi_4 4 08 69_dbj_BAA04257_ (D17443) major intrinsic protein [Oryza 
sativa] 1 



Seq. ID OJ991214_05.0214.C13 
Strand 

End 226 

Method AAT/GAP 

End 226 

Score 419 



Seq. No. 24321 

Gene No. 50613 

Start 5457 

Name OJ991214_05 . 0214 . C13 . o2 . gs 

Start 5457 

GI none 
Exons 



Seq. ID OJ991214_05.0214.C13 
Strand 

End" 22038 

Method GENSCAN 

End 22038 

Score .48 



5457. .5664, 7976. .8056, 9950. .10014, 10372 .. 10404 , 158 90 .. 16013, 
16019. .16275, 18017. .18245, 19244 .. 19407, 21575 .. 21754 , 
21919. .22038 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 



24322 
50614 
1243 

OJ991214_05.0214.C14.ol.gs 

1243 

none 



Seq. ID OJ991214_05.0214.C14 

Strand + 

End 5334 

Method GENSCAN 

End 5334 

Score . .73 

1243. .1389, 1819. .2175, 2233. .2370, 2449. .2691, 3513. .3713, 
3812.. 4007, 5144.. 5334 



24322 
50614 
1243 

OJ991214_05.0214.C14.ol.np 

2987 

6321137 



Seq. ID OJ991214_05.0214.C14 
Strand + 
End 5334 
Method AAT/NAP 
End 5294 
Score 269 
2987. .3065, 3532. .3713, 3812. .4007, 5144. .5294 

Yfr024c-ap gi | 1362490 | pir | | S58653 hypothetical protein YFR024c-a 
- yeast (Saccharomyces cerevisiae) 



24322 
50615 
14106 

OJ991214_05.0214.C14.o3.gs 



Seq. ID OJ991214_05.0214.C14 

Strand + 

End 14928 

Method GENSCAN 



24539 



Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



14106 End 14928 

none Score . 6 

14106. .14319, 14834.. 14928 



24322 
50616 
27344 

OJ991214_05.0214.C14.o6.gs 
27344 



none 

27344. 

28836. 

34046. 

36828. 



Seq. ID 
Strand 

End 36895 
Method GEN SCAN 
End 36895 
Score . 4 
27451, 27578. .27736, 27759 .. 27990, 28405 
28982, 31091. .31120, 31845 31938 , 32533 
34091, 34341. .34651, 347 10 .. 347 61 , 35542 
36895 



OJ991214_05.0214.C14 
+ 



.28528, 
.33177, 
.35604, 



Seq. No. 

Gene No. 

Start 

-Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene ;No. 
Start " 
Name 
Start 
GI 

Exons 

GI Descrip. 



24322 ■ 
50616 
27344 

OJ991214_05.0214 .C14 .oS.np 
28724 
5903071 
28724. .29026, 30279.. 30386 

(AC008017) Unknown protein [Arabidopsis thaliana] 



Seq. ID OJ991214_05.0214.C14 

Strand + 

End 36895 

Method AAT/NAP 

End 30386 

Score 170 



24322 Seq. ID 

50616 Strand 
27344 End 
OJ991214_05.0214 .C14 ,o4 .gp Method 
36280 End 
576771 Score 
36280. .36492, 36519.. 36773 

576771/gb|U16256|OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3' -end sequence 



OJ991214_05.0214.C14 
+ 

36895 
AAT/GAP 
36773 
801 



Seq. No. 


24322 








Seq. IE): 


' OJ991214 


_05 


.0214 


.C14 


Gene No. 


50617. 








Strand 










Start 


1815 








End 


2007 








Name 


OJ991214 05 


.0214 


.C14.o2 


.gp 


Method 


AAT/GAP 








Start 


1815 






End 


2007 








GI 


2310984 








Score 


'276 








Exons 


1815. .2007 


















Seq. No. 


24322 








Seq. ID 


OJ?91214_ 


_05 


0214 


.C14 


Gene No. 


50618 








Strand 










Start 


7083 








End 


10153 








Name 


OJ991214 05 


.0214 


.C14.o2 


. gs 


Method 


GENSCAN 








Start 


7083 








End 


10153 








GI 


none 








Score 


. 93 








Exons 


7083. .7913, 


9932 


. .10153 














Seq. No. 


24322 








Seq. ID 


OJ991214_ 


_05. 


0214 


.C14 


Gene No. 


50618 








Strand 










Start 


7083 








End 


10153 








Name 


OJ991214_05 


.0214 


.C14.o2 


. np 


Method , 


AAT/NAP 








Start 


7095 








End 


10147 








GI 


2832617 








Score 


606 








Exons 


7095. .7408, 


7577 


. .7676, 


7710. 


.7913, 9932. .10147 









24540 



GI Descrip. (AL021711) putative protein [Arabidopsis thaliana] 

Seq. No. 24322. Seq. ID OJ991214_05 . 0214 . C14 

Gene No. 50619 Strand 

Start 17208 End 21096 

Name OJ991214_05 . 0214 . C14 . o3 . np Method AAT/NAP 

Start 17208 End 21096 

GI 6539553 Score 6359 

Exons 17208. .21096 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


24322 








Seq. ID 


OJ991214_05.0214.C14 


Gene No. 


50620 








Strand 




Start 


21324 








End 


26107 


Name 


OJ991214 05. 


.0214 


.C14.o3 


.tw . 


Method - 


■ TBLASTX: Wheat 


o Lai L 


875 








End 


18555 


GI 


none 








Score 


.57 


Exons 


875. .964, 18064. 


.18216, 


18211 


. .18555,. 


18425. .18538 


Seq. No. 










Seq. ID 


OJ991214_05.0214.C14 


Gene No. 










Strand 




Start 


91 ^9 & 








End 


26107 


Name 




0914 


.C14.ol 


.tc 


Method. 


TBLASTX: Cress 


Start 


1936 




- 




End 


2457 


GI 


none 








Score 


184 


Exons 




x y *i / 


. .2021, 


2101. 


.2457, 2139.. 2456 


Seq. No. 


24322 








Seq. ID 


OJ991214__05.0214.C14 


Gene No. 


50620 








Strand 




Start 


21324 








End 


26107 


Name 


OJ991214 05. 


,0214 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 


O Lai L. 


1970 








End 


2277 


GI 


none 








Score 


114 


Exons 


1970. .2086, 


1971 


. .2054, 


1972. 


.2142, 1975.. 2148, 2148.. 2204, 




2149. .2205, 


2229 


. .2276, 


2233. 


.2277 




Seq. No. 


24322 








Seq. ID 


OJ991214_05.0214.C14 


Gene No. 


50620 








. Strand 




Start 


21324 








End 


26107 


Name 


OJ991214 05. 


0214 


.C14 .o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


2262 








End 


2589 


GI 


none 








Score 


171 


Exons 


2262. .2579, 


2263 


. .2406, 


2266. 


.2586, 2443. .2589 


Seq. No. 


24322 








Seq. ID 


OJ991214_05.0214 .C14 


Gene No. 


50620 








Strand 




Start 


21324 








End 


26107 


Name 


OJ991214 05. 


0214 


.C14.o9. 


. tm 


Method 


TBLASTX: Maize 


Start 


2284 








End 


2625 


GI 


none 








Score 


260 


Exons 


2284. .2625, 


2292 


. .2510, 


2402. 


.2599, 2544. .2624 * 


Seq. No. 


24322 








Seq. ID 


OJ991214_05.0214.C14 


Gene No. 


50620 








Strand 





24541 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21324 

OJ991214_05. 

2589 

none 

2589. .2663, 
3808. .4008, 

24322 
50620 
21324 

OJ991214_05. 

2599 

none 

2599. .2694, 
3809. .3847, 

24322 
50620 
21324 

OJ991214_05. 

2626 

none 

2626. .2694, 
3789. .3896, 

24322 
50620 
21324 

OJ991214_05. 

5160 

none 

5160. .5327, 

24322 
50620 
21324 

OJ991214_05. 

9932 

none 

9932. .10126 



0214.C14.ol.ts 



2590.. 2694, 3506. 
3809. .4012 



0214.C14.o6.tw 



2614.. 2691, 3506. 
3811. .3846 



0214.C14.o2.tm 



3510. .3713, 3511, 
3802.. 4023, 3807. 



0214. C14. oil. tm 



5161.. 5310, 5168. 



0214.C14.olO.tm 



End 26107 
' Method TBLASTX : Soybean 
End 4012 
Score 112 

.3712, 3510. .3713, 3560. .3715, 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Wheat 

End 3847 

Score 94 

.3709, 3509. .3694, 3510. .3716, 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 
Method TBLASTX: Maize 
End 4023 
Score 93 

.3714, 3512.. 3712, 3613. .3720, 
.3947, 3808. .4008, 3809. .4015 

Seq. ID OJ991214_05.0214.C14 
Strand 

26107 

TBLASTX: Maize 
5350 
213 



End 

Method 
End 
Score 
.5350 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Mai ze 

End 10126 

Score 232 



Seq. No. 24322 

Gene No. 50620 

Start 21324 

Name OJ991214_05 . 0214 . C14 . o3 . tc 

Start 9932 

GI none 

Exons 9932.. 10126, 9933.. 10040 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Cress 

End 10126 

Score 91 



Seq. No. 24322 

Gene No. 50620 

Start 21324 

Name OJ991214_05 . 0214 . C14 . 06 . ts 

Start 9932 

GI nune 

Exons 9932.. 10075, 9933.. 10040 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Soybean 

End 10075 

Score 83 
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Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


17344 




End 


17820 




GI 


none 




Score 


353 




Exons 


17344. .17730, 17382. 


.17729, 


17739. .17819, 17745 .. 17819, 






17749. . 17820 










Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


17472 




End 


17813 




GI 


none 




Score 


84 




Exons 


17472. . 17681, 17493. 


.17669, 


17551. .17676, 17700. .17813, 






17707. .17787 










Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. 08 . tm 


Method 


TBLASTX: Maize 




Start 


17676 




End 


18008 




GI 


none 




Score 


195 




Exons 


17676. . 18008, 17677. 


.18000, 


17718. .18008 




Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No . 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o7 . ts 


Method 


TBLASTX: Soybean 




Start 


17826 




End 


18157 




GI 


none 




Score 


56 




Exons 


17826. . 18077, 17971. 


.18090, 


18064. .18156, 18083.. 18157 




Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


18091 




End 


18556 




GI 


none 




Score 


55 




Exons 


18091. . 18555, 18194 . 


.18304, 


18374,. 18556 




Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




" End 


26107 




Name 


OJ991214 05.0214.C14 


.o2. ts 


Method 


TBLASTX: Soybean 




Start 


18226 




End 


18690 




GI 


5509260 




Score 


58 




Exons 


18226. . 18690, 18245.' 


.18304, 


18377. .18595 




GI Descrip. 


- 










Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o2.tc 


Method 


TBLASTX: Cress 




Start 


18337 




End 


18598 




GI 


none 




Score 


98 





24543 




Exons 


18337. .18576, 18419. 


.18571, 


18560.. 18598 




Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






O Ldi L. 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


18613 




End 


19365 




GI' 


none 




Score 


196 




Exons 


18613. .18819, 18614. 


.18781, 


18627. .19289, 18628 .. 19323, 






18909. .19358, 18916. 


.19365 








Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 




50620 




' Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


.o4 . tc 


Method 


TBLASTX: Cress 




Start 


18991 




End 


19380 




GI 


none 




Score 


111 




Exons 


18991. .19185, 19198. 


.19380 








Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


Gene No. 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


19015 




End 


19413 




GI 


none 




Score 


38 




Exons 


19015. .19188, 19142. 


.19180, 


19189. .19413, 19204. .19398, 






19238. .19405 










Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 


flip* n *2> Mo 

UCUC J.NU • 


50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


19201 




End 


19635 




GI 


none 




Score 


70 




Exons 


19201. .19635, 19274. 


.19420 








Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 




50620 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19366 




End 


19560 




GI 


none 




Score 


188 




Exons 


19366. .19560, 19366. 


.19557 








Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


.C14 




50620 
*j \j \j t-t \j 




Strand 






Start 


21324 




End 


26107 




Name 


OJ991214 05.0214.C14 


.o9. ts 


Method 


TBLASTX: Soybean 




Start 


19423 




End 


19809 




GI 


none 




Score 


88 




Exons 


19423. .19671, 19654. 


.19809 








Seq. No. 


24322 




Seq. ID 


OJ991214_05.0214 


-C14 


Gene No. 


50620 




Strand. 






OA . 

o uai v. 


O -1 A 




End 


26107 




Name 


OJ991214 05.0214.C14 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


19836 




End 


20158 





24544 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

19836. .20003, 19837 20151, 

24322 
50620 
21324 

OJ991214_05 . 0214 . C14 . o4 . tm 

20654 

none 

20654. .20944, 20656 .. 20967, 

24322 
50620 
21324 

OJ991214_05.0214.C14.o4.tw 

20715 

none 

20715. .20867, 20716 .. 21105, 

24322 
50620 
21324 

OJ991214_05.0214.C14.o5.gs 

21324 

none 

21324. .21535, 21728 21773, 
26098. .26107 



Score 374 
19838. .20125, 19904. .20158 

Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Mai ze 

End 20967 

Score 273 
20659. .20949 

Seq. ID OJ991214_05.0214 .C14 
Strand 

End 26107 

Method TBLASTX : Wheat 

End 21105 

Score 238 
20717.. 21103 

Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method GENSCAN 

End 26107 

Score . 63 
23660. .23836, 25598. .26046, 



Seq. No. 24322 

Gene No. 50620 

Start 21324 

Name OJ991214_05 . 0214 . C14 . o3 . gp 

Start 25215 

GI 3769093 

Exons 25215. .25598 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method AAT/GAP 

End 25598 

Score 714 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



24322 
50620 
21324 

OJ991214_05.0214 .C14.o5.ts 
25522 
none ' 

25522. .25620, 25547 25768, 25548 .. 25766, 25667.. 25768 



Seq. ID OJ991214_05.0214.C14 
Strand 

26107 

TBLASTX : Soybean 
25768 . 
260 



End 

Method 

End 

Score 



24322 
50620 
21324 

OJ991214_05.0214.C14.ol.tm 

25550 

none 

25550. .26089, 25551 .. 25991, 

24322 
50620 
21324 

OJ991214_05.0214.C14.o4.np 
25556 



Seq. ID OJ991214_05.0214.C14 
Strand 

End 26107 

Method TBLASTX : Mai ze 

End 26089 

Score 522 • 
25741. .25992 

Seq. ID"- OJ991214_05.0214 .C14 
Strand 

End 26107 
Method AAT/NAP 
End 25915 



24545 



GI 6136502 Score 424 

Exons 25556.. 25915 

GI Descrip. YCF20-LIKE PROTEIN gi 13335348 (AC004512) T8F5.20 [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ~ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



24323 
50621 
682 

OJ991214_05. 0214. CIS. ol.gs 

682 

none 



Seq. ID OJ991214_05.0214.C15 
Strand 

End 374 9 

Method GENSCAN 

End 3489 

Score .47 



682. .1110, 1173. .1633, 2228. .2404, 3231. .3489 



24323 
50621 
682 

OJ991214_05.0214.C15.o2.tm 

1995 

none 



Seq. ID OJ991214_05.0214.C15 
Strand 

End 3749 

Method TBLASTX : Maize 

End 2423 

Score 112 



1995.. 2120, 2086. .2280, 2190.. 2423 



24323 
50621 
682 

OJ991214_05.0214.C15.o2.np 
2094 
4538896 
2094. .3127, 3189. .3749 . 

(AL049482) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991214_05.0214.C15 
Strand 

End 3749 

Method AAT/NAP 

End . 3749 

Score 1395 



24323 
50621 
682 

OJ991214_05. 0214. CIS. ol.tm 

2904 

none 



Seq. ID OJ991214_05.0214.C15 
Strand 

End 37 4 9 

Method TBLASTX: Maize 

End 3297 

Score 90 



2904. .2981, 2988. .3110, 3124. .3297, 3125. .3271 



24323 
50621 
682 

OJ991214_05 . 0214 .CIS . o3 . tm 

3298 

none 



Seq. ID OJ991214_05.0214.C15 
Strand 

End 37 4 9 

Method TBLASTX : Maize 

End 3519 

Score 78 



3298. .3519, 3331. .3498, 3332. .3499 



24324 
50622 
2400 

OJ9912I4_05.0214.C16.ol.np 
2400 
4959635 
2400. .2844 

(AF084445) calmodulin mutant SYNCAM17 [synthetic construct] 



Seq. ID OJ991214_05.0214.C16 
Strand 

.End 2844- 

Method AAT/NAP 

End 2844 

Score 201 



24324 
50623 



Seq. ID OJ991214_05.0214.C16 
Strand 



24546 




Start 


7332 


End 


7406 


Name 


OJ991214 05.0214.C16.o3.gs 


Method 


GENSCAN 


Start 


7332 


End 


7406 


GI 


none 


Score 


.94 


Exons 


7332. .7406 






Seq. No. 


24325 


Seq. ID 


OJ991214 05.0214.C17 


Gene No. 


50624 


Strand 


+ 


Start 


1 


End 


3498 


Name 


OJ991214 05.0214.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3498 


GI 


3176691 


Score 


392 


Exons 


1..48, 416. .575, 1053. .1223, 


1535. .1751, 2999. .3498 


GI Descrip. 


(AC003671) Contains homology to serine/threonine protein ki: 




gb 1X99618 from Mycobacterium tuberculosis. ESTs gb|F14403, 




gb|F14404, and gb|N96730 come from this gene. [Arabidopsis 




thaliana] 






Seq. No. 


24325 


Seq. ID 


OJ991214_05.0214.C17 


Gene No . 




Strand 


+ 


Start 


1 


End 


3498 


Name 


OJ991214 05.0214.C17.ol.gs 


Method 


GENSCAN 


Start 


399 


End 


2938 


GI 


none 


Score 


.81 


Exons 


399.-575, 1053.. 1223, 1535.. 


1744, 2853 


. .2938 


Seq.' No. 


24325 


Seq. ID 


OJ991214_05.0214.C17 


Gene No. 


50624 


Strand 


+ 


Start 


i 


End 


3498 


Name 


OJ991214 05.0214.C17.ol.tc 


Method 


TBLASTX: Cress 


Start 


1045 


End 


1626 


GI 


none 


Score 


183 


Exons 


1045. .1227, 1055.. 1228, 1533 


..1556, 1539. .1625, 1540. .1626 


Seq. No. 


24325 


Seq. ID 


OJ991214_05.0214.C17 


Gene No . 


50624 


Strand 


+ 


Start 


1 


End 


3498 


Name 


OJ991214 05.0214.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1052 


End 


1228 


GI 


none 


Score 


250 


Exons 


1052.. 1156, 1054.. 1227, 1055 


. .1228 




Seq. No. 


24325 


Seq. ID 


OJ991214_05.0214.C17 


Gene No. 


50624 


Strand 


+ 


Start 


1 


End 


34 98 


Name 


OJ991214 05.0214.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1054 


End 


1731 


GI 


none 


Score 


172 


Exons 


1054.. 1227, 1055.. 1228, 1521 


..1712, 1531.. 1731, 1533.. 1664, 




1534. .1722 






Seq. No. 


24325 


Seq. ID 


OJ991214_05.0214.C17 


Gene No. 


50624 


Strand 


+ 


Start 


1 


End 


3498 


Name 


OJ99i214 05.G214.Cl7.oI.gp 


Method 


AAT/GAP 


Start 


1109 


End 


1737 


GI 


uC-osflcypl07d01bl 


Score 


584 



24,547 



Exons 1109.. 1223, 1535.. 1737 

GI Descrip. 1 576771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 ''-end sequence* 

Seq. ID OJ991214_05.0214.C17 

Strand + 

End 34 98 

-tw Method TBLASTX : Wheat 

End 1745 

Score 78 



Seq. ID OJ991214_05.0214.C17 

Strand + 

End 3498 

Method TBLASTX : Soybean 

End 2922 

Score 89 



Seq. ID OJ991214_05.0214 .C18 
Strand 

End 1064 

Method TBLASTX : Mai ze 

End 1064 

Score 166 



Seq. ID OJ991214_05.0214.C20 
Strand 

End 593 

Method TBLASTX : Mai ze 

End 593 

Score 507 



Seq. ID OJ991214_05.0214.C20 

Strand 

End 593 

: Method TBLASTX : Soybean 

End 431 

Score 206 



Seq. ID OJ991214_05.0214 .C21 

Strand + 

End 1148 

Method GENSCAN 

End 997 

Score .75 



Seq. No. 


24325 


Gene No. 


50624 


Start 


1 


Name 


OJ991214 05.0214.C17 


Start 


1533 


GI 


none 


P. von ^ 


1533 1622 1533 17 


Seq. No. 


24325 


Gene No. 


50624 


Start 


1 


Name 


OJ991214 05.0214.C17 


Start 


1560 


GI 


none 


F von *? 






2849. .2920 


Seq. No. 


24326 


Gene No. 


50625 


Start 


766 


Name 


OJ991214 05.0214.C18 


Start 


766 


GI 


none 


Exons 


766. .888, 767. .886, 


Seq. No. 


24327 


Gene No. 


50626 


Start 


258 


Name 


OJ991214 05.0214.C20 


Start 


258 


GI 


nunc 


Exons 


258. .593, 259. .591 


Seq. No. 


24327 


Gene No. 


50626 


Start 


258 


Name 


OJ991214 05.0214.C20 


Start 


259 


GI 


none 


Exons 


• 259. .429, 264. .431 


Seq. No. 


24328 


Gene ■ No . 


50627 


Start 


205 


Name 


OJ991214 05.0214.C21 


Start 


205 


GI 


none 


Exons 


205. .378, 584. .997 


Seq. No. 


•24328 


Gene No. 


50627 


Start 


205 


Name 


OJ991214 05.0214 X21 



Seq. ID OJ991214_05.0214.C21 

Strand + 

End 1148 

Method AAT/NAP 



24548 




Start 


623 




End 


1148 




GI 


5902448 




Score 


881 




Exons 


623. .1148 










GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 






Seq. No. 


24328 




c PfT t n 


OJ991214_05.0214 


.C21 


Gene No . 


50627 




O L.X. OllU 


-I- 




Start 


205 




EjLLVJL 


1148 




Name 


OJ991214 05.0214.C21.ol 


• L. W 


Mot" hnH 


TBLASTX: Wheat 




Start 


719 




PnH 


1033 




GI 


none 




Score 


208 




Exons 


719. .1033, 928. .993 










Seq. No. 


24329 




Cprr T P) 


OJ991214_05.0214 


.C22 


Gene No. 


50628 




Qf~ y-anrl 


+ 




Start 


1 






623 




Name 


OJ991214 05.0214.C22.ol 




11" LHUU 


AAT/NAP 




Start 


1 




LLiLl<A 


623 




GI 


5902447 




Score 


377 




Exons 


1. .623 










GI Descrip. 


(AB030283) orf4 [Oryza 


^ a t" 1 xtz* 

OaLl Va 








Seq. No. 


24329 






OJ991214JD5.0214 


.C22 


Gpnp No 


50628 




OLL a. I LKJL 


+ 




Start • 


1 




FnH 


623 




Name 


OJ991214 05.0214 .C22.ol 


■ y O 




GEN SCAN 




•Start 


61 




End 


593 




GI 


none 




Score 


.49 




Exons 


61. .162, 207. .593 










Seq. No. . 


24330 




c pn T n 

OC^. J- u 


OJ991214_05.0214 


.C27 


f^pne No 


50629 




Of- r anH 


+ 




Start 


1 




End 


434 




Name 


OJ991214 05.0214.C27.ol 


. gp 




AAT/GAP 




Start 


1 




End 


434 




GI 


none 




Score 


824 




Exons 


1. .434 










Seq. No. 


24330 






OJ991214_05.0214 


.C27 


Gphp No 


50630 




OH ail Li 






Start 


331 






439 




Name 


OJ991214 05.0214.C27.ol 


. LIU 




TBLASTX: Maize 




Start 


306 




bna 


439 




GI 


none 




Score 


79 




Exons 


306. .434, 313.. 435, 322 


. .438, 


323. .439 






Seq. No. 


24330 




Seq. ID 


OJ991214_05.0214 


.C27 


Gene No. 


50630 




Strand 






sYcrr't 


331 




End 


439 




Name v 


OJ991214 05.0214.C27.ol 


. np 


Method 


AAT/NAP 




Start 


331 




End 


438 




GI 


4455252 




Score 


124 




Exons 


331. .438 











GI Descrip. (AL035523) respiratory burst oxidase-like protein [Arabidopsis 
thalianaj 

Seq. No. 24331 Seq. ID OJ9912 14_05 . 0214 . C29 



24549 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI " 

'.EX0HS 



50631 Strand 

1 End 4 8 9 

OJ991214_05 . 0214 . C29 . ol . np Method AAT/NAP 

1 End 489 

2352795 Score 459 
1..240, 327. .489 

(AF007793) retinoblastoma-related protein 1 [Zea mays] 



24331 
50631 
1 

OJ991214_05.0214.C29.ol.tw 
1 

none 

1..252, 1..243 

24331 
50631 
1 

OJ991214_05.0214.C29.ol.tm 
1 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand • 
End 

Method 

End 

Score 



OJ991214_05.0214.C29 
489 

TBLASTX: Wheat 

252 

297 



OJ991214_05.0214.C29 
489 

TBLASTX: Maize • 

256 

202 



1..234, 2. .256, 6. .239, 10. .243, 77. .256 

OJ991214 05.0214.C29 



24331 
50631 
1 

OJ991214JD5.0214 .C29.ol.gs 
9 

none 

9. .240, 327. .404 

24332 
50632 
167 

OJ991214_05.0214.C31.ol.gs 

167 

none 

167. .232 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



489 

GENSCAN 

404 

.7 



OJ991214_05.0214.C31 
+ 

232 

GENSCAN 

232 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



24332 Seq. ID 

50633 Strand 

1 End 

OJ991214_05.0214.C31.ol.np Method 

1 End 

6721516 Score 
1..19, 216. .504, 573. .597 

(AP001072) hypothetical protein [Oryza sativa] 



OJ991214_05.0214.C31 
597 

AAT/NAP 
597 
223 



24333 Seq. ID OJ991214 

50634 Strand + 

438 End 455 

OJ991214_05.0214 .C32.ol.gs Method GENSCAN 

438 End 455 



05.0214.C32 



438. .455 



24550 




Seq. No. 


24334 


Seq. ID 


OJ991214_05.0214 


.C34 




50635 


St rsnri 






Start 


523 


End 


1015 




Name 


OJ991214 05.0214.C34.ol.gs 


Method 


GEN SCAN 




Start 


523 


End 


1015 




GI 


none 


Score 


.74 




Exons 


523. .653, 982. .1015 








Seq. No. 


24335 


Seq. ID 


OJ991214_05.0214 


.C36 


Gene No. 


50636 


Strand 






Start 


1 


End 


532 




Name 


OJ991214 05.0214.C36.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


532 




GI 


5902444 


Score 


499 




Exons 


1..188, 373.. 532 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


24335 






.C36 


G^ne No . 


50636 

*j \j \j *j \j 


Strand 






Start 


1 


End 


532 




Name 


OJ991214 05.0214.C36.ol.gs 


Method 


GEN SCAN 




Start 


27 


End 


428 




GI 


none 


Score 


.49 




Exons 


27. .428 








Seq. No. 


24336 


Seq. ID 


OJ991214_05.0214 


.C37 


ftpnp No 


50637 


Strand 






Start 


1004 


End 


1250 




Name 


OJ991214 05.0214.C37.ol.gs 


Method 


GENSCAN 




Start 


1004 


End 


1250 




GI 


none 


Score 


.45 




Exons 


1004. .1079, 1171. .1250 








Seq. No. 


24337 


Seq. ID 


OJ991214_05.0214 


.C40 


Gene No. 


50638 


Strand 






Start 


408 


End 


1064 




Name 


OJ991214 05.0214.C40.ol.np 


Method 


AAT/NAP 




Start 


408 


End 


1064 




GI 


4996622 


Score 


345- 




Exons 


408. .1064 








GI De,scrip. 


(AB024338) germin-like protein .[Atriplex lentiformis] 




Seq. No. 


24337 


Seq. ID 


OJ991214_05.0214 


.C40 


Gene No . 


50638 


Strand 






Start 


408 


End 


1064 




Name 


OJ991214 05.0214.C40.ol.tc 


Method 


TBLASTX: Cress 




Start 


462 


End 


.995- 




GI 


none 


Score 


82 




Exons 


462. .656, 502. .651, 661. .942, 


672. .995 






Seq. No. 


24337 


Seq. ID 


OJ991214_05.0214 


.C40 


Gene No. 


50638 


Strand 






Start 


408 


End 


1064 




Name 


OJ991214_05.0214 .C40.ol.ts 


Method 


TBLASTX : Soybean 




S cart 


4 62 


End 






GI 


none 


Score 


113 * 




Exons 


462. .935, 478. .804, 969. .998 









24551 



cpcr No 


24^*37 








\JKJ ^ ^ X X *£ 


_05 


.0214 


ca n 


Gene No. 


50638 






Strand 










Start 


408 






End 


1064 








Name 


OJ991214 05.0214.C40 


.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


4 62 






End 


908 








GI 


none 






Score 


176 








Exons 


462.. 908, 541. .897 
















Sea No 


24337 








OJ991214 


_05, 


.0214 




Gene No. 


50638 






Strand 










Start 


408 






End 


1064 








Name 


OJ991214 05.0214.C40 


-Ol 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


462 






End 


807 








GI 


none 






Score 


157 








Exons 


462. .800, 484. .807, 


640 


. .807 












o c ■ i'U • 


2 4 "3^7 






ocvj ■ x u 


O.TQQ1 214 


_05, 


.0214 


P4 n 


Gene No. 


50638 






Strand 










Start 


408 






End 


1064 








Name 


OJ991214 05.0214.C40 


.ol 


.gs 


Method 


GENSCAN 








Start 


486 






End 


1064 








GI 


none 






Score 


.69 








Exons 


486. .1064 
















O " ^ • LNU • 


2 4 ^HR 

^1 J JO 






c prr t n 


O.TQQ1 914 


_05, 


,0214 


P4-1 


Gene No. 


50639 






Strand 


+ 








Start 


567 






End 


1556 








Name 


OJ991214 05.0214.C41 


.ol, 


.gs 


Method 


GENSCAN 








Start 


567 






End 


1556 








GI 


none 






Score 


.69 








Exons 


567. .1556 
















O C ■ IN . 


*i J J o 






OC^jt XL/ 


O.TQQ1 914 
_/ y x 4. x ft 


_05. 


,0214 


CA 1 


Gene No. 


50640 






Strand 










Start 


2130 






End 


2268 








Name 


OJ991214 05.0214.C41 


.ol, 


,gp 


Method 


AAT/GAP 








Start 


2130 






End 


2268 








GI 


2797961 






Score 


250 








Exons 


2130. .2268 
















Seq. No. 


24339 * 






Seq. ID 


OJ99121-4 


_05. 


0214 


.C42 


Gene No . 


50641 






Strand 










Start 


1 






End 


648 








Name 


OJ991214 05.0214.C42, 


.ol. 


.np 


Method 


AAT/NAP 








Start 


1 






End 


648 








GI 


1617474 






Score 


124 








Exons 


1..150, 628. .648 
















GI Descrip. 


(X98923) Rbl protein 


[Zea mays] 










Seq. No. 


24340 






Seq. ID 


OJ991214 


_05. 


0214 


.C45 


Gene No. 


50642 






Strand 


+ 








Start 


1 






End 


295 








Name 


OJ991214_05.0214.C45. 


.ol. 


np 


Method 


AAT/NAP 








Stai" L 


i 






End 


295 








GI 


2462927 






Score 


208 








Exons 


1..93, 179. .295 

















24552 




GI Descrip. (Y10342) putative amidase [Arabidopsis thaliana] 



Seq. No. 


24340 








Seq. ID 


OJ991214 


_05.0214. 


,C45 


Gene No. 


50642 








Strand 


+ 






Start 


1 








End 


295 






Name 


OJ991214 05.0214 


.C45 


.ol 


.tm 


Method 


TBLASTX : 


Maize 




Start 


1 








End 


295 






GI 


none 








Score 


58 






Exons 


1..36, 2. .40, 39 


. .110, 


40. . 


102, 173. .295, 178.. 


294 




Seq. No. 


24340 








Seq. ID 


OJ991214 


_05.0214, 


X45 


Gene No. 


50642 








Strand 


+ 






Start 


1 








End 


295 






Name 


OJ991214 05.0214 


. C45 




.tc 


Method 


TRT.A^TX • 


Cress 




Start 


2 








End 


295 






GI 


none 








Score 


52 






Exons 


2. .40, 34. .108, 


43 . . 


102 


, 173.. 295, 178 


291 






Seq. No. 


24341 








Seq. ID 


OJ991214 


_05.0214. 


,C46 


Gene No. 


50643 








Strand 








Start 


30 








End 


316 






Name 


OJ991214 05.: : 0214 


. C46 


. ol 


. y & 


Mpf hod 








Start 


30 








End 


316 

«J X \J 






GI 


none 








Score 








Exons 


30. .316 
















Seq. No. 


24342 








Seq. ID 


OJ991214 


_05.0214. 


C48 


Gene No. 


50644 








Strand 








Start 


143 










27 S 






Name 


OJ991214 05.0214 


. C48 


. ol 




Mot" Hr^H 


\3 J_J IN kj \_r^.LN 






Start 


143 








HiilLJ. 


27 5 






GI 


none 








OL.UI C 


. 73 






Exons 


143. .275 
















Seq. No. 


24343 








Seq. ID 


OJ991214 


_05.0214. 


C50 


Gene No. 


50645 








Strand 








Start 


925 








End 


1 1 1 






Name 


OJ991214 05.0214 


.C50 


• KJ J. 


.gs 


Method 


w Cj LN O IN 






Start 


925 








End 


1 1 1 6 






GI 


none 








Score 


7fi 






Exons 


925. .1116 
















Seq. No. 


24344 








Seq. ID 


OJ991214 


_05.0214. 


C51 


Gene No. 


50646 








Strand 


+ 






Start 


377 








End 


1047 






Name 


OJ991214 05.0214, 


,C51 


.ol 


.gs 


Method 


GENSCAN 






Start 


377 








End 


1008 






GI 


none 








Score 


.41 






Exons 


377.. 527, 629.. 1008 














Seq. No. 


24344 








Seq. ID 


OJ991214 


_05.0214. 


C51 


Gene No. 


50646 








Strand 


+ 






Start 


377 








End 


1047 






Name 


OJ991214_05.0214. 


.C51. 


.ol 


.np 


Method 


AAT/NAP 






r> j 

o Lai u 


377 






End 


1047 






GI 


4680183 








Score 


717 






Exons 


377. .1047 

















24553 



GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991214_05.0214.C53 

Strand 

End 644 

Method AAT/NAP 

End 64 4 

Score 405 



24345 
50647 
1 

OJ991214_05.0214.C53.ol.np 
1 

5441880 
1..30, 121. .219, 464. .644 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



24345 
50647 
1 

OJ991214_05.0214.C53.ol.gs 

189 

none 

189. .371, 464..S37 



Seq. ID OJ991214_05.0214.C53 

Strand 

End 64 4 

Method GEN SCAN 

End 537 

Score .69 



24345 
50647 
1 

OJ991214_05.0214.C53.ol.gp 
472 

LIB3475-007-P1-K1-G8 
472. .644 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID OJ991214_05.0214.C53 

Strand 

End 64 4 

Method AAT/GAP 

End 64 4 

Score 315 



24346 
50648 
13 

OJ991214_05.0214.C54.ol.gs 
13 

none 

13. .276, 371. .425 

24347 
50649 
19 

OJ991214_05.0214.C57.ol.gs 
19 

none 

19. .124, 188. .220 

24348 
50650 
279 

OJ991214_05.0214.C58.ol.gs 

279 

none 



Seq. ID OJ991214_05. 0214.C54 

Strand 

End 425 

Method GENSCAN 

End 425 

Score .46 



Seq. ID OJ991214_05.0214.C57 

Strand 

End 220 

Method GENSCAN 

End 220 

Score .51 



Seq. ID OJ991214_05.0214.C58 

Strand + 

End 380 

Method GENSCAN 

End • 380 

Score .57 



Seq. No. 



24349 



Seq. ID OJ991214_05.0214.C59 



24554 




Gene No. 


50651 


Strand 


+ 




Start 


176 


End 


637 




Name 


OJ991214 05.0214.C59.ol.gs 


Method 


GEN SCAN 




Start 


176 


End 


637 




GI 


none 


Score 


.72 




Exons 


176. .346, 429. .637 








Seq. No. 


24350 


Seq. ID 


OJ990524 


__10 . 0204 . CI 


Gene No . 


50652 


Strand 


+ 




Start 


1 


End 


144 




Name 


OJ990524 10.0204.Cl.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


144 




GI 


none 


Score 


280 




Exons 


1. . 144 








Seq. No. 


24351 


Seq. ID 


OJ990524 


_10.0204 .C3 


Gene No . 


50653 


Strand 


+ 




Start 


528 


End 


606 




Name 


OJ990524 10. 0204 .C3.ol.gp 


Method 


AAT/GAP 




Start 


528 


End 


606 




GI 


1631793 


Score 


122 




Exons 


528. . 606 








Seq. No. 


24352 


Seq. ID 


OJ990524 


_10.0204 .C4 


Gene No. 


50654 


Strand 


— 




Start 


342 


End 


419 




Name 


OJ990524 10.0204.C4.ol.gp 


Method 


AAT/GAP 




Start 


342 


End 


419 




GI 


90742 1.R1084 


Score 


94 




Exons 


342. .419 








GI Descrip. 


'5734 616/dbj | AP000391 . 1 | AP000391 4.0e- 


■29 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 






Seq. No. 


24352 


Seq. ID 


OJ990524 


_10.0204.C4 


Gene No. 


50655 


Strand 






Start 


944 


End 


2411 




Name 


OJ990524 10.0204.C4.ol.gs 


Method 


GENS CAN 




Start 


944 


End 


2411 




GI 


none 


Score 


.5 




Exons 


944. .1079, 2230. .2411 








Seq. No. 


24353 


Seq. id 


OJ990524 


_10.0204.C5 


Gene No. 


50656 


Strand 


+ 




Start " 


4451 


End 


6547 




Name 


OJ990524 10.0204.C5.ol.tw 


Method 


TBLASTX : 1 


Wheat 


Start 


4343 


End 


5540 




GI 


none 


Score 


56 




Exons 


4343.-4372, 4535. .4597, 4541. 


.4597, 4555.. 4599, 


4725. .4811, 




4727.. 4810, 5447.. 5539, 5451. 


.5540, 5457. .5540 




Seq. No. 


24353 


Seq. ID 


OJ990524 


_10.0204.C5 


Gene No. 


50656 


Strand 


+ 




Start 


■4451 


End 


6547 




Name 


OJ990524_10.0204.C5.o2.gs 


Method 


GENSCAN 




C4- ~--t- 


A A C 1 
11J1 


End 


6479 




GI 


none 


Score 


.99 




Exons 


4451.. 4597, 4728.. 4810, 5450. 


.5600, 5678..S777, 


6391. .6479 



24555 




Seq. No. 


24353 






Seq. ID 


OJ990524 


_10.0204.C5 


UCilC IN (J. 








Strand 


+ 




Start 


4451 






End 


6547 




Name 


OJ990524 10 


.0204 


.C5.ol.tc 


Method 


TBLASTX : 


Cress 


Start 


4544 






End 


5731 




GI 


none 






Score 


74 




Exons 


4544. .4597, 


4724 


..■4810, 4725. 


.4811, 5429. .5608, 


5451. .5609, 




5647. .5730, 


5678, 


. .5731 








Seq. No. 


24353 






Seq. ID 


OJ990524 


_10.0204.C5 


Cpnp No 


50656 






Strand 


+ 




Start 


4451 






End 


6547 




Name 


OJ990524 10 


.0204, 


.C5.ol.np 


Method 


AAT/NAP 




Start 


4723 






End 


6547 




GI 


3702327 






Score 


337' 




Exohs 


4723. .4810, 


5450, 


..5643, 5682. 


.5830, 6504.. 6547 




GI Descrip. 


(AC005397) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


24353 






Seq. ID 


OJ990524 




Gene No. 


50656 






Strand 


+ 




Start 


4451 






End 


6547 




Name 


n.TQQD^d ID 

\JU J y \J *J £. H J.U 


.0204, 


> v^O .OX. L.IU 


Method 


TBLASTX: 


L v ia i z e 


Start 


4724 






End 


6456 




GI 


none 






Score 


135 




Exons 


4724. .4807, 


4725, 


,.4811, 5449. 


.5598, 5^ 


150... 5599, 


5451. .5600, 




5457. .5600, 


5504, 


,.5605, 5675. 


.5773, 5677.. 5775, 


5678. .5776, 




5688. .5819, 


5873, 


,.5938, 5874. 


.5948, 6015. .6107, 


6017. .6094, 




6385. .6456 












Seq. No. 


24353 






Seq. ID 


OJ990524 


_10.0204 .C5 




JUOJO 






Strand 


+ 




Start 


4451 






End 


6547 




Name 


OJ990524 10 


.0204. 


.C5.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4724 






End 


5793 




GI 


none 






Score 


149 




Exons 


4724. .4810, 


4725. 


,.4811, 5447. 


.5596, 5451.. 5609, 


5457. .5609, 




5668. .5793, 


5678. 


. .5779 








Seq. No. 


24353 






Seq. ID 


OJ990524 


_10.0204.C5 


Gene No. 


50656 






Strand 


+ ',„•>>}.-: ■ : 




Start 


4451 






End ' 


65^1^^ 




LNCllLLC 


OJ990524 10 


.0204. 


C5.ol.gp 


Method 


' AATfGAP * 




Start 


4750 






End 


6547 




GI 


30192 1.R1084 




Score 


1044 




Exons 


4750. .4810, 


5450. 


.5600, 5678. 


.5777, 5£ 


166. .5949, 


6027. .6099, 




6192. .6229, 


6391. 


.6547 








GI Descrip. 


'3702327 5.1 


Oe-47 


(AC005397) unknown protein [Arabidopsis 




thaliana] 1 












Seq. No. 


24354 






Seq. ID 


OJ990524 


_10.0204.C6 


Gene No. 


50657 






Strand 


+ 




Start 


1 






End 


298 




Name 


OJ990524_10 


.0204. 


C 6 . o 1 . np 


Method 


AAT/NAP 




Start 


1 






End 


298 




GI 


3702327 






Score 


161 




Exons 


1..27, 129. 


.298 











24556 




GI Descrip. 


(AC005397) unknown protein [Arabidopsis thaliana] 


Seq. No. 


24354 


Seq. ID 


OJ990524_10.0204.C6 


Gene No . 


50657 


St rand 




Start 


1 


FnH 


9QR 


Name 


OJ990524 10 0204. C6 ol rr 


Mpr hoH 


TRT.A QTY • Procc 
1 o j_ir-\o x a • v^i use 


Start 


104 _ 


FnH 


9R4 


GI 


none 


Score 


193 

X Z? ~J 


Exons 


104 283 126 284 






Seq. No. 


24354 


Seq. ID 


OJ990524_10.0204.C6 


Gene No . 


50657 


QfranH 
J Ll aiiu 




Start 


1 


FnH 

EjLL\JL 


99P 

_7 O 


Name 


OJ990524 10 0204 C6 ol r<5 


Mat hnH 


TRT.A^TY • ^nvhoan 
1 Dl_i/-iO 1 A . OOyDcall 


Start 


122 ~ 


FnH 


28 4 


GI 


none 




21 5 


Exons 


122 271. 126 284. 132 284 






Seq. No. 


24354 


Seq. ID 


OJ990524_10.0204.C6 


Gene No . 


50657 


St rand 


+ 


Start 


1 


FnH 


. 9Qfi 


Name 


O.T990S94 10 0204 Pfi ol rm 


Uc LI1UU 


TRT Z\C!TY • Ma -i 7 0 


Start 


124 _ 


FnH 


^, O w 


GI 


n on ^ 


Score 


933 


Exons 


124 273 19^ 274 1 9fi 97S 


139 97 R 


1 7 Q 9 ft n 


Seq. No. 


24354 


Seq. ID 


OJ990524_10. 0204. C6 


Gene No. 


50657 


Strand 


+ 


Start 


1 


End 


298 


Name 


OJ990524 10.0204.C6.ol.gp 


Method 


AAT/GAP 


Start 


125 


End 


298 


GI 


30192 1.R1084 - 


Score 


277 


Exons 


125. .298 






GI Descrip. 


■3702327 5.0e-47 (AC005397) unknown protein [Arabidopsis 




thaliana] ' 






Seq. No. 


24354 


Seq. ID 


OJ990524_10.0204.C6 


Gene No . 


50657 


Strand 


+ 


Start 


1 


End 


298 


Name 


OJ990524 10.0204.C6.ol.gs 


Method 


GENSCAN 


Start 


125 ;.. 


End 


'275 


■GI " . - . -■ 


' none ■ .. . " J ' r ■ • 


■ Score 


.97 — .. , 


Exons 


125. .275 :v * ' - 






Seq. No. 


24355 


Seq. ID 


OJ990524_10.0204.C7 


Gene No. 


50658 


Strand 


+ 


Start 


3541 


End 


8351 


Name 


OJ990524 10.0204.C7.o2.np 


Method 


AAT/NAP 


Start 


3541 


End 


8351 


GI 


5734621 


Score 


130 


Exons 


3541. .3595, 5610. .5814, 8312. 


.8351 





GI Descrip. (AP000391) ESTs AU067992 (C11433 ) , AU077424 (C114 33 ) correspond to 

a region of the predicted gene.; Similar to ABC transporter-7 

(U43892) [Oryza sativa] 

Seq. No. 24355 Seq. ID" OJ990524_10 . 0204 . C7 . 

Gene No. 50659 Strand 



24557 



Start 1 End 8887 

Name OJ990524_10 . 0204 . C7 . ol . np . Method AAT/NAP 

Start 1 End 2910 

GI 4455359 Score 530 

Exons 1..164, 242. .741, 818. .855, 2107. .2440, 2708. .2910 

GI Descrip. (AL035524) putative protein [Arabidopsis thaliana] 

Seq. No. 24355 Seq. ID OJ990524_10 . 0204 . C7 

Gene No. 50659 Strand 

Start 1 End 8887 

Name OJ990524_10 . 0204 . C7 . ol . gp '.Method AAT/GAP 

Start 81 End 848 

GI 4714811 Score 1146 

Exons 81. .164, 242. .741, 818. .848 

GI Descrip. 4455359/emb | CAB36769 . 1 | 5.0e-29 (AL035524) putative protein 
[Arabidopsis thaliana] 

Seq.' No. 24355 Seq. ID OJ990524_10 . 0204 . C7 

Gene No. 50659 Strand 

Start 1 End 8887 

Name OJ990524_10 . 0204 . C7 . ol . gs Method GEN SCAN 

Start 83 End 8887 

GI none Score .53 

Exons 83. .164, 242. .741, 1115. .1209, 1487. .1586, 2006. .2041, 

2133. .2221, 2319. .2440, 2708. .2967, 4365 4424, " 4800 4855, 
5223.. 5275, 5325.-5723, 7792.. 7958, -8835. .8887 

Seq. No. 24355 Seq. ID OJ990524_10 . 0204 . C7 

Gene No. 50659 Strand 

Start 1 End 8887 

Name OJ990524JL0 . 0204 . C7 . ol . ts Method TBLASTX : Soybean 

Start 92 End 546 

GI none Score 4 6 

Exons 92. .169, 138 . . 167 , 235 . . 360, 250. .333, 361. .546' 

Seq. No. 24355 Seq. ID OJ990524_10 . 0204-. C7 

Gene No. 50659 Strand 

Start ' 1 End 8887 

Name OJ990524_10 . 0204 . C7 . ol . tm Method TBLASTX : Maize 

Start 4 63 End 860 

GI noiie Score . 134. 
J Exons V^- . ;'- ' 463, : -:".750, : 4 64 . . 739,-; 601 . ..74 4 ,. "813. ..860, 815, 85-V"- -■■ 

Seq. No. 24356 Seq. ID OJ990524_10 . 0204 . C8 

Gene No. 50660 Strand 

Start 2275 End 2798 

Name OJ990524_10 . 0204 . C8 . o2 . gs Method GEN SCAN 

Start 2275 End' 2798 

GI none Score .59 

Exons 2275.. 2498, 2789.. 2798 

Seq. No. 24357 Seq. ID OJ990524_10 . 0204 . C9 

Gene No. 50661 - ~ Strand + 

Start 1 End 23691 

Name GJ99G524_I0 . 0204 . C9 . ol . np Method AAT/NAP 

Start 1 End 22543 

GI 4584539 Score 231 



24558 




Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..175, 20040. .20219, 20457 .. 20699, 22131.. 22543 
(AL049608) extensin-like protein [Arabidopsis thaliana] 



24357 Seq. ID 

50661 Strand 

1 End 

OJ990524_10 . 0204 . C9 . o2 . gs Method 

6120 End 

none Score 



OJ990524_10.0204.C9 
+ 

23691 
GENSCAN 
20741 
.45 



6120. .6196, 6664. .6799, 6952. .7148, 7276.-7565, 8521. .8550, 
10830. .10952, 11020. .11201, 12428 .. 12582, 12808 .. 12893, 
14382. .14409, 16377 .. 16579, 17010 .. 17080, 17320 .. 174 1 6, 
17975. .18073, 18643 .. 20204 , 20313. .20741 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24357 
50661 
1 

OJ990524_10.0204 .C9.o2.np 

19027 

4455356 



Seq. ID OJ990524_10.0204.C9 

Strand + 

End 23691 

Method AAT/NAP 

End 20728 

Score 1257 



19027. .19334, 19365 .. 20003, 2004 6 .. 20204 , 20313. .20728 
(AL035524) putative protein [Arabidopsis thaliana] 



24357 
50661 
1 

OJ990524_10 . 0204 . C9 . o3 . gs 
21769 
none 

21769. .21999, 22061 .. 22583, 23570. .23691 



Seq. ID OJ990524 10. 0204. C9 



Strand 
End 

Method 

End 

Score 



+ 

23691 
GENSCAN 
23691 
.89 



Seq. No. 24357 Seq. ID 

Gene No. 50662 Strand 

Start 25174 End 

Name 0 J99052.4_L0 . 0204 . C9 . o4 . gs Method 

Start 25174 End 

GI none Score 

Exons 25174. .26658 



OJ990524_10.0204.C9 
+ 

26658 
GENSCAN 
26658 
.81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



Seq. ID OJ990524_10.0204.C9 



24357 

50662 . •-■ 
25174 

OJ990524_10.0204 .C9.o3.np 
25192 
5902366 
25192. .26649 

(AC009322) Hypothetical protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

26658 
AAT/NAP 
26649 
1047 



24357 Seq. ID 

50663 ' Strand 

26 End 

OJ990524_10.0204 -C9.ol.gs Method 

2 6 End 

none Score 

96 991 



OJ990524_10.0204 .C9 
221 

GENSCAN 
221 
. 69 



Seq. No. 



24357 



Seq. ID OJ990524_10.0204.C9 



24559 



Gene No. 50664 Strand 

Start 1530 End 1624 

Name OJ990524_10 . 0204 . C9 . ol . gp . Method AAT/GAP 

Start 1530 End 1624^ 

GI LIB3477-003-P1-K1-E9 Score 84 

Exons 1530.. 1624 

GI Descrip. ' 2498586/sp | Q40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557. (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 24357 Seq. ID 

Gene No. 50665 Strand 

Start 7257 End 

Name OJ990524_10 . 0204 . C9 . o2 . gp Method 

Start 7257 End 

GI none Score 

Exons 7257.. 7448 



OJ990524_10.0204 .C9 

7448 
AAT/GAP 
7448 
331 



Seq. No. 


24357 






Seq. ID 


OJ990524_10.0204 


.C9 


Gene No. 


50666 






Strand 






Start 


19257 






End 


19637 




Name 


OJ990524 10. 


0204. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19257 






End 


19637 




GI 


none 






Score 


61 




Exons 


19257. .19346 


, 19356. 


.19637, 


19472.. 19636 




Seq. No. 


24357 






- Seq. ID 


OJ990524_10.0204 


.C9 


Gene No. 


50667 






Strand 






Start 


19557 






End 


19799 




Name 


OJ990524 10. 


0204. C9. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


19557 






End 


19799 




GI 


none 






Score 


247 




Exons 


19557. .19799 


, 19565. 


.19786 









Seq. No. 24357 

Gene No. 50668 

Start 19742 

Name OJ990524_10 . 0204 . C9 . ol . tm 

Start 19742 

GI none 

Exons 19742. .20065, 19743 .: 20066, _ 



Seq. ID OJ990524_10.0204.C9 
Strand 

End 20579 

Method TBLASTX : Maize 

End 20099 

Score 461 
20046. .-20099, 20063.. 20095 



Seq. No. 24357 

Gene No. 50668 

Start 19742 

Name OJ990524_10 . 0204 . C9 . ol . tc 

Start 19832 

GI none 

Exons 19832. .20158, 19833.. 20204 



Seq. ID OJ990524_i0.0204.C9 
Strand 

End 20579 

Method TBLASTX : Cress 

End 20204 

Score 569 



Seq. No. 24357 

Gene No. 50668 

Start 19742 

Name OJ990524_10 . 0204 . C9 . ol . ts 

f4- — i~ i r\ r\ r- *■> 

GI none 

Exons 19952. .20158, 19953.. 20204 



Seq. ID OJ990524_10.0204 .C9 
Strand 

End 20579 

Method TBLASTX : Soybean 

End 20204 

Score 373 



24560 



Seq. No. 


24357 




Seq. ID 


OJ990524 


_10.0204 


.C9 


Gene No. 


50668 




Strand 








Start 


19742 




End 


20579 






Name 


OJ990524_10. 020 4. C9. 


ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


19986 




End 


20453 






GI 


none 




Score 


314 






Exons 


19986. .20207, 19988. 


.20158, 


20315. .20362, 20316 


. .20378, 






20363. .20446, 20364 . 


.20453 










Seq. No. 


24357 




Seq. ID 


OJ990524 


10.0204 


.C9 


Gene No. 


50668 




Strand 








Start 


19742 




End 


20579 






Name 


OJ990524_10 . 0204 ,C9. 


o2 . tm 


Method 


TBLASTX : 


Maize 




Start 


20099 




End 


20579 






GI 


none 




Score 


157 






Exons 


20099. . 20158, 20100. 


.20204, 


20312. .20578, 20313 


. .20579 




Seq. No. 


24357 




Seq. ID 


OJ990524 


10 . 0204 


.C9 


Gene No. 


50669 




Strand 








Start 


25255 




End 


25641 






Name 


OJ990524 10. 0204. C9. 


o2.tc 


Method 


TBLASTX : 


Cress 




Start 


25255 




. End 


25641 






GI 


none 




Score 


70 






Exons 


25255. .25329, 25318. 


.25641, 


25329. .25640 






Seq. No. 


24357 




Seq. ID 


OJ990524 


_10.0204 


-C9 


Gene No. 


50670 




Strand 








Start 


25660 




End 


26364 






Name 


OJ990524 10. 0204. C9. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


25660 




End 


26358 






GI 


none 




Score 


106 






Exons 


25660. .25854, 25669. 


.25854, 


25669. .25854, 25669 


. .25857, 






25672. .25854, 25672. 


.25854, 


25672. .25854, 25699 


. .25854, 






25699. .25893, 25861. 


.26064, 


25867. .26061, 25870 


. .26064, 






25882. .26064, 25882. 


.26067, 


25885. .25992, 26113 


. .26277, 






26149. .26358, 26158. 


.26358, 


26158. .26358, 26158 


. .26358, 






26167. .26358, 26176. 


.26358 










Seq. No. 


-24357 




Seq. ID 


OJ990524 


_10.0204 


-C9 


Gene No. ' 


' '50670 




Strand. 








Start 1 


■ • 25660 




' End- "V - 


26364 






Name 


OJ990524 10. 0204. C9. 


o4 . tm 


Method 


TBLASTX:! 


Mai ze 




Start 


25666 




End 


26364 






GI 


none 




Score 


128 






Exons 


25666. .25857, 25666. 


.25854, 


25699. .25854, 25699 


. .25851, 






25735. .25857, 25872. 


.25934, 


25873. .26067, 25873 


. .26064, 






25882. .26067, 26152. 


.26289, 


26167. .26358, 26167 


. .26364, 






26176. .26343 












Seq. No. 


24357 




Seq. ID 


OJ990524 


_10.0204 


.C9 


Gene No. 


50670 




Strand 








Start 


25660 




End 


26364 






Name 


OJ990524_10.0204.C9. 


o3. ts 


Method 


TBLASTX:; 


Soybean 




otart 


r\ t- *- s* r\ 




End 


2635b 




GI 


none 




Score 


115 






Exons 


25669. .25854, 25669. 


.25854, 


25669. .25854, 25672 


. .25854, 





24561 





25672. .25854, 25672 .. 25857, 


25698. .25859, 25699 


. .25893, 






25726. .25857, 25867 .. 26061, 


25870. .26064, 25893 


. .26072, 






26149. .26277, 26167.. 26358 










Seq. No. 


24358 


Seq. ID 


OJ990524 


_10.0204 


.C10 


Cpnp No 


50671 


Strand 


- 






Start 


557 


End 


712 






Name 


OJ990524 10.0204 .C10. ol . gs 


Method 


GENSCAN 






Start 


557 


End 


712 






GI 


none 


Score 


.53 






Exons 


557. .712 










Seq. No. 


24359 


Seq. ID 


OJ990524_ 


JL0.0204 


.C12 


Gene No. 


50672 


Strand 


+ 






Start 


7526 


End 


10559 






Name 


OJ990524 10.0204 .C12.ol.np 


Method 


AAT/NAP 






Start 


7526 


End 


10559 






GI ' 


2505884 


Score 


1306 






Exons 


7526. .9345, 10445. .10559 










GI Descrip. 


(Y12776) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


Z *i JJ .7 


oeq. iu 


Uu Z7 .7 U O Z f± 


in no ha 


.C12 


Con? Mn 


jUO / ^ 




+ 






Start 


1 

/ jZO 




10559 






Name 




jxiennoQ 


GENSCAN 






Start 


/ OZ 0 


End 


10027 






GI 


none 


Score 


.95 






Exons 


7S26..9464, 9879.. 10027 










Seq. No. 


z 4 jo y 


Seq. ID 


OJ990524_ 


_10.0204 


.C12 


Cpnp No 


jUD/j 


Strand 








Start 


1564 


End 


2701 






Name 


OJ990524 10.0204.C12.ol.gs 


Method 


GENSCAN 






Start 


1564 


End 


2701 






GI 


none' 


Score 


.46 






Exons 


1564 . .1787, ,2458. .2701 










Seq. No. 


24359 


Seq. ID 


OJ990524_ 


_10.0204 


.C12 




50674 


Strand 








Start 


5984 


End 


6197 






Name 


OJ990524 . 10.0204.C12.o2.gs 


Method 


GENSCAN 






Start 


5984 


End - 


6197 






GI 


none 


Score 


.85 






Exons 


5984. .6054, 6125. .6197 










Seq. No. 


24359 


Seq. ID 


OJ990524_ 


_10.0204 


.C12 


Gene No. 


50675 


Strand 








Start 


6671 


End 


6961 






Name 


OJ990524 10.0204.C12.ol.tc 


Method • 


TBLASTX: Cress 




Start 


1466 


End 


2530 






GI 


none 


Score 


49 






Exons 


1466. .1585, 1470. .1586, 1585 


..1776, 1585. .1788, 


1670. .1789, 




2456. .2530 










C ,-r 

>~t ■ 11 V/ ■ 


^. ■* j .j j 


Seq. ID 


OJ990bz4_ 


_10.0204 


.C12 


Gene No. 


50675 


Strand 








Start 


6671 


End 


6961' 







24562 



Name 


OJ990524 10.0204.C12.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


1466 




End 


2494 




GI 


none 




Score 


129 




Exons 


1466.. 1585, 1469.. 1582, 


1545. 


.1586, 1585. .1788, 


1588. .1788, 




1589. .1798, 1596. .1790, 


1661. 


.1795, 2456. .2494 




Seq. No. 


24359 




Seq. ID 


OJ990524 


_10.0204.C12 


Gene No. 


50675 




Strand 






OLdl I 


6671 




End 


6961 




Name 


OJ990524 10.0204.C12.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1523 




End 


2567 




GI 


none 




Score 


127 




Exons 


1523. .1585, 1585. .1788, 


1597. 


.1788, 1661.. 1789, 


2454. .2567, 




2456. .2530 










Seq. No. 


24359 




Seq. ID 


OJ990524 


_10.0204.C12 




sn67 r 




. Strand 


- 




Start 


6671 




End 


6961 




Name 


OJ990524 10.0204.C12.o3, 


.gs 


Method 


GENSCAN 




Start 


6671 




FnH 






GI 


none 




Score 


1 




Exons 


6671.. 6961 










Seq. No. 


24359 




Seq. ID 


OJ990524 


_10.0204.C12 


belle iNU . 


67 6 




Strand 






Start 


7522 




End 


7795 




Name 


OJ990524 10.0204.C12.o2, 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


7522 




FnH 


77 




GI 


none 




Score 


204 




Exons 


7522.. 7617, 7523.. 7795 










Seq. No. 


24360 




Seq. ID 


OJ990524 


_10.0204.C13 




JUO / / 




Strand 


+ 




Start 


1174 




End 


1437 




Name 


OJ990524 10.0204.C13.ol. 


.gs 


Method 


GENSCAN 




Start 


1174 




End 


1437 




GI 


none 




Score 


.73 




Exons 


1174. .1279, 1314. .1437 










Seq. No. 


24361 




Seq. ID 


OJ990524 


_10.0204.C14 




DUO / O 




Strand 


+ 




Start 


■402 • 




End 


954" 




Name 


OJ990524 10.0204.C14.ol. 


,gs 


Method 


GENSCAN 




Start 


402 




End 


954 




GI 


none 




Score 


.49 




Exons 


402. .472, 714. .892, 947. 


.954 








Seq. No. 


24362 




Seq. ID 


OJ990524 


_10.0204.C15 


Gene No. 


50679 




Strand 






Start 


1 




End 


305 




Name 


OJ990524 10.0204.C15.ol. 


gp 


Method 


AAT/GAP 




Start 


1 


End 


305 




GI 


uC-osrooyp009hl2bl 




Score 


544 




Exons 


1. .305 * 










t t-\ - 


! 3263996/'gbiAAC25423. 1 \ 


4 .Oe- 


lb (AF072908) calcium-dependent 



protein kinase [Nicotiana tabacum] 1 



24563 




Seq. No. 


24363 


Seq. ID 


.OJ990524_10.0204.C16 




S0680 

«J \J \J o u 


on ailvj. 


+ 


Start 


2931 


End 


3468 


Name 


OJ990524 10.0204.C16.ol.gp 


Method 


AAT/GAP 


Start 


2931 


End 


3468 


GI 


none 


Score 


949 


Exons 


2931. .3468 






Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204.C16 


Cpnp Mo 


50681 




-I- 


Start 


7269 


End 


7673 


Name 


OJ990524 10.0204.C16.o2.gs 


Method 


GENSCAN 


Start 


7269 


End 


7673 


GI 


none 


Score 


.8 


Exons 


7269. .7673 






Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204 .C16 


v_J C1JC L\\J • 


50682 


Strand 


+ 


Start 


9834 


End 


12689 


Name 


OJ990524 10.0204 .C16.o3.gs 


Method 


GENSCAN 


Start 


9834 


End 


11752 


GI 


none 


Score 


.77 


Exons 


9834. .9839, 9879. .10038, 10126. . 10254 , 


11202. .11752 


Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204.C16 


Gene No. 


50682 


Strand 


+ 


Start 


9834 ' 


End 


12689 


Name 


OJ990524 10.0204.C16.o2.np 


Method 


AAT/NAP 


Start 


10976 


End 


12689 


GI 


6907086 


Score 


1465 • 


Exons 


10976. .11732, 11790. .11972, 


12222. .12491, .12517 .. 1268 9 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204.C16 


Gene No. 


50683 


Strand 


+ 


Start 


13409 


End 


15767 


Name 


OJ990524 10.0204.C16.o3.np 


Method 


AAT/NAP 


Start 


13301 


End 


15342 


GI 


2129478 


Score 


120 


Exons 


13301. .13640, 15323.. 15342 






GI .Descrip. 


chitinase (EC 3.2.1.14) precursor - beet . gi | 488731 1 emb | CAA55883 | 




(X79301) chitinase' [Beta vulgaris] gi 1 


829258 | emb | CAA5694 6 | 




(X81056) Chitinase [Beta vulgaris] 




Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204-.C16 


Gene No. 


50683 


Strand 


+ 


Start 


13409 


End 


15767 


Name 


OJ990524 10.0204.C16.o4.gp 


Method 


AAT/GAP 


Start 


13360 


End 


15276 


GI 


3548927 


Score 


1384' 


Exons 


13360. .13538, 13638 .. 14 026, 


15034 . .15276 



GI Descrip. 231982/sp | P16891 | DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7 942) 

>gi_4 804 0_emb_CAA7 7 7 66_ (ZilVUb) putative uroporphyrinogen 

decarboxylase [Synechococcus sp.] 



24564 



• # 



Seq. No. 


24363 


Seq. ID 


OJ990524 


_10.0204.C16 


Gene No. 


50683 


Strand 


+ 




Start 


13409 


End 


15767 




Name 


OJ990524 10.0204.C16.o4.gs 


Method 


GENSCAN 




Start 


13409 


End 


15058 




GI 


none 


Score 


.54 




Exons 


13409. . 13538, 13638. .13997, 


14799. .14847, 15034 


. .15058 


Seq. No. 


24363 


Seq. ID 


OJ990524 


_10.0204 .C16 


Gene No. 


50683 


Strand 


+ 




Start 


13409 


End 


15767 




Name 


OJ990524 10.0204.C16.o4.np 


Method " 


AAT/NAP 




Start 


13622 


End 


15767 




GI 


231982 


Score 


566 




Exons 


13622. .14026, 15034 .. 15421, 


15736. .15767 




GI Descrip. 


UROPORPHYRINOGEN DECARBOXYLASE (UPD) gi 


I 1075614 


Ipir | IA56609 



uroporphyrinogen decarboxylase homolog - Synechococcus sp. (PCC 
7942) gi|48040|emb|CAA77766| (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 



Seq. No. 


24363 


Seq. ID • 


OJ990524_10.0204 


.C16 


Gene No. 


50684 


Strand 






Start 


290 


End 


2836 




Name 


OJ990524 10.0204.C16.ol.np 


Method 


AAT/NAP 




Start 


290 


End 


2318 




GI 


2129553 


Score 


1114 




Exons 


290. .446, 532. .675, 1591. .2318 






GI Descrip. 


calcium-dependent protein kinase 6 - Arabidopsis thaliana 


Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204 


.C16 


Gene No. 


50684 


Strand 






Start 


290 


End 


2836 




Name 


OJ990524 10.0204.C16.ol.gs 


Method 


GENSCAN 




Start 


294 


End 


2836 




GI 


none 


Score 


.72 




Exons 


294. .446, 532. .675, 1591. .2836 






Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204 


.C16 


Gene No. 


50685 


Strand 






Start 


3868 


End 


4329 




Name 


OJ990524 10.0204".C16.o2.gp 


Method 


AAT/GAP 




Start 


3868 . ' " -;Sv. ' 


.End 


4329 




GI 


uC-osflcypl62c01bl 


Score 


892 




Exons 


3868. .4329 








GI Descrip. 


? 4559381/gb|AAD23041.1|AC006526 6 8 . Oe- 


■35 (AC006526) 






hypothetical protein [Arabidopsis thaliana] 1 




Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204 


.C16 


Gene No. 


50686 


Strand 






Start 


7552 


End 


7995 




Name 


OJ990524 10.0204.C16.ol.ts 


Method 


TBLASTX : Soybean 




Start 


271 


End 


2101 




GI 


none 


Score 


104 




Exons 


271. .441, 292. .453, 293. .448, 


318. .455, 


533. -.676, 534..< 


677, 




1 C1C o r\ n n 1 irnn *-\ •% n i 

j-^/sJ. . £-\J Zt Zf f ± U U U . . <L ±KJ ± 








Seq. No. 


24363 


Seq. ID 


OJ990524_10.0204 


.C16 




24565 









Gene No. 


50686 




OLalL 


1CCO 




Name 


OJ990524 10.0204.C16.ol 


.tc 


Start 


292 




GI 


none 




Exons 


292.. 453, 302.. 448, 521 


. .676, 




1589. .2098 




Seq. No. 


24363 




,Gene No. 


50686 






/ J JZ 




Name 


OJ990524 10.0204.C16.ol 


.tm 


Start 


292 




GI 


none 




Exons 


292. .453, 296..448, 531 


. .665, 




1575.. 2099, 1596.. 1703, 


1598. 


Seq. No. 


24363 




Cano NT 


jUDOD 




Start 


7552 




Name 


OJ990524 10.0204.C16.o2 


.tw 


Start 


295 




GI 


none 




Exons 


295. .453, 311. .448, 513 


. .677, 


Seq. No. 


24363 




ucilc InO . 


OU 00 D 




Start 


7552 




Name 


OJ990524 10.0204.C16.ol 


.tw 


Start 


1640 


* 


GI 


none 




Exons 


1640. .1927, 1640. .1927 




Seq. No. 


24363 




Gene No. 


50686 




Start 


7552 




Name 


OJ990524 10.0204.C16.o3 


■ gp 


Start 


7552 


GI 


uC-osflcypl23f01bl 




Exons 


7552. .7995 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 
End 

Method 

End 

Score 



7995 

TBLASTX: Cress 

2099 

117 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 7995 

Method TBLASTX: Maize 

End 2101 

Score 223 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 7995 

Method TBLASTX : Wheat 

End 1639 

Score 76 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 7 995 

Method TBLASTX : Wheat 

End 1927 

Score 225 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 7995 

Method AAT/GAP 

End 7995 

Score 7 93 



, 231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

PECARBOXYLASE (UPD) >gi_1075'614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC '7942) 
>gi_48040_emb_CAA777 66_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] f 



24363 
50687 
13238 

OJ990524_10.0204 .C16.o3.tm 

13238 

none 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 15327 

Method TBLASTX : Maize 

End 13825 

Score 323 



13238. .13285, 13291 .. 13320 , 13606 .. 1368 9, 13636 .. 13824 , 
13637. .13825 



Seq. No. 
Gene No. 



24363 
50687 



Seq. ID OJ990524_10.0204.C16 
Strand 



24566 



Start 
Name 
Start 
GI 

Exons 



13238 End 

OJ990524_10 . 0204 . C16 . o2 . ts Method 

13627 End 

none Score 



15327 

TBLASTX: Soybean 

15321 

44 



13627. .14028, 13640 13672, 13673 .. 14029, 15031 15105, 
15034. .15108, 15039. .15113, 15192 .. 15314 , 15193 .. 15321, 
15196. .15318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24363 
50687 
13238 

OJ990524_10.0204.C16.o2.tc 
13679 
none 

13679. .13948, 13684. .13947 

24363 
50687 
13238 

OJ990524_10.0204 .C16.o2.tm 
13864 
none 

13864. .14025, 138 65 .. 14029, 15031 .. 15318 , 15033 .. 15314 , 
15034. .15321 



Seq. ID OJ990524_10.0204.C16 
Strand 

End 15327 

Method TBLASTX : Cress 

End 13948 

Score 387 



Seq. ID OJ990524_10.0204 .C16 
Strand 

End 15327 

Method TBLASTX : Maize 

End 15321 

Score 240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



24363 
50687 
13238 

OJ990524_10.0204.C16.o3.tc 

15081 

none 



• Seq. ID OJ990524_10.0204.C16 
Strand 

End 15327 

Method TBLASTX : Cress 

End 15327 

Score 172 



15081. .15311, 15081. .15311, 15082 .. 15327 , 15082. .15318 



24364 
50688 
1 

OJ990524_10.0204.C17.o2.np 
1 

2501647 
1..32, 380. .641 

UROPORPHYRINOGEN DECARBOXYLASE PRECURSOR (UPD) 

gi 1 1362120 | pir | | S55732 uroporphyrinogen decarboxylase - common 
tobacco gi 1 1009429 | emb | CAA58040 | (X82833) uroporphyrinogen 
decarboxylase [Nicotiana tabacum] 



Seq. ID OJ990524_10.0204.C17 

Strand + 

End 641 

Method AAT/NAP 

End 641 

Score 211 



24364 
50688 
1 

OJ990524_10.0204.C17.ol.gp 
344 

uC-osroM202005a04bl 
344. .641 

r 4455359/embiCAB36769.1| 5.0e-29 (AL035524) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990524_10.0204.C17 

Strand + 

End 641 

Method AAT/GAP 

End 641 

Score 4 95 



24364 
50689 



Seq. ID OJ990524_10.0204 .C17 
Strand 



.24567 



Start 1 End 272 

Name OJ990524_10 . 0204 .C17 . ol . np Method AAT/NAP 

Start 1 End 272 

GI 1196998 Score 471 

Exons 1..272 



GI Descrip. (J01829) unknown protein [Transposon TnlO] 

gil 5103202 | dbj IBAA78838.il (AP000342) transposase of TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA83097 . 1| (AB02 64 28) '''"transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 24364 Seq. ID 

Gene No. 50689 Strand 

Start 1 End 

Name OJ990524_10 . 0204 . C17 . ol . gs Method 

Start 77 End 

GI none Score 

Exons 77.. 272 



OJ990524_10.0204.C17 
272 

GEN SCAN 

272 

.89 



Seq. No. 24364 Seq. ID 

Gene No. 50690 Strand 

Start 232 End 

Name OJ990524_10 . 0204 . C17 . o2 . tc Method 

Start ' 232 End 

GI none Score 

Exons 232.. 378, 233.. 379, 233.. 379 



OJ990524_10.0204.C17 
379 

TBLASTX: Cress 

379 

224 



Seq. No. 24364 Seq. ID 

Gene No. 50691 Strand 

Start 378 End 

Name OJ990524__10 . 0204 . C17 . ol . tm Method 

Start 378 End 

GI none Score 

Exons 378.. 641, 380.. 640 



OJ990524_10.0204.C17 
641 

TBLASTX: Maize 

641 

450 



Seq. No. 24364 Seq. ID 

Gene No. 50691 Strand 

Start 378 End 

Name OJ990524_10 . 0204 . C17 . ol . ts Method 

Start 378 - End 

GI none Score 

Exons 378.. 641, 380.. 640 



OJ990524_10.0204.C17 
641 

TBLASTX : Soybean 

641 

386 



Seq. No. 24364 Seq. ID 

Gene No. 50691 Strand 

Start 378 End 

Name OJ990524_10 . 0204 . C17 . ol . tc Method 

Start 413 End 

GI none Score 

Exoris 413.. 640, 414.. 641 



OJ990524_10.0204 .C17 
641 

TBLASTX: Cress • 

641 

327 



Seq. No. 24365 Seq. ID 

Gene No. 50692 Strand 

Start 98 End 

Name OJ990524_10 . 0204 . C19 . o2 . gp Method 



OJ990524_10.0204 .C19 
+ 

167 

AAT/GAP 



24568 




Start 


98 




End 


167 


GI 


none 




Score 


94 


Exons 


98. .167 








Seq. No. 


24365 




Seq. ID 


OJ990524_10.0204.C19 


Gene No. 


50693 




Strand 




Start 


1 




End 


157 


Name 


.OJ990524 10.02.04 .C19.ol 




Method 


AAT/GAP 


Start 


1 




End * 


157 


GI 


.jC-osleLIB3474037gllal 




Score 


314 


Exons 


1. .157 








GI Descrip. 


, 5852182/emb|CAB55420.1 


I 9.0e 


-13 (AL117265) zhb0012.1 [Oryz; 




sativa] 1 








Seq. No. 


24366 




Seq. ID 


OJ990524_10.0204.C21 


Gene No. 


50694 




Strand 


+ 


Start 


3426 




End , 


5909 


Name 


OJ990524 10.0204.C21.o2 


.np 


Method 


AAT/NAP 


Start 


3426 




End 


5909 


GI 


2191144 




Score 


360 


Exons 


3426. .3920, 4035. .4121, 


5248. 


.5335, 5374.. 5565,' 5671.. 5909 


GI Descrip. 


(AF007269) A_IG002N01 . 24 gene 


product 


[Arabidopsis thaliana; 


Seq. No. 


24366 




Seq. ID 


OJ990524_10.0204.C21 


Gene No,,. 


50695 




Strand 




Start 


2200 




End 


■"5723 


Name 


OJ990524 10.0204.C21.ol 


.np 


Method 


AAT/NAP 


Start 


2200 


End 


5723 


GI 


5852172 




Score 


102 


Exons 


2200. .2358, 5660. .5723 








GI Descrip. 


(AL117265) zhb0002.1 [Oryza sativa] 




Seq. No. 


24366 




Seq. ID 


OJ990524_10.0204.C21 


Gene No. 


50695 




Strand 




Start 


2200 




End 


5723 


Name 


OJ990524 10.0204.C21.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


4832 




End 


5454 


GI . 


none 




Score 


50 


Exons 


4832. .4873, 4833. .4877, 


5001. 


.5156, 5002.. 5160, 5239.. 5301, 




5259.. 5306, 5379.. 5453, 


5380. 


.5454 




Seq. No. 


24367 




Seq. ID 


OJ990524_10'.0204.C22 


Gene No . 


50696 




Strand 




Start , 


265 




End 


439 


Name 


OJ990524 10.0204.C22.ol, 


, tm 


Method 


TBLASTX: Maize 


Start 


265 




End 


439 


GI 


none 




Score 


190 


Exons 


265. .438, 269. ".439 








Seq. No. 


24368 




Seq. ID 


OJ990524_10.0204 .C25 


Gene No. 


50697 




Strand 




Start 


362 




End 


742 


Name 


OJ990524 10.0204.C25.ol. 


gs 


Method 


GENSCAN 


Start 


362 




End 


742 


GI 


none 




Score 




Exons 


362. .518, 586. .742 









24569 



Seq. No. 


24368 


Seq. ID 


OJ990524_10.0204 .C25 


Gene No. 


50698 


Strand 




Start 


999 


End 


1131 


Name 


OJ990524 10.0204.C25.ol.gp 


Method 


AAT/GAP 


Start 


999 


End 


1131 


GI 


LIB3474-009-P1-K1-F11 


Score 


221 


Exons 


999. . 1131 






GI Descrip. 


, 4 455244/emb|CAB36743.1 | 6. 


0e-ll (AL035523) MtN3-like proteii 




[Arabidopsis thaliana] 1 






Seq. No. 


24369 


Seq. ID 


OJ990914_16.0207.C1 


Gene No. 


50699 


Strand 


+ 


Start 


1 


End 


739 


Name 


OJ990914_16.0207.Cl.ol.np 


Method 


AAT/NAP 


Start 


. 1 


End 


739 


GI 


2980806 


Score 


109 


Exons 


1..31, 514. .739 






GI Descrip. 


(AL022197) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


24369 


Seq. ID 


OJ990914 16. 0207. CI 


Gene No. 


50699 


Strand 


+ 


Start 


1 


End 


739 


Name 


OJ990914 16.0207-Cl.ol-gp 


Method 


AAT/GAP 


Start 


550 


End 


622 


GI 


uC-osflcypl20e01bl 


" 5; "' 'Score 


121 


Exons 


550 . . 622 






GI Descrip. 


, 2980806/emb|CAA18182. 1 | 1 . 


Oe-16 (AL022197) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


24369 


Seq. ID 


OJ990914_16.0207.C1 


Gene No. 


50700 


Strand 




Start 


328 


End 


622 


Name 


OJ990914_16 . 0207 . CI . ol . tm 


Method 


TBLASTX: Maize 


Start 


3 


End 


622 


GI 


none 


Score 


91 


Exons 


3. .56, 508. .612, 511. .615, 


512. .622, 512. .622 


Seq. No. 


24369 


Seq. ID 


OJ990914_16.0207.C1 


Gene No. 


50700 


Strand 




Start 


328 


End 


622 


Name 


OJ990914_16.0207.Cl.ol.gs . 


Method 


GENSCAN 


Start 


328 ■ 


End 


378 


GI 


none 


Score 


.79 


Exons 


328. .378 






Seq. No. 


24370 


Seq. ID 


OJ990914 16. 0207. C2 


Gene No. 


50701 


Strand 


+ 


Start 


3030 


End 


5306 


Name 


OJ990914-.16.0207.C2 .ol.np 


Method 


AAT/NAP 


Start 


3030 


End 


5306 


GI 


6539237 


Score 


1753 


Exons 


3030. .5306 






GI Descrip. 


(AC011765) putative type II 


intron maturase [Arabidopsis 




thaliana] 






Seq.. No. 


24370 


Seq. ID 


OJ990914_16.0207.C2 


Gene No. 


50701 


Strand 


+ 



24570 



Start 


3030 




End 


Name 


OJ990914 16, 


.0207.C2.ol.ts 


Method 


Start 


4755 




End 


GI 


none 




Score 


Exons 


4755. .4985, 


4763..4933, 4767. .4985 


Seq. No. 


24371 




q prT yn 




50702 






Start 


1439 




EjI iu 


Name 


OJ990914 16, 


,0207.C3.ol.gs 


Method 


Start 


1439 




End 


GI 


none 




Score 


Exons 


1439. .1543 






Seq. No. 


24371 






UC11C lri\J ■ 






ull a. I LKJ. 


Start 


2398 




Hil 1 Li 


Name 


OJ990914 16. 


0207.C3.o2.gs 


Method 


Start 


2398 




End 


GI 


none 






Exons 


2398. .2694, 


2801. .2847 




Seq. No. 


24372 




q prr t n 


uCllC LSKJ • 


50704 




c+- ran H 


Start 


523 




Ejna . 


Name 


OJ990914 16. 


0207.C4.ol.gp 


Method 


Start 


523 


End 


GI 


6062505 






Exons 


523. .605, 701. .953, 1100.. 




Seq. No. 


24373 








50705 






Start 


63 






Name 


OJ990914 16. 


0207.C6.ol.gs 


Method 


Start 


63 




End 


GI 


none 




Score 


Exons 


63. .158, 2097. .2195, 2549. 


9ft ^ A 


Seq. No. 


24373 




Corr T n 
ocq . X U 


uCllC lv\J» 


50706 




C+- r-a-nH 


Start 


8836 






Name 


OJ990914 16. 


0207.C6.o3.gs 




Start 


8836 


End 


GI 


none 




Score 


Exons 


8836. .11793 






Seq. No. 


24373 




Seq. ID 


Gene No. 


50706 




Strand 


Start 


8836 




End 


Name 


OJ990914 16. 


0207.C6.o2.np 


Method 


Start 


9831 


End 


GI 


1208496 




Score 


Exons 


9831. .9905, 


11233. .11439, 


11744. .11809 


GI Descrip. 


(D38124) EREBP-3 [Nicotiana tabacum] 


Seq. No. 


24374 




Seq. ID 


Gene No. 


50707 




Strand 



5306 

TBLASTX: Soybean 

4985 

193 



OJ990914_16.0207.C3 
+ 

1543 
GENSCAN 
1543 
.59 



OJ990914_16.0207.C3 

2847 
GENSCAN 
2847 
.41 



OJ990914_16.0207.C4 
+ 

1482 
AAT/GAP 
1482 
1332 



OJ990914_16.0207.C6 
+ 

2854 
GENSCAN 
2854 
.46 



OJ990914_16.0207.C6 

11809 . 
GENSCAN 
11793 
.84 . 



OJ990914_16.0207.C6 

11809 
AAT/NAP 
11809 
132 



OJ990914_16.0207.C7 
+ 



24571 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



305 



OJ990914_16.0207.C7.ol.np 
305 

6006359 
305. .402, 952. .978 

(AP000559) hypothetical protein [Oryza sativa] 



End 

Method 
End 
Score 



978 

AAT/NAP 
978 
52 



24375 . Seq. ID 

50708 Strand 

1938 End 

OJ990914_16 . 0207 . C8 . o2 . gp Method 

1938 End 

5816518 Score 
1938. .2043 

4521193/dbj'|AB013450.1|AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene 



OJ990914_16.0207.C8 
+ 

2043 
AAT/GAP 
2043 
162 



24375 Seq. ID 

50709 Strand 

192 End 

OJ990914_16.0207.C8.ol.np Method 

192 End ' 

5091513 Score 



OJ990914_16.0207.C8 

5294 
AAT/NAP 
5294 
786 



192. .246, 3455. .3666, 4621. .5294 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990914 16. 0207. C8 



24375 
50709 
192 

OJ990914_16.0207.C8.ol.gp 
1681 
3761181 
1681. .1929 

4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 
similar sequence to Pib gene 



5294 
AAT/GAP 
1929 
413 



Seq. No. 


24375 








Seq. ID 


OJ990914 


_16, 


.0207 


.C8 


Gene No. 


50709 








Strand 










Start 


192 








End 


5294 








Name 


OJ990914 16, 


.0207 


.C8.o2. 


gs 


Method 


GEN SCAN 








Start 


■4141 . 








End 


5269 








GI ; ., 


none ■ 








Score 


.88 








Exons 


4141. .4568, 


4732 


. .5269 














Seq. No. 


24376 








- Seq. ID 


OJ990914 


_16. 


.0207 


.C9 


Gene No. 


50710 








Strand 


+ 








Start 


5307 








End 


7344 








Name 


OJ990914 16. 


.0207 


.C9.o2. 


gs 


Method 


GENS CAN 








Start 


5307 








End 


7344 








GI 


. none 








Score 


.72 








Exons 


5307. .5464, 


5479 


. .5726, 


6332. 


.6732, 6811. .7344 








Seq. No. 


24376 








Seq. ID 


OJ990914 


_16. 


,0207 


.C9 


Gene No. 


50711 








. Strand 


+ 








Start 


1047b 








End 


10646 








Name 


OJ990914 16. 


,0207 


.09. o3. 


gp 


Method 


AAT/GAP 








Start 


10475 






End 


10646 









24572 



GI LIB3433-026-P1-K1-C1 Score 251 

Exons 10475.. 10646 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-44 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



Seq. No. 


24376 




Seq. ID 


OJ990914_ 


.16.0207 


.C9 


Gene No. 


50712 




Strand 


+ 






Start 


13591 




End 


15317 






Name 


OJ990914 16. 0207. C9 


. o4 . np 


Method 


AAT/NAP 






Start 


13591 




End 


15317 






GI 


6907086 




Score 


867 






Exons 


13591. .14371, 14433, 


. .14634, 


14855. .15317 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


24376 




Seq. ID 


OJ990914_ 


16.0207 


.C9 


Gene No. 


50713 




Strand 


+ 






Start 


16910 




End 


19873 






Name 


OJ990914 16. 0207. C9. 


. o4 . gs 


Method 


GENSCAN 






Start 


16910 




End 


19843 






GI 


none 




Score 


.74 






Exons 


16910. .17100, 17980. 


, .18106, 


18188. .18304, 18380. 


.18520, 






18596. .18706, 18802. 


, .18945, 


19030. .19070, 19383. 


.19462, 






19610. .19660, 19759. 


, .19843 










Seq. No. 


24376 




Seq. ID 


OJ990914_ 


16.0207 


.C9 


Gene No. 


50713 




Strand 


+ 






Start 


16910 




End 


19873 






Name 


OJ990914 16. 0207. C9. 


06 . np 


Method 


AAT/NAP 






Start 


18056 




End 


19873 






GI 


2384863 




Score 


231 






Exons 


18056. .18304, 18380. 


.18520, 


18596. .18815, 18994. 


.19116, 






19503. .19660, 19759. 


.19873 











GI Descrip. (AF022976) Contains similarity to Pfam domain: PF00561 

(abhydrolase) , Score=10.6, E-value=0 . 0093, N=l [Caenorhabditis 
elegans] 



Seq. No. 


24376 




Seq. ID 


OJ990914 


Gene No. 


50714 




Strand 




Start 


1 




End 


2379 


Name 


OJ990914 16. 0207. C9. 


ol.np 


Method 


AAT/NAP 


Start 


1 


End 


174 9 


GI ' 


5091513 ' 




■ Score 


1149- 


Exons 


1..464, 1120. .1749 








GI Descrip. 


(AB023482) Hypothetical . protein [Oryza 


sativa] 


Seq. No. 


24376 




Seq. ID 


OJ990914 


Gene No. 


50714 




Strand 




Start 


1 




End 


2379 


Name 


OJ990914 16. 0207. C9. 


ol .gs 


Method 


GENSCAN 


Start 


69 


End 


2233 


GI 


none 




Score 


.59 


Exons 


69. .409, 1108. .1742, 


2040. 


.2100, 2169.. 


.2233 


Seq. No. 


24376 




Seq. ID 


OJ990914 


Gene No . 


50714 




Strand 




Start 


1 . . 




End 


2379 


Name 


OJ990914 16. 0207. C9. 


ol . gp 


Method 


AAT/GAP 



24573 



Start 


2131 


End 


2379 




GI 


3761181 


Score 


410 




Exons 


2131. .2379 








GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


24376 


Seq. ID 


OJ990914JL6.0207 


.C9 


Gene No. 


50715 


Strand 






Start 


2387 


End 


2496 




Name 


OJ990914 16.0207.C9.o2.gp 


Method 


AAT/GAP 




Start 


2387 


End 


2496 




GI 


5816518 


Score 


157 




Exons 


2387. .2496 








GI Descrip. 


4 521193/dbj | AB013450 . 1 | AB013450 3.0e- 


40 Oryza sativa DNA, 




similar sequence to Pib gene 








Seq. No. 


24376 


Seq. ID 


OJ990914_16.0207 


.C9 


Gene No. 


50716 


Strand 






Start 


8371 


End 


16620 




Name 


OJ990914 16.0207.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


6436 


End 


7389 




GI 


none 


Score 


305 




Exons 


6436. .6735, 6451. .6732, 6558. 


.6755, 6808. .7005, 6808. .6963, 




6951. .6983, 7060. .7203, 7119. 


.7202, 7312.. 7389 




Seq. No. 


24376 


Seq. ID 


OJ990914_16.0207, 


.C9 


Gene No. 


50716 


Strand 






Start 


8371 


End 


16620 






OJ990914 16.0207.C9.o3.gs 


Method 


GENS CAN 




Start 


8371 


End 


16382 




GI 


none 


Score 


.47 




Exons 


8371. .8444, 8909. .9050, 10456 


. .10535, 


10721. .10929, 






11200. .11552, 13355. .13470, 13911 .. 14302, 14304 .. 14373, 






15440. .15931, 16091.. 16382 








Seq. No. 


24376 


Seq. ID 


OJ990914_16.0207. 


,C9 


Gene No. 


50716 


Strand 






Start 


8371 


End 


16620 




Name 


OJ990914 16.0207.C9.o3.np 


Method 


AAT/NAP 




Start 


10771 


End 


11413 




GI 


6002794 


Score 


927 




Exons 


10771. .11413 








GI Descrip. 


(AF14 9813) unknown [Oryza sativa] 






Seq. No. 


24376 


Seq. ID 


OJ990914_16.0207. 


,C9 


Gene No. 


50716 


Strand 






Start 


8371 


End 


16620 




Name 


OJ990914 16.0207.C9.o5.np 


Method 


AAT/NAP 




Start 


14060 


End 


16298 ' 




GI 


2213632 


Score 


880 




Exons 


14060. .14126, 15561.. 16298 








GI Descrip. 


(AC000103) F21J9.24 [Arabidopsis thaliana] 




Seq. No. 


24376 


Seq. ID 


OJ990914_16.0207. 


C9 


Gent; Nu . 


50716 


Strand 






Start 


8371 


End 


16620 




Name 


OJ990914 16.0207.C9.ol.tm 


Method 


TBLASTX: Maize 





24574 



Start 15579 End 16052 

GI none Score 54 

Exons 15579. .15650, 15579 15644, 15645 1598 6, 15651 .. 15686, 

15683. .15985, 15684. .16052, 15685. .16002 

Seq. No. 24376 Seq. ID OJ990914J.6 . 0207 . C9 

Gene No. 50716 Strand 

Start 8371 End 16620 

Name OJ990914_16 . 0207 . C9 . ol . tw Method TBLASTX: Wheat 

Start 15591 End 16013 

GI none Score 178 

Exons 15591. .15818, 15595 .. 15816, 15596 15817, 15828 16013, 
15835.. 16011 

..Seq. No. 24376 Seq. ID OJ990914_16 . 0207 .C9 

Gene No. 50716 . Strand 

Start 8371 End 16620 

Name OJ990914_16 . 0207 . C9 . o3 . tm Method TBLASTX : Maize 

Start 16074 End 16620 

GI none Score 186 

Exons 16074. .16418, 16081 .. 164 19, 16501.. 16620 

Seq. No. 24376 Seq. ID OJ990914_1 6 . 0207 . C9 

Gene No. 50716 Strand 

Start 8371 End 16620 

Name OJ990914_16. 0207 ,C9.o2 . tw Method TBLASTX : Wheat 

Start 16134 End 16596 

GI none Score 141 

Exons 16134. .16418, 16135 .. 16398, 16501.. 16596 

Seq. No. 24376 Seq. ID OJ990914_16 . 0207 . C9 

Gene No. 50717 Strand 

Start 18056 End 18948 

Name OJ990914_16. 0207 . C9. ol . ts Method TBLASTX : Soybean 

Start 18056 End 18706 

GI none Score 44 

Exons 18056. .18109, 18178 .. 18306, 1817 9 18301 , 18380 .. 18505 , 
18380. .184,99, 18587.. 18706 

Seq. No. . 24376 Seq. ID OJ990914_16. 0207 . C9. 

Gene No. 50717 Strand 

Start 18056 End 18948 • 

Name OJ990914_16. 0207.C9.o4 . tm Method TBLASTX : Maize 

Start 18083 End 18948 

GI none , Score 4 0 

Exons 18083. .18118, 18188 .. 18238 , 18272 .. 182 98 , 18371 .. 18478 , 

18377. .18517, 18382 184 95, 18593 .. 18700, 18599 .. 18703, 

18802.. 18948 ' 

Seq. No. 24377 Seq. ID OJ990914_16 .0207 . C10 

Gene No. 50718 Strand 

Start 1 End 235 

Name OJ990914_16 . 0207 . C10 . ol . gp Method AAT/GAP 

Start 1 End 235 

GI uC-osf!cypI34c03al Score 450 

Exons 1..235 



GI Descrip. 1 4521193/dbj | ABO 134 50 . 1 1 ABO 134 50 3.0e-40 Oryza sativa DNA, 



24575 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



similar sequence to Pib gene 1 

24378 
50719 
1 

OJ990914_16.0207.Cll.ol.np 
1 

2832677 



Seq. ID OJ990914_16.0207.C11 

Strand + 

End 2042 

Method AAT/NAP 

End 2042 

Score 692 



1..680, 1023. .1326, 1906. .2042 

(AL021712) hypothetical protein [Arabidopsis thaliana] 



24378 
50719 
1 

OJ990914_16. 0207. Cll. ol.gs 
50 

none 



Seq. ID OJ990914_16.0207.C11 

Strand + 

End 2042 

Method GENSCAN 

End 2042 

Score . 93 



50. .680,- 1023. .1326, 1906. .2042 



24378 
50719 
1 

OJ990914_16.0207 .Cll.ol.gp 
647 

uC-osrocyp007hl0bl 



Seq. ID OJ990914_16.0207.C11 
Strand + 

2042 
AAT/GAP 
1987 
787 



End - 
Method 
End 
Score 

647. .680, 1023. .1326, 1906. .1987 

/2832677/emb|CAA16777.1| 4.0e-21 (AL021712) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 


24378 




Seq. ID 


OJ990914_16.0207. 


Cll 


Gene No. 


50720 




Strand 


+ 




Start 


8110 




End 


9544 




Name 


OJ990914 16 


.0207.Cll.o3.gp 


Method 


AAT/GAP 




Start 'i 


8026 




End 


8313 




GI 


none 




Score 


543 




Exons 


8026. .8313 










Seq. No. 


24378 




Seq. ID 


OJ990914JL6.0207. 


Cll 


Gene No. 


50720 




Strand 


+ 




Start 


8110 . 




End 


9544 




Name 


OJ990914 16 


-0207.Cll.o5.gs 


Method 


GENSCAN 




Start 


8110 




End 


9544 




GI 


none 




Score 


.71 




Exons 


8110. .8696, 


9435. .9544 








Seq. No. 


24378 




Seq. ID 


OJ990914_16.0207. 


Cll 


Gene No. 


50720 




Strand 


+ 




Start 


8110 




End 


9544 




Name 


OJ990914 16 


.0207.Cll.o3.np 


Method 


AAT/NAP 




Start 


8137 


End 


8696 




GI 


2244898 




Score 


117 




Exons 


8137. .8515, 


8581. .8696 








GI Descrip. 


(Z97338) phosphatase like protein [Arabidopsis thaliana] 




Seq. No. 


24378 




Seq. ID 


OJ990914_16.0207. 


Cll 


Gene No. 


50721 




Strand 






Start 


2013 




End 


2501 





24576 



Name 


OJ990914 16 


.0207. 


,Cll.o2 


-gp 


Method 


AAT/GAP 




Start 


2013 








End 


2501 




GI 


none 








Score 


930 




Exons 


2013. .2501 














Seq. No. 


24378 








Seq. ID 


OJ990914 


_16. 0207. Cll 




50722 








5? t* r s n H 






Start 


2942 








End 


3157 




Name 


OJ990914 16 


.0207. 


,Cll.o2 


.gs 


Method 


GENSCAN 




Start 


2942 






End 


3157 




GI 


none 








Score 


.86 




Exons 


2942. .3157 














Seq. No. 


24378 








Seq. ID 


OJ990914 


_16. 0207. Cll 


Gene No. 


50723 








Strand 






Start 


6895 








End 


9807 




Name 


OJQ90914 16 


. 0207 . 


Cll . ol 




Method 


TBLASTX: 


1 let _L c 


Start 


33 








End 


1960 




GI 


none 








Score 


532 




Exons 


33. .467, 35 


..124, 


245. . 


433, 


345. .512, 


522. .683, 


551. .682, 




993.. 1157, : 


1010. . 


1141, 


1016. 


.1159, 1023. .1160, 


1154. .1360, 




1264. .1320, 


1266. 


.1334, 


1901 


. .1960, 1905. .1958, 


1915. .1959 


Seq. No. 


24378 








Seq. ID 


OJ990914 


_16. 0207. Cll 












Strand 






Start 


6895 








End 


9807 




Name 


OJ990914 16 


.0207. 


Cll.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


24 9 








End 


461 


GI 


none 








Score 


236 




Exons 


249. .461 














Seq. No. 


24378 








Seq. ID 


OJ990914 


_16. 0207. Cll 


Gene No. 


50723 








Strand 






Start 


6895 








End 


9807 




Name 


OJ990914 16 


.0207.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


6889 






End 


9807 




GI 


3695412 








Score 


252 




Exons 


6889. .7172, 


7268. 


.7382, 


7432 


. .7564, 9742. .9807 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AF096373) contains similarity to group 1 glycosyl transferases 
(Pfam: PF00534, E=2.1e-ll) [Arabidopsis thaliana] 



24378 
50723 
6895 

OJ990914_16. 0207. Cll. o4.gs 

6895 

none 

6895. .7162, 7268. .7401 



Seq. ID OJ990914_16.0207;C11 
Strand 

End 9807 

Method GENSCAN 

End 7401 

Score .86 



Seq. No. 24378 

Gene No. 50723 

Start 6895 

Name OJ990914_16 . 0207 .Cll ,o2 . tm 

Start 6934 

Gi none 
Exons 



Seq. ID OJ990914_16. 0207. Cll 
Strand 

End 9807 

Method TBLASTX : Mai ze 

End 7484' 

Score 217 



6934. .7170, 6935. .7165, 6940. .7212, 7267. .7323, 7285. .7389, 
7288..7377, 7430. .7483, 7440. .7484 



24577 




Seq. No. 


24378 


Seq. ID 


OJ990914_16.0207.C11 


Gene No. 


50723 


Strand 




Start 


6895 


End 


9807 


Name 


OJ990914 16.0207.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6949 


End 


7173 


GI 


none 


Score 


82 


Exons 


6949.. 7170, 7028.. 7165, 7033 


I..7059, 7051. .7173 


Seq. No. 


24378 


Seq. ID 


OJ990914_16.0207.C11 


Gene No. 


50723 


Strand 




Start 


6895 


End 


9807 


Name 


OJ990914 16.0207.Cll.o2.ts 


MpfhnH 

liC LIIUU 




Start 


6952 


EjIIKJ. 


7 1 1 n 


GI 


none 


Score 


j- u \j 


Exons 


6952.. 7170, 6956.. 7165 






Seq. No. 


24379 




O.TQQ0Q1 A 1 H9D7 PI 9 


Gene No. 


50724 


Strand 


+ ~ 


Start 


279 


End 


2631 - 


Name 


OJ990914 16.0207.C12.ol.gs 


Method 


GENSCAN 


Start 


279 . 


End 


2631 


GI 


none 


Score 


.77 


Exons 


279. .561, 1338. .1433, 1522.. 


1890, 2236 


..2260, 2414. .2631 


Seq. No. 


24379 


Seq. ID 


OJ990914_16.0207.C12 


Gene No . 


50724 


Strand 


+ 


Start 


279 


End 


2631 


Name 


OJ990914 16.0207.C12.ol.np 


Method 


AAT/NAP 


Start 


307 


End 


1908 


GI 


5804817 


Score 


546 


Exons 


307. .561, 1338. .1433, 1522.. 


1908 




GI Descrip. 


(AL021712) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


24379 


Seq. ID 


OJ990914_16.0207.C12 


Gene No. 


50725 


Strand 


+ 


Start 


6676 


End 


8642 


Name 


OJ990914 16.0207.C12.o3.gs 


Method 


GENSCAN 


Start 


6676 


End 


6998 


GI 


none 


Score 


.76 


Exons 


6676. .6754, 6862. .6998 






Seq. No. 


24379 


Seq. ID 


OJ990914 16.0207.C12 


Gene No. 


50725 


Strand 


+ 


Start 


6676 


End 


8642 


Name 


OJ990914 16.0207.C12.o2.np 


Method 


AAT/NAP 


Start 


6849 


End 


8642 


GI 


3360289 


Score 


287 


Exons 


6849. .6994, 7773.-7844, 7923 


..7980, 8054. .8136, 8232. .8303, 




8402. .8473, 8560. .8642 






GI Descrip. 


(AF023164 ) leucine-rich repeat transmembrane protein kinase 




[Zea mays] 






Seq. No. 


24379 


Seq. ID 


OJ990914_16.0207.C12 


Gene No. 


SOf'Zb 


Strand 




Start 


1179 


End 


1662 


Name 


OJ990914 16.0207.C12.ol.gp 


Method 


AAT-/GAP 



24578 



Start 
GI 

Exons 



1179 
none 

1179. .1662 



End 
Score 



1662 
895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24379 Seq. ID 

50727 Strand 

1715 End 

OJ990914_16 . 0207 . C12 . ol . tw Method 

269 End 

none. Score 



OJ990914_16.0207.C12 
2155 

TBLASTX: Wheat 

502 

124 



269. .325, 276. .365, 277, 
389. .502 



,366, 387. .500, 388. .501, 389. .502, 



Seq. No. 24379 

Gene No. 50727 

Start 1715 

Name OJ990914_16 . 0207 .C12 . ol . tm 

Start 285 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ990914_16.0207.C12 
Strand 

2155 

TBLASTX: Maize 
2155 
134 



End 

Method 
End 
Score 

285. .413, 292. .411, 378. .560, 379. .561, 397. .561, 1330. .1416, 
1335. .1427, 1335. .1424, 1521. .1589, 1522. .1590, 1659. .1799, 
1660. .1797, 1796. .1912, 1796. .1915, 1797. .1913, 1801. .1914, 
1801.. 1917, 2053.. 2109, 2054.. 2155 



Seq. No. 24379 

Gene No. 50727 

Start 1715 

Name OJ990914_16 . 0207 .C12 . ol . tc 

Start 307 

GI none 
Exons 



Seq. ID OJ990914_16.0207.C12 
Strand • - 
End 

Method 
End 
Score 



2155 

TBLASTX: Cress 

1902 

107 



307. .432, 321. .428, 439. .561, 456. .557, 1326. .1433, 1337. .1438, 
1660. .1821, 1671. .1799, 1824. .1892, 1825. .1902 



OJ990914 16.0207.C12 



24379 Seq. ID 

50727 Strand 

1715 End 

OJ990914_16.0207.C12.ol.ts Method 

385 End 

none Score 

385. .561, 387. .557, 394. .561, 1326. .1424, 1337. .1390, 
1663.. 1821, 1668. .1796, 1824 .. 18 98 r- 1825 .. 1902 



2155 

TBLASTX : Soybean 
1902 
221 



24379 Seq. ID 

50727 Strand 
1715 End 
OJ990914_16 . 0207 . C12 . o2 . gp Method 
1715 End 
84339_1.R1084 Score 
1715.. 2144 

' 5804817/emb | CAB52871 . 1 | 1, 
[Arabidopsis thaliana] ' 

24379 Seq. ID 

50728 - Strand 
7922 End 
OJ990914_16.0207.C12.o2.tm Method 
7 922 End 



OJ990914_16.0207.C12 

2155 
AAT/GAP 
2144 
803 



0e-10 (AL021712) putative protein 



OJ990914_16.0207.C12 
8461 

TBLASTX: Maize 
8461 



24579 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Star L 
Name 
Start 



none 
7922. 



Score 95 

.7990, 7924. .7989, 7924. .7992, 8065. .8127, 8066. .8137, 



8066. .8140, 8232. .8303, 8233. .8301, 8402. .8461, 8403. .8459 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.tm 
82 

none 



Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method TBLASTX : Mai ze 

End 1836 

Score 59 



82. .135, 96. .131, 150. .299, 159. .299, 178. .300, 440. .721, 
441. .650, 442. .717, 811. .960, 812. .952, 1028. .1189, 1032. .1187, 
1048. .1188, 1049. .1189, 1294. .1443, 1295. .1450, 1296. .1454, 
1302. .1454, 1673. .1810, 1688. .1825, 1689. .1823, 1690. .1836 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.gs 

115 

none 



Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method GEN SCAN 

End 2751 

Score .67 



115. .297, 339. .442, 850. .946, 1050. .1189, 1298. .1454, 
1690.. 1764, 2707.. 2751 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.np 

139 • 

2961358 



Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method AAT/NAP 

End 1839 

Score 1185 



139. .297, 443. .714, 811. .946, 1050. .1189, 1298. .1454, 1690. .1839 
(AL022140) serine/threonine protein kinase like protein 
[Arabidopsis thaliana] 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.tc 

190 

none 



Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method TBLASTX : Cress 

End 918 

Score 128 



190. .300, 370. .465, 440. .721, 493. ,717, 811. .918, 812. .916 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.ts 

253 

none 



Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method TBLASTX : Soybean 

End 1821 

Score 85 



253. .300, 440. .721, 442. .717, 805. .948, 808. .948, 812. .952, 
1028. .1207, 1032. .1187, 1295. .1450, 1296. .1454, 1310. .1465, 
1323.. 1460, 1689.. 1820, 1690.. 1821 



24380 
50729 
115 

OJ990914_16.0207.C13.ol.tw 
662 



. Seq. ID OJ990914_16.0207.C13 

Strand + 

End 2751 

Method TBLASTX : Wheat 

End 1190 



24580 



GI 


none 


Score 


67 


Exons 


662. .721, 839. .943, 1043. .1189, 1050.. 


1190 


Seq. No. 


24380 


Seq/ ID 


OJ990914 16.0207.C13 


Gene No. 


50729 


Strand 


+ 


Start 


115 


End 


2751 


Name 


OJ990914 16.0207.C13.o2.tc 


Method 


TBLASTX: Cress 


Start 


1028 


End 


1373 


GI 


none 


Score 


218 


Exons 


1028.. 1198, 1032.. 1214, 1295. 


.1372, 1296.. 1373 


Seq. No. 


24381 


Seq. ID 


OJ990914_16.0207.C14 


Gene No. 


50730 


Strand 


+ 


Start 


5572 


End 


6973 


Name 


OJ990914 16. 0207 .C14 .ol.np 


Method 


AAT/NAP 


Start 


5572 ~~ 


End 


6973 


GI 


4586248 


Score 


228 


Exons 


5572. .5715, 6373. .6438, 6751. 


.6973 




GI Descrip. 


(AL049640) growth factor like 


protein 


[Arabidopsis thaliana] 


Seq. No. 


24381 


Seq. ID 


OJ990914_16.0207.C14 


Gene No. 


50731 


Strand 




Start 


6729 


End 


6912 


Name 


OJ990914 16. 0207 .C14 .ol. tm 


Method 


TBLASTX: Maize 


Start 


5492 ~ 


End 


5725 


GI 


none 


Score 


208 


Exons 


5492. .5716, 5494. .5718, 5529. 


.5720, 5594.. 5725 


Seq. No. 


24381 


Seq. ID 


OJ990914_16.0207.C14 


Gene No . 


50731 


Strand 




Start 


6729 


End 


6912 


Name 


OJ990914 16. 0207.C14 .ol. ts 


Method 


TBLASTX : Soybean 


Start 


5530 ~~ 


End 


6891 


GI 


none 


Score 


81 


Exons 


5530.. 5709, 6367.. 6438, 6741. 


.6890, 6751. .6891 


Seq. No. 


24381 


Seq. ID 


OJ990914_16.0207.C14 


Gene No. 


50731 


Strand 




Start 


6729 


End 


6912 


Name 


OJ990914 16.0207.C14.ol.gp - 


Method 


AAT/GAP 


Start . 


6729 


End 


6891 


GI 


LIB3479-002-Q6-K2-F7 


Score 


'242 


Exons 


6729.. 6891 






GI Descrip. 


, 4587607/gb|AAD25835.1|AC006951_14 1.0e-31 (AC006951) putative 




antisense basic fibroblast growth factor [Arabidopsis thaliana 


Seq. No. 


24381 


Seq. ID 


OJ990914_16.0207.C14 


Gene No . 


50731 


Strand 




Start 


6729 


End 


6912 


Name 


OJ990914 16.0207.C14.o2.tm 


Method 


TBLASTX: Maize 


Start 


6777 


End 


6912 


GI 


none 


Score 


136 


Exons • 


6777.. 6890, 6777. .6890, 6778. 


6912 




Seq. Nu. 


24382 


Seq. ID 


OJ990914_16.0207.C15 


Gene No. 


50732 


Strand 




Start 


258 


End 


616 



24581 




Name 


OJ990914 16.0207.C15.ol.gs 


Method 


GENSCAN 




Start 


258 


End 


616 




GI 


none 


Score 


.67 




Exons 


258. .382, 448. .616 








Seq. No. 


24383 


Seq. ID 


OJ990914_16.0207 


.C16 


Can a M /-\ 
otitic 1NU • 










Start 


1179 


End 


1280 




Name 


OJ990914 16.0207.C16.ol.gs 


Method 


GENSCAN 




■Start 


1179 


End 


1280 






none 


Score 


.61 




Exons 


1179. .1280 








Seq. No. 


24383 


Seq. ID 


OJ990914_16.0207 


.C16 


Gene No. 


50734 


Strand 








J- c. \J *± 


End 


2629 




Name 


OJ990914 16.0207.C16.ol.np 


Method 


AAT/NAP ■ 




Start 


1204 


End 


2629 




GI 


5852084 


Score 


107 




Exons 


1204. .1287, 2597. .2629 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


24384 


Seq. ID 


OJ990914_16.0207 


.C17 






O L rdnu 






Start 


428 


End 


2723 




Name 


OJ990914 16.0207.C17.ol.gs 


- Method. 


GENSCAN 




Start 


428 ' . 


End 


2649 




GI 


none ' 


Score 


.58 




Exons 


428. .756, 2613. .2649 








Seq. No. 


24384 


Seq. ID 


OJ990914_16.0207 


.C17 


Gene No. 


50735 


Strand 


+ 




Start 


428 


End 


2723 




Name 


OJ990914 16.0207.C17.ol.np 


Method 


AAT/NAP 




Start 


428 


End 


2723 




GI 


6016726 


Score 


290 




Exons 


428. .496, 524. .756, 2613. .2723 






GI Descrip. 


(AC009325) unknown protein [Arabidopsis thaliana] 






gi| 6091713 | gb | AAF03425 . 1 | AC010797 1 (AC010797) unknown prot< 




[Arabidopsis thaliana] 








Seq/ No. 


24384 •, "* . " ; 


Seq. ID' 


OJ99091"4_16.0207 


.Cl-7 


uCllC IN (J . 


50735 


Strand ' 


+ 




Start 


428 


End 


2723 




Name 


OJ990914 16.0207.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


557 


End 


763 




GI 


none 


Score 


240 




Exons 


557. .760, 574. .759, 701. .763 








Seq. No. 


24384 


Seq. ID 


OJ990914_16.0207 


.C17 


Gene No. 


50735 


Strand 


+ 




Start 


428 


End 


2723 




Name 


OJ990914 16.0207.C17.ol.ts - 


Method 


TBLASTX : Soybean 




Start 


557 


End 


763 




GI 


none 


Score 


238 




Exons 


557. .760, 583. .759, 701. .763 









24582. 




Seq. No. 


24384 




Seq. ID 


OJ990914_16.0207.C17 


Gene No. 


50735 




Strand 


+ 


Start 


.428 




End 


2723 


Name 


OJ990914 16.0207.C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


557 




End 


727 


GI 


none 




Score 


238 


Exons 


557. .727, 571. .726 








Seq. No. 


24385 




Seq. ID" 


OJ990914_16.0207.C18 


Gene No. 


50736 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990914 16.0207.C18.ol 


.np 


Method 


AAT/NAP 


o tart 


1 




End 


555 


GI 


6016726 




Score 


319 


Exons 


1. .555 








GI Descrip. 


(AC009325) unknown protein [Arabidopsis thaliana] 




gil 6091713|gb|AAF03425. 


1IAC010797 1 (AC010797) unknown prot- 




[Arabidopsis thaliana] 








Seq. No. 


24385 




Seq. ID 


OJ990914_16.0207.C18 


Gene No. 


50736 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990914 16.0207.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


95 




End 


534 


GI 


none 




Score 


95 


Exons 


95. .160, 100. .159, 155. 


.271, 


166. .270, 


349.. 534, 349.. 534, 




376. .519, 397. .492 








Seq. No. 


24385 




Seq. ID 


OJ990914_16.0207.C18 


Gene No. 


50736 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990914 16.0207.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


95 




End 


534 


GI 


none 




Score 


252 


Exons 


95. .271, 100. .270, 358. 


.513, 


427. .534, 


430. .534 


Seq. No. 


24385 




Seq. ID 


OJ990914_16.0207.C18 


Gene No. 


50736 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990914 16.0207.C18.ol 


■ gs 


Method 


GENSCAN 


Start 


101 




End . 


367 •;■ • 


GI ' 


■' none 




Score 


.79 


Exons 


101. .367 








Seq. No. 


24385 




Seq. ID 


OJ990914_16.0207.C18 


Gene No. 


50736 




Strand 


+ 


Start 


1 




End 


555 


Name 


OJ990914 16.0207.C18.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


104 




End 


450 


GI 


none 




Score 


138 


Exons 


104. .271, 105. .272, 106 


. .273, 


107. .274 


, 250. .357, 340. .444, 




350.'. 418, 397. .450 








Seq. No. 


24386 




Seq. ID 


OJ990914_16.0207.C19 


Gene No . 


/ J / 




Strand 


+ 


Start 


275 




End 


889 


Name 


OJ990914 16.0207.C19.ol 


. np 


Method 


AAT/NAP 



24583 » 




Start 


275 


End 


765 








GI 


5042454 


Score 


256 








Exons 


275.-485, 712. .765 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


JO O 


beq. iu 


OJ990914 


_16 


.0207 


.C19 


Gene No . 


JU / j / 


C +- y- a -ri ri 

our ana 










Start 


c. 1 D 


IjIIQ 


889 








Name 




fj| /"v V*\ /™\ /"J 

ixiei.no a 


GENSCAN 








Start 


*3 "3 Q 




'889 








GI 


none 


Score 


.45 








Exons 


339. .489, 798.-889 












Seq. No. 


24387 


Seq. ID 


OJ990914 


_16 


.0207 


.C20 


Gene No. 


50738 


Strand 












1 


End 


O X .J 








Name 


OJ990914 16.0207.C20.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


813 








GI 


5091513 


Score 


1048 








Exons 


1..813 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


24388 


Seq. ID 


OJ990914 


_16 


.0207 


.C23 


Gene No. 


50739 


Strand 










o tart 


1 


End 










Name 


OJ990914 16-0207. C23.ol.np 


Method' 


AAT/NAP 








Start 


1 


End 


549 








GI 


5091513 


Score 


720 








Exons 


1. .549 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 








Seq. No. 


24388 


Seq. ID 


OJ990914 


_16 


.0207 


.C23 


Gene No. 


50739 


Strand 










Start 


1 


End 


549 








Name 


OJ990914 16.0207.C23.ol.gs 


Method 


GENSCAN 








Start 


14 


End 


445 








GI 


none 


Score' 


.65 








Exons 


14. .445 












Seq. No. 


24389 


Seq. ID 


OJ990924^ 


_17 


.0211 


.C2 


t^ene jno . 


50740 


Strand 


x 

T 








Start 


184 


End 


273 ■ 








Name 


OJ990924 17.0211.C2.ol.gs 


Method 


GENSCAN 








Start 


184 


End 


273 








GI 


none 


Score 


.75 








Exons 


184. .273 












Seq. No. „ 


24389 


Seq. ID 


OJ990924_ 


_17 


.0211 


.C2 


Gene No. 


50741 


Strand 










Start 


501 


End 


574 








Name 


OJ990924 17.0211.C2.ol.gp 


Method 


AAT/GAP 








Start 


501 


End 


574 








GI 


15361 2.R1084 


Score 


78 









Exons 501 ..574 

CI Descrip. * 451G34 6/yb j AAD2I435 . I i 5.0e-12 (ACU06921) hypothetical protein 
[Arabidopsis thaliana] ' 



24584 




Seq. No. 


24390 








Seq. ID 


OJ990924_17.0211.C3 




S0742 








St rand 

J L. 1 Ul 1U 




Start 


758 








End 


881 


Name 


OJ990924 17 


.0211 


.C3.ol. 


gs 


Method 


GENSCAN 


Start 


758 






End 


881 


GI 


none 








Score 


.43 


Exons 


758. .881 












Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


w die IN w • 


50743 








Strand 


+ 


Start 


1834 








End 


4564 


Name 


OJ990924 17 


.0211 


.C4 .ol. 


gs 


Method 


GENSCAN 


Start 


1834 








End 


2772 


GI 


none 








Score 


.81 


Exons 


1834. .2772 












Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


VJC11C l'U • 


50743 








Strand 


+ 


Start 


1834 








End 


4564 


Name 


OJ990924 17 


.0211 


.C4 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


1966 








End 


2724 


GI 


none 








Score 


185 


Exons 


1966. .2115, 


1980 


. .2501, 


1999. 


.2478, 2499.. 2723, 2500.. 2724 


Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


UC11C LN • 










Strand 


+ ; ." 


Start 


1834 








End 


4 564 v * 


Name 


OJ990924 17 


.0211 


.C4 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1966 








End 


2439 


GI 


none 








Score 


429 


Exons 


1966. .2439, 


1971 


. .2438 








Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


Gene No. 


50743 








Strand 


+ 


O Lai L- 


1834 








End 


4564 


Name 


OJ990924 17 


.0211 


.C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1966 








End 


4170 


GI 


none 








Score 


483 


Exons 


1966. .2487, 


1980 


. .2486, 


2493. 


.2729, 2494. .2724, 4011. .4157 




4018. .4170 












Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


Gene No. 


50743 








Strand 


+ 


Start 


1834 








End 


4564 


Name 


OJ990924 17 


.0211 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


2072 








End 


4564 


GI 


5420389 








Score 


244 


Exons 


2072. .2387, 


4104 


. .4564 








GI Descrip. 


f (AJ2434 60) protepphosphoglycan [Leishmania major] 


Seq. No. 


24391 








Seq. ID 


OJ990924_17.0211.C4 


Gene No. 


50743 








Strand 


+ 


Start 


1834 








End 


4564 


Name 


OJ990924 17, 


.0211 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2404 








End 


2655 


GI 


none 








Score 


69 


Exons 


2404. .2478, 


2500 


. .2655, 


2514. 


.2651 





24585 




Oeq • iNU . 


9 A "3 Q 1 


Q&rt T H 
DfcJLJ . XU 


O.TQQDQ94 1 7 D91 1 


CA 


Gene No. 


50743 


Strand 


+ — 




Start 


1834 


End 


4564 




Name 


OJ990924 17.0211.C4.o2.gs 


Method 


GENSCAN 




Start 


4018 


End 


4523 




GI 


none 


Score 


.69 




Exons 


4018. .4523 








OC4. LNU . 






O.TQQ0Q94 17 D91 1 


PR 


Gene No. 


50744 


Strand 


+ ~ 




Start 


482 


End 


2440 




Name 


OJ990924 17.0211. C5.ol.gs 


Method 


GENSCAN 




Start 


482 


End 


2440 




GI 


none 


Score 


.57 




Exons 


482. .593, 2343. .2440 








Seq. No. 


24392 


Seq. ID 


OJ990924_17.0211 


.C5 


Gene No. 


50745 


Strand 


+ 






O 2 j D 


End 


13516 




Name 


OJ990924 17.0211.C5.o3.gs 


Method 


GENSCAN 




Start 


8996 


End 


13441 




GI 


none 


Score 


.61 




Exons 


8996.. 9008, 10199 10360, 


10432. .10499, 


11029. .11150, 






11290. .11342, 12105.. 12544 


, 12758. .12774, 12870 .. 12983, 






13306. .13441 








Seq. No. 


24392 


Seq. ID 


OJ990924_17.0211 


.C5 




50745 


Strand 


+ 




Start 


8996 


End 


13516 




Name 


OJ990924 17.0211.C5.ol.np 


Method 


AAT/NAP 




Start 


11801 


End 


13516 




GI 


6907086 


Score 


517 




Exons 


11801. .12624, 12683. .13074 


, 13290.. 13516 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




O € q ■ IN U • 


24392 


Seq. ID 


OJ990924_17.0211 


PR 


Gene No. 


50746 


Strand 






Start 


3229 


End 


4028 




Name 


OJ990924 17.0211.C5.o2.gs 


Method 


GENSCAN 




Start 


3229 


End 


4028 




GI 


none 


Score 


.95 




Exons 


3229.. 3644, 3863.. 4028 








Seq. No. 


24392 


Seq. ID 


OJ990924_17.0211 


.C5 




50747 


Strand 






Start 


9507 


End 


15048 




Name 


OJ990924 17.0211.C5.o2.np 


Method 


AAT/NAP 




Start 


9507 


End 


15048 




GI 


4680179 


Score 


452 




Exons 


9507.. 9562, 11531 .. 11617 , 


11796. .11889, 


13973. .15048 




GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


24392 


Seq. ID 


OJ990924_17.0211 


.C5 


Gene No. 


50747 


Strand 






Start 


9507 


End 


15048 




Name 


OJ990924 17.0211.C5.ol.tm 


Method 


TBLASTX: Maize 





24586 



Start 


14263 




End 


14559 


GI 


none 




Score 


191 


Exons 


14263. .14559 








Seq. No. 


24392 




Seq. ID 


OJ990924_17.0211.C5 


Gene No . 


50747 




Strand 




Start 


9507 




End 


15048 


Name 


OJ990924 17.0211. C5.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


14443 




End 


44817 


GI 


none 




Score 


230 


Exons 


14443. . 14817 








Seq. No. 


24393 




Seq. ID 


OJ990924_17.0211.C6 


Gene No. 


50748 




Strand 




Start 


1 




End 


664 


Name 


OJ990924 17.0211.C6.ol 




Method 


AAT/GAP 


Start 


1 




End 


664 


GI 


2443118 




Score 


584 


Exons 


1..117, 201. .327, 577. 


.664 






GI Descrip. 


2894 600/emb|CAA17134 .1 


I l.Oe 


-47 (AL021 


389) putative protei 




[Arabidopsis thaliana] 






Seq. No . 


24393 




Seq. ID 


OJ990924_17.0211.C6 


G&ne No. 


50748 




Strand 




Start 


1 




End 


664 


Name 


OJ990924 17.0211.C6.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


664 


GI 


2894600 




Score 


289 


Exons 


1.-117, 201. .327, 577. 


.664 






GI Descrip. 


(AL021889) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


24393 




Seq. ID 


OJ990924_17.0211.C6 


Gene No . 


50748 




Strand 




Start 


1 




End 


664 


Name 


OJ990924 17.0211.C6.ol 


.gs 


Method 


GENSCAN 


Start 


13 




End 


664 


GI 


none 




Score 


.94 


Exons 


13.. 117, 201;. 327, 577 


. .664 






Seq. No. 


24394 




Seq. ID 


OJ990924_17.0211.C7 


Gene No.. 


50749 




Strand 




Start 


1 




End ' 


1055 


Name 


OJ990924 17.0211.C7.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1055 


GI 


5080777 




Score 


293 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

uxons 
Seq. No. 



1..18, 649. .898, 941. .1055 

(AC007576) Unknown protein [Arabidopsis thaliana] 



24394 
50749 
1 

OJ990924_17.0211.C7.ol.tm 

645 

none 



Seq. ID OJ990924_17.0211.C7 
Strand 

End 1055 

Method TBLASTX : Maize 

End 1055 

Score 285 



64b. .893, 650. .892, 947. .1054, 948. .1055 

24394 Seq. ID OJ990924_17 . 02 11 . C7 



24587 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



50749 Strand 

1 End 

OJ990924_17 . 0211 . C7 . ol . ts Method 

645 End 

none Score 



1055 

TBLASTX: Soybean 

1048 

176 



645. .890, 650. .892, 942. .1040, 947. .1045, 950. .1048 



Seq. No. 

Gene No'. 

Start 

Name 

Start 

GI 

Exons 



24394 
50749 
1 

OJ990924_17.0211.C7.ol.tc 

648 

none 



Seq. ID OJ990924_17.0211.C7 
Strand 
End 

Method 
End 
Score 



1055 

TBLASTX : Cress 

1048 

116 



648. .872, 650. .892, 942. .1037, 950. - 104? 



Seq. No. 


24394 




Seq. ID 


OJ990924_ 


17. 0211. C7 


Gene No. 


50749 




Strand 






Start 


1 




End 


1055 




Name 


OJ990924 17.0211. 


,C7 -ol-gs 


Method 


GENSCAN 




O Lai U 


653 




End 


982 




GI . 


none 




Score 


. 93 




Exons 


•653. .982 










Seq. No. 


24394 




Seq. ID 


OJ990924_ 


17. 0211. C7 


Gene No. 


50749 




Strand. 






Start 


1 




End 


1055 




Name 


OJ990924 17.0211. 


C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


683 




End 


1042 




GI 


none 




Score 


76 




Exons 


683. .874, 759. .860, 956. .1042 






Seq. No. 


24395 




Seq. ID 


OJ990924_ 


17. 0211. C8 


Gene No. 


50750 




Strand 


+ 




Start 


2776 




End 


2971 




Name 


OJ990924 17.0211. 


C8.ol.gp 


Method 


AAT/GAP 




Start 


2776 


End 


2971 




GI 


4562 1.R1084 




Score 


329 




Exons 


2776. .2971 










GI Descrip. 


'2198851 0.0e+00 


(AF007785) 


cystathionine gamma- 


■synthase [Zea 




mays] ' 










Seq. No. 


24396 




Seq. ID 


OJ990924_ 


17. 0211. C9 


Gene No. 


50751 




Strand 






Start 


1 




End 


2699 




Name 


OJ990924 17.0211. 


C9.ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


2655 




GI 


4562 1.R1084 




Score 


2002 




Exons 


1..118, 201. .296, 


400. .507, 


769. .855, 


930. .1133, 


1224. .1283, 




1891;. 2059, 2195. 


.2268, 2381 


..2484, 2581. .2655 




GI Descrip. 


'2198851 0.0e+00 


(AF007785) 


cystathionine gamma- 


synthase [Zea 




mays] ' 










Seq. No. 


:24396 




Seq. ID 


OJ990924_ 


17. 0211. C9 


Gene No. 


50751 




Strand 






Start 


1 




End 


2699 




Name 


OJ990924 17.0211. 


C9.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


2699 





24588 



GI 2198851 Score 1596 

Exons 1..118, 201. .296, 400. .507, 769. .855, 930. .1133, 1224. .1283, 

1891. .2059, 2195. .2268, 2381. .2484, 2581. .2699 
GI Descrip. (AF007785) cystathionine gamma -synthase [Zea mays] 



Seq. No. 24396 Seq. ID 

Gene No. 50751 ' Strand 

Start ■' * 1 End 

Name OJ990924_17 . 0211 . C9 . ol . ts Method 

Start 1 End 

GI none Score 
Exons 



OJ990924_17.0211.C9 
2699 

TBLASTX: Soybean 

2482 

105 

291, 198. .314, 201. .299, 



1..63, 2. .142, 3. .116, 185. .286, 187 
397. .507, 398. .508, 769. .855, 815. .856, 927. .1133, 928. .1134, 
1197. .1319, 1221. .1319, 1875. .2060, 1886. .2077, 1891. .2082, 
2197. .2301, 2379. .2447, 2381. .2482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24396 Seq. ID 

50751 Strand 

1 End 
OJ990924_^17 . 02 1 1 . C9 . ol . tc Method 

2 End 
none Score 



OJ990924_17.0211.C9 
2699 

TBLASTX: Cress 

2485 

115 



2. .142, 3. .116, 196. .288, 198. .320, 201. .305, 397. .507, 
398. .508, 399. .512, 769. .855, 922. .1089, 927. .1151, 928. .1134, 
930. .1148, 1197. .1319, 1886. .2062, 1888. .2061, 2195. .2305, 
2197. .2301, 2379. .2447, 2381. .2485 



Seq. No. 24396 

Gene No. 50751 

Start 1 

Name OJ990 924_17 . 021 1 . C9 . ol . tm 

Start 2 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924_17.0211:C9 
2699 

TBLASTX: Maize 
2699 
154 

2. .142, 3. .119, 183. .299, 187. .303, 198. .314, 200. .304, 
388. .507, 401. .514, 401. .511, 402. .515, 769. .858, 769. .855, 
925. .1134, 927. .1151, 930. .1136, 1197. .1289, 1198. .1284, 
1211. .1285, 1888.. 2058, 1888.. 2079, 1895.. 2080, 2195.. 2269, 
2195. .2269, 2197. .2295, 2197. .2301, 2331. .2447, 2381. .2482, 
2381.. 2485, 2519.. 2689, 2579.. 2698, 2580.. 2699 . 



24396 
50751 
1 

OJ990924_17.0211.C9.ol.gs 

201 

none 



Seq. ID* OJ990924_17.0211.C9 
Strand 

End 2699 
Method GENSCAN 
End 2656 
Score .82 



201. .296, 400. .507, 769. .855, 930. .1133, 1224. .1283, 1891. .2059, 
2195.. 2268, 2381.. 2555, 2581.. 2656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24396 Seq. ID 

50751 Strand 

1 End 

OJ990924_17 . 0211 .C9.ol . tw. Method 

821 End 

none Score 



OJ990924_17.0211.C9 
2699 

TBLASTX: Wheat 

2268 

56 



821. .856, 823. .855, 925. .1134, 927. .1151, 1197. .1289, 

1223. .1285, 1882. .2061, 1886. .2080, 1887. .2060, 1888. .2079, 



24589 




2195. .2266, 2195. .2266, 2197. .2268, 2197. .2268 



Seq. No. 


24397 




Seq. ID 


. OJ990924_17. 


.0211. CIO 


Gene No. 


50752 




Strand 


+ 




Start 


188 




End 


396 




Name 


OJ990924 17. 0211. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


188 




End 


396 




GI - ' 


none 




Score 


.7 




Exons 


188. .267, 297. .396 








- 


Seq. No. 


24398 




Seq. ID 


OJ990924_17. 


,0211X11 


Gene No. 


50753 




Strand 


- 




Start 


1127 




End 


1233 




Name 


OJ990924 17.0211.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


1127 




End 


1233 




GI 


none 




Score 


.46 




Exons 


1127.. 1233 










Seq. No. 


24399 




Seq. ID 


OJ990924_17. 


0211X12 


Gene No. 


50754 




Strand 


+ 




Start 


3679 




End ■ 


4152 




Name 


OJ990924 17.0211.C12.ol 


.gs 


Method 


GENSCAN 




Start 


3679 




End 


4152 




GI 


none 




Score 


.48 




Exons 


3679.-3733, 4079.. 4152 










Seq. No. 


24399 




Seq. ID 


OJ990924_17. 


0211X12 


Gene No. 


50755 




Strand 


+ 




Start 


4259 




End 


5559 




Name 


OJ990924 17.0211X12.o2, 


.gs 


Method 


GENSCAN 




Start 


4259 




End 


5559 




GI 


none 




Score 


.82 




Exons 


4259. .4345, 4450. .4597, 


5353. 


.5559 






Seq. No. 


24399 




Seq. ID 


OJ990924_17. 


0211X12 


Gene No . 


50756 




Strand 






Start 


4249 




End 


4722 




Name 


OJ990924 17.0211.C12.ol. 


■ gp 


Method 


AAT/GAP 




Start 


4249 




End 


4722 




GI 


48882 1.R1084 




■Score 


907 




Exons 


4249. .4722 




-* 






GI Descrip. 


, 5091597/gb|AC007858.1 | 10A19I 


7.0e-31 


Oryza sativa 


chromosome 




BAC 10A19I, complete sequence 


t 






Seq. No. 


24400 




Seq. ID 


OJ990924_17. 


0211X13 


Gene No . 


50757 




Strand 






Start 


1396 




End 


3870 




Name 


OJ990924 17.0211.C13.ol. 


gp. 


Method 


AAT/GAP 




Start 


1220 




End 


1659 




GI 


43801 1.R1084 




Score 


597 




Exons 


1220. .1461, 1566. .1659 










GI Descrip. 


'4056477 1.0e-16 (AC005E 


J 96 ) putative RNA binding protein 




[Arabidopsis thaliana] ' 










Seq. No. 


24400 




Seq. ID 


OJ990924_17. 


0211X13 


Gene No. 


50757 




Strand 






Start 


1396 




End 


3870 





24590 




Name 


OJ990924 17 


. 0211 


. C13 . ol 


. L.1U 


Method 


TBLASTX: 


M^a "i *7 o 
via. x z, tr 


Start - 


1378 








End 


2285 




GI 


none 








Score 


91 




Exons 


1378. .1461, 


1390 


. .1461, 


1391. 


.1474, 1562. .1651, 


1566. .1775, 




1566. .1811, 


1587 


. .1643, 


1703. 


.1792, 1770.. 1859, 


1786. .1845, 




2178. .2252, 


2184 


. .2285, 


2185. 


.2280, 2188. .2256, 


2190. .2258 


Seq. No. 


24400 








Seq. ID 


OJ990924 


_17.0211.C13 


Gene No. 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ990924 17 


. 0211 . 


. C13 . ol , 


. tc 


Method 


TBLASTX: 


\-> -L COO 


Start 


1396 








End 


2868 




GI 


none 








Score 


65 




Exons 


1396. .1461, 


1409. 


. .1507, 


1564. 


.1770, 1566. .1769, 


1569. .1745, 




1569. .1757, 


1588. 


. .1758, 


1785. 


.1841, 1786. .1845, 


2179. ,2283, 




2181. .2291, 


2184, 


. .2285, 


2770. 


.2868, 2772.. 2867 




Seq. No. 


24400 








Seq. ID 


OJ990924 


_17.0211.C13 


ftprif 1 No 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ990924 17 


.0211. 


.C13.02, 




Method 


GEN SCAN 




Start 


1396 








End 


2991 




GI 


none 








Score 


.87 




Exons 


1396. .1461, 


1566. 


, .1847, 


2181. 


.2282, 2707. .2991 




Seq. No. 


24400^ 








Seq. ID 


OJ990924 


_17.0211.C13 


Gene No. 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ990924 17 


.0211. 


.C13.ol. 


,np 


Method 


AAT/NAP 




Start 


1399 








End 


3122 




GI 


4056477 








Score 


597 




Exons 


1399. .1461, 


1566. 


.1847, 


2181. 


.2282, 2775. .3122 




GI Descrip. 


(AC005896) putative RNA-binding protein [Arabidopsis thaliana 


Seq. No. 


24400 








Seq. ID 


OJ990924 


_17.0211.C13 


Gene No. 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ990924 17, 


.0211. 


C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1408 








End 


2868 


GI 


none 








Score 


63 




Exons 


1408. .1461, 


1569. 


.1685, 


1569. 


.1757, 1584.. 1685/ 


1588. .1758, 




1680. .1844, 


1683. 


.1760, 


1683. 


.1775, • 18 


04. .1845, 


2179. .2283, 




2181. .2285, 


2181. 


.2291, 


2184. 


.2285, 2203. .2283, 


2770. .2868, 




2772. .2867 














Seq. No. 


24400 








Seq. ID 


OJ990924 


_17.0211.C13 


QpriP Mo 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ99092.4 17. 


,0211. 


C13.ol. 


tw. 


Method 


"TBLASTX: 1 


Wheat 


Start 


1417 








End 


2285 




GI 


none 








Score 


60 




Exons 


1417. .1464, 


1569. 


.1757, 


1570. 


.1749, 21 


84 . .2285, 


2185. .2280 


Seq. No. 


24400 








Seq. ID 


OJ990924_ 


_17.0211.C13 


/-» »T_ 

OC1IC ■ IV KJ . 


50757 








Strand 






Start 


1396 








End 


3870 




Name 


OJ990924_17. 


0211. 


C13.o2. 


np 


Method 


AAT/NAP 





24591 



Start 2587 End 3870 

GI 6434257 Score 81 

Exons 2587.. 2654, 2914.. 3184, 3841.. 3870 

GI Descrip. (Z4 6676) similar to Poly (A) RNA binding protein; cDNA EST 

EMBL:D65752 comes from this gene; cDNA EST EMBL:D69301 comes 
from this gene; cDNA EST EMBL:C11188 comes from this gene; cDNA 
EST EMBL:C13204 comes from this gene; cDNA. . . 



Seq. No. 24400 Seq. ID 

Gene No. 50757 Strand 

Start 1396 End 

Name OJ990924_17 . 0211 . C13 . o2 . gp Method 

Start 2882 End 

GI none Score 

Exons 2882.. 3158 



OJ990924_17'. 0211 . C13 

3870 
AAT/GAP 
3158 
499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 1 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24401 
50758 
71 

OJ990924_17.0211.C16.ol.gp 
71 

2443118 
71. .108, 512. .589 

2894600/embl CAA17134.il 1.0e-47 (AL021889) putative protein 
[Arabidopsis thaliana] 



Seq. ID OJ990924_17.0211.C16 
Strand + 

589 

AAT/GAP 
589 
132 



End 

Method 

End 

Score 



24401 
50759 
1 

OJ990924_17.0211.C16.ol.np 
1 

2894600 

1..46, 522. .587, 845. .934, 1041. .1075, 3162. .3205 
(AL021889) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990924_17.0211.C16 
Strand 

End 3205 

Method AAT/NAP 

End. 3205 

Score 131 



24401 
50759 
1 

OJ990924_17.0211.C16.ol.gs 

514 

none 



Seq. ID OJ990924_17.0211.C16 
Strand 

End 3205 

Method GENSCAN ' 

End 2936 

Score .76 



514.. 587, 1041.. 1119, 1260.. 1333, 155-0 .. 16'80, 2128.. 2161, 
2239.. 2326, 2388.. 2507, 2863.. 2936 



24402 
50760 
2242 

OJ990924_17.0211.C17.ol.gp 
2242 

LIB347 9-006-Q6-K1-B11 
2242. .2668 

, 5734616/dbj IAP000391.1 IAP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



Seq. ID OJ990924_17.0211.C17 

Strand + 

End 2668 

Method AAT/GAP 

End 2668 

Score 609 



■J C <4 . LN U . 

Gene No. 
Start 



50761 
2042 



Seq. ID OJ990924_17.0211.C17 
Strand' 

End 2457 



24592 



Name 


OJ990924 17.0211.C17.ol 


.np Method 


AAT/NAP 




Start 


2042 


End 


2457 




GI 


6539570 


Score 


216 




Exons 


2042. .2108, 2255. .2457 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24402 


Seq. ID 


OJ990924_17.0211 


.C17 


Gene No. 


50762 


.- . Strand - 


- 




Start 


2585 


End 


2667 




Name 


OJ990924 17.0211.C17.o2 


. np Method 


AAT/NAP 




Start 


2585 


End 


2667 




GI 


6630699 


Score 


93 




Exons 


2585. .2667 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gi | 6721536 | dbj | BAA89566 


.11 (AP001073) hypothetical protein 




[Oryza sativa] 








Seq. No. 


24403 


Seq. ID 


OJ990924_17.0211 


.C18 


Gene No . 


50763 


Strand 






Start 


627 


End 


1206 




Name 


OJ990924 17.0211.C18.o2 


. tm Method 


TBLASTX': Maize 




Start 


525 


End • 


744 




GI 


none 


Score 


185 




Exons 


525..5S4/ 529. .741, 535 


..564, 573. .611, 


■ 590. .739, 592.. 


744 


Seq. No. 


24403 


• Seq. ID 


OJ990924_17.0211 


.C18 


Gene No. 


50763 


Strand 






Start 


627 


End 


1206 




Name 


OJ990924 17.0211.C18.ol 


. np Method 


AAT/NAP 




Start 


627 


End 


1206 




GI 


3461821 


Score 


270 




Exons 


627. .879, 979. .1206 








GI Descrip. 


(AC004138) putative nucleoside triphosphatase [Arabidopsis 




thaliana] .>>. 








Seq. No. 


24403 


Seq. ID 


OJ990924__17.0211 


.C18 


Gene No. 


50763 


Strand 






Start 


627 


End 


1206 




Name 


OJ990924 17.0211.C18.ol. 


■ ts Method 


TBLASTX: Soybean 




Start 


630 


End 


1184 ■ 




GI 


none 


Score 


76 




Exons 


630. .698, 634. .699, 819. 


,.881, 820. .864, 


965. .1060, 978. 


. 1088 




979. .1089, 1085. .1177, 1098. .1184 






Seq. No. 


24403 


Seq. ID 


OJ990924_17.0211 


.C18 


Gene No. 


50763 


Strand 






Start 


627 


End 


1206 




Name 


OJ990924 17.0211.C18.ol. 


tm Method 


TBLASTX: Maize 




Start 


745 


End y.„, . 


1184 




GI 


none 


Score ' 


112 




Exons 


745. .882, 748. .882, 753. 


.884, 819. .899, 


969.. 1088, 970. 


.1089, 




977. .1093, 1085. .1177, 1086. .1184, 1086 


>. .1184 




Seq. No. 


24403 


Seq. ID 


OJ990924_17.0211 


.C18 


Gene No. 


50763 


Strand 






Start 


627 


End 


1206 




Name 


OJ990924 17.0211.C18.ol. 


tc Method 


TBLASTX: Cress 





24593 



Start 
GI 

Exons. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



777 End 1184 

none Score 90 

777. .881, 969. .1079, 970. .1068, 1088. .1177, 1089. .1184 



24404 
50764 
1 

OJ990924_17.0211.C19.ol.np 
1 

3461821 



Seq. ID OJ990924_17.0211.C19 
Strand 

End 2093 

Method AAT/NAP 

End 2093 

Score 382 



1..315, 882. .989, 1257. .1369, 1891. .2093 

(AC004138) putative nucleoside triphosphatase [Arabidopsis 
thaliana] 



24404 
50764 
1 

OJ990924_17.0211.C19.ol.tm 
52 

none 



Seq. ID OJ990924_17.0211.C19 
Strand 

End 2093 

Method TBLASTX : Maize 

End 2053 

Score 85 



52. .177, 78. .179, 80. .190, 81. .176, 204. .257, 206. .253, 
731. .784, 732. .782, 738..788, 739. .801, 863. .982, 882. .992, 
882. .992, 883. .993, 887. .994, 1249. .1326, 1254. .1370, 
1257. .1373, 1881. .2033, 1886 2029, ■ 1900 2031, 2024. .2053 



24404 
50764 
1 

OJ990 924_17 . 02 1 1 . CI 9 . ol . gp 
76 

49573 1.R1084 



Seq. ID OJ990924_17.0211.C19 
Strand 

End 2093 

Method AAT/GAP 

End 2069 

Score 1141 



76. .258, 739. .781, 882. .989, 1257. .1369, 1891. .2069 

'3461821 2.0e-49 (AC004138) putative nucleoside triphosphatase 

[Arabidopsis thaliana] 1 



24404 
50764 
1 

OJ990924_17.0211.C19.ol.gs 
76 

none 



Seq. ID OJ990924_17.0211.C19 
Strand 

End 2093 

Method GENSCAN 

End 2014 

Score .68 



.76. .258, 739. .781, 882. .989, 1748. .1831, 1901. .2014 



24404 
50764 
1 

OJ990924_17.0211.C19.ol.ts 

885 

none 



Seq. ID OJ990924_17.0211.C19 
Strand 

End 2093 

Method TBLASTX : Soybean 

End 2031 

Score 86 



885. .992, 1249. .1326, 1250. .1375, 1254. .1382, 1255. .1383, 
1886. .2026, 1889. .2029, 1906. .2031 



24405 
50765 
413 

OJ990924_17.0211.C20.ol.gs 
413 



Seq. ID OJ990924_17.0211.C20 
Strand 

End 1037 
Method GENSCAN 
End ~ 1037 



24594 




GI 


none 




Score 


.84 




Exons 


413. .613, 902. .1037 










Seq. No. 


24406 




Seq. ID 


OJ990924_ 


_17.0211.C21 


UC11C 1NU . 


50766 




St" rpnri 


+ 




Start 


60 




End 


347 




Name 


OJ990924 17.0211.C21.ol 


.gs 


Method 


GENSCAN 




Start 


60 




End 


347 




GI 


none 




Score 


1 




Exons 


60. .347 










Seq. No. 


24406 




Seq. ID 


OJ990924_ 


_17.0211.C21 


Gene No. 


50767 




Strand 


+ 




Start 


5491 




End 


10216 




Name 


OJ990924 17 0211 C21 o3 




Method 


GENSCAN 




Start 


5491 


End 


10216 




GI 


none 




Score 


.87 




Exons 


5491. .5544, 6481. .6622, 


6717. 


.6781, 6821. .7048, 


7129. .7227, 




8328. .8569, 8981. .9167, 


9243. 


.9356, 9437.. 9636, 


9740. .9937, 




10045. .10216 










-Seq. No. 


24406 




Seq. ID 


OJ990924_ 


_17.0211.C21 


Gene No. 


50767 




Strand 


+ 




Start . 


5491 




End 


10216 




Name 


OJ990924 17.0211.C21.ol 


. np 


Method 


AAT/NAP 




Start . 


6845 ' 




End 


10207 




GI 


6730659 




Score 


1082 




Exons 


6845. .7048, 7129. .7227, 


8328. 


.8580, 8838. .8948, 


9031. . 9167; 




9243.. 9356, 9437.. 9636, 


9740. 


.9937, 10046.. 10207 


GI Descrip. 


(AC007945) F28C11.9 [Arabidopsis thaliana] 




Seq. No. 


24406 




Seq. ID 


OJ990924_ 


17.0211.C21 


Cpnp 


50768 




Strand 


+ 




Start 


10188 . 




End 


10421 




Name 


OJ990924 17.0211.C21.o2 


.gp 


Method 


AAT/GAP 




Start 


10188 




End 


10421 




GI 


none 




Score 


408 




Exons 


10188. .10421 










Seq. No. 


24406 




Seq. ID 


OJ990924_ 


17.0211.C21 


Cpnp Mo 


50769 




Strand 


+ 




Start 


10974 




End 


11588 




Name 


OJ990924 17.0211.C21.o4 


. gs 


Method 


GENSCAN 




Start 


10974 




End 


11588 




GI 


none 




Score 


.59 




Exons 


10974. .11588 










Seq. No. 


24406 




Seq. ID 


OJ990924_ 


17.0211.C21 


Gene No. 


50769 




Strand 


+ 




Start 


10974 




End 


11588 




Name 


OJ990924 17.0211.C21.o2 


np 


Method 


AAT/NAP 




Start 


11118 




End 


11474 




GI 


5080796 




Score 


126 




Exons 


11118. .11474 










GI Descrip. 


(AuOG/5/b) Unknown protein [Arabidopsis 


thaliana 


] 


Seq. No. 


24406 




Seq. ID 


OJ990924_ 


17.0211.C21 



24595 



none N7/-\ 


sri77n 












Start 


1077 








End 


3099 


Name 


OJ990924 17 


.0211, 


,C21.o2, 


.gs 


Method 


GENSCAN 


Start • 


1077 








End 


3099 


GI 


none 








Score 


.56 


Exons 


1077. .1501, 


2561. 


, .2788, 


2799. 


.3099 




Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 " 


Gene No. 


50771 








Strand 




Start 


9494 








End 


10172 


Name 


OJ990924 17 


.0211. 


.C21.01. 


■ gp 


Method 


AAT/GAP 


OLaiL 


9494 








End 


.10172 


GI 


LIB3432-040 


-P1-K1-G9 




Score 


804 


Exons 


9494. .9617, 


9695. 


.9905, 


10056 


. .10172 




GI Descrip. 


. '5441877/dbj |BAA82375.1| 


3.0e 


-18 (AP000367) Similar to 




glycogen in 


glucosyltransferase (EC 2.4 


.1.186). (Z97341) [Oryza 




sativa] 1 












Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 




50772 








Strand 




Start 


12850 








End 


14851 


Name 


OJ990924 17 


.0211. 


C21.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


6773 








End 


7224 


GI 


none 








Score 


92 


Exons 


6773. .6946, 


n c\ c\ a 


. / U D 1 , 


n n n c 
/ U U u . 


.7035, 7129.. 7224, 7137.. 7214 


Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 


Gene No. 


50772 








Strand 




Start 


12850 








End 


14851 


Name 


OJ990924 17 


.0211. 


C21.ol. 


ts 


Method 


TBLASTX : Soybean 


OLdlL 


7004 








End 


10195 


GI 


none 








Score 


67 


Exons 


7004. .7051, 


7128. 


.7226, 


7129. 


.7227, 8333. .8491, 8343. .8510, 




8490. .8579, 


Q A on 


. oo / y , 


QQOf 
OOJD. 


.8997, 8837. .8950, 8985. .9185, 




yuz j . . y io *± f 


9240. 


.9347, 


9248. 


.9331, 9416. .9643, 9434. .9634, 




9738. .9890, 


9764 . 


.9868, 


10043 


. .10129, 


10112. .10195 


Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 


Gene No. 


50772 








Strand 




Start 


12850 








End 


14851 


Name 


OJ990924 17 


.0211. 


C21.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7004 








End 


9878 


GI 


none 








Score 


61 


Exons . 


7004. .7051, 


7129. 


.7215, 


8321. , 


.8572, 8343. .8579, 8412. .8579, 




8836. .8949, 


8837. 


.8950, 


9029. 


.9184, 9042. .9170, 9231. .9359, 




9416. .9640, 


9762. 


.9878 








Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 


Gene No. 


50772 








Strand 




O Ldl L. 


12850 








End 


14851 


Name 


OJ990924 17 


.0211. 


C21.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


8391 








End 


9077 


GI 


none 








Score 


240 


Exons 


8391. .8579, 


8399. 


.8569, 


8836. , 


.8997, 8837. .8950, 9029. .9076, 




9042 . . 9077 












Seq. No. 


24406 








Seq. ID 


OJ990924_17.0211.C21 



24596 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



14851 

TBLASTX: Maize 

10194 

77 



50772 Strand 
12850 End 
OJ990924_17 . 0211 . C21 . ol . tm Method 
9079 End 
none Score 
9079. .9144, 9083. .9145, 9083. .9184, 9084. .9185, 9240. .9356, 
9241. .9357, 9242. .9367, 9242. .9358, 9246. .9362, 9247. .9372, 
9422.. 9643, 9442.. 9633, 9732.. 9884, 9739.. 9885, 9739.. 9879, 
9740. .9883, 9883. .9945, 9885. .9947, 10037 .. 10189, 10042 .. 10188 , 
10042. .10194, 10043. .10189 



Seq. No. 


24406 




Seq. ID 


OJ990924 


JL7.0211. 


C21 


Gene No. 


50772 




Strand 








Start 


12850 




End 


14851 






Name 


OJ990924 17.0211.C21. 


. ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


9281 




End 


9876 






GI 


none 




Score 


97 






Exons 


9281.. 9367, 9282.. 9356, 9422 


!. .9643, 9425. .9634, 


9732. .9875, 




9739. .9876, 9740. .9874 










Seq. No. 


24406 




Seq. ID 


OJ990924 


_17.0211. 


C21 


Gene No. 


50772 




Strand 








Start 


X O -J \J 




End 


14851 






Name 


H.TQQnQ9d 17 0911 r9i 

VJU 27 _7 U -7 Z, 4 X/*VJ^,XX.^£.X< 


- 

, oj . gp 


Method 


AAT/GAP 






Start 


1 9 1 _ 

X c. u H X 




End 


12993 






GI 


^667 M 7 

JOu / J X / 


- 


Score 


732 






Exons 


X ^ <J *3 X . . X -7 ^ >J 












Seq. No. 


24406 




Seq. ID 


OJ990924 


JL7.0211. 


C21 


uCHC LNVJ • 


50772 




Strand 








Start 


1 9ft R0 




End 


14851 






Name 


PiTQQ0Q9zl 17 0911 P91 


. ob . gs 


Method 


GENSCAN 






Start 


12850 




End 


14747 






GI 


none 




Score 


.73 






Exons 


12850. .12982, 13075.. 


,13175, 


13791. .13901, 14430 


. .14553, 






14660. .14747 












CJon "Kin 


24406 




Seq. ID 


OJ990924 


_17.0211. 


C21 


Gene No. 


50772 




Strand 








Start 


12850 




End 


14851 






Name 


OJ990924..17.0211.C21. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


12856 




End 


14851 






GI 


none 




Score 


106 






Exons 


12856. .12984, 12880.. 


12984, 


13075. .13176, 13080 


. . 13175, 






13778. .13897, 13789.. 


13899, 


13790. .13900, 14437 


. .14553, 






14439. .14579, 14440. . 


14547, 


14762. .14E 


151 






Seq. No. 


24407 




Seq. ID 


OJ990924 


JL7.0211. 


C23 


Gene No. 


50773 




Strand 


+ 






Start 


246 




End 


672 






Name 


OJ990924 17.0211.C23. 


ol . gs 


Method 


GENSCAN 






Start 


246 




End 


672 






GI 


none 




Score 


.85 






Exons 


246. .294, 425. .672 












Seq. No. 


24407 




Seq. ID 


OJ990924 


_17.0211. 


C23 


Gene No. 


50774 




'Strand 


+ 







24597 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5511 End 11164 

OJ990924_17 . 0211 . C23 . ol . np Method AAT/NAP 

4862 . End 11087 

6466937 Score 2416 

4862. .4937, 6343. .6507, 6574. .10790, 11039. .11087 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 

thaliana] 



Seq. No. 24407 

Gene No. 50774 

Start 5511 

Name OJ990924_17 . 0211 . C23 . o3 . gs 

Start 5511 

GI none 
Exons 



Seq. ID. OJ990924_17.0211.C23 

Strand + 

End 11164 

Method GENSCAN 

End 9062 

Score .56 



5511. .5753, 6072. .6387, 6389. .6532, 6620. .6669, 6730. .7255, 
7268.. 7495, 7732. .9062 



Seq. No. 


24407 


Seq. ID 


OJ990924_17. 


0211. C23 


Gene No. 


50774 


Strand 


+ 




Start 


5511 


End 


11164 




Name 


OJ990924 17 


.0211. C23 . o4 . gs Method 


GENSCAN 




Start 


9231 - 


End 


11164 




GI 


none 


Score 


.41 




Exons 


9231. .9915, 


10006. .10725, 11019.. 11164 






Seq. No. 


24407 


Seq. ID 


OJ990924_17.- 


0211. C23 


.Gene No. 


50775 


Strand 






Start 


937 


End 


2849 




Name 


OJ990924 17 


.0211.C23.o2.gs Method 


GENSCAN 




Start 


937 


~ ' End 


2849 




GI 


none 


Score 


.79 




Exons 


937. .1167, 


1221.. 1388, 1468. .1596, 1828 


..2031, 2134 


. .2248, 




2526. .2565, 


2608. .2683, 2748. .2849 







Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211 


.C23 


Gene No. 


50775 








Strand 






Start 


937 








End 


2849 




Name 


OJ990924 17 


.0211 


.C23.o4 


.ts 


Method 


TBLASTX: Soybean 




Start 


1834 








End 


2236 




GI 


none <£• 




.'.2229> 




Score 


65 .- 




Exons 


•i^:^20'2^v: 


2134 


-2138,. 


.,2236 






Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211 


.C23 


Gene No. 


50776 








Strand 






Start 


7977 








End 


8513 




Name 


OJ990924 17 


.0211 


,C23.ol 


.tw 


Method 


TBLASTX: Wheat 




Start' 


7977 








End 


8459 






none 








Score 


409 




Exons 


7977. .8459, 


7977 


. .8417, 


8081. 


.8419 






Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211 


.C23 


Gene No . 


50776 








Strand 






Start 


7977 








End 


8513 




Name 


OJ990924_17 


.0211 


.C23.o3 


.ts 


Method 


TBLASTX : Soybean 




C+- ^ 


U \J X o 








End 


8327 




GI 


none 








Score 


224 




Exons 


8013. .8327, 


8039 


. .8326 











24598 




Seq. No. 


24407 








Seq. ID 


OJ990924 17.0211 


.C23 


Gene No. 


50776 








Strand 






Start 


7977 








End 


8513 




Name 


OJ990924 17 


.0211 


.C23.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


8034 








End 


8513 




GI 


none 








Score 


515 




Exons 


8034 . .8513, 


8040 


. .8459, 


8042. 


.8506 






Seq. No. 


24407 








Seq. ID 


OJ990924 17.0211 


.C23 


Gene No. 


50777 








Strand 






Start 


8442 








End 


9056 




Name 


OJ990924 17 


.0211. 


.C23.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


8442 








End 


8783 




GI 


none 








Score 


308 




Exons 


8442. .8783 














Seq. No. 


24407 








Seq. ID 


OJ990924 17.0211 


.C23 


Gene No. 


50777 








Strand 






Start 


8442 








End 


9056 




Name 


OJ990924 17 


.0211, 


.C23.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


8508 








End 


8906 




GI 


none 








Score 


240 




Exons 


8508. .8783, 


8769, 


, .8906 










Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211 


.C23 


Gene No. 


50777 








Strand 






Start 


8442 








End 


9056 




Name 


OJ990924 17 


.0211. 


C23.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


8532 








End 


9056 




GI 


none 








Score 


263 




Exons 


8532. .8783, 


8546. 


.8674, 


8606. 


.8791, 8766. .9056, 8846. .9040 


Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211, 


.C23 


Gene No. 


50778 








Strand 






Start 


9072 








End 


10109 




Name 


OJ990924 17, 


.0211. 


C23.o5, 


. tm 


Method 


TBLASTX: Maize 




Start 


9072 








End 


9476. 




GI 


none 








Score 


135 




Exons 


9072 . . 9230, 


9237 . 


. 9476 










Seq. No. 


24407 








Seq. ID 


OJ990924_17.02il. 


,C23 


Gene No. 


50778 








Strand 






Start 


9072 








End 


10109 




Name 


OJ990924 17, 


,0211. 


C23.o2, 


. tw 


Method 


TBLASTX: Wheat 




Start 


9252 








End 


9644 




GI 


none 








Score 


350 




Exons 


9252. . 9644, 


9404 . 


. 9442, 


9539. 


.9643 






Seq. No. 


24407 








Seq. ID 


OJ990924_17.0211. 


C23 


Gene No. 


50778 








Strand 






Start 


9072 








End 


10109 




Name 


OJ990924 17. 


0211. 


C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9477 








End 


10109 




GI 


none 








Score 


348 




Exons 


9477. .9845, 


9563. 


.9835, 


9843. 


.10109, 9845.. 10090 





24599 



Seq. No. 


24407 


Seq. ID 


OJ990924_17.0211 


VJCI1C V*\J . 


50778 


Strand 




Start 


9072 


End 


101Q9 


Name 


OJ990924 17.0211.C23.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9498 


End 


9881 


GI 


none 


' Score 


289 


Exons 


9498.-9848, 9527. .9844, 9846. .9881 




Seq. No. 


24407 


Seq. ID 


OJ990924_17.0211 


UC11C inu • 


50778 


Strand 




Start 


9072 


End 


10109 


Name 


OJ990924 17.0211.C23.o5.tw 


Method 


TBLASTX: Wheat 


Start 


9732 


End 


10109 


GI 


none 


Score 


89 


Exons 


9732.. 9848, 9845.. 9979, 9846.. 10109 




Seq. No. 


944H7 

Z *i 4 V 1 


Seq. ID 


OJ990924_17.0211 




50779 


Strand 




Start 


10193 


End 


10736 


Name 


17 0911 P9^ n4 tm 


. Method 


TBLASTX: Maize 


Start 


i m — 


End 


10736 


GI 


none 


Score 


275 


Exons 


iniQl 104ft^ 1D9^Q 1HM7 


10551. .10736, 10586.. 10735 


Seq. No. 


94 407 

^. 4 4 U / 


Seq. ID 


OJ990924_17.0211 


UCllC VtKJ • 




Strand 




Start 


10193 


End 


10736 


Name 


OJ990924 17.0211.C23.o3.tw 


Method 


TBLASTX: Wheat 


Start 


10199 


End 


10517 


GI 


none 


Score 


70 


Exons 


10199. .10486, 10205. .10468, 


10239. .10517 


Seq. No. 


24407 


Seq. ID 


OJ990924_17.0211 




50779 


Strand 




Start 


10193 


End 


10736 


Name 


OJ990924 17.0211.C23.o6.tw 


Method 


TBLASTX: Wheat 


Start 


10524 


End 


10701 


GI 


none 


Score 


191 


Exons 


10524. .10700, 10578. .10700, 


10606. . 10701 


Seq. No. 


24408. 


• Seq.. ID 


OJ990924_1X.0211 


Gene No. 


50780 


Strand 






13 


End 


1307 


Name 


OJ990924 17.0211.C24.ol.tm 


.Method 


TBLASTX: Maize 


Start 


3 


End 


1230 


GI 


none 


Score 


68 


Exons 


3. .92, 3. .95, 177. .278, 182. 


..277, 205. 


.279, 506. .604, 5( 




508. .624, 817. .942, 821. .928, 1101. .1229, 1152. .1229, i: 


Seq. No. 


' 24408 


Seq. ID 


OJ990924_17.0211 


Gene No. 


50780 


Strand 




Start 


13 


End 


1307 


Name 


OJ990924 17.0211.C24.ol.gs 


Method 


GENSCAN 


Start 


13 


End 


1241 


GI 


none 


Score 


.92 


Exons 


13. .96, 177. .277, 811. .934, 


1040. .1068 


, 1155. .1241 



24600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24408 
50780 
13 

OJ990924_17.0211.C24.ol.gp 

521 

none 



Seq. ID OJ990924_17.0211.C24 . 
Strand 

End 1307 

Method AAT/GAP 

End 1307 

Score 566 



521. .618, 811. .934, 1040. .1068, 1155. .1307 



24409 
50781 
11261 

OJ990924_17.0211.C25.o4.gp 
11261 

LIB3477-003-P1-K1-E9 
11261. .11354 

'24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990924_17.0211.C25 

Strand + 

End 11354 

Method AAT/GAP 

End 11354 

Score 129 



Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50782 








Strand ' 




Start 


187 








End 


283 


Name 


OJ990924 17, 


,0211 


.C25.ol 


.gp 


Method 


AAT/GAP 


Start ■ 


187 








End 


283 


GI 


none 








Score 


165 


Exons 


187. .283 












Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50783 








Strand 




Start 


2983 








End 


7306 


Name 


OJ990924 17. 


,0211, 


.C25.o2, 


.gp 


Method 


AAT/GAP 


Start 


2343 








End 


3311 


GI 


3763712 








Score 


477 


Exons 


2343. .2561, 


3237, 


. .3311 








Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50783 








Strand 




Start 


2983 








End 


7306 


Name 


OJ990924 17. 


0211. 


.C25.o2, 


.gs 


Method 


GENSCAN 


Start 


2983 






End 


7306 


-GI ■' 


none . r 








"■Score 


.82 ' ■ 


Exons 


2983. .3087, 


3237, 


. ,3404, 


3491. 


.3619, 4165. .4279, 4650. .4954, 




5810. .5956, 


5997, 


. .6099, 


6613. 


.6759, 7209. .7306 


Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 








Strand 




Start 


8717 








End 


19810 


Name 


OJ990924 17. 


0211. 


,C25.o2. 


,ts 


Method 


TBLASTX: Soybean 


Start 


2401 








End 


3329 


GI 


none 








Score 


135 


Exons 


2401. .2547, 


2403. 


, .2546, 


3246. 


.3329 




Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 








Strand 




Start 


8717 








End 


' 19810 


Name 


OJ990924 17. 


0211. 


C25.o3. 


,ts 


Method 


TBLASTX: Soybean 


Start 


3855 








End 


4248 



24601 




GI 


none 








Score 


84 


Exons 


3855. .4049, 


3909. 


.4028, 


4139. 


.4246, 4159. .4248 


Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


bene inq . 










Strand 




Start 


8717 








End 


19810 


Name 


OJ990924 17. 


,0211. 


C25.ol, 


.tm 


Method 


TBLASTX: Maize 


Start 


8717 








End 


9466 


GI 


none 








Score 


191 


Exons 


8717. .8902, 


8718. 


.8891, 


8954. 


.9034, 8970. .9035, 9407. .9466 


Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


bene ino . 


cm o a 








Strand 




Start 


8717 








End 


19810 


Name 


OJ990924 17. 


0211. 


C25.o3. 


.gs 


Method 


GENSCAN 


Start 


8717 








End 


9007 


GI 


none 








Score 


1 


Exons 


8717. .9007 












Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 








Strand 




art 


8717 








End 


19810 


Name 


OJ990924 17. 


0211. 


C25.ol, 


,np 


Method 


AAT/NAP 


Start 


8720 








End 


9957 


GI 


4027897 








Score 


786 


Exons 


8720. .9032, 


9402. 


.9737, 


9828. 


.9957 




GI Descrip. 


(AF049353). alpha- 


-expansin precursor [Nicotiana tabacum] 


Seq. ,No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 








Strand 




o Cait 


8717 








End 


19810 


Name 


OJ990924 17. 


0211. 


C25.ol. 


,tc 


Method 


TBLASTX: Cress 


Start 


8723 








End 


9889 


GI 


none 








Score 


136 


Exons 


8723. .8899, 


8724 . 


.8891, 


8954. 


.9034, 8970. .9035, 9407. .9481, 




9520. . 9570, 


9625. 


.9738, 


9826. 


.9888, 9827. .9889 


Seq. No. 


24409 








Seq. ID 


OJ990924JL7 .0211.C25. 


Gene No. 


50784 








Strand 




o car l 


8717 








End 


19810 


Name 


OJ990924 17. 


0211. 


C25.ol. 


ts'-- ' 


Method 


TBLASTX: Soybean ■ 


Start 


8723 








End 


-9889 


GI 


none 








Score 


139 


Exons 


8723. .8899, 


8724. 


.8891, 


8954. 


.9034, 8970. .9035, 9407. .9481, 




9532. .9564, 


9625. 


.9738, 


9826. 


.9888, 9827. .9889 


Seq. No. 


24409 








Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 








Strand 




Start 


8717 








End- 


19810 


Name 


OJ990924 17. 


0211. 


C25.o4. 


gs 


Method 


GENSCAN 


Start 


9343 








End 


19810 


GI 


none 








Score 


.41 


Exons 


9343. . 9702, 


9713. 


.10007, 


10505. .10813, 


11385. .11548, 




12105. .12111, 12901. .13039, 13124 13276, 15217 .. 15505, 




15620. . 1^820 


, 17/10. .17843, 18975. .19095, 19174 .. 1 9275, 



19462. .19650, 19658.. 19810 

24602 



Seq. No. 


24409 




Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 ' 




Strand 




Start 


8717 




.End 


19810 


Name 


OJ990924 17.0211.C25.o2, 


, tm 


Method 


TBLASTX: Maize 


Start 


9490 




End 


9889 


GI 


none 




Score 


69 


Exons 


9490.. 9564, 9491.. 9565, 


9625. 


.9738, 9629.. 9685, 9826.. 9888, 




9827. .9889 








Seq. No. 


24409 




Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 




Strand 




Start 


8717 




End 


19810 


Name 


OJ990924 17.0211.C25.o3. 


,gp 


Method 


AAT/GAP 


Start 


10783 




End 


11257 


GI 


LIB3432-059-P1-K1-D8 




Score 


770 


Exons 


10783. .11257 








GI Descrip. 


'5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genom: 




DNA, chromosome 6, clone : P0538C01 1 




Seq. No. 


24409 




Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 




Strand 


- 


Start 


8717 




End 


19810 


Name 


OJ990924 17.0211.C25.o2. 


np 


Method 


AAT /NAP 


Start 


13347 




End 


13711-^... 


GI 


6539585' 




Score 


151 


Exons 


13347. .13401, 13533.. 13711 






GI Descrip. 


(AP000837) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24409 




Seq. ID 


OJ990924_17.0211.C25 


Gene No. 


50784 




Strand 


- 


Start 


8717 




End 


19810 


Name 


OJ990924 17.0211.C25.o3. 


np 


Method 


AAT /MAP 


Start 


15119- 




End 


15436 


GI 


1223972 




Score 


566 


Exons 


15119. .15436 








GI Descrip. 


(U40814) unknown [Oryza 


sativa] 




Seq. No. 


24410 




Seq. ID 


OJ990924_17.0211.C26 


Gene No. 


50785 




Strand 




Start 


310 




End 


1058 


Name 


OJ990924 17.0211.C26.ol. 


ts 


Method 


TBliA3TX:$bybean " 


Start 


293 




End 


743 


GI 


none 




Score 


109 


Exons 


293. .394, 306. .392, 306. 


.392, 


311. .421, 


471. .581, 472. .582, 




484. .585, 695. .742, 696. 


.743 






Seq. No. 


24410 




Seq. ID 


OJ990924_17.0211.C26 


Gene No. 


50785 




Strand 




Start 


310 




End 


1058 


Name 


OJ990924 17.0211.C26.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


306 




End 


743 


GI 


none 




Score 


115 


Exons 


306. ,392, 307. .393, 314. 


.391, 


314 . .391, 


315. .392, 471. .593, 




472. .582, 695. .742, 696. 


.743 






Seq. No. 


24410 




Seq. ID 


OJ990924_17 . 0211 . C2 6 


Gene No. 


50785 




Strand 





24603 




Start 


310 


End 


1058 


Name 


OJ990924 17.0211.C26*'6l.gs 


Method 


GEN SCAN 


Start 


310 


End 


740 


GI 


none 


Score 


.89 


Exons 


310. .391, 474. .578, 686. .740 






Seq. No. 


24410 


Seq. ID 


OJ990924_17.0211.C26 


Gene No. 


50785 


Strand 




Start 


310 


End 


1058 


Name 


OJ990924 17.0211.C26.ol.np 


Method 


AAT/NAP 


Start 


310 


End 


1058 


GI 


6714473 


Score 


216 


Exons 


310. .391, 474. .581, 686. .740, 


1021. .1058 


GI Descrip. 


(AC008261) putative polypyrimidine tract-binding protein 




[Arabidopsis thaliana] 






Seq. No. 


24410 


Seq. ID 


OJ990924_17.0211.C26 


Gene No. 


50785 


Strand 




Start 


310 


End 


1058 


Name 


OJ990-924 17.0211.C26.ol.tm 


Method 


TBLASTX: Maize 


Start 


317 


End 


743 


GI 


none 


Score 


122 


Exons 


317. .391, 318. .392, 471. .581, 


471. .581, 


472. .582, 500. .592, 




695.-742, 696. .743 






Seq. No. 


24411 


Seq. ID 


OJ990924_17.0211.C27 


Gene No. 


50786 


Strand 


+ 


Start 


5608 


End 


11124 


Name 


OJ990924 17.0211.C27.ol.gp 


Method 


AAT/GAP 


Start 


4765 


End 


6036 


GI 


44258 1.R1084 


Score 


998 


Exons 


4765. .4891, 5605. .6036 






GI Descrip. 


, 5080792/gb|AAD39302.1|AC007576 25 5.0e-23 (AC007576) Unknot 




protein [Arabidopsis thaliana] 1 




Seq. No. 


24411 


Seq. ID 


OJ990924_17.0211.C27 


Gene No. 


50786 


Strand 


+ 


Start 


5608 


End 


11124 


Name 


OJ990924 17.0211.C27.o2.gs 


Method 


GEN SCAN 


Start 


5608 


End 


11124 


GI 


none ' 


Score 


.6 - 


Exons 


5608/. 6180, 6493.. 6915, 7008. 


.7265, 7352. .7433, 7482.'. 7618, 




7700. .7758, 8191. .8339, 8765. 


.8860, 11060.. 11124 


Seq. No. 


24411 


Seq. ID 


OJ990924_17.0211.C27 


Gene No. 


50786 


Strand 


+ 


Start 


5608 


End 


11124 


Name 


OJ990924 17.0211.C27.o2.np 


Method 


AAT/NAP 


Start 


5611 


End 


7567 


GI 


5080792 


Score 


929 


Exons 


5611. .6180, 6493. .6648, 6712. 


.6915, 7008.. 7265, 7352.. 7567 


GI Descrip. 


(AC007576) Unknown protein [Arabidopsis 


i thaliana] 


Seq. No.. 


24411 


Seq. ID 


OJ990924_17.0211.C27 


Gene No, 


50786 


SLrand 


i- 


Start 


5608 


End 


11124 


Name 


OJ990924 17.0211.C27.o2.gp 


Method 


AAT/GAP 



24604 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



7502 End 8042 

uC-osflm202104e!0bl Score 4 65 

7502.. 7618, 7700.. 7758, 7951.. 8042 
'4176420/dbj |BAA37167| 2-0e-ll (AB008097 
[Arabidopsis thaliana] ' 



cytochrome P450 



24411 Seq. ID 

50786 Strand 

5608 End 

OJ990924_17 . 0211 . C27 . o3 . gp Method 

7532 End 

uC-osflm202104el0bl Score 



OJ990924_17.0211.C27 
+ 

11124 
AAT/GAP 
8123 
539 



7532. .7618, 7700. .7758, 7951. .8123 

•4176420/dbj | BAA37167 | 2.0e-ll (AB008097) cytochrome P4 50 
[Arabidopsis thaliana] ' 



24411 Seq. ID 

50786 Strand 

5608 End 
OJ990924_17.0211.C27.o4.gp Method 

7972 End 

none Score 

7972. .8023, 8191. .8459 



OJ990924_17.0211.C27 
+ 

11124 
AAT/GAP 
8459 
582 



Seq. No. 24411 

Gene No. 50786 

Start 5608 

Name OJ990924_17 . 02 11 . C27 . o5 . gp 

Start 8781 

GI none 

Exons 8781.. 9256 



Seq. ID OJ990924_17.0211.C27 

Strand + 

End 11124 

Method AAT/GAP 

End 9256 

Score 915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24411 
50787 
1 

OJ990924_17.0211.C27.ol.np 
1 

3395938 

1.-119, 216. .289, 371. .433, 



Seq. ID OJ990924_17.0211.C27 
Strand 

End 2477 

Method AAT/NAP 

End 24 65 

Score 737 
1152. .1361, 2283. .2465 



(AF076924) polypyrimidine tract-binding protein homolog 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990924 17.0211.C27 



24411 
50787 
1 

OJ990924_17 . 0211 . C27 . ol . tc 
24 

none 

24. .47, 50. .121, 188. .292, 215. .292, 356. .445, 371 
375. .434, 1128. .1358, 1132. .1359, 2283. .2444, 2284 
2358. .2474 



2477 

TBLASTX: Cress 
2474 
79 



.484, 
.2442, 



Seq. No, 
Gene No. 
Start 
Name 
Start 



24411 

50787 
-i 

"OJ990924_17.0211.C27.o3.tm 
24 



Seq. ID 

Strand 

End 

Method 
End 



OJ990924_17.0211.C27 

2477 

TBLASTX: Maize 
837 



24605 




GI 


none 






Score 


114 




Exons 


24. .47, 45.. 


152, 50. .118, 206 


..295, 213.. 293, 369.-434, 






371. .508/ 372. .434, 738. 


, .776, 


738. .767, 


766. .837, 767.. 


832 


Seq. No. 


O A A 1 1 

Z4 4 11 






Seq. ID 


OJ990924_17.0211 


.C27 


Gene No. 


31) /O / 






Strand 






Start 


1 






Enci 


2477 




Name 


s\ Toon QOii 1 "7 

uj yyuyz4 1 / . 


noil con /-\i 
UZ 1 1 . L,Z / . 01 . 


gs 


Method 


GEN SCAN 




Start 


0 c 
ZD 






End 


2477 




GI 


none 






Score 


.88 




Exons 


25. .119, 216 


i..289, 371.. 


433, 


1152.. 1361, 2283.. 2477 




Seq. No. 


0/^11 

Z4 4 1 1 






beq. iu 


OJ990924__17.0211 


.C27 


Gene No. 


c n -7 q -7 






Strand 








1 
1 






fcjna 


2477 




Name 


uj yyuyz4 1 / . 


noii con /s 0 
UZ 1 1 . / . OZ . 


ts 


Method . 


TBLASTX : Soybean 




Start 


DU 






Cjna 


2444 




GI 


none 






Score 


77 




Exons 


50. .121, 215 


l.292, 356.. 


445, 


372. .434, 


1122.. 1301, 1128 


. .13. 




1132. .1359, 


2283. .2444, 


2358. 


.2444 






Seq. No. 


O >| ^ 1 1 

Z4 4 11 






Seq. ID 


OJ990924_17.0211 


.C27 


Gene No. 


C A T O T 

50 /o / 






Strand 






Start 


1 






End 


2477 




Name 


uj y yuyz4 1 / . 


noil poi ^0 
UZ 1 1 . CZ / . OZ . 


tm 


Method 


TBLASTX: Maize 




Start 


i i c o 

lloz 






End 


2444 




GI 1 


none 






Score 


179 




Exons 


1152. .1358, 


1159. .1347, 


2283. 


.2444, 22£ 


14. .2442, 2358 . .2444 


Seq. No. 


O A A 1 1 

Z4 4 1 1 






Seq. ID_ 


OJ990924_17.0211 


.C27 


Gene No. 


5U /o / 






Strand 






Start 


J. 






End 


2477 




Name 


ojyyuyz4 1 / . 


noil r")7 -v 0 
UZ 11 . LZ / . OZ . 


tw 


Method 


TBLASTX: Wheat 




Start 


1 occ 






End 


2444 




GI 


none 






Score 


57 




Exons 


1266. .1358, 


1267. .1359, 


1269. 


.1361, 2283.-2444, 2284. .2442, 




2358.-2444 












Seq. No. 


0/1/111 

Z4411 






Seq. ID 


OJ990924_17.0211 


.C27 


Gene No . 


OU / 0 0 






Strand 






Start-. .. 


OOll 






'End 


8491- 




Name ■' 


f\ TQQ fi Q 0 A 1 1 

uj y y u yz 4 1 / . 


H011 POT 

UZ 1 1 . cz / . 00 . 


tc 


'Method 


TBLASTX: Cress 




Start 


.0 bl 1 






End 


5934 




GI 


none 






Score 


41 .,. 




Exons 


5611. .5646, 


5650. .5700, 


5683. 


.5934, 571 


.8. .5933 




Seq. No. 


O ^ A 1 1 

Z44 11 






Seq. ID 


OJ990924_17.0211 


.C27 


Gene No. 


50788 






Strand 






Start 


5611 






End 


8491 




Name 


OJ990924 17. 


0211.C27.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


5619 






End 


5742 




GI 


none 






Score 


110 




Exons 


5619. .5738, 


5619. .5651, 


5620. 


.5742, 5630. .5737, 5706. .5741 




i"> 4 X -1 -1 
^. *± 1 X ± 






Seq. ID 


OJ990924_17.0211 


.C27 


Gene No. 


50788 






Strand 






Start 


5611' 






End 


8491 





24606 



Name 

Start 

GI 

Exoris 



OJ990924_17 . 0211 . C27 . ol . ts Method TBLASTX: Soybean 
5647 End 7534 

none Score 43 

5647. .5700, 5718. .5954, 5719. .6003, 5992. .6051, 5995. .6189, 

6031. .6180, 6096. .6188, 6097. .6189, 6489.. 6587, 6493. .6696, 

6623.-6883, 6625. .6924, 6639.-6776, 6643. .6888, 7005. .7268, 

7006. .7269, 7007. .7216, 7086. .7211, 7107. .7268, 7113. .7211, 

7339. .7533, 7349.. 7534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24411 
50788 
5611 

OJ990924_17, 

5742 

none 

5742. .5873, 
6493.-6888, 
7005. .7268, 
7351. .7536, 
7936. .8025, 
8133. .8162, 
8219. .8278, 
8302. .8370, 



0211.C27.ol.tm 



6022.. 6192, 6145. 

6840... 6887, 6867. 

7007'. .7216, 7086. 

7530.. 7622, 7540. 

7951.. 8010, 7952. 

8162. .8197, 8189. 

8274. .8303, 8277. 

8311. .8337, 8351. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



QJ990924 17.0211.C27 



8491 
TBLASTX: 
8491 
84 



Maize 



.6198, 6476.. 6775, 6490. 

.6914, 6868.. 6915, 6992. 

.7232, 7348.. 7536, 7349. 

.7620, 7695. .7763/ 7698. 

.8026, 8126.. 8161, 8133. 

.8269, 8202.. 8270, 8217. 

.8306, 8278. .8307, 8301. 

.8491, 8383. .8478, 8384. 



.6864, 
.7234, 
.7537, 
.7760, 
.8174, 
.8279, 
.8330, 
.8485 



Seq. No. 24411 Seq. ID 

Gene No. 50788 Strand 

Start 5611 End 

Name OJ990924_17 . 0211 . C27 . o2 . tc Method 

Start 6036 End 

GI none Score 

Exons 6036.. 6086, 6049.. 6195, 6065.. 6196, 7011.. 7268, 7025 

7109. .7213, 7119. .7250 



OJ990924_17.0211.C27 
8491 

TBLASTX: Cress 
7268 
47 

.7075, 



Seq. No. 24411 

Gene No. 50788 

Start 5611 

Name OJ990924_17 . 0211 . C27 . ol . tw 

Start 6613 

GI none 
Exons . 



End 

Method 
End 
Score 

6613. .6915, 6613. .6921, 7005. .7121, 7005. .7088, 7006. .7122, 
7007. .7123, 7089. .7211 ■ * - 



Seq. ID OJ990924_17.0211.C27 
Strand 

8491 

TBLASTX: Wheat 
7211 
363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



24412 Seq. ID OJ990924_17 . 0211 . C28 

50789 Strand 

260 .End 562 

OJ990924_17.0211.C28.ol.np Method AAT/NAP 

260 End 562 

4335768 Score 225 

260. .401, 486..S62 

(AC006284) putative Golgi-associated membrane trafficking 
protein [Arabidopsis thaliana] 



Seq. No. 24412 Seq. ID 

Gene No. 50790 Strand 

Start 486 , End 

Name OJ990924_17 . 0211 .C28 , ol . ts Method 

Start 234 End 



OJ990924_17.0211.C28 
565 

TBLASTX : Soybean 
562 



24607 



GI 


none 


Score 


148 


Exons 


234. .410, 259. .399, 293. .403, 


485. .562 




Seq. No. 


24412 


Seq. ID 


OJ990924_17.0211.C28 




50790 






Start 


486 


End 


565 


Name 


OJ990924 17.0211.C28.ol.tc 


Method 


TBLASTX: Cress 


Start 


264 


End 


565 


GI 


none 


Score 


139 


Exons 


264. .410, 293. .403, 485. .565, 


486. .515 




Seq. No. 


24412 


Seq. ID 


OJ990924_17.0211.C28 




50790 






Start 


486 


End 


565 


Name 


OJ990924 17.0211.C28.ol.tm 


Method 


TBLASTX: Maize 


Start 


264 


End 


562 


GI 


none 


Score 


180 


Exons 


264. .410, 293. .403, 485. .562 






Seq. No. 


24412 


Seq. ID 


OJ990924_17.0211.C28 




50790 


q+- rand 




Start 


486 " " 


End 


565 


Name 


OJ990924 17.0211.C28.ol.gs 


Method 


GEN SCAN 


Start 


486 


End 


559 


GI 


none 


Score 


.53 


Exons 


486..5S9 






Seq. No. 


24413 


Seq. ID 


OJ990524_06.0301.C5 


Gene No. 


50791 


Strand 




Start 


1 


End 


269 


Name 


OJ990524 06.0301.C5.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


269 


GI 


uC-osflcypl76fl0bl 


Score 


466 


Exons 


1. .269 






GI Descrip. 


'6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence Fo: 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 1 






Seq. No. 


24414 


Seq. ID 


OJ990524_06.0301.C8 


Gene No. 


50792 


Strand - 


+ 


Start 


58 


End 


219 


Name 


OJ990524 06.0$01.C8.ol.gp" 


Method 


AAT/GAP 


Start 


58 


End 


219 


GI 


2428185 


Score 


214 


Exons 


58. .219 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :tl7804 



24415 
50793 
106 

OJ990524_06.0301.C13.ol.gp 

106. 

57581_1.R1084 
106 . .235 

, 1785675/emb|CAA69780| 1.0e-23 (Y08501) orfl07a [Arabidopsis 
thaliana] 1 



Seq. ID OJ990524_06.0301.C13 

Strand + 

End 235 

Method AAT/GAP 

End 235 

Score 187 



24608 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990524_06.0301.C18 
Strand 

.End 1342 

Method AAT/GAP 

End 1342 

Score 697 



24416 
50794 
959 

OJ990524_06.0301.C18.ol.gp 
959 

uC-osflcyp033a04bl 
959. .1342 

1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome .1, clone : P0711E10 1 



24417 
50795 
1 

OJ990524_06.0301.C27.ol.gp 
1 

342JL.R1084 
1..705 

, 4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ990524_06.0301.C27 
Strand 

End 705 

Method AAT/GAP 

End 705 

Score 1155 



24417 
50795 
1 

OJ990524_06.0301.C27.ol.tw 
56 

none 



Seq. ID OJ990524_06.0301.C27 
Strand 

End 705 

Method TBLASTX: Wheat 

End 324 

Score 189 



56. .235, 57. .254, 64. .240, 231. .323, 235. .324, 241. .324 



24417 
50795 
1 

OJ990524_06.0301.C27.ol.tm 
66 

none 



Seq. ID OJ990524_06.0301.C27 

Strand 

End 705 

Method TBLASTX : Mai ze 

End 453 

Score 99 



66. .254, 68. .241, 238. .309, 238. .348, 245. .325, 364. .453 



Seq. No. 


24417 






Seq. ID 


OJ990524_06.0301 


.C27 


Gene No. 


50795 






Strand 






Start . 


1 






End 


705 




Name . 


- OJ990524 


06.0301.C27.ol 


.tc 


■Method 


TBLASTX: Cress 




Start 


113 






End 


475 




GI 


none 






Score 


7 4 




Exons 


11,3. .241, 


132.. 254, 238 


. .453, 


386. .475 






Seq. No. 


24417 






Seq. ID 


OJ990524_06.0301 


.C27 


Gene No. 


50795 






Strand 






Start 


1 






End 


705 




Name 


OJ990524 


06.0301.C27.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


197 






End 


622 




GI 


none 






Score 


66 




Exons 


197. .235, 


235.. 423, 238 


. .462, 


245. .457, 


451. .546, 547.. 


621, 




557. .622 












Seq. No. 


24417 






Seq. ID 


OJ990524_06. 0301 


.C27 


Gene No. 


50795 






Strand 






Start 


1 






End 


705 





24609 




Name 


OJ990524 06.0301.C27 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


334 




End 


670 




GI 


none 




Score 


45 




Exons 


334. .471, 395.-457, 


487. .561, 


491. .526, 


- 535.. 669, 563.. 


670 


Seq. No. 


24418 




Seq. ID 


OJ990524J36.0301 


.C34 


fionp No 


50796 










Start 


107 




End 


313 




Name 


OJ990524 06.0301.C34 


. ol . tm 


Method 


TBLASTX: Maize . 




Start 


107 




End 


313 




GI 


none 




Score 


183 




Exons 


107. .313 










Seq. No. 


24418 




Seq. ID 


OJ990524_06.0301 


.C34 


\J w lie Li W • 


50797 




Q+- rand 






Start 


248 




End 


681 




Name 


OJ990524 06.0301.C34 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


248 




End 


681 




GI 


none 




Score 


38 




Exons 


248.-532, 255. .302, 


333. .533, 


534. .680, 


565. .681 




Seq. No. 


24418 


- 


Seq. ID 


OJ99052'4_06.0301 


.C34 


(Zci'nc*. Mo 
VJ cue LN w • 












Start 


681 




End 


890 




Name 


OJ990524 06.0301.C34 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


681 




End 


890 




GI 


none 




Score 


74 




Exons 


681. .872, 735.'. 890 










Seq. No. 


24419 




Seq. ID 


OJ990524_06.0301 


.C43 




50799 




Strand 






Start 


2 




End 


404 




Name 


OJ990524 06.0301.C43 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


2 




End 


404 




GI 


none 




Score 


75 




Exons 


2. .79, 3. .83, 6. .80, 


113. .331 


, 153. .335, 341. .403, 354. 


.404 


Seq. No. 


24419 




Seq. ID 


OJ990524_06.0301 


.C43 


CJpnp No 


50800 

JUUUU 




Strand 






Start 


437 




End 


667 . 




Name 


OJ990524 06.0301.C43 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


437 




End 


667 




GI 


none 




Score 


54 




Exons 


437. .667, 495. .593 










Seq. No. 


24420 




Seq. ID 


OJ990524_06.0301 


.C44 


Gene No. 


50801 




Strand 


+ 




Start 


171 




End 


706 




Name • 


OJ990524 06 0301 C44 


. ol . gp 


Method 


AAT/GAP 




Start 


171 




End 


706 




GI 


uC-osflcypl62a07al 




Score 


755 




Exons 


171. .327, 427. .706 










GI Descrip. 


'4680179/gb|AAD27547 


.1IAF111709 1 2.0e- 


40 (AF111709) polyprc 




[Oryza sativa subsp. 


indica] ' 








Seq. No. 


24420 




Seq. ID 


OJ990524_06.0301. 


.C44 


Gene No. 


50802 




Strand 


+ 





24610 



Start 


2567 


End 


3303 


Name 


OJ990524 06.0301.C44.o4.gp * 


. Method 


AAT/HAP 


Start 


2567 


End 


3303 


GI 


101153 1.R1084 


Score 


391 


Exons 


2567.. 2799, 3255. .3303 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804 • 


Seq. No. 


24420 


Seq. ID 


OJ990524_06.0301.C44 ' 




50803 


Strand 




Start 


1311 


End 


1585 


Name 


OJ990524 06.0301. C44.ol.tm 


Method 


TBLASTX: Maize 


Start 


25 


End 


353 


GI 


none 


Score 


42 


Exons 


25. .327, 63. .125, 90. .353, 166. .327 




Seq. No. 


24420 


Seq. ID 


OJ990524_06.0301.C44 




50803 


Strand 




Start 


1311 


End 


1585 


Name 


OJ990524 06.0301.C44.ol.tw 


Method 


TBLASTX: Wheat 


Start 


234 


End 


590 


GI 


none 


Score 


76 


Exons 


234. .590, 235.-375, 412. .582 






Seq. No. 


24420 


Seq. ID 


OJ990524_06.0301.C44 


Gene No. 


50803 


Strand 


- 


Start 


1311 


End 


1585 


IN dlllC 


OJ990524 06-0301. C44-o2.gp 


Method 


azvt /nap 


Start 


1311 


End 


1585 ' 


GI 


61605 1.R1084 


Score 


465 


Exons 


1311. .1585 






GI Descrip. 


1 5852170/emb|AL117265.1 IOST17804 l.Oe- 


137 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone: tl7804' 


Seq. No. 


24421 


Seq. ID 


OJ990524_06.0301.C45 


Gene No. 


50804 


Strand 


- 


Start 


1729 


End 


1788 


Name 


OJ990524 06.0301.C45.ol.gp 


Method 


AAT/GAP 


Start 


1729 


End 


1788 


GI 


uC-osflcypl62a07al 


Score 


108 


Exons 


1729. ,1788 






GI Descrip. 


, 4680179/gb|AAD27547.1|AF111709 1 2 . Oe 


-40 (AF111709) polyprotein 




[Oryza sativa subsp. indica] ' 


i 




Seq. No. 


24422 


Seq. ID 


OJ990524_06.0301.C47 


iJCJIC IN VJ . 


50805 


Strand 




Start 


85 


End 


569 


Name 


OJ990524 06.0301.C47.ol.tw 


Method 


TBLASTX: Wheat 


Start., 


85' 


End 


516 


GI : . " 


none 


Score 


429 


Exons 


85. .516, 135. .485, 145. .504, 


328. .414 




Seq. No. 


24422 


Seq. ID 


OJ990524_06.0301.C47 


Gene No. 


50805 


Strand 




Start 


o c 


End 


56y 


Name 


OJ990524 06-0301. C47.o2.tm 


Method 


TBLASTX: Maize 


Start 


213 


End 


569 



24611 





none 






Score 


105 




Exons 


213. .512, 213. .521, 


214. 


.522, 


519. .569 






Seq. No. 


24422 






Seq. ID 


OJ990524J)6.0301 


.C47 


vjene wo. 


DUoUO 






oirana 






Start 


521 






End 


971 




Name 


OJ990524 06.0301.C47 


.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


521 






End 


857 




GI 


none 






Score 


346 




Exons 


521. .607, 522. .857, 


641. 


.856 








Seq. No. 


24422 






Seq. ID 


OJ990524_06.0301 


.C47 


Gene No. 


OUoUD 






btrana 






Start 


521 






End 


971 




Name 


OJ990524 06.0301.C47 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


597 






End 


971 




GI 


none 






Score 


371 




Exons 


597. .971, 618. .932, 


638. 


.946 








Seq. No. 


24422 






Seq. ID 


OJ990524_06.0301 


.C47 


Gene No . 


c n o n £ 






ocrana 






Start 


521 






End 


971 




Name 


OJ990524 06.0301.C47 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


627 






End 


866 




GI 


none 






Score 


203 




Exons 


627. .866, 650. .856 












Seq. No. 


24423 






Seq. ID 


OJ990524_06.0301 


.C48 


Gene No. 


OUoU / 






Strand 


+ 




Start 


84 






End 


224 




Name 


OJ990524 06.0301.C48 


. ol . 


gp 


Method 


AAT/GAP 




Start 


84 






End 


224 




GI 


none 






Score , 


256 




Exons 


84. .224 












Seq. No. 


24424 






Seq. ID 


OJ990524JD6.0301 


.C53 


Gene No . 


DUoUo 






Strand 






'Start 


760 






End 


1063 




Name 


OJ990524 06.0301.C53 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


760 






End 


1063 




GI 


•..none 






Score 


160 




Exons 


760. .909, 761. .922, 


926. 


.1063 


, 986.. 1060 




Seq. No. 


24425 






Seq. ID 


OJ990524_06.0301 


.C56 


Gene No . 








Strand 






Start 


6 






End 


464 




Name 


OJ990524 06.0301.C56 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6 






End 


464 




GI 


none 






Score 


448 




Exons 


6. .464, 19. .138, 38. 


.463 










Seq. No. 


24425 






Seq. ID 


OJ990524_06.0301 


.C56 


Gene No. 


50809 






Strand 






Start 


6 






End 


464 




Name 


OJ990524 06.0301.C56 


. ol . 


tm 


Method 


TBLASTX: Maize 




Start 


107 






End 


421 




GI 


none 






Score 


131 





24612 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



107.. 421, 135.. 410 

24426 
50810 
19 

OJ990524_06.0301.C58.ol.ts 
19 

none 

19. .129, 337. .453, 582. .806, 
904. .1254, 1005. .1253, 1048.. 
1288. .1317, 1303. .1398, 1351. 
1534.. 1608, 1552.. 1617, 1618. 
1636. .1866, 1645. .1890, 1936. 
2149. .2286, 2164. .2265 



Seq. ID OJ990524_06.0301.C58 
Strand 

End 2286 

Method TBLASTX : Soybean 

End 2286 . 

Score 63 
769. .876, 796. .948, 847. .1020, 
1083, 1174. .1260, 1180. .1248, 
.1449, 1362. .1439, 1495. .1545, 
.1896, 1630. .1884, 1636. .1896, 
.2046, 2083. .2286, 2100.. 2267, 



24426 
50810 
19 

OJ990524_06.0301.C58.ol.tc 
25 

none 

25. .129, 28. .135, 37. .126, 325 
358. .570, 642. .821, 652. .1029, 
760. .948, 760. .1020, 760. .1020 
1036.. 1083, 1174.. 1251, 1174.. 
1510... 1536, 1534.. 1617, 1555 
1618.. 1890, 1618.. 1896, 1618 
1636. .1827, 1645. .1896, 2062 
2140. .2271, 2158. .2286, 2160 



Seq. ID OJ990524_06.0301.C58 
Strand 

End 2286 
Method TBLASTX : Cress 
End 2286 
Score 72 
.534, 325. .570, 325. .702, 
757. .1020, 760. .1020, 760". .1020, 
769. .1020, 832. .1020, 997. .1083, 
1248, 1276.. 1311, 1363.. 1398, 
1608, 1561.. 1608, 1564.. .1608, 
1896, 1618.. .1896, 1627.. 1896, 
2286, 2113. .2274, 2140. .2268, 
2279 



Seq. No. 24426' Seq. ID OJ990524_06 . 0301 . C58 

Gene No. 50810 Strand 

Start 19 End 2286 

Name OJ990524_06 . 0301 . C58 . ol . tm Method TBLASTX: Maize 

Start 28 End . 2271 

GI none Score 70 

Exons 28. .135, 304. .456, 760. .888, 892. .1083, 1174. .1251, 1435. .1545, - 

1437. .1556, 1551. .1895, 1552. .1896, 1575. .1919, 1903. .1989, 
1913. .1969, 2140. .2271 



Seq.. , No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
S car t 
GI 

Exons 



24427 • 

50811 

49 

OJ990524_06.0301.C62.ol.tw 
49 

none 



Seq. ID OJ990524_06.0301.C62 

Strand 

End 8 95 

Method TBLASTX : Wheat 

End 895 

Score 51 



49. .135, 53. .109, 60. .131, 124. .204, 152. .205, 209. .289, 

211. .327, 218. .358, 229. .357, 305. .400, 337. .396, 403. -.447, 

404 . . 448, 407... 448, 442.. 894, 458. .895 

24428 Seq. ID OJ990524_06 . 0301 . C63 

50812 Strand 

1 End 1787 

OJ990524_06.0301.C63.ol.gp Method AAT/GAP 

I End 1787 

342_1.R1084 Score 2815 

1. .1787 



24613 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



*4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



24428 
50812 
1 

OJ990524_06.0301.C63.o3.tw 
25 

none 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1787 

Method TBLASTX : Wheat 

End 304 

Score 113 



25. .174, 33. .182, 34. .186, 41. .187, 161. .304, 184. .303 



24428 
50812 
1 

OJ990524_06.0301.C63.o2.ts 

295 

none 

295. .537, .350. .451 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1787 

Method TBLASTX : Soybean 

End 537 

Score 58 



Seq. No. 24428 
Gene No. * 50812 

Start 1 

Name OJ990524_06 . 0301 . C63 . ol . tm 

Start 367 

GI none 

Exons 367.. 561, 571.. 825, 571.. 813 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1787 

Method TBLASTX : Mai ze 

End 825 

Score 77 



Seq. No. 24428 

Gene No. 50812 

Start 1 

Name OJ990524_06 . 0301 . C63 . ol . tw 

Start 401 

GI none 
Exons 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1787 

Method TBLASTX : Wheat 

End 870 

Score 148 



401. .607, 401. .589, 403. .630, 602. .703, 605. .700, 610. .705, 
610. .708, 712. .816, 716. .805, 817. .870, 818. .862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



24428 
50812 
1 

OJ990524_06.0301.C63.ol.tc 

676 

none 

676. .999, 677. .814, 854. .1006 

24428 
50812 
1 

OJ990524_06.0301.C63.ol.ts 
739 
none 



Seq. ID OJ990524_06,.0301.C63 
Strand 

End 1787 

Method TBLASTX: Cress 

End' 1006 

Score 70 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1787 

Method TBLASTX : Soybean 

End 1168 

Score 113 



739. .1035, 757. .981, 1030. .1092, 1085. .1168, 1093. .1167 



24428 

50812 
i 

OJ990524_06.0301.C63.o2.tw 
1089 



Seq. ID OJ990524_06.0301.C63 
Strand 

End 1/8/ 

Method TBLASTX : Wheat 

End 14 60 



24614 



# • 



GI 


none 




Score 


177 




Exons 


1089.. 1331, 1097.. 1339, 


1099. 


.1350, 1100.. 1342, 1333. .1434, 




1347.. 1460 










Seq. No. 


24429 




Seq. ID 






Gene No. 


50813 




Strand 






Cf art" 


i 




End 


509 




Name 


OJ990524 06.0301.C69.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


509 




GI 


none 




Score 


60 




Exons 


1..69, 3. .296, 24. .224, 


39. .134, 97. .2! 


35, 168. .218, 342 


. .428 




474. .509 










Seq. No. 


24430 




Seq. ID 


OJ990524_06.0301 


.C77 


flpne Mo 






Strand 






Start 


112 




End 


561 




Name 


OJ990524 06.0301.C77.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


112 




End 


477 




GI 


none 




Score 


202 




Exons 


112. .477 










Seq. No. 


24430 . 




Seq. ID 


OJ990524_06.0301 


.C77 


Hono Mo 


JU014 




Strand 






Start 


112 




End 


■561 




Name 


OJ990524 06.0301.C77.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


124 




End ■ 


561 




GI 


none 




Score 


175 




Exons 


124. .447, 484. .561 










Seq. No. 


24431 




Seq. ID 


OJ990524_06.0301 


.C79 


Gene No. 


50815 




Strand 






Start 


1761 




End 


2247 




Name 


OJ990524 06 0301 C79 ol 


gp 


Method 


AAT/GAP 




Start 


1761 




End 


2247 




GI 


uC-osflM202095fl2bl 




Score 


930 




Exons 


1761. .2247 










GI Descrip. 


• 4 454031/emb | CAA23028 . 1 | 


l.Oe 


-10 (AL035394) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


24431 




Seq. ID 


OJ990524_06.0301 


.C79 


Cpnp Mo 


50815 




Strand 






Start 


1761 




End 


2247 




Name 


OJ990524 06.0301.C79.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1806 




End 


2022 




GI 


none 




Score 


286 




Exons 


1806.. 2015, 1806.. 2021, 


1807. 


.2022, 1819. .2022 




Seq. No. 


24432 




Seq. ID 


OJ990524_06.0301 


.C80 


Hanp Mo 


juoiu 




Strand 






Start 


544 




End 


692 




Name 


OJ990524 06.0301.C80.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


544 




End 


692 




GI 


none 




Score 


187 




Exons 


544. .603, 547. .687, 555. 


.689, 


555. . 692 






Seq. No. 


24433 




Seq. ID 


OJ990524_06.0301, 


.C81 


Gene No. 


50817 




Strand 







24615 



Start 1 End 

Name OJ990524_06 . 0301 . C81 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1..135, 3.. 140 

Seq. No. 24433 Seq. ID 

Gene No. 50818 Strand 

Start „ 2957 End 

Name OJ990524_06 . 0301 . C8 1 . ol . tw Method 

Start 2957 End 

GI none Score 

Exons 2957.. 3307 



-.1 

140 

TBLASTX: Maize 

140 

196 



OJ990524_06.0301.C81 
3307 

TBLASTX: Wheat 

3307 

206 



Seq. No. 24434 

Gene No. 50819 

Start 1 

Name OJ990524_06 . 0301 . C82 . ol . tw 

Start 1 

GI none 

Exons 1..42, 2. .421, 11. .397, 106.. 

Seq. No. 24434 

Gene No. 50819 
Start ,. 1 

Name - ■ 0 J9 9052 4_0 6 . 0 3 0 1 . C8 2 . o 1 . tm 

Start 155 

GI none 

Exons 155. .568, 298. .567, 560. .703 

Seq. No. 24434 

Gene No. 50819 

Start 1 

Name OJ990524_06 . 0301 . C82 . ol . ts 

Start 281 

GI none 

Exons 281.. 346, 345.. 545, 346.. 615, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
411 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990524_06. 0301.C82 

727 

TBLASTX: Wheat 

421 

537 



OJ990524_06.0301.C82 
727 

TBLASTX: Maize 

703 

273 



Seq. ID OJ990524_06.0301.C82 

Strand 

End 727 

Method TBLASTX : Soybean 

End - 616 

Score 60 
347. .616 



Seq. No. 24434 

Gene No. 50819 

Start 1 

Name OJ990524_06 . 0301 . C82 . o2 . tw 

Start 423 

GI none 

Exons 423.. 656, 427.. 612, 428.. 727, 

Seq. No. 24435 

Gene No. 50820 

Start 1295 

Name OJ990524_06. 0301 ,C85.o6. tm 

Start 1295 

GI none 

Exons 1295.. 1369, 1296.. 1370, 1297. 
1399.. 1635 



Seq. ID OJ990524_06.0301.C82 
Strand 

727 

TBLASTX: Wheat 
727 
83 



End 

Method 
End 
Score 
673. .726 



Seq. ID OJ990524_06.0301.C85 
Strand 

End 1729 

Method TBLASTX : Maize 

End 1636 

Score 50 

1374, 1384. .1449, 1394. .1636, 



Seq. No. 
Gene No. 



24435 
50820 



Seq. ID OJ990524_06.0301.C85 
Strand 



24616 




Start 


1295 








End 


1729 


Name 


OJ990524 06 


.0301 


.C85.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


1418 








End 


1729 


GI 


none 








Score 


201 


Exons 


1418. .1729, 


1504 


. .1629 








Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No . 


50821 








Strand 




Start 


1637 








End 


2905 


Name 


OJ990524 06 


. 0301 


.C85.04 


. tm 


Method 


TBLASTX: Maize 


Start 


1637 








End 


2032 


GI 


none 








Score 


141 


Exons 


1637. .1756, 


1645 


. .1752, 


1756. 


.2031, 1760.. 2032 


Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50821 








Strand 




Start 


1637 








End 


2905 


Name 


OJ990524 06 


.0301 


.C85.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1796 








End 


2368 


GI 


none 








Score 


282 


Exons 


1796. .2044, 


1804 


. .2028, 


1977. 


.2051, 2055. .2099, 2057.. 2080, 




2080. .2160, 


2084 


. .2368, 


2096. 


.2365, 2242.i2367 


Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50821 








Strand 




Start 


1637 








End 


2905 


Name 


OJ990524 06. 


.0301 


.C85.o2, 


.tm 


Method 


TBLASTX: Maize 


Start 


2033 








End 


2905 


GI 


none 








Score 


103 


Exons 


2033. .2104, 


2038 


. .2106, 


2105. , 


.2905, 2153.. 2773, 2239.. 2778 


Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No . 


50821 








Strand 




Start 


1637 








End 


2905 


Name 


OJ990524 06. 


,0301 


.C85.o3, 


,ts 


Method 


TBLASTX : Soybean 


Start 


2236 








End 


2674 


GI 


none 








Score 


302 


Exons 


2236. .2403, 


2240 


. .2674 








Seq. .No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No . 


50821 








Strand 




Start 


1637 








End 


2905 


Name 


OJ990524 06. 


0301. 


.C85.01. 


,tc 


Method 


TBLASTX: Cress 


Start 


2249 








End 


2671 


GI 


none 








Score 


229 


Exons 


2249. .2671 












Seq. No. 


24435 








Seq. ID 


OJ990524_06 y 0301.C85 


Gene No. 


-,,;50821 








Strand 




Start 


1637 








End 


2905 


Name 


' OJ990524J36. 


0301, 


.C85.o3. 


tw 


Method 


TBLASTX: Wheat 


btart 


o a c: c 








End 


2800 


GI 


none 








Score 


127 


Exons 


2456. .2545, 


2456, 


,'.2542, 


2531. . 


2695, 2534. .2698, 2545. .2709,' 




<-\ r\ s\ r\ r\ r\ 












Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 



24617 














otraria 




Start 


2912 








End 


3764 


Name 


OJ990524 06 


.0301 


.C85.o5 


.tm 


Method 


TBLASTX: Maize 


Start 


2912 








End 


3231 


GI 


none 








Score 


445 


Exons 


2912. .3229, 


2941 


. .3231 








Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50822 








Strand 




Start 


2912 








End 


3764 




\JU J ^ \J »J £- 1 \J\J 








Method 


TBLASTX: Soybean 


Start 


2939 








End 


3526 


GI 


5509260 








Score 


206 


Exons 


2939. .3154, 


3029 


. .3169, 


3163. 


.3354, 3164.. 3355, 3365.-3526, 




3372. .3524 












GI Descrip. 


- 












Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50822 








Strand 






9Qi o 








End 


3764 


Name 


OJ990524 06. 


.0301 


.C85.o2 


.tw 


Method 


' TBLASTX : Wheat 


Start 


3080 








End 


3518 


GI 


none 








Score 


81 


Exons 


3080. .3154, 


3185 


. .3343, 


3187. 


.3330, 3261.. 3332, 3365.. 3499, 




3372. .3512, 


3390 


. .3518 








Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


uene jno. 










Strand 




Start 


2912 








End 


3764 


Name 


OJ990524 06. 


,0301 


.C85.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


3365 








End 


3764 


GI 


none 








Score 


546 


Exons 


3365. .3763, 


3372 


. .3764 








Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


ucUc 1NO . 


OUoZ j 








Strand 




Start 


3696 








End 


4582 


Name 


OJ990524 06. 


,0301. 


.C85.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3696 








End 


4112 


GI 


none 








Score 


86 


Exons 


3696. .3848, 


3876 


. .4112 








Seq. No. 


. 24435 








Seq. ID 


OJ990524_06.0301.C85 


bcilc LNO . 










Strand 




Start 


3696 








End 


4582 


Name 


OJ990524 06. 


0301, 


.C85.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


3879 








End 


4582 


GI 


none 








Score 


971 


Exons 


3879. .4580, 


3887, 


. .4570, 


4227. 


.4571, 4370.. 4582, 4471. ,4581 


Seq. No. 


24435 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50823 








Strand 




Start 


3696 








End 


4582 


Name 


OJ990524_06. 


0301. 


,C85.o2. 


.ts 


Method 


TBLASTX: Soybean 


Stai L 


3897 








End 


4538 


GI 


none 








Score 


305 


Exons 


3897. .4286, 


3909. 


, .4280, 


4121. 


.4285, 4305. .4538 



24618 






9 A A 

t 1 4 J J 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50823 








Strand 




Start 


3696 








End 


4582 


Name 


OJ990524 06 


.0301 


.C85.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


4080 








End 


4535 


GI 


none 








Score 


65 


Exons 


4080. .4166, 


4170 


. .4304, 


4290. 


.4535, 4307. .4486 


o c ^ • invj • 


c. 1 *i «J «J 








Seq. ID 


OJ990524_06.0301.C85 


Gene No. 


50823 








Strand 




Start 


3696 








End 


4582 


Name 


OJ990524 06 


.0301 


.C85 .06 


.tw 


Method 


TBLASTX: Wheat 


Start 


4122 








End 


4502 


GI 


none 








Score 


108 


Exons 


4122. .4295, 


4190 


. .4270, 


4314. 


.450.2 




C pr r Mn 










Seq. ID 


OJ990524_06.0301.C87 


Gene No. 


50824 








Strand 




Start 


2929 








End 


3454 


Name 


OJ990524 06 


.0301, 


.C87.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2929 








End 


3454 


GI 


none 








Score 


51 


Exons 


2929..2979, 


2986, 


. .3063, 


3263. 


.3454, 3334. .3450 


Ceirr No 










Seq. ID- 


OJ990524_06.0301.C87 


Gene No. 


50824. 








Strand 




Start 


2929 








End 


3454 


Name 


OJ990524 06 


.0301, 


,C87.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3263 








End 


3444 


GI 


none 








Score 


209 


Exons 


3263. .3442, 


3268, 


. .3444 








O C M . LN W • 


24436 








Seq. ID 


OJ990524_06. 0301.C87 


Gene No. 


50825 








Strand 




Start 


3633 








End 


3850 


Name 


OJ990524 06 


.0301. 


.C87.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3633 








End 


3850 


GI 


none 








Score 


168 


Exons 


3633. .3776, 


3682. 


. .3774, 


3782. 


.3850, 37i 


34 . . 3846 


Seq. No. 


24436 








Seq. ID 


OJ990524_06.0301.C87 












Strand 




Start 


3633 








End 


3850 


Name 


OJ990524 06. 


.0301. 


.C87.o2 


.ts 


Method 


TBLASTX: Soybean 


Start 


3633 








End 


3850 


GI 


none 








Score 


129 


Exons 


3633. .3776, 


3700. 


, .3777, 


3700. 


.3774, 3704. .3775, 3782. .3850, 




3784. .3846 












Seq. No. 


24437 








Seq. ID 


OJ990524_06.0301.C92 


Gene No. 


50826 








Strand 




Start 


2712 








End 


3200 


Name 


OJ990524 06, 


.0301. 


,C92.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


271,2 








End 


3200 


GI 


none 








Score 


43 


Exons 


2712. .2801, 


2743. 


.2802, 


2811. 


.3200, 2812.. 3198 



24619 



beq. no. 


O A A 11 








beq. iu 


ojyyuDz4 ud.ujui 


. cyz 


Gene No. 


50826 








Strand 






Start 


2712 








End 


3200 




Name 


OJ990524 06. 


0301 


.C92.ol. 


,tw 


Method 


TBLASTX: Wheat 




Start 


2808 








End 


3194 




GI 


none 








Score 


176 




Exons 


2808. .3188, 


2809 


. .3132, 


2838. 


.3194 






beq. in o * 


O A A "37 
Z. *i fi J / 








beq. iu 


ujyyuoz4 ud.uoui 


poo 


Gene No. 


50827 








Strand 






Start 


3201 








End 


3525 




Name 


OJ990524 06. 


0301 


.C92.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


3201 








End 


3525 




GI 


none 








Score 


182 




Exons 


3201. .3485, 


3202 


. .3486, 


3483. 


.3524, 341 


34. .3525 




beq. wo. 


O A A "\H 
C. H H J / 








beq. iu 


ujyyuoz4 Uo.uoui 


r* o o 

. cy^ 


Gene No. 


50827 








Strand 






Start 


3201 








End 


3525 




Name 


OJ990524 06. 


0301 


.C92.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


3213 








End 


3507 




GI 


none 








Score 


142 




Exons 


3213. : .3506, 


3289 


. .3507 










beq. wo. 


O A A "3 "7 ' 
Z 4 H O / 








beq. id 




r* Cx o 

. cyz 


Gene No. 


50828 








Strand 






Start 


3507 








End 


3824 




Name 


OJ990524 06. 


0301.C92.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3507 








End 


3824 




GI 


none 








Score 


88 




Exons 


3507. .3824, 


3508 


. .3822 










Seq. No. 


24437 








Seq. ID 


OJ990524_06.0301 


.C92 


Gene No. • 


50828 








Strand 






Start 


3507 








End 


3824 




Name 


OJ990524 06. 


0301, 


.C92.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


35.4 6 








End 


3812 




GI 


none 








Score 


67 




Exons 


3546. .3803, 


3546. 


. .3812 











Seq. No. 24438 

Gene No. 50829 

Start 1 

Name OJ990524_06 . 0301 , 

Start 1 

GI none 

Exons 1..213, 3.. 218 



C93.o5.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_06.0301.C93 
247 

TBLASTX: Wheat 

218 

163 



Seq. No. 24438 . Seq. ID 

Gene No. 50829 Strand 

Start 1 End 

Name OJ990524_06 . 0301 . C93 . o3 . ts Method 

Start 3 End 

GI none Score 

Exons 3.. 245, 10.. 219, 119.. 247 



OJ990524_06.0301.C93 
247 

TBLASTX: Soybean 

247 

157 



24620 



Seq. No. 24438 

Gene No. 50830 

Start 240 

Name OJ990524_06 . 0301 . C93 . ol . 

Start 240 

GI none 

Exons 240. .542, 241. .390, 546. 

Seq. No. 24 4 38 
Gene No. . 50830 

Start 240 

Name OJ990524_06 . 0301 . C93 . o4 . 

Start 336 

GI none 

Exons 336.-539, 519.. 614, 606. 

Seq. No. 24438 

Gene No. 50830 

Start 240 

Name OJ990524_06 . 0301 . 093 . o4 . 

Start 666 

GI ~ none 

Exons 666.. 800, 684.. 800 



Seq. ID 

Strand 

End 

tc Method 
End 
Score 

.623 

Seq. ID 

Strand 

End 

tw Method 
End 
Score 

.806, 631. .714 

Seq. ID 

Strand 

End 

ts Method 
End 
Score 



OJ990524_06.0301.C93 
2057 

TBLASTX: Cress 

623 

76 



OJ990524_06.0301.C93 
2057 

TBLASTX: Wheat 

806 

55 

, 681. .803 
OJ990524_06.0301.C93 
2057 

TBLASTX: Soybean 

800 

96 



Seq. No. 24.438 Seq. ID 

Gene No. 50830 • Strand 

Start 240 End 

Name - OJ990524_06 . 0301 . C93 . o3 . tm Method 

Start 675 • End 

GI none Score 

Exons 675.. 953, 781.. 915 



OJ990524_06.0301.C93 
2057 

TBLASTX: Maize 

953 

63 



Seq. No. 24438 Seq. ID 

Gene No. 50830 Strand 

Start 240 End 

Name OJ990524_06 . 0301 . C93 . o3 . tw Method 

Start 819 - End 

GI none Score 

Exons 819.. 1121, 820.. 1125 



OJ990524_06.0301.C93 
2057 

TBLASTX: Wheat 

1125 

202 



Seq. No. 24438 ' Seq. ID 

Gene No. 50830 Strand 

Start 240 End 

Name OJ990524_06 . 0301 . C93 . o2 . ts Method 

Start 910 End 

GI none Score 

Exons 910.. 1188, 912.. 1199, 1200.. 1265 



OJ990524_06.0301.C93 
2057 

TBLASTX: Soybean 

1265 

139 



Seq. No. 24438 Seq. ID 

Gene No. 50830 Strand 

Start 240 End 

Name OJ990524_06 . 0301 . C93 . ol . tm Method 

Start 984 End 

GI none Score 

Exons 384..I39I 



OJ990524_06.0301.C93 
2057 

TBLASTX: Maize 

1391 

258 



Seq. No. 



24438 



Seq. ID OJ990524 06.0301.C93 



24621 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



50830 
240 

OJ990524_06, 

1125 

none 

1125. .1556, 

24438 
50830 
240 

OJ990524_06. 

1407 

none 

1407. .1769 



0301.C93.ol.tw. 



1149. .1544 



0301.C93.o2.tm 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2057 

TBLASTX: Wheat 

1556 

206 



OJ990524_06.0301.C93 
2057 

TBLASTX: Maize 

1769 

208 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24438 
50830 
240 

OJ990524_06, 

1632 

none 

1632. .2057, 

24438 
50830 
240 

OJ990524JD6. 

1653 

none 

1653. .2057, 

24438 
50831 
3230 

OJ990524_06. 

3230 

none 

3230. .3583 



0301.C93.ol.ts 
1783. .2031 

0301.C93.o2.tw 
1771. .2040 

0301.C93.o6.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_06.0301.C93 
2057 

TBLASTX : Soybean 

2057 

149 



OJ990524_06.0301.C93 
2057 

TBLASTX: Wheat 

2057 

164 



OJ990524_06.0301.C93 
3583 

TBLASTX: Wheat 

3583 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



24439 
50832 
4904 

OJ990524_06, 

2818 

none 

2818. .3015, 

24439 
50832 
4904 

OJ990524_06. 

3051 

none 

3051. .3245, 

24439 
50832 



0301.C94.o9.tw 



2820.. 3017, 2926. 



0301.C94.o4.tw 



3052. ,3402 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3018 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990524_06.0301.C94 
+ 

5629 

TBLASTX: Wheat 

3018 

193 



OJ990524_06.0301.C94 
+ 

5629 

TBLASTX: Wheat 

3402 

288 



OJ990524_06.0301.C94 
+ 



24622 



Start 
Name 
Start 
GI 

Exons 



4 904 End 

OJ990524_06.0301.C94 .o4 .tm Method 

3052 End 

none Score 
3052.. 3357, 3066.. 3230 



• 5629 

TBLASTX: Maize 

3357 

232 



Seq. No. 24439 

Gene No. 50832 

Start 4904 

Name OJ990524_06.0301.C94 .o7 . tw 

Start 3759 

GI none 

Exons 3759.. 3902, 3760.. 3969, 3994. 



Seq. ID OJ990524_06.0301.C94 

Strand + 

End 5629 

Method TBLASTX : Wheat 

End 4179 

Score 148 

4179, 4014. .4109 



Seq. No. 24439 Seq. ID 

Gene No. 50832 Strand 

Start 4 904 End 

Name OJ990524_06 . 0.301 . C94 . o2 . tw Method 

Start 4296 End 

GI none Score 

Exons 4296.-4736, 4297. .4779, 4414 . .4776 

Seq. No. 24439 Seq. ID 

Gene No. 50832 Strand 

Start 4904 End 

Name OJ990524_06 . 0301 . C94 . o2 . ts Method 

Start 4333 End 

GI none Score 

Exons 4333.. 4647 



OJ990524_06.0301.C94 
+ 

5629 

TBLASTX -Wheat 

4779 

550 



OJ990524_06.0301.C94 
+ 

5629 

TBLASTX: Soybean 

4647 

181 



Seq. No. 24439 

Gene No. 50832 

Start 4904 

Name OJ990524_06 . 0301 . C94 . o3 . tm 

Start 4366 

GI none 

Exons 4366..4833, 4456.. 4800 

Seq. No. 24439 

Gene No. 50832 

Start 4904 

Name OJ990524_06 . 0301 . C94 . ol . ts 

Start 4720 

GI none 

Exons 4720.. 4752, 4722.. 4751, 4750. 

Seq. No. 24439 

Gene No. 50832 

Start 4904 

Name OJ990524_06 . 0301 . C94 . 06 . tw 

Start 4828 

GI none 

Exons 4828.. 5082, 4828.. 5061, 4839. 

1-"— * t--i-z *J 

Gene No. 50832 

Start 4904 



Seq. ID OJ990524_06.0301.C94 

Strand + 

End 5629 

Method TBLASTX : Mai ze 

End 4833 

Score 381 



Seq. ID OJ990524_06.0301.C94 
Strand + 
End • 5629 
Method TBLASTX : Soybean 
End 5118 
Score 57 
.5058, 4756. .5118, 5060.. 5104 

Seq. ID OJ990524_06.0301.C94 

Strand + 

End 5629 

Method TBLASTX : Wheat 

End 5105 

Score 256 

.5069, 4982. .5077, 5019. .5105 

Seq. ID OJy9'U524_06.0301.C94 
Strand + 
End 5629 



24623 




Name 


OJ990524 06 


.0301 


.C94.o5 


. tm 


Method 


TBLASTX : Maize 




Start 


4849 








End 


5192 




GI 


none 








Score 


171 




Exons 


4849. .5112, 


4983 


. .5063, 


5091. 


.5192 






Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


.C94 


Gene No. 


50832 








Strand 


+ 




Start 


4904 








End 


5629 




Name 


OJ990524 06 


.0301 


.C94-.ol 




Method 


AAT/GAP 




Start 


4904 








End 


5523 




GI 


3548944 








Score 


980 




Exons 


4904 . .5523 














GI Descrip. 


4 512237/dbj IBAA75235.il 


2.0e- 


89 (AB014746) polyprotein 


[Hordeum 




vulgare] 














Seq. No. 


24439 








Seq. ID 


OJ990524 06.0301 


.C94 


Gene No. 


50832 








Strand 






o Lai L 


4904 








End 


5629 




Name 


OJ990524 06 


.0301 


.C94.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5127 








End 


5629 




GI 


none 








Score 


245 




Exons 


5127. .5327, 


5159 


. .5359, 


5185. 


.5328, 5327.. 5629, 5327.. 5551, 




5329. .5595 














Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


.C94 


UCllC L\KJ . 


50832 








Strand 


+ 




Start 


4904 








End 


5629 




Name 


OJ990524_06 


.0301 


.C94.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


c i n o 

oiyy 








End 


5551 




GI 


none 








Score 


177 




Exons 


5198. .5329, 


5199 


. .5327, 


5327. 


.5551, 5329.. 5547 




Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


.C94 


fZ. o t\ d NT r\ 


50833 








Strand ' 






Start 


5630 








End 


5851 




Name 


OJ990524_06 


.0301 


.C94.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


c a o r\ 

oo30 








End 


5851 




GI 


none 








Score 


208 




Exons 


5630. .5851, 


5638 


. .5811, 


5651. 


.5848 






Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


.C94 




' 50834 








'Strand 






Start 


5854 








End 


6539. ■ 




Name 


OJ990524 06 


.0301 


.C94 .o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5854 








End 


6226 




GI 


none 








Score 


53 




Exons 


5854. .5991, 


5854 


.6225, 


5855. 


.6226 






Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


/C94 




50834 








Strand 






Start 


5854 








End 


6539 




Name 


OJ990524 06 


.0301 


C94.ol 


tm 


Method 


TBLASTX: Maize 




Start 


5855 








End 


6379 




GI 


none 








Score 


122 




T7„, 

JJAUliO 


5855 . .5941, 


5863 


.5934, 


5939. 


.6379, 5941.. 6363 




Seq. No. 


24439 








Seq. ID 


OJ990524_06.0301 


.C94 



24624 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



50834 Strand 
5854 End 
OJ990524_06 . 0301 . C94 . o5 . tw Method 
6227 End 
none Score 
6227. .6403, 6230. .6364, 6399. .6539 



6539 

TBLASTX: Wheat 

6539 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24440 Seq. ID OJ990524_06 . 0301 . C97 

50835 Strand + 

358 End 739 

OJ990524_06 .0301 . C97 . ol . gp Method AAT/GAP 

358 End 739 

uC-osflcyp033a04bl Score 663 

358. .739 

■6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



24440 Seq. ID 

50836 Strand 
8220 End - 

OJ990524_06.0301.C97.o5.gp Method 
8220 * ' End 

101153_1.R1084 Score 
8220.. 8409, 8727.. 8919 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4,< BAC clone : t!7804 1 



OJ990524_06.0301.C97 
+ 

8919 
AAT/GAP 
8919 
600 



24440 
50837 
15244 

OJ990524_06.0301.C97.o7.gp 
15244 

LIB3434-038-P1-K1-F1 
15244. .15765 

, 5257255/dbj | AP000364 . 1 | AP000364 0 
DNA, chromosome 8, clone : P002 6F07 * 



Seq.. ID 
Strand 
End 

Method 
End 
Score 



OJ990524_ 
+ 

15765 
AAT/GAP 
15765 
780 



06.0301/C97 



,0e+00 Oryza sativa genomic 



Seq. Nov 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

GI Descrip. 



24440 ' Seq. ID OJ990524_06 . 0301 . C97 

50838 Strand 

4897 End . 5570 

OJ990524_06 . 0301 . C97 . o3 . gp Method AAT/GAP 

4897 End 5570 

LIB3475-004-P1-K2-A5 Score 417 

4897.. 5060, 5477.. 5570 

•5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 



24440 
50839 
6201 

OJ990524_06.0301.C97.o4 .gp 
6201 

uC-osflcypl62a07al 
6201.. 6303, 6403.. 6563 
: 468017 9/gb j AAD27b4 7 . 1 | AF111709_1 
[Oryza sativa subsp. indica] 1 



Seq. ID 
Strand 
End . 
Method 
End 
Score 



OJ990524_06.0301.C97 

6563 
AAT/GAP 
6563 
421 



2.0e-40 (AF111709) polyprotein 



24625 




Seq. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


Gene No. 


50840 






Strand 




otar z 


y 4 1 d 






End 


9671 


Name 


OJ990524 06.0301 


.C97.o7 


.tw 


Method 


TBLASTX: Wheat 


Start 


4212 






End 


6644 


GI 


none 






Score 


195 


Exons 


4212.. 4409, 4216 


. .4515, 


4243 


..4410, 6376. .6573, 6378. .6644, 




6404. .6574 










Seq. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


taene wo. 








Strand 


- 


Start 


9416 






End 


9671 


Name 


OJ990524 06.0301 


.C97.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


4216 






HiilVj. 


D D 4 4 


GI 


none 






Score 


155 


Exons 


4216.. 4515, 6384 


. .6644, 


6404 


. .6568 




Seq. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


Gene No. 


50840 






Strand 


- 


Start 


9416 






End 


9671 


Name 


-OJ990524 06.0301 


.C97.o6 


. gp 


Method 


AAT/GAP 


Start 


. 9416 






Hjna 




GI 


61605 3.R1084 






Score 


437 


Exons 


9416. .9671 










GI Descrip. 


, 1402920/emb|CAA66965| 


2.0e- 


20 (X98321) 


peroxidase [Arabidop 




thaliana] * 








Seq. No. 


. 24440 






Seq. ID 


OJ990524_06.0301.C97 


Gene No . 


50841 






Strand 




Start 


9671 






End 


10045 


Name 


OJ990524 06.0301 


.C97.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


9671 






End 


9985 


GI 


none 






Score 


206 


Exons 


9671. .9985, 9709 


. .9810 








Seq. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


bene jno . 


50841 






Strand 




Start 


9671 






End 


10045 


Name 


OJ990524 06.0301 


.C97.o8 


.tw 


Method 


TBLASTX: Wheat 


Start 


9671 






End 


10045 


GI 


none 






Score 


131 


Exons 


9671.. 9889, 9685 


. .9789, 


9720 


..9821, 9923.. 10045, 9923.. 10039 


Seq. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


Gene No . 


50842 






Strand 




Start 


10120 






End 


10282 


Name 


OJ990524 06.0301 


,C97.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


10120 






End 


10282 


GI 


none 






Score 


190 


Exons 


10120. .10281, 10121., 10282 






Seq.. No. 


24440 






Seq. ID 


OJ990524_06.0301.C97 


Gene No. 


50843 






Strand 




Start 


10217 






End 


11116 


Name 


OJ990324 06.03U1 


C97.04 


. tw 


Method 


TBLASTX: Wheat 


Start 


10217 






End 


10699 


GI 


none 






Score 


524 



24626 




Exons 


10217. .10699, 10228. 


.10524, 


10337. .10666, 10552.. 10695 




Seq. No. . 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


belle \S\> • 






oLiana 






Start 


10217 




t*na 


i 1 i i a 
1111b 




Name 


OJ990524 06.0301.C97 


,o3. tm 


Metnoa 


rp Q T 7\ C TV . M-3 -i 

i dlaoia : Mai ze 




Start 


10286 






1U / J J 




GI 


none 




Score 






Exons 


10286.. 10753 










Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No. 


50843 




Strand 








10917 




End 


11116 




Name 


OJ990524 06.0301.C97 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


10640 




End 


11035 ' 




GI 


none 




Score 


48 




Exons 


10640. .10672, 10642. 


.10671, 


10670. .11005, 10676. . 11035, 






10747. .11034 










Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


ociltr LNO ■ 


ju O fl O 




Strand 






Start 


10217. 




End 


11116 




Name 


OJ990524 06.0301.C97 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


10748 




End 


11050 




GI 


none 




Score 


374 




Exons 


10748. .11050, 10748. 


.10984, 


10750. . 11034 




Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


-C97 


VjcIIc LN<J. 


JUOt J 




Strand 






Start 


10217 




End 


11116 




Name 


OJ990524 06.0301.C97 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10769 




End 


11116 




GI 


none 




Score 


308 




Exons 


10769. .11116, 10771. 


.11115 








Seq. No. 


24440 




Seq. ID 


OJ990524JD6.0301 


.C97 


Done NT /~\ 


Rflft A A 




Strand 






Start 


11051 




End 


11476 




Name 


OJ990524 06.0301.C97 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11051 




End 


11476 




GI 


none 




Score 


569 




Exons 


11051. .11476, 11059. 


.11475 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 




0 UO *± ft 




Strand 






Start 


11051 




End 


11476 




Name 


OJ990524 06.0301.C97 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


11057 




End 


11302 




GI 


none 




Score 


194 




Exons 


11057. .11302 










Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No. 


50844 




Strand 






Start 


11051 




End 


11476 




Name 


OJ990524 06.0301.C97 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


11123 




End 


11476 




GI 


none 




Score 


449 





24627 




Exons 


11123. .11476, 11125. 


.11475 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No . 


50845 




Strand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11493 




End 


12033 




GI 


none 




Score 


601 




Exons 


11493. .12029, 11515. 


.12033 , 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


fjonp No 


50845 




rand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11841 




End 


12087 




GI 


none 




Score 


224 




Exons 


11841. .12086, 11842. 


.12087 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No . 


50845 




St rand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11889 




End 


12180 




GI 


none 




Score 


330 




Exons 


11889. .12176, 11890. 


.12180 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No 


50845 




^t" r p»nd 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


12064 




End 


12675 




GI 


none 




Score 


665 




Exons 


12064. .12675, 12075. 


.12674 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No. 


50845 




Strand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


12232 




End 


12816 




GI 


none 




Score 


214 




Exons 


12232. .12390, 12234. 


.12386, 


12247. .12387,. 1237 6 .. 12528, 






12387. .12815, 12388. 


.1281.6 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No . 


50845 




Strand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97 


06. tw 


Method 


TBLASTX: Wheat 




Start 


12679 




End 


13008 




GI 


none 




Score 


360 




Exons 


12679. .13008, 12690.. 


12899 








Seq. No. 


24440 




Seq. ID 


OJ990524_06.0301 


.C97 


Gene No. 


50845 




Strand 






Start 


11493 




End 


13053 




Name 


OJ990524 06.0301.C97. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


12816 




End 


13053 




GI 


none 




Score 


183 





24628 




Exoris - 12816. .12944, 12817.. 13053 



Seq. No. 


24441 Seq. ID 


OJ990524 06.0301.C98 


Gene No. 


50846 Strand 


+ 


Start 


587 End 


758 


Name 


OJ990524 06.0301.C98.ol.gp Method 


AAT/GAP 


Start 


587 End 


758 


GI 


LIB3477-003-P1-K1-E9 Score 


114 


Exons 


587. .658, 731. .758 




GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 




Seq. No. 


24442 Seq. ID 


OJ990524_06.0301.C99 


Gene No. 


50847 Strand 




Start 


718 End 


1040 


Name 


OJ990524 06.0301.C99.ol.gp Method 


AAT/GAP 


Start 


718 End 


1040 


GI 


4879016 Score 


458 


Exons 


718. .1040 




GI Descrip. 


6041757/gb|AC011806. 1IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 




Seq. No. 


24443 Seq. ID 


OJ990524_06.0301.C100 


Gene No. 


50848 Strand 




Start 


13 End 


245 


Name 


OJ990524 06.0301.C100.o2.tw Method 


TBLASTX: Wheat 


Start 


13 End 


245 


GI 


none Score 


42 


Exons 


13. .60, 45. .245, 61. .105, 142. .240, 170. .241 


Seq. No. 


24443 Seq. ID 


OJ990524_06.0301.C100 


Gene No. 


50849 Strand 




Start 


228 End 


614 


Name 


OJ990524 06.0301.C100.ol.tm, Method 


TBLASTX: Maize 


Start 


228 , End 


602 


GI 


none Score 


■187 


Exons 


228. .341, 339. .602 




Seq. No. 


24443 Seq. ID 


OJ990524_06.0301.C100 


Gene No. 


50849 Strand 




Start 


228 End 


614 


Name 


OJ990524 06.0301.C100.ol.tw Method 


TBLASTX: Wheat 


Start 


24 6 End 


614 


GI 


none Score 


165 


Exons 


246. .614, 277. .525, 285. .614 




Seq. No. 


24444 Seq. ID 


OJ990524_06.0301.C103 


Gene No. 


50850 Strand 




Start 


1163 End 


1580 


Name 


OJ990524 06.0301.C103.ol.gp Method 


AAT/GAP 


Start 


1163 End 


1580 


GI 


uC-osroM202011h09bl Score 


800 


Exons 


1163. .1580 




GI Descrip. 


'6041757/gb|AC011806.1 IAC011806 0.0e+00 Genomic Sequence For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 



24629 



complete sequence* 



Seq. No. 


24445 


Seq. ID 


OJ990414 10 


Gene No. 


50851 


Strand 


+ 


o Lai i- 


387 


End 




Name 


OJ990414 10.9819.Cl.o3.np 


Method 


AAT/NAP 


Start 


387 


End 


2109 


GI 


5922619 


Score 


97 


Exons 


387. .414, 2005. .2109 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016852 Idbj |BAA85195.1| 


(AP000570) 


hypothetical 




[Oryza sativa] 






Seq. No. 


24445 


Seq. ID 


OJ990414_10 


Gene No. 


50851 


Strand 


+ 


Start 


387 


End 


2109 


Name 


OJ990414 10.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


1019 


End 


1610 


GI 


none 


Score 


.8 


Exons 


1019. .1073, 1537. .1610 








24445 


Seq. ID 


D TQQfl A "\ A in 


Gene No. 


50852 


Strand 




Start 


276 


End 


1929 


Name 


OJ990414 10.9819. CI. ol.np 


Method 


AAT/NAP 


Start 


276 


End 


1929 


GI 


6069659 


Score 


109 


Exons 


276. .409, 1877. .1929 






GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 


OC^i IN \J • 


24445 


Seq. ID 


O.TQ QH A 1 A Ifi 


Gene No. 


50852 


Strand 




Start 


276 


End 


1929 


Name 


OJ990414 10.9819.Cl.o2.np 


Method 


AAT/NAP 


Start 


537 


End 


1087 


GI 


6907088 


Score 


448 


Exons 


537. .774, 950. .1087- 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


24445 


Seq. ID 


OJ990414_10 


Gene No. 


50853 


Strand 




J UCti. L, 


2252 


End 


2329 


Name 


OJ990414 10.9819.Cl.o4.np 


Method 


AAT/NAP 


Start 


2252 


End 


2329 


GI 


6630699 


Score - 


71 


Exons 


2252. .2329 






GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 




gi| 6721536 Idbj | BAA89566.il 


(AP001073) hypothetical 




[Oryza sativa] 






Seq. No. 


24445 


Seq. ID 


OJ990414_10 


Gene No. 


50854 


Strand 




Start 


2618 


End 


4893 


Name 


OJ990414 10.9819.Cl.o2.gs 


Method 


GENSCAN 


Start 


2618 


End 


4815 


GI 


none 


Score 


.86 


Exons 


2618. .2695, 3910. .4815 







, 9819. CI 



protein 



,9819. CI 



9819. CI 



9819. CI 



9819. CI 



protein 



9819. CI 



24630 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24445 
50854 
2618 

OJ990414 10.9819.Cl.ol.tm 



OJ990414 10. 9819. CI 



Seq. ID 
Strand 
End 

_ Method 
3617 End 
none Score 
3617. .3760, 3630. .3761, 3634. .3762, 3906. .3947, 3908. .3946, 
3955. .4005, 3956. .4327, .4063. .4323 



4893 

TBLASTX: Maize 

4327 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



24445 Seq. ID 

50854 Strand 

2618 End 

OJ9904 14_10 . 98 1 9 . CI . o5 . np Method 

3633 End 

2920654 Score 
3633.. 3760, 3910. .4893 

(AF047697) putative high-pl laccase [Oryza sativa] 



OJ990414_10.9819.C1 

4893 
AAT/NAP 
4893 
1419 



24445 
50854 
2618 

OJ990414_10.9819.Cl.ol.tc 

3661 

none 

3661.. 3759, 3666. .3758, 3700. 
4063. .4269 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3759, 



OJ990414 10. 9819. CI 



4893 

TBLASTX: Cress 
4269 
89 

3980. .4069, 4019. .4261, 



Seq. No. 24445 
Gene No. 50854 
Start 2618 

Name OJ990414_10 . 9819 . CI . ol . ts 

Start 3700 
GI none 

Exons 3700.. 3759, 3702.. 3758, 3911. 

3956.. 4342, 4063.. 4326, 4264. 
4417. .4710, 4628. .4708 



Seq. ID OJ990414_10.9819.C1 
Strand 

End 4 893 

Method TBLASTX : Soybean 

End 4710 

Score 72 

.3955, 3911. .3946, 3955. .4005, 
.4341, 4309. .4539, 4310. .4537, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24445 
50854 
2618 

OJ990414_10.9819.Cl.o2.tm 

4 423 

none 

4423. .4518, 4453. .4512, 4586. 
4645. .4773, 4676. .4747, 4687. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 10. 9819. CI 



4893 

TBLASTX: Maize 
4855 
45 

.4633, 4590. .4613, 4592. 
.4791, 4793.. 4849, 4793. 



,4630, 
,4855 



24446 Seq. ID 

50855 Strand 

16310 End 16424 

OJ990414_10 . 9819 . C2 . o4 . np Method AAT/NAP 

16310 End 16424 

6815099 Score 103 
16310.. 16424 

(AP00108I) hypothetical protein LOryza sativa] 



OJ990414_10.9819.C2 

+ 



Seq. No. 



24446 



Seq. ID OJ990414 10. 9819. C2 



24631 



Gene No. 


50856 




Strand 


+ 








oCaiL 






End 


25135 








Name 


OJ990414 10. 9819. C2 


.o5.np 


Method 


AAT/NAP 








Start 


25051 


End 


25135 








GI 


6721547 




Score 


101 








Exons 


25051. .25135 














GI Descrip. 


(AP001073) Similar 


to Oryza 


sativa gene for Pib 


. (AB013448) 


Seq. No. 


24446 




Seq. ID 


uj y yu4 14 


1U , 


yb i y . 


C2 


Gene No. 


50857 




Strand 


+ 








jLaiL 


28019 




End 


41047 








Name 


OJ990414 10. 9819. C2 


. 06 .np 


Method 


AAT/NAP 








Start 


28019 




End 


A 1 r\ A "7 








GI 


6539588 




Score 


22 1 








Exons 


28019. .28329, 40905 


. .41047 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa ] 








Seq. No. 


24446 




Seq. ID 


OJ9904 14 


_10 . 


9819 . 


C2 


Gene No. 


50857 




Strand 


+ 








Start 


28019 




End 


41047 








Name 


OJ990414 10. 9819. C2 


. 08 .gs 


Method 


GENSCAN 








Start 


36563 




End 


37037 








GI 


none 




Score 


.86 








Exons 


36563. .36600, 36776 


. .37037 












Seq. No. 


24446 




Seq. ID 


OJ990414_ 


_10. 


9819 . 


C2 


Gene No. 


50858 




Strand 












1 




End 


1207 








Name 


OJ990414 10. 9819. C2 


. ol . np 


Method 


AAT/NAP 








Start 


1 




End 


936 








GI 


2920654 




Score 


685 








Exons 


1..270, 392. .636, 761. .936 












GI Descrip. 


(AF047697) putative 


high-pi 


laccase [Oryza sativa] 






Seq. No. 


24446 




Seq. ID 


OJ990414_ 


_10. 


9819 . 


C2 


Gene No . 


50858 




Strand 










Start 


1 




End 


1207 








Name 


OJ990414 10. 9819. C2 


. ol.gs 


Method 


GENSCAN 








Start 


104 




End 


1163 








GI 


none 




Score 


.51 








Exons 


104. .270, 392. .636, 


761.. 912, 960.. 1163 








Seq. No. 


24446 




Seq. ID 


OJ990414_ 


10. 


9819. 


C2 


Gene No. 


50858 




Strand 










Start 


1 




End 


1207 








Name 


OJ990414 10. 9819. C2 


.ol.gp 


Method 


AAT/GAP 








Of a r-+- 


479 




End 


1207 








GI 


2428160 




Score 


805 








Exons 


479. .636, '761. .912, 


1059. .1207 










GI Descrip. 


2129953/pir | | JC5229 


3.0e-39 


laccase (EC 1.10.3.2) - 


common 




tobacco >gi_1685087 


(U43542) 


diphenol oxidase [Nicotiana 






tabacum] 














Seq. No. 


24446 




Seq. ID 


OJ990414_ 


10. 


9819. 


C2 


Gene No. 


50859 




Strand 










Start 


3865 




End 


15687 








Name 


OJ990414 10. 9819. C2 


o2 . np 


Method 


AAT/NAP 









24632 




Start 


3269 


..-End 


7825 


GI 


3461848 


"Score 


2443 


Exons 


3269. .3344, 3926. .4329, 4404 


..4631, 5170.. 5935, 6105.. 6590, 




7738. .7825 






GI Descrip. 


(AC005315) putative AAA-type 


ATPase [Arabidopsis thaliana] 


Seq. No. 


24446 


Seq. ID 


OJ990414_10.9819.C2 


Gene No. 


50859 


Strand 






jODj 


End 


15687 


Name 


OJ990414 10.9819.C2.o2.gs 


Method 


GENSCAN 


Start 


3865 


End 


8922 


GI 


none 


Score 


.94 


Exons 


3865. .4329, 4404. .4631, 5170 


..5666, 5752. .5935, 6105. .6587, 




7738. .7865, 8394. .8462, 8543 


..8747, 8860. .8922 


Seq. No. 


24446 


Seq. ID 


OJ990414_10.9819.C2 


Gene No. 


50859 ' 


Strand 




Start 


3865 


End 


15687 


Name 


OJ990414_10.9819.C2.o2.gp 


Method 


AAT/GAP 






End 


5888 


GI 


uC-osflcyp065bllbl 


Score 


916 


Exons 


5408. .5888 






GI Descrip. 


'2129953/pirl IJC5229 3.0e-39 


laccase 


(EC 1.10.3.2) - common 




tobacco >gi_1685087 (U43542) 


diphenol 


oxidase [Nicotiana 




tabacum] 1 






Seq. No. 


24446 


Seq. ID 


OJ990414_10.9819.C2 


Gene No. 


50859 


Strand 




jLal L 


3865 


End 


15687 


Name 


OJ990414 10.98I9.C2.o3.np 


Method 


AAT/NAP 


Start 


8605 


End 


15102 


GI 


6689916 


Score 


150 


Exons 


8605.. 8720, 10197 .. 10374 , 15035.. 15102 


GI Descrip. 


(AF193802) zinc finger transcription 


factor WRKY1 [Oryza sativa 


Seq. No. 


24446 


Seq. ID 


OJ990414_10.9819.C2 


Gene No. 


50859 


Strand 




btai L 


3865 


End 


156,87 


Name 


OJ990414 10.9819.C2.o3.gs 


Method 


GENSCAN 


Start 


9816 


End 


13503 


GI 


none 


Score 


.84 


Exons 


9816.. 10374, 10402. .10564, 124 65 .. 12701, 12970 .. 13037 , 




13376.. 13503 






Seq. No. 


24446 


Seq. ID 


OJ990414_10.9819.C2 


bene ino • 


50859 


Strand 




Start 


3865 


End 


15687 


Name 


OJ990414 10.9819.C2.o4.gs 


Method 


GENSCAN 


Start 


14707 


End 


15687 


GI 


none 


Score 


.9 


Exons 


14707. .14794, 15035 15154 , 15260 .. 15687 


Seq. No. 


24446 


Seq. ID 


OJ990414__10.9819.C2 


Gene No. 


50860 


Strand 




Start 


26628 


End 


43523 


Name 


OJ990414 10.9819.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


143 


End 


272 



24 633 




GI 


none 




Score 


130 


Exons 


143. .271, 144. .272 








Seq. No. 


24446 




Seq. ID 


OJ990414_10.9819.C2 








Oil ClilVj. 




Start 


26628 




End 


43523 


Name 


OJ990414 10.9819.C2.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


227 




End 


921 


GI 


none 




Score 


256 


Exons 


227. .277, 382. .636, 390 


. .635, 


757. .921 


, 761. .868 


Seq. No. 


24446 




Seq. ID 


OJ990414_10.9819.C2 


UCllC IN . 


srift fin 








Start 


26628 




End 


43523 


Name 


OJ990414 10.9819.C2.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


364 




End 


635 


GI 


none 




Score 


287 


Exons 


364. .633, 390. .635 








Seq. No. 


24446 




Seq. ID 


OJ990414_10.9819.C2 


belle INU . 


ROfl fin 




oil diivj. 




Start 


26628 




End 


43523 


Name 


OJ990414 10.9819.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


382 




End 


819 


GI 


none 




Score 


308 


Exons 


382.. 636, 396.. 635, 757 


. .819 






Seq. No. 


24446 




Seq. ID 


OJ990414_10. 9819.C2 




sj VJ O D U 








Start 


26628 




End 


43523 


Name 


OJ990414 10.9819.C2.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


453 




End 


921 


GI 


none 




Score 


195 


Exons 


453.-635, 454. .636, 757 


. .921, 


761. .889 




Seq. No. 


24446 




Seq. ID 


OJ990414_10.9819.C2 


Gene No. 


50860 




Strand 




Start 


26628 




End 


43523 


Name 


OJ990414 10.9819.C2.ol. 


tm 


Method 


TBLASTX: Maize 


uLdl L 


JO f J 




End 


6204 


GI 


none 




Score 


370 


Exons 


3875. .4321, 3901. .4332, 


3922. 


.4332, 3930. .4364, 4400. .4483, 




4401. .4634, 4402. .4632, 


4403. 


.4633, 5167. .5682, 5168. .5575, 




5168. .5686, 5338. .5682, 


5529. 


.5687, 5683.. 5751, 5685.. 5936, 




5687. .5938, 5688. .5936, 


5692. 


.5937, 6093.. 6194, 6097.. 6204 


Seq. No. 


24446 




Seq. ID 


OJ990414_10. 9819.C2 


Gene No. 


50860 - . 




Strand 




D Lai L 


Z 0 DZ O 




End 


43523 


Name 


OJ990414 10.9819.C2.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3919 




End 


4439 


GI 


none 




Score 


38 


Exons 


3919.. 3996, 3932.. 3997, 


3985. 


.4017, 4018. .4329, 4061. .4321, 




4408. .4437, 4410. . 4439 








Seq. No. 


24446 




Seq. ID 


OJ990414_10. 9819.C2 


Gene No. 


50860 




Strand 





24634 




Start 


26628 








. End 


43523 




Name 


OJ990414_10. 


,9819 


.C2.ol. 


ts 


Method 


TBLASTX: 


Soybean 












End 


6470 




GI 


none 








Score 


234 




Exons 


4000. .4332, 


4061 


. .4321, 


4399. 


.4632, 4401. .4634, 


4402. .4632, 




4404. .4634, 


5144 


. .5575, 


5167. 


.5673, 5167. .5682, 


5478. .5687, 




5501. .5686, 


5683 


. .5751, 


5684. 


.5755, 5687. .5938, 


5688. .5930, 




6096. .6230, 


6096 


. .6167, 


6172. 


.6402, 6207. .6470, 


6255. .6467 


Seq. No. 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


Gene No. 


50860 








Strand 
















End 


43523 




Name 


OJ990414 10. 


9819 


.C2.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


4509 








End 


5921 




GI 


none 








Score 


71 




Exons 


4509. .4604, 


4510 


. .4605, 


5182. 


.5328, 5183. .5326, 


5344. .5577, 




5402. .5575, 


5614 


. .5682, 


5667. 


.5921, 5687.. 5920 




Seq. No. 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


bene invj • 


JUOOU 








Strand 






Start 


26628 








End 


43523 




Name 


OJ990414 10. 


9819 


.C2.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5182 








End 


5514 




GI 


none 








Score 


53 




Exons 


5182. .5328, 


5267 


. .5326, 


5344. 


.5514, 5377. .5508, 


5402. .5512 


"Seq. No." 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


bene iNO. 


OUODU 








Strand 






Start 


26628 








End 


43523 




Name 


OJ990414 'i : 0. 


9819 


.C2.o4 . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5614 








End 


5869 




GI 


none 








Score 


116 




Exons 


5614. .5682, 


5687 


. .5869, 


5697. 


.5840 






Seq. No. 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


bene ino. 


JUoOU 








Strand 






Start 


26628 








End 


" 43523 




Name 


OJ990414 10. 


9819 


.C2.o3. 


tw 


Method ■ 


TBLASTX: 


Wheat 


Start 


6204 








End 


6404 




GI 


none 








Score 


130 




Exons 


6204. .6404, 


6208 


. .6369 










Seq. No. 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


Gene No. 


50860 








Strand 






O lal L. 










End 


43523 




Name 


OJ990414 10. 


9819 


.C2.o2. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6205 








End 


6594 




GI 


none 








Score 


199 




Exons 


6205. .6462, 


6207 


. .6467, 


6208. 


.6465, 6212. .6484, 


6483. .6590, 




6484. .6588, 


6484, 


. .6594 










Seq. No. 


24446 








Seq. ID 


OJ990414 


_10.9819.C2 


Gene No. 


50860 








Strand 






Start 


" 26628 








End 


43523 




Name 


ojyyu4i4 10. 


9819, 


,C2.o4. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6237 








End 


6590 




GI 


none 








Score 


63 





24635 



Exons 



6237. .6455, 6264. .6455, 6483. .6590, 6484. .6588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24446 
50860 
26628 

OJ9904 14_10 . 9819 . C2 . o7 . np 

26628 

5734709 



Seq. ID OJ990414_10.9819.C2 
Strand 

End 43523 

Method AAT/NAP 

End 41448 

Score 162 



26628. .26751, 33878 .. 34135, 354 67 35568 , 36058. 
39246. .39423, 41294. .41448 



36217, 



GI Descrip. (AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 



Seq. No. 24446 Seq. ID 

Gene No. 50860 Strand 

Start 26628 End 

Name OJ9904 14_10 . 9819 . C2 . 06 . gs Method 

Start 33404 End 

GI none Score 

Exons 33404.. 34525 



OJ990414_10.9819.C2 

43523 
GENS CAN 
34525 
.42 



Seq. No. 


24446 






Seq. ID 


OJ990414 


JL0.9819 


.C2 


Gene No. 


50860 






Strand 








Start 


26628 






End 


43523 






Name 


OJ990414 10. 


9819.C2.o7.gs 


Method 


GENS CAN 






Start 


35383 






End 


36277 






GI 


"none 






Score 


.75 






Exons 


35383. . 


35758 


, 35982.. 36277 










Seq. No. 


24446 






Seq. ID 


OJ990414 


_10.9819 


.C2 


Gene No. 


50860 






Strand 








Start 


26628 






End 


43523 






Name 


OJ990414 10. 


9819.C2.o9.gs 


Method 


GENS CAN 






Start 


37263 






End 


39432 






GI 


none 






Score 


.88 






Exons 


37263. . 


37487 


, 37492. .37608, 


37921. .37963, 38327 


. .39432 




Seq. No. 


24446 






• Seq. ID 


OJ990414 


_10.9819 


.C2 


Gene No. 


50860 






Strand 








Start 


26628 






End 


43523 






Name 


OJ990414 10. 


9819.C2.olO.gs 


Method 


GENS CAN 






Start 


40379 






End 


43523 






GI 


none 






Score 


.69 






Exons 


40379. . 


41735, 43305. .43346, 


43417. .43523 






Seq. No. 


24447 






Seq. ID 


OJ990414 


_10.9819 


.C3 


Gene No. 


50861 






Strand 


+ 






Start 


1 






End 


9307 






Name 


OJ990414 10. 


9819.C3.ol.np 


Method 


AAT/NAP 






Start 


1 






End 


5964 






GI 


6729041 






Score 


979 






Exons . 


1. .181, 


273. 


.413, 1304. .148 


0, 1601. .1849, 2293. 


.2361, 





2496. .2551, 2771. .2852, 3392. .3616, 3696.-3765, 4045. .4162, 
4970. .5120, 5484. .5670, 5900. .5964 
GI Descrip. (AC009177) unknown protein [Arabidopsis thaliana] 



Seq. No. 24447 Seq. ID OJ990414_10 . 9819 . C3 

24636 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



50861 Strand 

1 End 

OJ9904 14_10 . 98 1 9 . C3 . ol . tc Method 

16 End 

none Score 
16. .177, 17. .184, 264. .317, 275. .316, 
1298. .1363, 1298. .1363 



+ 

9307 

TBLASTX: Cress 

1363 

147 

321. .410, 326. .397, 



Seq. No. 24447 

Gene No. 50861 

Start 1 

Name OJ990414_10 . 9819 .C3 . ol . 

Start 37 

GI none 

Exons 37. .183, 38. .181, 45. .1 
1298. .1483, 1301. .1498, 

Seq. No. 24447 

Gene No. 50861 

Start 1 

Name OJ990414_10 . 9819.C3.ol . 

Start 74 

GI none 

Exons 74.. 175, 267.. 413, 1304 
3695.. 3761, 4050.. 4162, 
7294. .7532, 7772. .8116, 

Seq. No. 24447 

Gene No. 50861 

Start 1 

Name OJ9904 14_10 . 9819 . C3 . ol . 

Start 1337 

GI none 

Exons 1337.. 1483, 1337.. 1483, 



Seq. ID OJ990414_10.9819.C3 

Strand + 

End 9307 
tm Method TBLASTX : Maize 

End 1699 

Score 154 
94, 252. .407, 264. .416, 272. .415, 
1558. .1689, 1565. .1693, 1598. .1699 

Seq. ID OJ990414_10.9819.C3 
Strand + 
End 9307 
gs Method GENSCAN 

End 9307 
Score .59 
..1480, 1601. .1849,. 2496. .2551, 
4970. .5120, 5484. .5670, 5702. .5780, 
8605. .8838, 8918. .9019, 9135. .9307 

Seq. ID OJ990414_10.9819.C3 

Strand + 

End 9307 

ts Method TBLASTX : Soybean 

End 1855 

Score 219 
1556. .1855, 1565. .1849 



Seq. No. 24447 
Gene No. 50861 
"-'Start 1 
Name OJ9904 14_10 . 9819 . C3 . o2 . tm 

Start 1700 
GI none 
Exons 1700.. 1822, 

2292. .2363, 

2771.. 2848, 

3693. .3761, 

4050. .4160, 

5483. .5668, 



1748.. 1822, 1829. 

2495. .2551, 2496. 

3385.. 3594, 3389. 

3693.. 3761, 3694. 

4054.. 4173, 4967. 

5484.. 5669, 5902. 



Seq. ID OJ990414_10.9819.C3 

Strand + 

End 9307 

Method TBLASTX : Mai ze 

End 5961 

Score 124 

.1855, 2290. .2361, 2290. .2361, 
.2549, 2749. .2871, 2769. .2876, 
.3613, 3390. .3593, 3391. .3594, 
.3762, 4047. .4160, 4049. .4177, 
.5125, 4968. .5126, 4972. .5127, 
.5961 



Seq. No. 24447 

Gene No. 50861 

Start 1 

Name OJ9904 14_10 . 98 1 9 . C3 . o2 . ts 

Start 3389 

GI none 

Exons 3389.. 3613, 3389.. 3580, 3391, 



Seq. ID OJ990414_10. 9819.C3 

Strand + 

End 9307 

Method TBLASTX : Soybean 

iEnd 5669 

Score 182 

.3585, 4055. .4162, 4056. .4163, 



4075. .4173, 4967. .5125, 4974. .5126, 5420. .5668, 5484. .5669 



24637 



Seq. No. 24447 
Gene No. 50861 
Start 1 

Name OJ9904 14_10 . 98 1 9 . C3 . ol . gp 

Start 8296 . 

GI LIB3431-035-P1-N1-A8 
Exons 8296.. 8638 

GI Descrip. ' 2129953/pir | IJC5229 3.0e-39 laccase (EC 1.10.3.2) - common 
tobacco >gi_1685087 (U43542) diphenol oxidase [Nicotiana 
tabacum] ' 



Seq. ID OJ990414_10.9819.C3 

Strand + 

End 9307 

Method AAT/GAP 

End 8 638 

Score 635 



Seq. No. 24448 

Gene No. 50862 

Start 220 

Name OJ990414_10. 9819.C4 .ol.gs 

Start 220 

GI none 

Exons 220.. 315, 389.. 511 



Seq. ID OJ990414_10. 9819.C4 

Strand + 

End 511 

Method GENSCAN 

End 511 

Score .47 



Seq. No. 24448 

Gene No. 508 63 

Start 1010 

Name OJ990414_10 . 981 9 . C4 . o2 . gs 

Start 1010 

GI none 

Exons 1010.. 1281, 1394.. 1400 



Seq. ID OJ990414_10. 9819.C4 

Strand + 

End 1400 

Method GENSCAN 

End 1400 

Score . 63 



Seq. No. 24448 

Gene No. 50863 

Start 1010 

Name OJ990414_10. 9819.C4 .ol.tm 

Start 1081 

GI none 

Exons 1081.. 1281, 1082.. 1273 



Seq. ID OJ990414_10.9819.C4 

Strand + 

End 1400 

Method TBLASTX : Mai ze 

End 1281 

Score 341 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24449 
50864 
407 

OJ9904 14_10 . 981 9 ."C5~. ol . gs 

407 

none 



Seq. ID OJ990414_10. 9819.C5 

Strand + • 

End 9211 

Method GENSCAN 

End 9211 

Score ' .81 



407. .570, 1138... 1252, 1902. .1944, 3147. .3637, 3785. .4241, 
4324.. 4933, 5036.. 5280, 5389. .5512, 5549. .5640, 5911. .6096, 
7046.. 7216, 9159.. 9211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24449 
50864 
407 

OJ990414_10. 9819.C5.ol.np 

3307 

1621465 



Seq. ID OJ990414_10. 9819.C5 

Strand + 

End 9211 

Method AAT/NAP 

End 5516 

Score 1899 



3307. .3423, 3524. .3675, 3785. .4027, 4111. .4241, 4324. .5280, 
5389.. 5516 

(U73105) laccase [Liriodendron tulipifera] 



Seq. No. 
Gene No. 



24449 
50865 



Seq. ID OJ990414_10. 9819.C5 
Strand 



24638 




Start 


5212 






End 


9016 


Name 


OJ990414 10 


.9819, 


•C5.o2.np 


Method 


AAT/NAP 


Start 


5212 






End 


9016 


GI 


6721547 






Score 


98 


Exons 


5212. .5282, 


8932. 


. .9016 






GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


24449 ' 




- 


Seq. ID 


OJ990414_10.9819.C5 


fipnp Mo 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10 


.9819. 


C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


3524 






End 


4204 


GI 


none 






Score 


160 


Exons 


3524. .3676, 


^94 


. J / J.Z , J / Oj 


..4018, 3786.. 4028, 4109.. 4204 


Seq. No. 


24449 






Seq. ID 


OJ990414_10.9819.C5 


Cpnp Ma 


50866 

\J U \J \J 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10 


.9819. 


C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


3599 






End 


4156 


GI 


none 


_ 




Score 


67 


Exons 


3599. .3676, 


J / OJ. 


. 4 Ulo , j/ot) 


..4028, 4109. .4156, 4111. .4155 


Seq. No. 


24449 






beq. iu 


H TQQf\/l 1 / in QQ1 Q /^C 




50866 

*J \J O \J \J 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10 


.9819. 


C5.o3.tm 


Method 


TBLASTX: Maize 


Start 


3608 






End 


4028 


GI 


none 






Score 


59 


Exons 


3608. .3676, 




4 09 4 "3*7 ft £ 


. .4028 




Seq. No. 


24449 






Seq. ID 


OJ990414_10. 9819.C5 


VJCllC 1>IU • 


50866 

*J \J O V \J 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10 


.9819. 


C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


3786 






End 


4028 


GI 


none 






Score 


263 


Exoris 


3786. .4028, 


"37ft ft 
J / oo , 


. 4 U 1 o 






Seq. No. 


24449. 






Seq. ID 


OJ990414_10.9819.C5 


\JJ C11C LNU. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10, 


.9819. 


C5.o4 . tm 


Method 


TBLASTX: Maize 


Start 


4111 






End 


4273 


GI 


none 






Score 


201 


Exons 


4111. .4233, 


4112. 


.4270, 4112 


. .4273 




Seq. No. 


24449 






Seq. ID 


OJ990414_10.9819.C5 


Gene No. 


50866 






Strand 




O Ual L. 


'1 9 Q 0 A 

-L _7 U *i 






End 


14803 


Name 


OJ9904'14_10, 


,9819. 


C5.o3. ts 


Method 


TBLASTX : Soybean 


Start 


4204 






End 


4625 


GI 


none 






Score 


59 


Exons 


4204. .4233, 


4205. 


.4240, 4322 


..4504, 4323. .4508, 4332. .4508, 




4509. .46^5, 


4553. 


.4624 






Seq. No. 


24449 






Seq. ID 


OJ990414_10.9819.C5 



24639 



Gene No. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10 


.9819 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4304 






End 


4601 


GI 


none 






Score 


260 


Exons 


4304. .4570, 


4323 


..4601, 4323. 


.4517, 4 


331. .4600 


Seq. No. 


24449 






Seq. ID 


OJ990414_10.9819.C5 


Gene No. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10, 


. 9819 


. C5 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


4340 






End 


4787 


GI 


none 






Score 


329 


Exons 


4340. .4555, 


4341 


..4556, 4527. 


.4604, 4531. .4557, 4559. .4603, 




4569. .4604, 


4613 


..4642, 4614. 


.4679, 4639. .4731, 4667. .4780, 




4668. .4787 










Seq. No. 


24449 






Seq. ID 


OJ990414_10. 98i9.CS 


Gene No. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10. 


,9819 


.C5.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4703 






End 


5527 


GI 


none 






Score 


120 


Exons 


4703. .4843, 


4704 


..4844, 4833. 


.4922, 5027. .5281, 5028. .5282, 


- 


5360. .5527, 


5388 


. .5519 






Seq. No. 


24449 " 






Seq. ID 


OJ990414_10. 9819.C5 


Gene No. 


50866 






Strand 




Start 


12904 






End 


• 14803 


Name 


OJ990414 10. 


9819, 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


4866 






End 


5524 


GI 


none 






Score 


63 


Exons 


4866. .4970, 


4957, 


..5028, 4958. 


.5035, 5018.. 5281, 5019.. 5282, 




5387. .5524, 


5388, 


. .5519 






Seq. No. 


24449 






Seq. ID 


OJ990414_10. 9819.C5 


Gene No . 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10. 


9819. 


,C5.o2. tc 


Method 


TBLASTX: Cress 


Start 


5138 






End 


5519 


GI 


none 






Score 


140 


Exons 


5138. .5281, 


5172. 


..5282, 5387. 


.5515, 5388.. 5519 


Seq. No. 


24449 






Seq. ID 


OJ990414_10.9819.C5 


Gene No. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ990414 10. 


9819. 


C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


11619 






End 


11843 


GI 


none 






Score 


115 . ' ' 


Exons 


11619. .11843, 11631. .11840 






Seq. No. 


24449 






Seq. ID 


OJ990414_10. 9819.C5 


Gene No. 


50866 






Strand 




Start 


12904 






End 


14803 


Name 


OJ9904 14 10. 


9619 . 


c5.o2.gs 


Method 


GENSCAN 


Start 


12904 






End 


14803 


GI 


none 






Score 


.56 



24640 



Exons 



12904. .13199, 13690. .13776, 13883 .. 14055, 14096 14258 , 
14355. .14511, 14693.. 14803 



Seq. No. 


24450 


Seq. ID 


OJ990414_10.9819.C6 


Gene No. 


50867 


Strand 


+ 


Start 


1148 


End 


3897 


Name 


OJ990414 10.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


1148 


End 


3897 


GI 


none 


Score 


.73 


Exons 


1148.. 1207, 1438.. 1620, 1819. 


.1942, 3662. .3897 


Spa No 


24450 


Seq. ID 


OJ990414_10.9819.C6 


Gene No. 


50867 


Strand 


+ 


Start 


1148 


End 


3897 


Name 


OJ990414 10.9819.C6.ol.np 


Method 


AAT/NAP 


Start 


3766 


End 


3888 


GI 


4850407 


Score 


91 


Exons 


3766. .3888 






GI Descrip. 


(AC007357) EST gb|T21221 comes from this gene. [Arabidopsis 




thaliana] 






Seq. No. 


24451 


Seq. ID 


OJ990414_10.9819.C8 


Gene No. 


50868 


Strand 




Start 


569 


End 


719 


Name \ 


OJ990414 10.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


.569 


End 


719 


GI 


none 


Score 


.91 


Exons 


569. .719 








24452 


Seq. ID 


OJ990414_10.9819.C9 


Gene No. 


50869 


Strand 


+ 


Start 


1 


End 


632 


Name 


OJ990414 10.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


632 


GI 


3236247 


Score 


612 


Exons 


1. .632 






GI Descrip. 


(AC004 684) putative SCARECROW 


gene regulator [Arabidopsis 




thaliana] 






Qpn No 


24452 


Seq. ID 


OJ990414_10.9819.C9 


Gene No. 


50870 


Strand 




Start 


151 


End 


1067 


Name 


OJ990414 10.9819.C9.ol.gp 


Method 


AAT/GAP 


Start 


151 


End 


1067 


GI 


3411 1.R1084 


Score 


1815 


Exons 


151. .1067 






GI Descrip. 


'3236247 4.0e-54 (AC004684) SCARECROW- 


like protein [Arabidoj 




thaliana] 






Seq. No. 


24452 


Seq. ID 


OJ990414_10.9819.C9 


Gene No. 


50871 


Strand 




Start 


2921 


End 


3121 


Name 


OJ990414 10.9819.C9.o2.gs 


Method 


GENSCAN 


Start 


2921 


End 


3121 


GI 


none 


Score 


.97 


Exons 


2921. .3121 







24641 




Seq. No. 


24452 




Seq. ID 


OJ990414JL0.9819. 


C9 








ana 






Start 


4116 


- 


End 


4671 




Name 


OJ990414 10.9819.C9.o3. 


gs 


Method 


GENSCAN 




Start 


4116 . 




End 


4671 




GI 


none 




Score 


.87 




Exons 


4116. .4312, 4602. .4671 










Seq. No. 


24452 




Seq. ID 


OJ990414_10.9819. 


C9 


Gene No. 


50873 




Strand 








5678 




End 






Name 


OJ990414 10. 9819.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


73 




End 


784 




GI 


none 




Score 


535 




Exons 


73. .126, 74. .622, 75.-629, 104. .622, 


486. .626, 707. .745, 






710. .784 










Seq. No. 


24452 




Seq. ID 


OJ990414_10.9819. 


C9 




50873 




Strand 






Start 






End 


8355 




Name 


OJ990414 10.9819.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


75 




End 


622 




GI 


none 




Score 


505 ■ 




Exons 


75. .524, 98. .520, 528.. 


620, 575.. 622 






Seq. No. 


24452 - 




Seq. ID 


OJ990414_10.9819. 


C9 




50873 




Strand 






Start 


5678 




End 


8355 




Name 


OJ990414 10.9819.C9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 






End 


626 




GI 


none 




Score 


430 




Exons 


131.. 499, 132.. 521, 528 


. .626 








Seq. No. 


24452 




Seq. ID 


OJ990414_10. 9819. 


C9 




50873 




Strand 






Start 


5678 




End 


8355 




Name 


OJ990414 10.9819.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


373 




End 


697 




GI 


none 




Score 


- 405 




Exons 


373. .615, 375. .617, 671 


. .697 








Seq. No. 


24452 




Seq. ID 


OJ990414_10.9819. 


C9 


Gene No. 


50873 




Strand 






Start 


5678 




End 


8355 — ; 




M o-mo 


OJ990414 10.9819.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


5460 


End 


8181 




GI 


838 1.R1084 




Score 


3581 




Exons 


5460. .5808, 5914. .6888, 


7389. 


.7517, 7675. .7919, 8002.. 8181 


GI Descrip. 


1 2920654 /gb | AAC0457 6.il 


0.0e+00 (AF047697) putative high 


-pi 




laccase [Oryza sativa] 1 










Seq. No. 


24452 




Seq. ID 


OJ990414_10.9819. 


C9 


Gene No. 


50873 




Strand 






Start 


5678 




End 


8355 




Name 


Oj 9904 14 10. 9819.cy.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5678 




End 


6332 




GI 


none 




Score 


147 





24642 




Exons 


5678. .5809, 


5684 


..5803, 5901. 


.6332, 5912.. 6328, 6165.. 6332 


Seq. No. 


24452 






Seq. ID 


OJ990414_10.9819.C9 


Gene No. 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


.9819 


.C9.o4 .gs 


Method 


GENSCAN 


Start 


5678 






End 


8355 


GI 


none 






. Score 


.88 


Exons 


5678. .5808, 


5914 


..6888, 7389. 


.7517, 7603.. 7919, 8002.. 8153 




8254. .8355 










Seq. No. 


24452 






Seq. ID 


OJ990414_10.9819.C9 


Gene No. 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


.9819 


.C9.o2.np 


Method 


AAT/NAP 


Start 


5681 






End 


8177 


GI 


2920654 






Score 


2789 


Exons 


5681. .5808, 


5914 


..6888, 7389. 


.7517, 7675. .7919, 8002. .8177 


GI Descrip. 


(AF047697) 


putative high-pl laccase [Oryza sativa] 


Seq. No. 


24452 






Seq. ID 


OJ990414_10.9819.C9 




50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


Qfi 1 Q 


. v^y . oj . tc 


Method 


TBLASTX: Cress 


Start 


5684 






End 


6274 


GI 


none 






Score 


63 


Exons 


5684 . .5806, 


5714 


..5806, 5733. 


.5807, 6023.. 6274, 6033.. 6254 


Seq. No. 


24452 






Seq. ID 


OJ990414_10. 9819.C9 


Gene No. 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 




. ty . oi . ts 


Method 


TBLASTX: Soybean 


Start 


5748 






End 


6718 


GI 


none 






Score 


77 


Exons 


5748. .5807, 


5750 


..5806, 5901. 


.6266, 5915.. 6289, 6293.. 6346 




6314. .6565, 


6327 


..6527, 6590. 


.6718, 6591. .6626, 6636. .6713 


Seq. No. 


24452 






Seq. ID 


OJ990414__10.9819.C9 


Gene No 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


.9819 


C9.o4.tc 


Method 


TBLASTX: Cress 


Start 


6291 






End 


6847 


GI 


none 






Score 


75 


Exons 


6291. .6395, 


6296 


.6409, 6578. 


.6661, 6689. .6847 


Seq. No. 


24452 






Seq. ID 


OJ990414_10.9819.C9 


fipnp No 

\J cue IXV • 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


.9819. 


C9.o4.tm 


Method 


TBLASTX: Maize 


Start 


6413 






End 


6871 


GI 


none 






Score 


83 


Exons 


6413. .6523, 


6609. 


.6641, 6683. 


.6871, 6684. .6752, 6845. .6871 


-Seq. No. 


24452 






Seq. ID 


OJ990414_10.9819.C9 


Gene No . 


50873 






Strand 




Start 


5678 






End 


8355 


Name 


OJ990414 10 


9819. 


C9.o3.tw 


Method 


TBLASTX: Wheat 



24 64 3 



Start 


6641 








End 


6907 




GI 


none 








Score 


60 




Exons 


6641. .6889, 


.6642 


. .6752, 


6845. 


.6907 






Seq. No. 


24452 








Seq. ID 


OJ990414_10.9819 


.C9 


Gene No . 


CAQIO 

jUo / J 








Strand 






Start 


5678 








End 


8355 




Name 


OJ990414 10 


.9819 


.C9.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


6719 








End 


7473 




GI 


none 








Score 


99 




Exons 


6719. .6889, 


7340 


. .7468, 


7384. 


.7473 






Seq. No. 


24452 








Seq. ID 


OJ990414_10.9819 


.C9 


Gene No . 


DUO 1 O 








Strand 






Start 


5678 








End 


8355 




Name 


OJ990414 10 


.9819 


.C9.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7340 . 








End 


7519 




GI 


none 








Score 


146 




Exons 


7340. .7519, 


7384 


. .7518 










Seq. No. 


24452 








Seq. ID' 


OJ990414_10.9819 


.C9 


bene jno. 


OUo / j 








Strand 






Start 


5678 








End 


8355 




Name 


OJ990414 10 


.9819 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


* 7474 








End 


8078 




GI 


none 








Score 


236 




Exons 


7474. .7521, 


7656 


. .7919, 


7667. 


.7918, 8001. .8078 




Seq. No. 


24452 








Seq. ID 


OJ990414_10.9819 


.C9 


Gene No. 


50873 








Strand 






O 4- — > -,-4- 

btart 


JD/O 








End 


8355 




Name 


OJ990414 10 


.9819 


.C9.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7474 








End 


8283 




GI 


none 








Score 


217 




Exons . 


7474. .7521, 


7667 


. .7918, 


7674. 


.7919, 8001. .8153, 8014. .8142, 




8245. .8283 














Seq. No. 


24452 








Seq. ID 


OJ990414_10.9819 


,C9 


Gene No . 


CAQIO 

jUo / J 








Strand 






Start 


5678 








End 


8355 




Name 


OJ990414 10 


.9819 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7667 








End 


7918 




GI 


none 








Score 


234 




Exons 


7667. .7918, 


7674 


. .7916 










Seq. No. 


24452 








Seq. ID 


OJ990414_10.9819 


.C9 


Gene No . 


oUo / J 








Strand 






Start 


5678 








End 


8355 




Name 


OJ990414 10 


9819 


C9.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7667 








End 


7919 




GI 


none 








Score 


293 




Exons 


7667. .7918, 


7677 


.7919 










Seq. No. 


24453 








Seq. ID 


OJ990414JL0. 9819 


.C10 


Gene No. 


50874 








Strand 






Start 


1597 








End 


1797 




Name 


OJ990414 10. 


9819. 


ClO.ol 


.gs 


Method 


GEN SCAN 





24644 



Start 1597 End 1797 

GI none Score .43 

Exons 15^7.. 1797 



Seq. No. 24454 Seq. ID 

Gene No. 50875 Strand 

Start 1 End 

Name OJ990414_10. 9819 . Cll . ol .np Method 

Start 1 End 

GI 6907086 Score 

Exons 1..185, 412.. 583, 644.. 1433 

GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



OJ990414_10. 9819. Cll 

1433 
AAT/NAP 
1433 
899 



Seq. No. 


24454 




Seq. ID 


OJ990414_10.9819. 


Cll 


Gene No. 


50875 




Strand 


- 




Start 


1 




End 


1433 




Name 


OJ990414 10.9819 


.Cll.ol.gs 


Method 


GENSCAN 




Start 


675 




End 


1248 




GI 


none 




Score 


.74 




Exons 


675.. 835, 858.. 1248 








Seq. No. 


24455 




Seq. ID 


OJ990414_10.9819. 


C15 


Gene No. 


50876 




Strand 


+ 




Start 


1 




End 


152 




Name 


OJ990414 10.9819 


C15 . ol . np 


Method 


AAT/NAP 




Start 


1 




End 


152 




GI 


3377509 




Score 


75 




Exons 


1. .152 










GI Descrip. 


(AF056027) auxin 


transport 


protein REH1 


[Oryza sat'iva] 




Seq. No. 


24455 




Seq. ID 


OJ990414_10.9819. 


C15 


Gene No. 


50877 




Strand 


+ 




Start 


89 




End 


259 




Name 


OJ990414 10.9819. 


C15.ol.gs 


Method 


GENSCAN 




Start 


89 


End 


259 




GI 


none 




Score 


1 




Exons 


89. .259 











Seq. No. 24455 Seq. ID 

Gene No. 50878 Strand 

Start 1627 End 

Name OJ9904 14_10 . 9819 . CI 5 . o2 . gs Method 

Start 1627 End 

GI none Score 

Exons 1627.. 1718 



OJ990414_10.9819.C15 

1718'- 
GENSCAN 
1718 
.75 



i_10.9819.C16.ol.np 



Seq. No. 24456 
Gene No. 50879 
Start 16 
Name OJ990414 
Start " 16 

GI 6630695 

Exons 16. .104, 237. .339, 455. .508, 

GI Descrip. (AP000969) ESTs C97915 (C0113) 

region of the predicted gene. 

sativa] 



Seq. ID OJ990414_10. 9819.C16 
Strand + 
End 739 
Method AAT/NAP 
End 739 
Score 199 
587. .739 

, C26087 (C11614) correspond to 
; hypothetical protein [Oryza 



24645 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



24457 
50880 
1 

OJ990414_10.9819-C17.ol.np 

1 

2230873 



Seq. ID OJ990414_10. 9819.C17 
Strand 

End 743 

Method AAT/NAP 

End 743 

Score 8 6 



1..27, 265. .393, 472. .525, 611. .743 

(X98494) M phase phosphoprotein 10 [Homo sapiens] 



24457 
50880 
1 

OJ990414_10.9819.C17.ol.gs 

252 
none 

252. .393, 472. .525 



Seq. ID OJ990414_10.9819.C17 
Strand 

End 743 

Method GENS CAN 

End 525 

Score . 9 



Seq. No. 24457 

Gene No. 50880 

Start 1 

Name , OJ990414_10 . 9819.C17 .ol . tm 

Start 252 

GI none 
Exons 



Seq. ID OJ990414_10.9819.C17 
Strand 

.End 74 3 

■Method TBLASTX: Maize 

End 664 

Score 58 



252. .302, 253. .396, 351. .395, 361. .396, 469. .525, 471. .527, 
473. .526, 608. .664, 609. .662 



Seq. No. 24458 

Gene No. 50881 

Start 125 

Name OJ990414_10. 9819.C19.ol . tm 

Start 64 

GI none 
Exons 



Seq. ID OJ990414_10.9819.C19 
' Strand 

End 397 

Method TBLASTX : Mai ze 

End 363 

Score 47 

64. . 93, 64. .93, 68. .109, 97. . 186, 98. .184, 102. .185, 273. .362, 
274. .363, 275. .361 



Seq. No. 24458 

Gene No. 50881 

Start 125 

Name OJ9904 14_10 . 9819 . C19 . ol . tc 

Start 70 

GI none 

Exons 70.. 186, 102.. 185, 273.. 386, 275.. 385 



Seq. ID OJ990414_10.9819.C19 

Strand . - 

End 397 

Method TBLASTX : Cress 

End 386 

Score 122 



Seq. No. 24458 

Gene No. 50881 

Start 125 

Name OJ990414_10. 9819.C19.ol . ts 

Start 70 

GI none 

Exons 70.. 186, 105.. 185, 273 .. 38 6,^275 .. 397 



Seq. ID OJ990414_10.9819.C19 

Strand -' • * 

End 397 

Method TBLASTX : Soybean 

End 397 

Score 125 



Seq. No. 24458 

Gene No. 50881 

Start 125 

Name OJ9904i4_10 . 9819 . CI 9 . ol . gs 

Start ' 125 

GI none 



Seq. ID OJ990414_10.9819.C19 
Strand 

End 397 

Method GENSCAN 

End 172 

Score .86 



24646 



Exons 



125. .172 



Seq. No. 24459 

Gene No. 50882 

Start 1 

Name OJ990414_10 . 9819 . C20 . ol . np 

Start 1 

GI 3850583 

Exons 1..43, 462 
GI Descrip. (AC005278) 



Seq. ID OJ990414_10.9819.C20 

Strand + 

End 763 

Method AAT/NAP 

End 763 

Score 86 

593, 680.. 763 
Contains similarity to transcription initiation 



factor HE, alpha subunit gb 1X634 68 from Homo sapiens, 
[Arabidopsis thaliana] 



Seq. No. 24460 Seq. ID 

Gene No. 50883 Strand 

Start 1 End 

Name OJ990414_11 . 9819 . CI . ol . np Method 

Start 1 End 

GI 2274845 Score 

Exons 1..283, 361.. 468 
GI Descrip. (D88461) N-WASP [Rattus rattus] 



OJ990414_11.9819.C1 
468 

AAT/NAP 

468 

42 



Seq. No. 24460 ■ Seq. ID 

Gene No. 50883 Strand 

Start 1 End 

Name OJ990414_11. 9819. CI. ol ,gp Method 

Start 52 End 

GI none Score 

Exons 52.. 124 



OJ990414_11.9819.C1 
468 

AAT/GAP 

124 

120 



Seq. No. 24460 Seq. ID 

Gene No. 50884 Strand 

Start 1226 End 

Name OJ990414_11 . 9819 .CI . o2 .np Method 

Start 1226 End 

GI 6721547 Score 

Exons 1226.. 1319 

GI Descrip. (AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ990414_11.9819.C1 

1319 
AAT/NAP 
1319 
95 



Seq. No. 


24461 


Seq. ID 


OJ990414_11 


.9819. C2 


Gene No. 


50885 


Strand 






Start 


394 


End 


3184 




Name 


OJ990414 11.9819.C2.ol.gp 


Method 


AAT/GAP 




Start 


394 


' End 


3184 




GI 


28754 1.R1084 


Score 


922 




Exons 


394. .632, 1364. .1517, 3070. 


.3184 






GI Descrip. 


'3935169 5.0e-12 (AC004557) 


F17L21.12 


[Arabidopsis 


thaliana] 


Seq. No. 


24461 


Seq. ID 


.PJ990414 11 


.9819.C2 


Gene No. 


50885 


Strand 


- - 




Start 


394 


End 


3184 




Name 


OJ990414 11.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


589 


End 


1520 




GI 


3935169 - 


Score 


209 




Exons 


589. .632, 1364. .1520 








GI Descrip. 


(AC004557) F17L21.12 [Arabidopsis thaliana] 





24647 




Seq. No. 


24461 


Seq. ID 


OJ990414_11.9819 


.C2 


Ocr lie LN(J . 


JUOOJ 


Strand 






Start 


394 


End 


3184 




Name 


OJ990414 11.9819.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


1355 


End 


1518 




GI 


none 


Score 


167 




Exons 


1355.. 1516, 1363. .1518, 1365. 


.1517, 1366.. 1518 




Seq. No. 


24462 


Seq. ID 


OJ990414_11.9819 


.C3 


Gene No. 


50886 


Strand 


+ 




Start 


205 


End 


6162 




Name 


OJ990414 11.9819.C3.ol.np 


Method 


AAT/NAP 




Start 


205 


End 


4137 




GI 


5902444 


Score 


953 




Exons 


205. .226, 2104. .2319, 2441. .4137 






GI Descrip. 


(AB030283) GAG-POL- precursor 


[Oryza sativa] 




Seq. No. 


24462 


Seq. ID 


OJ990414_11. 9819 


.C3 


Gene No . 


50886 


Strand 


+ 




Start 


205 


End 


6162 




Name 


OJ990414 11. 9819.C3.o2.np 


Method 


AAT/NAP 




Start 


1282 


End 


5785 




GI 


1947160 


Score 


168 




Exons 


1282.. 1332, 3905.. 3954, 4740. 


.5268, 5329. .5599, 5707. .5785 


GI Descrip. 


(AF000298) weak similarity to 


collagens; glycine- and 






proline-rich [Caenorhabditis 


elegans] 






Seq. No. 


24462 


Seq. ID 


OJ990414_11.9819 


.C3 


Gene No. 


50886 


Strand 


+ 




Start 


205 


End 


6162 




Name 


OJ990414 11.9819.C3.o2.gs 


Method 


GENSCAN 




Start 


5443 


End 


6162 




GI 


none 


Score 


.84 




Exons 


5443.. 5497, 5632.. 5755, 6042. 


.6162 







Seq. No. 24462 Seq. ID OJ990414_11 . 9819 . C3 

Gene No. 50887 Strand + 

Start 6662 End 7697 

Name OJ9904 14_11 . 9819 . C3 . o4 . np Method AAT/NAP 

Start 6662 End 7697 

GI 6721561 Score 131 • 

Exons 6662.. 6752, 7563.. 7697 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086"| dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



24 4 62 
50887 
6662 

0 J9 90 4 1 4_1 1 . 98 1 9 . C3 . o5 . np 

7535 
5902445 
7535. .7by7 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq,, ID OJ990414_11. 9819.C3 
Strand + 



End 

Method 

End 

Score 



7697 
AAT/NAP 
7697 
97 



24648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24462 
50888 
6540 

OJ990414_11.9819.C3.o2.tw 

2521 

none 



Seq. ID OJ990414_11.9819.C3 
Strand 

End -7697 

Method TBLASTX : Wheat 

End 2868 

Score 74 



2521. .2634, 2544. .2597, 2623. .2868, 2640. .2813 



24462 
50888 
6540 

OJ990414_11. 9819.C3.ol.tw 

3502 

none 



Seq. ID OJ990414_11. 9819.C3 
Strand 

End 7697 

Method TBLASTX : Wheat 

End 7600 

Score 124 



3502. .3684, 3513. .3683, 3721. .3957, 3723.-3947, 4104. .4193, 
4105. .4194, 4126. .4239, 6596. ..6688, 7522. .7599, 7523. .7600 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

Gene" No. 

Start 

Name 

Start 

GI 

Exons 



24462 
50888 
6540 

OJ9904 14JL1 . 98 1 9 . C3 . o3 . np 
6540 
4680183 
6540.. 6629, 7671.. 7697 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990414_11.9819.C3 
Strand 

7697 
AAT/NAP 
.7697 
13'9 



End 

Method 

End 

Score 



24463 
50889 
1 

OJ990414_11. 9819.C4.ol.np 
1 

5902445 
1..960, 3700. .3748 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ990414_11.9819.C4 

Strand + 

End 10528 

Method AAT/NAP 

End 374 8 

Score 876 



24463 
50889 
1 

OJ990414_11. 9819.C4.ol.gs 
75 

none 
75. .638 



Seq. ID OJ990414_11.9819.C4 

Strand + 

End 10528 

.Method GENSCAN 

End 638 

Score .99 



Seq. No. 24463 

Gene No. 50889 

Start 1 

Name OJ990 4 14_11 . 98 1 9 . C4 . o2 . gs 

Start 3203 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3203. .3287, 4449. .4555, 5846. .5936, 6813. .7045, 7188. .7334, 
8384. .8456,. 8522. .8673, 8766. .9434, 9574. .9800, 10049. .10139 



OJ990414_11.9819.C4 
+ 

10528 
GENSCAN 
10139 
.61 



Seq. No. 24463 

Gene No. 50889 

Start I 

Name OJ9904 14_11 . 9819 . C4 . o2 . np 

Start 4366 



Seq. ID OJ990414_11.9819.C4 

Strand + 

End 10528 

Method AAT/NAP 

End 5710 



24649 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6630699 Score 82 

4366.-4399, 5633. .5710 

(AP000969) hypothetical protein [Oryza sativa] 
gi I 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



24463 
50889 
1 

OJ990414_11.9819.C4.o3.np 
5840 
6539570 
5840. .6041, 6203. .6276 

(AP000836) hypothetical protein [Oryza sativa] 



Seq. ID OJ990414_11. 9819.C4 

Strand + 

End 10528 

Method AAT/NAP 

End 6276 

Score 124 



24463 
50889 
1 

OJ990414_11.9819.C4.ol.gp 

9424 

none 



Seq. ID OJ990414_11.9819.C4 

Strand + 

End 10528 

Method AAT/GAP 

End 10528 

Score 1716 



9424. .9455, 9574. .9953, 10049. .10528 



24463 
50890 
23147 

OJ990414_11.9819.C4.o5.gs 

23147 

none 

23147. .23479 



Seq. ID OJ990414_11.9819.C4 

Strand + 

End 23479 

Method GEN SCAN 

End 23479 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24463 
50891 
11768 

OJ990414_11. 9819.C4 ,o3.gs 

11768 

none 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 15622 - 

Method GENSCAN 

End 15300 

Score .58 



11768. .11789, 11869. .11935, 12045 .. 12127 , 12959 .. 13132, 
13199. . 13402, 13501. .14241, 15293. .15300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24463 
50891 
11768 

OJ990414_11.9819.C4.o6.np 

12959 

4755187 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 15622 

Method AAT/NAP 

End 15622 

Score 329 



12959. .13132, 13226 134 02 , 13501 138 4 5, 15564.. 15622 
(AC007018) hypothetical protein [Arabidopsis thaliana] 



24463 
50892 
17069 

OJ990414_11. 9819.C4.o4.gs 

17069 

none 



Seq. ID OJ990414__11.9819.C4 
Strand 

End 22682 

Method GENSCAN 

End 22682 

Score .74 



17069. .17167, 18401. .18479, 20381 20562, 21242 .. 22314 , 
22349. .22682 



24650 



Seq. No. 24463 Seq. ID 

Gene No. 50893 Strand 

Start 23813 End 

Name OJ990414_11 . 9819 . C4 . o3 . tw Method 

Start 12 End 

GI none Score 

Exons 12.. 227 



OJ990414_11.9819.C4 
26166 

TBLASTX: Wheat 

227 

182 



Seq. No. 24463 Seq. ID 

Gene No. 50893 Strand 

Start 23813 End 

Name OJ990414_11 . 9819 . C4 . ol . tm Method 

Start 198 End 

GI none Score 

Exons 198.. 554, 207.. 254, 242.. 514 



OJ990414_11.9819.C4 
26166 

TBLASTX: Maize 

554 

306 



Seq. No. 24463 Seq. ID 

Gene No. 50893 Strand 

Start 23813 End 

Name QJ9904 14_11 . 9819 . C4 . ol . tw Method 

Start '228 End 

GI none Score 

Exons 228.. 632, 242.. 634, 263.. 634 



OJ990414_11.9819.C4 
26166 

TBLASTX: Wheat 

634 

426 



Seq. No. 


24463 




Seq. ID 


OJ990414_11.9819. 


C4 


Gene No. 


50893 




Strand 






r LI Start 


23813 




End 


26166 




rj Name 


OJ990414 ll.9819.C4.o3. 


ts 


Method 


TBLASTX: Soybean 




i7l Start 


282 




End 


697 






none 




Score 


256 




l *f_ Exons 


282. .644, 308. .481, 518 


. .553, 


617. .697 






:= Seq. No. 


24463 




Seq. ID 


OJ990414_11.9819. 


C4 


ri Gene No. 


50893 




Strand 






:!j Start 


23813 




. End 


26166 




. "' Name 


OJ990414 11.9819.C4.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


635 




End 


939 




Q GI 


none 




Score 


68 




tj Exons 


635.. 724, 736.. 939 










Seq. No. - 


24463 




Seq. ID 


OJ990414_11. 9819. 


C4 


Gene No. 


50893 




Strand 






Start 


23813 




End 


26166 




Name 


OJ990414 ll.9819.C4.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8925 




End 


9446 




GI 


none 




Score 


141 




Exons 


8925. .9044, 8934. .9044, 


9011. 


.9145, 9039.. 9167, 9040.. 9147, 




9041. .9169, 9297. .9446 










Seq. No. 


24463 




Seq. ID 


OJ990414_11. 9819. 


C4 


Gene No. 


50893 




Strand 






Start 


23813 




End 


26166 




Name 


OJ990414 11.9819.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


9562 




End 


9890 




GI 


none 




Score 


434 




Exons 


9582. .9890, 9583. .9885 











24651 



Seq. No. 

Gene. No . 

Start 

Name 

Start 

GI 

Exons 



24463 
50893 
23813 

OJ990414_11.9819.C4 .ol.tc 

12961 

none 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 26166 

Method TBLASTX : Cress 

End 25728 

Score 120 



12961. .13128, 12971. .13126, 13221 .. 13292, 13228 .. 13290, 
25576. .25692, 25693.-25728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24463 
50893 
23813 

OJ990414_11. 9819.C4.o4.ts 

12961 

none 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 26166 

Method TBLASTX : Soybean 

End 25728 

Score 121 



12961. .13128, 12971. .13135, 12971 .. 13135, . 13226 .. 13297 , 
13228. .13296, 13692 .. 13811, 2557 6 .. 25692 , 25693.. 25728 



Seq. No. 24463 

Gene No. 50893 

Start 23813 

Name OJ9904 14_11 . 9819 . C4 . o2 . tm 

Start 12961 

GI none 
Exons 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 26166 

Method TBLASTX : Maize 

End 25728 

Score 68 



12961: .13128, 12970 .. 13119, 1297 1 .. 13126, 13226 .. 13300, 
13228: .13299, 25576 .. 25692, 25693 ... 25728 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24463 
50893 
23813. 

OJ990414_11.9819.C4.o6.gs 

23813 

none 



Seq. ID OJ990414_11.9819.C4 
Strand 

End 26166 

Method GENSCAN 

End 26166 

Score .56 



23813. .23871, 24196. . 24312, 24437 .. 24516, 24709 .. 24770, 
25588. .25732, 25861.. 26166 



24464 
50894 
1 

OJ990414_ll.9819.C5.ol.np 
1 

4755187 
1..20, 228. .345 

(AC007018) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ990414_11.9819.C5 
Strand 

End 2335 

Method AAT/NAP 

End 345 

Score 42 



24464 
50894 
1 

OJ990414JL1. 9819.C5.ol.gs 
197 
•none 



Seq. ID OJ990414JL1. 9819.C5 
Strand 

End 2335 . 

Method GENSCAN 

End 2335 

Score .73 



197. .270, 292. .385, 513. .730, 821. .1120, 2120. .2144, 2240. .2335 



Seq. No. 
Gene No. 
Start 



^44bb 
50895 
166 



Seq. ID OJ990414_11. 9819.C6 
Strand 

End 1244 



24652 




Name 


OJ990414 11.9819.C6.ol.gs 


Method 


GEN SCAN 




Start 


166 


End 


1244 




GI 


none 


Score 


.85 




Exons 


166. .343, 1080. .1169, 1195 


. .1244 






Seq. No. 


24466 


Seq. ID 


OJ990414_ 


11. 9819. C7 


UC11C L*\J , 


S0896 








Start 


501 


End 


4238 




Name 


OJ990414 11.9819.C7.ol.gs 


Method 


GEN SCAN 




Start 


501 


End 


4238 




GI 


none 


Score 


.7 




Exons 


501. .548, 937. .993, 2650.. 


2730, 4039.. 


4238 




Seq. No. 


24466 


Seq. ID 


OJ990414_ 


_11.9819.C7 


Gene No. 


50897 


Strand 


+ 




Start 


6528 


End 


6696 




Name 


OJ990414 11.9819.C7.ol.np 


Method 


AAT/NAP 




Start 


6528 


End 


6696 




GI 


6721547 


Score 


108 




Exons 


6528. .6696 








GI Descrip. 


(AP001073) Similar to Oryza sativa gene for Pib. 


(AB013448) 


Seq. No. 


OA A £fi 


oeq . ± u 


OJ990414_ 


11. 9819. C7 






ourana 






Start 


OUZO 




6103 




Name 


riTQQH^ll A 11 QR1 Q CI r\0 rre 


Method 


GENSCAN 




Start 


6023 ~~ 


End 


6103 




GI 


none 


Score 


.75 




Exons 


6023. .6103 








Seq. No. 


24467 


Seq. ID 


OJ990414_ 


11. 9819. C8 


Gene No. 


50899 


Strand 


+ 




Start 


436 


End 


2795 




Name 


OJ990414 11.9819.C8.ol.gp 


Method 


AAT/GAP 




Start 


436 


End 


899 




GI 


7691 1.R1084 


Score 


553 




Exons 


436. .683, 822. .899 








GI Descrip. 


, 4938503/emb|CAB43861.1 | 8 


.Oe-27 (AL07 


8465) hnRNP-like protein 




[Arabidopsis thaliana] ' 








Seq. No. 


24467 


Seq. ID 


OJ990414_ 


11. 9819. C8 




50899 


Strand 


+ 




Start 


436 


End 


2795 




Name 


OJ990414 11.9819.C8.ol.gs 


Method 


GENSCAN 




Start ' 


462 


End 


2795 




GI 


none 


Score 


.48 




Exons 


462. .683, 822. .2004, 2779. 


.2795 






Seq. No. 


24467 


Seq. ID 


OJ990414_ 


11. 9819. C8 


Gene No. 


50899 


Strand 


+ 




Start 


436 


End 


2795 




Name 


OJ990414 11.9819.C8.ol.np 


Method 


AAT/NAP 




Start 


462 


End 


2009 




GI 


6648193 


Score 


1086 




Exons 


462. .683, 822. .2009 









GI Descrip. (AC013483) putative RNA-binding protein [Arabidopsis thaliana] 



24653 



Seq. No. 24467 

Gene No. 50899 

Start 436 

Name OJ990414JL1 . 9819 . C8 .o2 . gp 

Start 948 

GI uC-osflcyp005fl2bl 

Exons 948.. 1382 

GI Descrip. ' 4 938503/emb | CAB43861 . 1 | 3.0e-39 (AL078465) hnRNP-like protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ990414_11.9819.C8 

Strand + 

End 2795 

Method AAT/GAP 

End 1382 

Score 870 



Seq. No. 24467 

Gene No. 50900 

Start 1934 

Name 0 J9904 14_11 . 98 1 9 . C8 . ol . tm 

Start 429 

GI none 
Exons 



Seq. ID OJ990414_11.9819.C8 
Strand 

End 2042 

Method TBLASTX : Maize 

End 2042 

Score 380 



429. .452, 441. .686, 444. .686, 480. .647, 485. .613, 822. .863, 
822. .884, 823. .885, 852. .1118, 883. .1557, 889. .1608, 890. .1612, 
909. .1616, 917. .1051, 918. .1061, 1104. .1154, 1509. .1613, 
1603. .1725, 1611. .1730, 1725. .2042, 1726. .2004 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24467 
50900 ' 
1934 

OJ990414_11.9819.C8.ol.ts 

456 

none 



Seq. ID OJ990414_11. 9819.C8 
Strand 

End . 2042 

Method TBLASTX : Soybean 

End ' 1783 

Score 310 



456. .686, 456. .680, 480. .650, 485.-685, 485. .613, 822. .857, 
822. .857, 893. .1168, 909. .1172, 918. .1091, 923. .1084, 
1173. .1340, 1175. .1294, 1344. .1418, 1344. .1364, 1361. .1417, 
1392. .1613, 1444. .1551, 1661. .1687, 1730. .1783 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24467 
50900 
1934 

OJ990414_11. 9819.C8.ol.tc 

468 

none 



Seq. ID OJ990414_11. 9819.C8 
Strand 

End 2042 

Method TBLASTX : Cress 

End 1874 

Score 247 



468. .686, 468. .623, 468. .680, 485.-685, 821. .844, 822. .863, 
899. .1192, 909. .1193, 918. .1034, 1290. .1388, 1715.-. 1747, 
1770. .1874 



Seq. No. 24467 

Gene No. 50900 

Start 1934 

Name OJ9904 14_11 . 9819 . C8 . o3 . gp 

Start 1934 

GI none 

Exons 1934.. 2019 



Seq. ID OJ990414_11.9819.C8 
Strand 

End 2042 

Method AAT/GAP 

End 2019 

Score 117 



Seq. No. 24468 

Gene" No. 50901 

Start 5321 

Name OJ990414_11 . 9819.C9.o3.gs 

SLart 5321 

GI none 

Exons 5321.. 5666, 6332.. 6540 



Seq. ID OJ990414_11.9819.C9 

Strand + 

End 6540 

Method GENSCAN 

End 6540 

Score .87 



24654 




Seq. No. 


24468 




Seq. ID 


OJ990414_11.9819. 


,C9 


Gene No . 


50902 




Strand 






Start 


1 




End 


892 




Name 


OJ990414 11. 9819. C9 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


793 




GI 


4678362 




Score 


436 




Exons 


1..44, 299. .793 










GI Descrip. 


(AL049659) protein 


kinase-like protein 


[Arabidopsis thaliai 




24468 




Seq. ID 


OJ990414_11.9819. 


C9 


Gene No. 


50902 




OH Cll 1U 






Start 


1 






ft Q9 

0 i7Z 




Name 


OJ990414 11. 9819. C9 


. ol - gs 








Start 


299 






ft Q9 
0 :7Z 




GI 


none 




Score 


A ^ 




Exons 


299. .892 










Cprr Mo 


24468 




Seq. ID 


OJ990414_11. 9819. 


C9 


Gene No. 


50903 










Start 


1153 




TTnrl 
CjUU 


Z kJH D 




Name 


OJ990414 11. 9819. C9 


. o2 . gs 








Start 


1153 






Of) A ^ 
Z U 4 D 




GI 


none 




Score 






Exons 


1153. .1299, 1980. .2045 








»J C \^ • LN U • 


24468 




Seq. ID 


OJ990414_11. 9819. 


C9 


Gene No. 


50904 




OL.I dilLl 






Start 


2455 






JoDo 




Name 


OJ990414 11. 9819. C9 


. ol . tm 


\A /-\ 4— V» 

L v JGUnOCJ. 


1 D J_LrtO 1 A * ixia 1 Z 6 




Start 


297 




rjna. 


7 /l Q 




GI 


none 




Score 


1 

1DO 




Exons ■ 


297. .545, 302. .610, 


614. .748, 


£ ^7 7 4 £ 






O C U • IN \J . 


24468 




Seq. ID 


OJ990414_11.9819. 


C9 


Gene No. 


50904 




OtiallQ 






Start 


2455 






oo bo 




Name 


OJ990414 11. 9819. C9 


.ol.ts 


tuf 4— /^l 


i riii/io jl a . ooyoean 




Start 


297 




rjiia 


1 AQ 




GI 


none 




Score 


loo 




Exons 


297. .545, 302. .610, 


614. .748, 


£R7 7 / c 
DO / . . / H D 






Q pry Mn 


24468 




Seq. ID 


OJ990414_11.9819. 


C9 


Gene No. 


50904 




Strand 






Start 


2455 




End 


5868 




Name 


OJ990414 11. 9819. C9 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


323 




End 


613 




GI 


none 




Score 


100 




Exons 


323. .613, 336. .524 










Seq. No. 


24468 




Seq. ID 


OJ990414_11.9819. 


C9 


Gene No. 


50904 




Strand 






Start 


2455 




End 


5868 




Name 


OJ990414_11. 9819.C9, 


.ol.gp 


Method 


AAT/GAP 




CM . ~4- 


^ A i- r 




End 


3133 




GI 


none 




Score 


1298 




Exons 


2455. .3133 











24655 






Seq. No. 


24468 


Seq. ID 


OJ990414_ 


11.9819 


.C9 




bene inq . 


50904 


Strand 










Start 


2455 


End 


5868 








Name 


OJ990414 11.9819.C9.o2.np 


Method 


AAT/NAP 








Start 


2607 


End 


5868 








GI 


3094014 


Score 


210 








Exons 


2607.. 2697, 4064.. 4172, 5295 


..5398, 5£ 


112. .5868 








GI Descrip. 


(AF0608 62) unknown [Homo sapiens] 










beq. no. 


24468 


Seq. ID 


oj y yu4 14 


11 . 9oiy 


. cy 




Gene No. 


50904 


Strand 










Start 


2455 


End 


5868 








Name 


OJ990414 11.9819.C9.o2.gp 


Method 


AAT/GAP 








Start. 


3724 


End 


4185 








GI 


none 


Score 


885 








Exons 


3724. .4185 












oeq . jno . 


24469 


Seq. ID 


r\ to. cm >i 1 a 
uo y yU4 14 


11 QQ1 ft 

11 . yb 1 y 


.CIO 




Gene No. 


50905 


Strand 


+. 








Start 


49 


End 


2611 








Name 


OJ990414 11.9819.C10.ol.gs 


Method 


GEN SCAN 








Start 


49 


End 


2611 






1 


GI 


none 


Score 


.74 






3 


Exons 


49. .205, 860. .1511, 1831. .1998, 2089.. 


2283, 2399 


. .2611 




n 


Seq. No. 


24469 


Seq. ID 


OJ990414_ 


11. 9819 


.C10 




Gene No. 


50906 


Strand 


+ 








Start 


10452 


End 


15158 








Name 


OJ990414 11.9819.C10.o4.gs 


Method 


GENSCAN 








Start 


10452 


End 


14905 








GI 


none 


Score 


.87 








Exons 


10452. .10505, 10849. .11112, 


12173. .12346, 13350. 


.13893, 





14495. .14660, 14747. .14905 



Seq. No. 


24469 




Seq. ID 


OJ990414_11. 


9819. 


C10 


Gene No. 


50906 




Strand 


+ 






Start 


10452 




End 


15158 






Name 


OJ990414 11. 9819. C10 


.o3.np 


Method 


AAT/NAP 






Start 


10886 




End 


15158 






GI 


4938502 




Score 


582 






Exons 


10886. .11155, 12173. 


.12319, 


13377. .13E 


J93, 14495. .14660, 






14747. .14912, 15122. 


.15158 










GI Descrip. 


(AL078465) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


24469 




Seq. ID 


OJ990414_11. 


9819. 


C10 


Gene No. 


50906 




Strand 


+ 






Start 


10452 




End 


15158 






Name 


OJ990414 11. 9819. C10 


.ol.gp 


Method 


AAT/GAP 






Start 


11018 


End 


13626 






GI 


none 




Score 


1011' 






Exons 


11018. .11112, 12173. 


.12347, 


13350. . 13626 






Seq. No. 


24469 




Seq. ID 


OJ99041411. 


9819. 


C10 


Gene No . 


50907 




Strand 








Start 


1492 




End 


6087 






Name 


OJ990414_11. 9819. C10, 


. ol . np 


Method 


AAT/NAP 







24656 



Start 1492 End 5138 

GI 6539581 Score 471 

Exons 1492.-1544, 3839.. 4862, 4935.. 5138 

GI Descrip. ' (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


24469 


Seq. ID 


OJ990414_11.9819 


.C10 


Gene No. 


50907 


Strand 






Start 


1492 


End 


6087 




Name 


OJ990414 11.9819.C10.o2.np 


Method 


AAT/NAP 




Start 


1551 


End 


4775 




GI 


6862929 


Score 


283 




Exons 


1551. .1662, 3834. .4541, 458 


4. .4775 






GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


24469 


Seq. ID- 


OJ990414_11. 9819 


.C10 


Gene No. 


50907 


Strand 






Start 


1492 


End 


6087 




Name 


OJ990414 11.9819.C10.o2.gs 


Method 


GENSCAN 




Start 


3797 • 


End 


6087 




GI 


none 


Score 


.64 




Exons 


3797. .4541, 4619. .4893, 4993. .5073, 5312. .5568, 5970. .6087 


Seq. No. 


24 4 69 


Seq. ID 


OJ990414_11.9819 


. C10 


Gene No. 


50907 


Strand 






Start 


14 92 


End 


6087 




Name 


OJ990414_11 . 9819.C10.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3803 


End 


4222 




GI 


none 


Score 


103 




Exons 


3803. .4222, 3933. .4178 








Seq. No. 


24469 


Seq. ID 


OJ990414_11. 9819 


.C10 


Gene No. 


50907 


Strand 






Start 


1492 


End 


6087 




Name 


OJ990414 11.9819.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


3899 


End 


4279 




GI 


none 


Score 


154 




Exons 


3899.. 4192, 3899.. 4279 








Seq. No. 


24469 


Seq. ID 


OJ990414_11. 9819 


.C10 


Gene No. 


50908 


Strand 






Start 


10740 


End 


11127 




Name 


OJ990414 11.9819.C10.o3.tm 


Method 


TBLASTX: Maize 




Start 


10740 


End 


11127 




GI 


none 


Score 


39 




Exons 


10740. .10763, 10740. .10775, 


10858. .10947, 10859 .. 10900, 






10860. .10955, 10861. .10956, 


10935. .11108, 10992. .11114, 






10993. .11127 








Seq. No. 


24469 


Seq. ID 


OJ990414_11. 9819 


.C10 


Gene No. 


50909 


Strand 






Start 


12169 


End 


14906 




Name 


OJ990414 11.9819.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


12169 


End ' 


14906 




r~> -r 


none 


Score 


143 




Exons 


12169. .12330, 12172. .12330, 


12173. .12346, 13326 .. 13883, 






13359. .13883, 13832 13891, 


14474. .14641, 14494 .. 1464 6, 





24657 




14494. .14616, 14844. .14906 



Con Mn 


94 4 fiQ 




. ..Seq.. ID 


OJ990414_11.9819 




Gene No. 


50909 




Strand 






Start 


12169 




End 


14906 




Name 


OJ990414 11. 9819. CIO 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


13491 




End 


14906 




GI 


none 




Score 


305 




Exons 


• 13491. .13763, 13493. 


.13768, 


13493. .1371 


89, 13494. . 13790, 






13770. .13799, 14843. 


.14902, 


14844.. 14906 




jclj . LN(J . 


94 4 fiQ 
z, *± *i \j y 




Seq. ID 


OJ990414_11. 9819 


pi n 


Gene No. 


50909 




Strand 






Start 


12169 




End 


14906 




Name 


OJ990414 11. 9819. C10 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


13619 




End 


14906 




GI 


none 




Score 


359 




Exons 


13619. .13789, 13620. 


.13856, 


13635. .13838, 14820 .. 14 906, 






14822. .14905 










oeq . lno . 


94 4 £Q 
Z. 4 H D J? 




Seq. ID 


OJ990414_11.9819 


pi n 


Gene No. 


50909 




Strand 






Start 


12169 




End 


14906 




Name 


OJ990414 11. 9819. C10 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13629 




End 


14906 




GI 


none 




Score 


83 




Exons 


13629. .13805, 13630. 


.13737, 


13632. .13826, 14843 .. 14 905, 






14844. .14906 










o C; • LN <J ■ 


24470 




Seq. ID 


OJ990414_11.9819 


.Cll 


Gene No. 


50910 




Strand 


+ 




Start 


1 




End 


1285 




Name 


OJ990414 11.9819.C11 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1242 




GI 


4678362 




Score 


529 




Exons 


1.-268, 896.. 1242 










GI Descrip. 


(AL049659) protein kinase-like protein 


[Arabidopsis thaiiana] 


Seq. No. 


24470 




Seq. ID 


OJ990414_11.9819 


.cii 


Gene No. 


50910 




Strand 


+ 




Start 


1 




End 


1285 




Name 


OJ990414 11.9819.C11 


.ol .gs 


Method 


GEN SCAN 




Start 


44 




End 


1285 




GI 


none 




Score 


.92 




Exons 


44. .268, 896. .1285 










Seq. No. 


24470 




Seq. ID 


OJ990414_11. 9819 


.Cll 


Gene No. 


50911 




Strand 


+ 




Start 


5487 




End 


8752 




Name 


OJ990414 11.9819.C11 


.o3 . gs 


Method 


GENSCAN 




Start 


5487 




End 


8752 




GI 


none 




Score 


.42 




Exons 


5487. .5655, 6349. .6496, 7114 


..7257, 7346. .7415, 7510. .8752 


— - ~i * - * w ■ 


i a a n n 

-X -3. 1 \J 




Seq. ID 


OJ990414_11. 9819 


.Cll 


Gene No. ■ 


50911 




Strand 


+ 




Start 


5487 




End 


8752 





24658 



Name OJ990414_11 . 9819. Cll . o2 .np 

Start 7599 

GI 4468984 

Exons 7599.-7885 

GI Descrip. (AL035605) putative protein 

Seq. No. 24470 

Gene No. 50912 

Start 1838 

Name OJ990414_11. 9819. Cll. ol.ts 

Start 5 

GI none 

Exons 5.. 265, 22.. 270, 893.. 1264, 



Method 

End 

Score 



AAT/NAP 

7885 

142 



[Arabidopsis thaliana] 

Seq. ID OJ990414_11. 9819. Cll 
Strand 

End 3254 

Method . TBLASTX : Soybean 

End 1264 

Score 296 
895. .1245 



Seq. No. 24470 

Gene No. 50912 

Start 1838 

Name OJ9904 14_11 . 9819 . Cll . o3 . tm 

Start 5 

GI none 

Exons 5.. 211, 22.. 210 



Seq. ID OJ990414_11. 9819. Cll 
Strand 

End 3254 

Method TBLASTX : Mai ze 

End 211 

Score 206 



Seq. No. 24470 

Gene No. 50912 

Start 1838 

Name OJ9904 14_11 . 9819 . Cll . ol . tm 

Start 212 

GI none 

Exons 212.. 265, 214.. 270, 895.. 124 



Seq. ID OJ990414_11. 9819. Cll 
Strand 

End 3254 

Method TBLASTX : Mai ze 

End 1264 

Score 77 
8, 896. .1264 



Seq. No. 24470 

Gene No. 50912 

Start 1838 

Name OJ990414_11 . 98 19. Cll .ol . tc 

Start 892 

GI none 

Exons 892. .1149, 893. .1264 



Seq. ID OJ990414_11. 9819. Cll 
Strand 

End 3254 

Method TBLASTX : Cress 

End 1264 

Score 342 



Seq. No. 24470 

Gene No. 50912 

Start 1838 

Name OJ990414_11 . 9819. Cll . o2 . gs 

Start 1838 

GI none 

Exons 1838.. 2056, 2949.. 3059, 3165. 



Seq. ID OJ990414_11. 9819. Cll 
Strand 

End 3254 

Method GENSCAN 

End 3254 

Score .47 
.3254 



Seq. No. 24470 
Gene No. 50913 
Start ' ' 7180 

Name OJ9904 14 JL1 . 9819 . Cll . o2 . tm 

Start 7180 
GI none 

Exons 7180.. 7254, 7181.. 7258, 7332. 

7509. .7547, 7573. .7704, 7590. 
77Q8 s 8 7749 



Seq. ID OJ990414JL1. 9819. Cll 
Strand 

End 7771 

Method ' TBLASTX: Maize 

End 7771 

Score 116 

.7415, 7353. .7415, 7507. .7563, 
.7712, 7700. .7771, 7708. .7749, 



Seq. No. 



24471 



Seq. ID OJ990414_11.9819.C12 



24659. 



(~2. Ann KT /-\ 


50914 


Strand 


r 




Start • 


135 


End 


3214 




Name 


OJ990414 11.9819.C12.ol.gs 


Method 


GENSCAN 




Start 


135 


End 


3214 




GI 


none 


Score 


.61 




Exons 


135. .220, 234. .414, 1665. .1799, 3058. 


.3214 




Seq. No. 


24 472 


OCw£ ■ J. u 


OJ990414 


_11.9819.C14 




50915 

•J \J Zf J. mJ 


^i" rsnH 
J auu 






Start 


J. _J 


Fnd 


719 




Name 


OJ990414 11 9819.C14.ol an 


Mpthod 


AAT/GAP 




Start 


515 _ . 


End 


719 




GI 


none 


Score 


385 




Exons 


515. .719 








Seq. No. 


24473 


Seq. ID 


OJ990414 


_11.9819.C16 


Gene No. 


50916 


Strand 


+ 




Start 


1345 


End 


1432 




Name 


OJ990414 11.9819.C16.ol.gp 


Method 


AAT/GAP 




Start 


1345 


End 


1432 




GI 


5867 1.R1084 


Score 


117 • 




Exons 


1345. .1432 








GI Descrip. 


1 464986/sp|P35132|UBC9 ARATH 


5.0e-58 


UBIQUITIN- 


CONJUGATING 




ENZYME E2-17 KD 9 (UBIQUITIN- 


•PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis 1 



Seq. No. 24473 

Gene No. 50917 

Start 2027 

Name OJ990414_11 . 9819.C16.ol .gs 

Start 2027 

GI . none 

Exons 2027.. 2122 



Seq. ID OJ990414_11.9819.C16 
Strand 

End 2122 

Method GENSCAN 

End 2122 

Score .74 



Seq. No. 24474 Seq. ID 

Gene No. 50918 Strand 

Start 1218 End 

Name OJ9904 14_11 . 9819 . C17 . ol . gp Method 

Start 1218 End 

GI none Score 

Exons 1218.. 1636 



OJ990414_11.9819.C17 
+ 

1636 
AAT/GAP 
1636 
766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24474 Seq. ID 

50918 Strand 

1218 End 

OJ990414_11 . 9819. C17 . ol . tm Method 

1381 End 

none Score 



OJ990414_11.9819.C17 
+ 

1636 

TBLASTX: Maize 

1634 

81 



1381. .1497, 1384. .1536, 1388. .1534, 1565. .1633, 1566. .1634, 
1566. .1631 



Seq. No. 
Gene No. 



24474 
50918 



Seq. ID OJ990414_11.9819.C17 
Strand + 



24660 




Start 


1218 


End 


1636 


Name 


OJ990414 11.9819.C17.ol.gs 


Method 


GENSCAN 


Start 


1394 


End 


1622 


GI 


none 


Score 


.57 


Exons 


1394. .1622 






Seq. No. 


24475 


Seq. ID 


OJ990414_11. 9819.C18 


Gene No. 


50919 


Strand 


+ 


Start 


323 


End 


1568 


Name 


OJ990414 11.9819.C18.ol.np 


Method 


AAT/NAP 


Start 


323 


End 


1568 


GI 


.4585920 


Score 


1207 


Exons 


323. .1568 






GI Descrip. 


(AC007211) putative SCARECROW 


gene regulator [Arabidopsis 




thaliana] gi I 664 4392 | gb | AAF21044 . 1 1 AF210732_1 (AF210732) 




scarecrow-like 21 [Arabidopsis thaliana] 


Seq. No. 


24475 


Seq. ID 


OJ990414_11.9819.C18 


Gene No. 


50920 


Strand 




Start 


2046 


End 


2506 


Name 


OJ990414 11.9819.C18.o3.tm 


Method 


TBLASTX: Maize 


Start 


"170 


End 


450 


GI 


none 


Score 


114 


Exons 


170. .268,- 171. .269, 24 6. .296, 


296. .364 


, 297..36S, 362. .448, 




363., 449, 367.. 450 






Seq. No. 


24475 


Seq. ID 


OJ990414_11. 9819.C18 


vjj cue iNikJ. 


50920 


Strand 




Start 


2046 


End 


2506 


Name 


OJ990414 11.9819.C18.ol.ts 


Method 


TBLASTX : Soybean 


Start 


269 


End 


1574 


GI 


none 


Score 


1223 


Exons 


269. .370, 446. .1213, 447. .1574, 969. .1274, 1307. .1444 


Seq. No. 


24475 


Seq. ID 


OJ990414_11.9819.C18 




50920 


Strand 




Start 


2046 


End 


2506 


Name 


OJ990414 -ll.9819.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


453 


End 


1388 


GI 


none 


Score 


810 


Exons 


453. .1388, 458.-796, 1031. .1219, 1041. 


.1241, 1314. .1376 


Seq. No. 


24475 


Seq. ID 


OJ990414_11.9819.C18 


UC11C ViKJ • 


50920 


Strand 




Start 


2046 


End 


2506 


Name 


OJ990414 11.9819.C18.o2.tc 


Method 


TBLASTX: Cress 


Start 


453 


End 


854 


GI 


none 


Score 


186 


Exons 


4S3..647, 468.-596, 52-1-. .643, 


648. .854 


, -650. .853, 657. .854 


Seq. No. 


24475 


Seq. ID 


OJ990414_11. 9819.C18 


Gene No. 


50920 


Strand 




Start 


2046 


End 


2506 


Name 


OJ990414 -ll.9819.C18.ol.tw 


Method 


TBLASTX: Wheat 


Start 


831 


End 


123^ 


GI 


none 


Score 


386 


Exons 


831. .1232, 848. .913, 1025. .1207 





24661 




Seq. No. 


O A A ^ C> 








beq. ID 


ojyy(J4i4 ii.ycfiy.cio 


Gene No. 


50920 








Strand 




Start 


2046 








End 


2506 


Name 


OJ990414 11 


.9819 


.C18.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


1002 








End 


1580 


GI 


none 








Score 


642 ' 


Exons 


1002. .1580, 


1028 


. .1219, 


1307. 


.1459 




beq. no. 


O A A "7 £ 








beq. id 


ujyyu4i4 ii . yoiy .Lib 


Gene No. 


50920 








Strand 




Start 


2046 








End 


2506 


Name 


OJ990414 11 


.9819 


.C18.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


1299 








End 


1481 


GI 


none 








Score 


244 


Exons 


1299. .1481, 


1307 


. .1459, 


1314. 


.1481 




beq. no. 


O A A *7 R 








Cor, T n 

beq. iiJ 


ATQQfMI/1 11 QQ1Q P1 Q 


Gene No. 


50920 








Strand 




Start 


2046 








End 


2506 


Name 


OJ990414 11 


.9819 


.C18.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1389 








End 


1577 


GI 


none 








Score 


273 


Exons 


.1389. .1571, 


1389 


. .1577 








Seq. No. 










Seq. ID 


ojy yu4 i4,n.yoiy.cio 


Gene No. 


50920 








Strand 




Start 


2046 








End 


2506 


Name 


OJ990414 11 


9819 


■C18.o2 


.gp 


Method 


AAT/GAP 


Start 


2046 








End 


2335 


GI 


3107123 








Score 


458 


Exons 


2046. .2335 












Seq. No. 


24475 








Seq. ID 


OJ990414_11.9819.C18 


Gene No . 










Strand 




Start 


2046 








End 


2506 


Name 


OJ990414 11. 


9819 


.C18.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


2130 








End 


2506 


GI 


none 








Score 


57 


Exons 


2130. .2204, 


2345 


. .2488, 


2347. 


.2475, 2352. .2498, 2353.-2499, 




2366. .2506 












Seq. No. 


O A A 1 C 








Seq. ID 


OJ990414_11.9819.C19 


Gene No. 


50921 








Strand 




Start 


202 








End 


670 


Name 


OJ990414 11. 


9819 


.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


202 








End 


492 


GI 


3107123 








Score 


431 


Exons 


202. .492 












Seq. No. 


24476 








Seq. ID 


OJ990414_11. 9819.C19 


Gene No. 


50921 








Strand 




Start 


202 








End 


670 


Name 


OJ990414 11. 


9819 


C19.ol 


gs 


Method 


GENSCAN 


Start 


289 








End 


670 


GI 


none 








Score 


.74 



Exons 289.. 460, 534.. 670 

24662 






OA Al fx 




oeq. iu 


niQQOAl A 1 1 QftlQ PI Q 

*JU -7 Z7U fi X fi 11 . J 


Gene No. 


50921 




Strand 




Start 


202 




End 


670 


Name 


OJ990414 ll.9819.C19.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


509 




End 


669 


GI 


none 




Score 


172 


Exons 


509. .664, 510. .665, 523 


. .669 






Seq., No. 


24477 




Seq. ID 


OJ990414_11.9819.C20 


Gene No. 


50922 




Strand 


+ 


Start 


1583 




End 


6455 


Name 


OJ990414 11.9819.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1583 




End 


6455 


GI 


1076802 




Score 


229 


Exons 


1583. .2047, 4369. .4446, 


5317. 


.5829, 6377.. 6455 


GI Descrip. 


extensin-like protein - 


maize 


gi| 600118 


!|emb|CAA8423'0| (Z34465) 



extensin-like protein [Zea mays] gi 1 1096557 | prf | | 2111476A ' 
extensin-like domain [Zea mays] 



Seq. No. 


24477 










Seq. ID 


OJ990414_11.9819 


.C20 


Gene No. 


50923 










Strand 






Start 


1543 










End 


6437 




Name 


OJ990414 11. 


9819 


.C20 


.ol. 


gs 


Method 


GENS CAN 




Start 


1543 










End 


6437 




CT 
b± 


none 










Score 


.71. 




Exons 


1543. .2045, 


4234 


. .4446, 


5567. 


.5737, 6395.. 6437 




Seq. No. 


24478 










Seq. ID 


OJ990414_11. 9819 


.C21 


Gene No. 


50924 










Strand 






Start 


151 










End 


257 




Name 


OJ990414 11. 


9819 


.C21 


.ol. 


gs 


Method 


GENSCAN 




Start 


151 










End 


257 




GI 


none 










Score 


.49 




Exons 


151. .257 
















Seq. No. 


24479 










Seq. ID 


OJ990414_11.9819 


.C24 


Gene No. • 


50925 










Strand 


+ 




Start 


267 










End 


407 




Name 


OJ990414 11. 


9819 


.C24. 


.ol. 


gs 


Method 


GENSCAN 




Start 


267 










End 


407 




GI 


none 










Score 


.55 




Exons 


267. .407 
















Seq. No. 


24480 










Seq. ID 


OJ990414 11.9819 


.C25 


Gene No. 


50926 










Strand 


+ 




Start 


222 










End 


278 




Name 


OJ990414 11. 


9819 


.C25. 


■ ol. 


gs 


Method 


GENSCAN 




Start 


222 - r;V 










End 


278 




GI 


none 










Score 


.76 




Exons 


222. .278 
















Seq. No. 


24481 










Seq. ID 


OJ990414_11.9819 


.C26 


Gene No. 


50927 










Strand 


+ 




Start 


1 09 










End 


268 




Name 


OJ990414 11. 


9819, 


.C26. 


ol. 


tm 


Method 


TBLASTX: Maize 




Start 


102 










End 


264 





24663 



GI none Score 88 

Exons 102. .191, 112. .174, 113. .181, 155. .262, 169. .261, 174. .263, 

178. .264 



Seq. No. 24481 

Gene No. 50927 

Start 109 

Name OJ990414_11 . 9819 . C26 . ol . np 

Start 109 

GI 3935171 

Exons 109.. 268 

GI Descrip. (AC004557) F17L21.14 [Arabidopsis thaliana] 



Seq. ID OJ990414_11.9819.C26 
Strand + 

268 

AAT/NAP 
268 
132 



End 

Method 

End 

Score 



Seq. No. 


24481 




Seq. ID 


OJ990414_11 


9819.C26 


Gene No. 


50927 




Strand 


+ 




Start 


109 




End 


268 




Name 


OJ990414 11.9819. 


C26.ol.gp 


Method 


AAT/GAP 




Start 


113 




End 


263 




GI 


28754 1.R1084 




Score 


248 




Exons 


113. .263 










GI Descrip. 


•3935169 5.0e-12 


(AC004557) 


F17L21.12 


[Arabidopsis 


thaliana 


Seq. No. 


24481 




Seq. ID 


OJ990414_11 


9819. C26 


Gene No. 


50927 




Strand 


+ 




Start 


109 




End 


268 




Name 


OJ990414 11.9819. 


C26.ol.gs 


Method 


GENSCAN 




Start 


138 




End 


263 




GI 


none 




Score 


.94 




Exons 


138. .263 











Seq. No. 


24482 


Seq. ID 


OJ990414_11 


Gene No. 


50928 


Strand 




Start 


134 


End 


671 


Name 


OJ990414 11.9819.C27.ol.gs 


Method 


GENSCAN 


Start 


134 


End 


671 


GI 


none 


Score 


.56 


Exons 


134. .267, 636. .671 






Seq. No. 


24483 


Seq. ID 


OJ990414__11 


Gene No. 


50929 


Strand 




Start 


489 


. V End 


569 


Name 


OJ990414 11.9819.C28.ol.gs 


Method 


GENSCAN 


Start 


489 


End 


569 


GI 


none 


Score 


.53 


Exons 


489. .569 






Seq. No. 


24484 


Seq. ID 


OJ990304_05 


Gene No. 


50930 


Strand 




Start 


1 


End 


1015 


Name 


OJ990304 05.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


978 


GI 


4490736 


Score 


269 


Exons 


1..156, 543... 825, 917. .978 






GI Descrip. 


(AL035708) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


24484 


Seq. ID 


OJ990304_05 


Gene No. 


50930 


Strand 





24664 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990304_05.9819.Cl.ol.gs 
24 

none 

24. .130, 543. .825, 917. .1015 



24485 
50931 
443 

OJ990304 

443 

none 

443. .599 



05.9819.C2.ol.gs 



End 1015 

Method GENSCAN 

End 1015 

Score .54 



Seq. ID OJ990304_05.9819.C2 
Strand 

End 599 

Method GENSCAN 

End 599 

Score .83 



Seq. No. 24486 Seq. ID OJ990304_05 . 9819 . C3 

Gene No. 50932 Strand + 

Start 1 .»■"-- End 629 

Name OJ990304_05 . 9819 .C3 . ol . gp Method AAT/GAP 

Start 1 End 629 

GI 34745_1.R1084 Score 1179 

Exons 1..62 9 

GI Descrip. 1 2529662 8.0e-16 (AC002535) putative small nuclear 

ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] 1 



Seq. No. 


24486 








Seq. ID 


OJ990304_05.9819.C3 


Gene No. 


50933 








Strand 




Start 


284 








End 


934 


Name 


OJ990304 


05. 9819. C3 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


266 








End 


934 


GI 


none 








Score 


63 


Exons 


266. .331, 


267. .356, 


274 . . 


351, 


326. .379 


, 327. .380, 333. .470, 




342. .539, 


437. .616, 


437. . 


562, 


519. .614 


, 634. .729, 635. .730, 




658. .777, 


847. .867, 


887. . 


934 






Seq. No. 


24486 








Seq. ID 


OJ990304_05.9819.C3 


Gene No. 


50.933 








Strand 




Start 


284 








End 


934 


Name 


OJ990304 


05.9819.C3. 


. ol . gs 




Method 


GENSCAN 


Start 


284 








End 


877 


GI 


none 








Score 


.58 


Exons 


284.'. 877 












Seq. No. 


24487 








Seq. ID 


OJ990304_05. 9819.C4 


Gene No. 


50934 








Strand 




Start 


332 








End 


544 


Name 


OJ990304 


05. 9819. C4, 


, ol . gs 




Method 


GENSCAN 


Start 


332 






End 


544 


GI 


none 








Score 


.69 


Exons 


332. .544 












Seq. No. 


24488 








Seq. ID 


OJ990304_05. 9819.C5 


Gene No. 


50935 








Strand 




Start 


737 








17 1 


1213 


Name 


OJ990304 


05. 9819. C5. 


,ol. ts 




Method 


TBLASTX : Soybean 


Start 


726 








End 


1205 



24665 



GI none Score 129 

Exons 726.. 896, 729.. 896, 754.. 897, 971.. 1051, 972.. 1052, 1106.. 1186, 

1107.. 1205 



Seq. No. 24488 Seq. ID 

Gene No. 50935 Strand 

Start 737 End 

Name OJ990304_05 . 9819 . C5 . ol . gs Method 

Start 737 End 

GI none Score 

Exons 737.. 929 



OJ990304_05. 9819.C5 

1213 
GENSCAN 
929 
.41 



Seq. No. 


24488 


Seq. ID 


OJ990304_05. 9819 


.C5 


Gene No. 


50935 


Strand 






Start 


737 


End 


1213 




Name 


OJ990304 05. 9819. C5. 


ol.np Method 


AAT/NAP 




Start 


738 


End 


1213 




GI 


4490736 


Score 


345 




Exons 


738. .898, 934. .1068, 


1102. .1213 






GI Descrip. 


(AL035708) putative 


protein [Arabidopsis thaliana] 




Seq. No. 


24488 


Seq. ID 


OJ990304_05.9819 


.C5 


Gene No. 


50935 


Strand ■ 






Start 


737 


End 


1213 




Name 


OJ990304 05. 9819. C5. 


ol.tm Method 


TBLASTX: Maize 




Start 


862 


End 


1205 




GI"' * 


none 


Score 


55 




Exons 


862. .897, 864. .896, 


866. .901, 971. .1051 


,/972. .1052, 973 


. .1062, 



1106.. 1195, 1106.. 1186, 1107.. 1205 



Seq. No. 


24489 


Seq. ID 


OJ990304_05. 


9819. 


C6 


Gene No. 


50936 


Strand 


+ 






Start 


1879 


End 


2413 






Name 


OJ990304 05.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


1879 .. 


End 


2192 






GI 


none 


Score 


.99 






Exons 


1879. .1983, 2076. .2192 










Seq. No. 


24489 


Seq. ID 


OJ990304_05. 


9819. 


C6 


Gene No. 


50936 


Strand 


+ 






Start 


1879 


End 


2413 






Name 


OJ990304 05. 9819. C6. ol.np 


Method 


AAT/NAP 






Start 


1879 


. End * 


2189 






GI 


3738278 


Score 


303 






Exons 


1879.. 1983, 2076.. 2189 










GI Descrip. 


(AC005309) putative small 


nuclear ribonucleoprotein 


D2 






[Arabidopsis thaliana] 










Seq. No. 


24489 


• Seq. ID 


OJ990304_05. 


9819. 


C6 


Gene No. 


50936 


Strand 


+ 






Start 


1879 


End 


2413 






Name 


OJ990304 05.9819.C6.ol.gp 


Method 


AAT/GAP . 






Start 


2002 


End 


2413 






GI 


4716889 


Score 


502 






Exons 


2002, ,2413 










GI Descrip. 


2529662 8.0e-16 (AC002535) 


putative small nuclear 







ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 



24666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AC005309) putative small nuclear ribonucleoprbtein, Sm D2 
[Arabidopsis thaliana] 



Seq. ID OJ990304_05.9819.C6 
Strand + 

4497 
AAT/NAP 
4497 
1455 



24489 
50937 
2975 

OJ990304_05.9819.C6.o2.np 
2975 
4678208 
2975. .4497 

(AC007134) putative sugar transporter [Arabidopsis thaliana] 



End 

Method 

End 

Score 



24489 
50938 
3080 

OJ990304_05. 9819 . C6 . o2 . tc 
1850 
none 



Seq. ID OJ990304_05.9819.C6 
Strand 

4570 

TBLASTX: Cress 
2192 
181 



End 

Method 
End 
Score 

1850. .1984, 1875. .1985, 1879. .1986, 2074. .2184, 2075. .2191, 
2079. .2192, 2088. .2192 



24489 
50938 
3080 

OJ990304_05.9819.C6.o2.ts 
1872' 

none * ; 



Seq. ID OJ990304_05.9819.C6 
Strand 

End . 4570 

Method TBLASTX : Soybean 

End 2194 

Score 106 



1872. .1985, 1875. .1985, 1879. .1986, 2075. .2194, 2079. .2192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24489 
50938 
3080 

OJ990304_05.9819.C6.o2.tw 

1876 

none 



Seq. ID OJ990304_05.9819.C6 

Strand - . 

End 4570 

Method TBLASTX : Wheat 

End 2195 

Score 184 

1876. .2019, 1879. .1986, 2074. .2193, 2075. .2194, 2075. .2194, 
2079. .2195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 



24489 
50938 
3080 

OJ990304_05. 98 19 . C6 . o3 . tm 

1878 

none 



Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX : Mai ze 

End 2195 

Score 184 



1878. .1985, 1879. .1986, 2074. .2193, 2075. .2194, 2079. .2195 



24489 
50938 
3080 

OJ990304_05. 9819 . C6 . o2 . gs 

3080 

none 

3080. .4074, 4087. .4570 

24 4 99 
50938 
3080 



Seq. ID OJ990304_05. 9819.C6 
Strand 

End 4570 

Method GENSCAN 

End 4570 

Score ..99 



Seq. ID OJ990304_05. 9819.C6 
Strand 

End 4570 



24667 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 
Gene No. 
Start 



OJ990304_05.9819.C6.ol.ts 

3101. 

none 

3101.. 3769, 3115.. 3768, 3773. 



24489 
50938 
3080 

OJ990304_05.9819. 

3101 

none 

3101. .3544, 3115, 



C6. o2 . titi 
.3543 



24489 
50938 
3080 

OJ990304_05.9819.C6.o4 .tc 

3115 

none 

3115.. 3360, 3116.. 3358 



24489 
50938 
3080 

OJ990304_05.9819. 

3472 

none 

3472.. 3756, 3473, 



24489 
50938 
3080 

OJ990304_05.9819. 

3482 

none 

3482. .3940, 3529, 

24489 
50938 
3080 

OJ990304_05.9819. 

3544 

none 

3544. .3756, 3545, 
4126. .4356, 4358. 



C6.ol.tw 
.3754 

C6.ol. tc 
.3642, 3712. 

C6.ol.tm 



.3757, 3760. 
.4435 



Method TBLASTX : Soybean 

End % " 4'423 

Score 807 

.4024, 3775. .4356, 3776.-4423 

Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX : Mai ze 

End 3544 

Score 568 



Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX: Cress 

End 3360 

Score 248 



Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX : Wheat 

End 3756 

Score 339 



Seq. ID OJ990304_05.9819.C6 
Strand 

4570 

TBLASTX: Cress 
3940 
476 



End 

Method 
End 
Score 
.3915 



24489 
50938 
3080 

OJ990304_05.9819.C6.o3.tc 

4214 

none 

4214. .4435, 4270. .4368 

24490 
50939 
270 



Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX : Mai ze 

End 4435 ' 

Score 233 

.4095, 3761. .4096, 4124. .4435, 



Seq. ID OJ990304_05.9819.C6 
Strand 

End 4570 

Method TBLASTX: Cress 

End 4435 

Score 257 



Seq. ID OJ990304_05.9819.C7 
Strand + 
End 1011 



24668 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Method 

End 

Score 



GEN SCAN 

1011 

.81 



Seq. ID OJ990304_05. 9819.C7 



OJ990304_05.9819.C7.ol.gs 
270 
none 

270. .321, 683. .1011 
24490 

50940 Strand 
1979 End 4200 

OJ990304_05 . 9819 . C7 . ol . np Method AAT/NAP 

1972 End 2513 

6069646 Score 275 

1972. .2513 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana' chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


24490 




Seq. ID 


OJ990304_05. 9819. 


C7 


Gene No. 


50940 




Strand 






Start 


1979 




End 


4200 




Name 


OJ990304 05. 


9819.C7.o2.gs 


Method 


GENSCAN 




Start 


1979 




End 


3915 




GI 


none 




Score 


. 61 




Exons 


1979. .2313, 


2777.. 2876, 3095 


..3265, 3371. .3464, 3674. .3915 


Seq. No. 


24490 




Seq. ID 


OJ990304_05.9819. 


C7 


Gene No. 


50940 




Strand 






Start 


1979 




End 


4200 




Name 


OJ990304 05. 


9819.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


2003 




End 


2432 




GI 


none 




Score 


79 




Exons 


"2003. .2431, 


2277. .2432 








Seq. No. 


24490 




Seq. ID 


OJ990304_05.9819. 


C7 


Gene No. 


50940 




Strand 






Start 


1979 




End 


4200 




Name 


OJ990304 05. 


9819.C7.o2.np 


Method 


AAT/NAP 




Start 


2254 




End 


2453 




GI 


4539462 




Score 


50 




Exons 


2254. .2453 










GI Descrip. 


(AL049500) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24490 




Seq. ID 


OJ990304JD5.. 9819. 


C7 


Gene No. 


50940 




Strand 






Start 


1979 




End 


4200 




Name 


OJ990304 05. 


9819.C7.o3.np 


Method 


AAT/NAP 




Start 


3065 




End 


4200 




GI 


3342242 




Score 


783 




Exons 


3065. .3265, 


3371.. 3464, 3674 


..3911, 3999.. 4200 




GI Descrip. 


(AF030421) cell wall invertase; beta-f ructof uranosidase; 






f ructosidase 


[Triticum aestivum] 






Seq. No. 


24490 




Seq. ID 


OJ990304_05.9819. 


CI 


Gene No, 


5094 0 




Strand 






Start 


' 1979 




End 


4200 




Name 


OJ990304 05. 


9819.C7.ol.tm 


Method 


TBLASTX: Maize 





24669 



Start 


3072 






End 


4159 


GI 


none 






Score 


130 


Exons 


3072. .3239, 


3089. .3238, 


3182. 


.3265, 3183.. 3266, 3386.-3472, 




3393. .3464, 


3599. .3793, 


3664. 


.3723, 3691. .3792, 3774.. 3917, 




3790. .3918, 


3791. .3919, 


4000. 


.4155, 4001. .4159 


Seq. No. 


24490 






Seq. ID 


OJ990304_05.9819.C7 


Gene No. 


50940 






Strand 




Start 


1979 






End 


4200 


Name 


OJ990304 05 


. 9819 . C7 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3072 






End 


4159 


GI 


none 






Score 


130 


Exons 


3072. .3239, 


3089. .3238, 


3182. 


.3265, 3183. .3266, 3386. .3472, 




3393. .3464, 


3599. .3793, 


3664. 


.3723, 3691. .3792, 3790. .3918, 




3791. .3919, 


4000. .4155, 


4001. 


.4159, 4001. .4156 


Seq. No. 


24490 






Seq. ID 


OJ990304_05.9819.C7 


Gene No. 


50940 






Strand 




Start 


1979 






End 


4200 


Name 


OJ990304 05 


.9819.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3101 






End 


4155 


GI 


none 






Score 


86 


Exons 


3101. .3265, 


3108. .3266, 


3718. 


.3918, 4003. .4155 


Seq. No. 


24491 






Seq. ID 


OJ990304_05.9819.C8 


Gene No. 


50941 






Strand 




Start 


141 






End 


772 


Name 


OJ990304 05 


.9819.C8.ol. 


gs 


Method 


GEN SCAN 


Start 


141 






End 


772 


GI 


none 






Score 


.76 


Exons 


141. .381, 465.-772 








Seq. No. 


24492 






Seq. ID 


OJ990304_05. 9819. C10 


Gene No. 


50942 






Strand 


+ 


Start 


2759 






End 


5915 


Name 


OJ990304 05 


.9819. C10. o2 


.np 


Method 


AAT/NAP 


Start 


2759 






End 


5915 


GI 


3914212 






Score 


2862 


Exons 


2759. .5915 










GI Descrip. 


5-OXOPROLINASE (5-OXO-L 


-PROLINASE ) ( PYROGLUTAMASE ) ( 5-OPASE ) 




gi 11732065 


(U70825) 5-oxo-L-prolinase 


[Rattus norvegicus] 


Seq. No. 


24492 






Seq. ID 


OJ990304JD5. 9819. C10 


Gene'*" o . 


50942 






Strand 


+ 


Start 


2759 






End 


5915 


Name 


OJ990304 05 


.9819. C10. ol 


■ gp 


Method 


AAT/GAP 


Start 


4206 






End 


4702 


GI 


uC-osflm202111d01bl 




Score 


963 


Exons 


4206. .4702 











GI Descrip. ' 3914212/sp | P97608 | OPLA_RAT 2.0e-32 5-OXOPROLINASE 

(5-OXO-L-PROLINASE) (PYROGLUTAMASE) (5-OPASE) >gi_1732065 
(U70825) 5-oxo-L-prolinase [Rattus norvegicus] * 



Seq. No. 
Gene Mo . 
Start 
Name 



24492 

\j ^ ~i 

1194 

OJ990304_05. 9819. C10. ol.np 



Seq. ID 

Strand 

End 

Method 



OJ990304 05. 9819. C10 

2943 
AAT/NAP 



24670 



• # 



Start 


1194 




End 


2943 




GI 


6562258 




Score 


166 




Exons 


1194. .1560, 


2909. .2943 








GI Descrip. 


(AL132980) 


putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24492 




Seq. ID 


OJ990304_05.9819 


.C10 


Gene No. 


50943 




Strand 






Start 


1194 




End 


2943 




Name 


OJ990304 05 


.9819. C10. o4.ts 


Method 


TBLASTX: Soybean 




Start 


1365 




End 


1529 




GI 


4301121 




Score 


148 




Exons 


1365. .1529, 


1366. .1515 








GI Descrip. 


882341 3.0e 


-21 (U24702) LRP1 


[Arabidopsis thaliana] 




Seq. No. 


24492 




Seq. ID 


OJ990304_05.9819 


.C10 


Hpnp No . 


50943 




Strand 






Start 


1194 




End 


2943 




Name 


OJ990304 05 


.9819. C10. o2.tc 


Method 


TBLASTX: Cress 




Start 


1374 




End 


1533 




GI 


none 




Score 


108 




Exons 


1374. .1532, 


1381. .1533 








Seq. No. 


24492 




Seq. ID 


OJ990304_05.9819 


.C10 


Gene No. 


50944 




Strand 






Start 


2975 




End 


3416 




Name 


OJ990304 05 


.9819. C10. o3.ts 


Method 


TBLASTX: Soybean 




Start 


2975 




End 


3148 




GI 


5175354 




Score 


224 




Exons 


2975. .3148, 


2975.. 3112, 2977 


. .3141 






GI Descrip. 


3914212/sp 


P97608 OPLA RAT 4 


.Oe-13 5-OXOPROLINASE 






(5-OXO-L-PROLINASE) ( PYROGLUTAMASE) (5- 


-OPASE) >gi 1732065 




(U70825) 5- 


oxo-L-prolinase [Rattus norvegicus] 




Seq. No. 


24492 




Seq. ID 


OJ990304_05.9819 


.C10 


Gene No.. 


50944 




Strand 






Start 


2975 




End 


3416 




Name 


OJ990304 05 


. 9819. C10. ol.tc 


Method 


TBLASTX: Cress 




Start 


3031 




End 


3416 




GI 


none 




Score 


181 




Exons 


3031. .3144, 


3032.. 3148, 3221 


..3412, 3224. .3415, 3226. .3414, 




3261. .3416 










Seq. No. 


24492 




Seq. ID 


OJ990304_05.9819 


.C10 


Gene No. 


50945 




Strand 






Start 


3332 




End 


3853 




Name 


OJ990304 05 


.'9819.C10.o4.tm 


Method 


TBLASTX: Maize 




Start 


3332 




End 


3853 






none 




Score 


164 




Exons 


3332. .3541, 


3512.. 3667, 3559 


. .3654,- 3695. .3790, 3697.. 3783, 




3817. .3840, 


■3818.. 3853 








Seq. No. 


24492 




Seq._ ID 


OJ990304JD5.9819 


.C10 


Gene No. 


50946 




Strand 






Start 


3892 




End 


4072 




Name 


OJ990304 05 


. 981.9 s C10.o5. ts 


Method 


TBLASTX : Soybean 




Start 


3892 




End 


4072 




GI 


none 




Score 


199 





24671 



Exons 



3892. .4050, 3893.. 4072 



Seq. No. 


24492 








Seq. ID 


OJ990304_05.9819 


.C10 


Gene No. 


50947 








Strand 






Start 


4366 








End 


4770 




Name 


OJ990304 05 


.9819. 


.C10.o2, 


. tm 


Method 


TBLASTX: Maize 




Start 


4366 








End 


4770 




GI 


none 








Score 


574 




Exons 


4366. .4770, 


4367, 


. .4768 










Seq. No. 


24492 








Seq. ID 


OJ990304_05.9819, 


.C10 


Gene No. 


50948 








Strand 






Start 


4993 








End 


5310 




Name 


OJ990304 05 


.9819, 


,C10.o3. 


,tm 


Method 


TBLASTX: Maize 




Start 


4993 








End 


5310 




GI 


none 








Score 


497 




Exons 


4993. .5310, 


.4994. 


, .5308, 


4996. 


.5310 






Seq. No. 


24492 








Seq. ID 


OJ990304_05.9819, 


.C10 


Gene No. 


50949 








Strand 






Start 


5319 








End 


5870 




Name 


OJ990304 05 


.9819. 


ClO.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


5319 








End 


5572 




GI 


none 








Score 


214 




Exons 


5319.. 5429, 


5320. 


.5460, 


5321. 


.5470, 5482. .5559, 5483.-5572 


Seq. No. 


24492 








Seq. ID 


OJ990304_05.9819. 


.C10 


Gene No. 


50949 








Strand 






Start 


5319 








End 


5870 




Name 


OJ990304 05 


.9819. 


ClO.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5389 








End 


5870 




GI 


none 








Score 


710 




Exons 


5389. .5868, 


5390. 


.5869, 


5390. 


.5869, 5697. .5870 




Seq. No. 


24492 








Seq. ID 


OJ990304_05.9819. 


C10 


Gene No. 


50949 








Strand 






Start 


5319 








End 


5870 




Name 


OJ990304 05 


.9819. 


C10.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5690 








End 


5869 




GI 


none 








Score 


236 




Exons 


5690. .5869, 


5697. 


.5837, 


5737. 


.5868 







Seq. No. 24493 Seq. ID OJ990304_05 . 9819 . Cll 

Gene "No. 50950 Strand + 

Start 1 End 6658 

Name OJ990304_05 . 9819 . Cll . ol . np Method AAT/NAP 

Start 1 End 703 

GI 3914212 Score 610 

Exons 1. .703 ■} , . 

GI Descrip. 5 -OXO PROLINASE ( 5 -OXO-L- PROLINASE ) ( P YROGLUTAMASE ) (5-OPASE). 

gi 1 1732065 (U70825) 5-oxo-L-prolinase [Rattus norvegicus] 



Seq. No. 24493 Seq. ID 

Gene No. 50950 " * Strand 

Start 1 End 

Name OJ990304_05 . 9819 . Cll . o4 . np Method 

Start 1 End 



OJ990304_05. 9819. Cll 
+ 

G656 

AAT/NAP 

5912 



24 672 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6069646 Score 444 

1..23, 4520. .5122, 5670. .5912 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (ACO06248) 
[Oryza sativa] 



24493 
50950 
1 

OJ990304_05. 9819 . Cll . ol . gp 
280 

29830_1.R1084 
280. .826 

1 3914212/sp I P97608 | OPLA_RAT 1.0e-23 
(5-OXO-L-PROLINASE) (PYROGLUTAMASE) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304_05. 9819. Cll 
+ 

6658 
AAT/GAP 
826 
997 



5-OXOPROLINASE 
(5-OPASE) >gi_1732065 



(U70825) 5-oxo-L-prolinase [Rattus norvegicus] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 
End 

Method 
End 
Score 
.2620, 2707 



OJ990304_ 
+ 

6658 
AAT/NAP 
6422 
447 

..2829, 5526 



05. 9819. Cll 



24493 
50950 
1 

OJ990304_05. 9819. Cll. o2.np 
324 

114330 

324. .361, 2254. .2324, 2414. 
6396. .6422 

PLASMA MEMBRANE AT PAS E 1 (PROTON PUMP) gi | 67 972 | pir | | PXMUP1 
H+-transporting ATPase (EC 3.6.1.35) type 1, plasma membrane - 
Arabidopsis thaliana gi 1166746 (M24107) plasma membrane proton 
pump H+ ATPase [Arabidopsis thaliana] 



.5631, 



24493 Seq. ID 

50950 Strand 

1 End 
OJ990304_05. 9819.C11 .o3.np Method 

2794 End 

170292 Score 
2794. .3110 

(M804 92) plasma membrane H+ ATPase [Nicotiana plumbaginif olia] 



OJ990304_05. 9819. Cll 
+ 

6658 
AAT/NAP 
3110 
99 



24493 
50950 
1 

OJ990304_05. 9819. Cll. o2.gs 

4069 

none 

4069. .4253, 4346.-4429, 4857, 
6238.. 6306, 6396.. 6635 

24493 
50950 
1 

OJ990304_05. 9819. Cll. o2.gp 

4194 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4974, 



OJ990304_ 
+ 

6658 
GENSCAN 
6635 
.78 

5163... 5281, 



05. 9819. Cll 



6104 . . 6143, 



Seq. ID OJ990304 05. 9819. Cll 



Strand 
End 

Method 

End 

Score 



+ 

6658 
AAT/GAP 
6658 
908 



4194. .4253, 4346. .4429, 6104. .6143, 6238. .6306, 6396. .6658 



24673 




c o rr No 

JC^i IN • 


C. H H .7 0 




octj • x u 


O.TQQfl^Od 0=; QftlQ 


. J. x 


Gene No. 


50951 




Strand 


+ ~~ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.ol 


.tm 


. Method 


TBLASTX : Maize 




Start 


2 




End 


319 




GI 


none 




Score 


534 




Exons 


2. .157, 3. .317, 3. .311, 


212. . 


•319 






Qpn Wo 

JC^ ■ IN U • 


24493 




Seq. ID 


o.TQQmnd ns qpi q 

UU J JU 1 ! \J ~J • -7 O X « 


PI 1 


Gene No. 


50951 




Strand 


+ _ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


2 




End 


329 




GI 


none 




Score 


466 




Exons 


2. .157, 3. .329, 6. .302, 


212. . 


322 








24493 






UU JJU JU1 \J ~J • ^ O X J • 


PI 1 

\_/ X X 


Gene No. 


50951 




Strand 


+ ~ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


321 




End 


638 




GI 


none 




Score 


384 




Exons 


321.. 638, 321.. 638 










OC^i 1NVJ • 


£. *3 *i y »J 




Q^rr TV) 


n.TQQO^fM OR QR1 Q 


PI 1 
til 


Gene No. 


50951 




Strand 


+ ~ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


417 




End 


602 




GI 


none 




Score 


275 




Exons 


417. .602, 417. .599, 497 


. .601 








Cfarr "Nfn 

OC^i IN w • 


c. *i *i _7 O 




c prT t n 

oc=<*j • x u 


O.TQQn^n/l OR Qftl Q 


PI 1 
t X X 


Gene No. 


50951 




Strand 


+ ~ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


1034 




End 


1292 ' 




GI 


none 




Score 


86 




Exons 


1034. .1291, 1146. .1292 










Cprr Ha 
O C ^ . IN KJ * 


*± 1 ^ J 








PI 1 

t X X 


Gene No. 


50951 




Strand 


+ ~~ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1370 




End 


5032 




GI 


none 




Score 


77 




Exons 


1370. .1681, 1394. .1537, 


4745. 


.5032 






Seq. No. 


24493 




Seq. ID 


OJ990304_05.9819. 


Cll 


Gene No. 


50951 




Strand 


+ 




Start 


8285 




End 


8836 




Name 


OJ990304 05.9819.Cll.o4, 


. tm 


Method 


TBLASTX: Maize 




Start 


1394 




End 


5804 




GI 






Score 


91 




Exons 


1394. .1537, 4721. .4885, 


4894. 


.5133, 4895.. 5122, 5721. .5804 



24674 




Seq. No. 


2,4493 








Seq. ID 


OJ990304 


_05.9819.C11 


Gene No. 


50951 








Strand 


+ 




Start 


8285 








End 


8836 




Name 




QQ1 Q 

. yy iy , 


, L1I . Ol 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2256 








End 


3085 




GI 


none 








Score 


112 




Exons 


2256. .2330, 


2264. 


, .2326, 


2403. 


.2525, 2411.. 2620, 


2413. .2619, 




. 2414.. 2620, 


2703. 


, .2777, 


2703. 


.2828, 2704.. 2829, 


2927. .2965, 




2931. .3020, 


3014, 


. .3085, 


3027. 


.3056 






Seq. No. 


24493 








Seq. ID 


OJ990304 


_05.9819.C11 


Gene No. 


50951 








Strand 


+ 




Start 


8285 








End 


8836 




Name 


ujyyuoU4 uo 


QQ1 Q 

. yo iy , 




. tm 


Method 


TBLASTX: 


Mai ze 


Start 


2256 








End 


3056 




GI 


none 








Score 


108 




Exons 


2256. .2330, 


2258. 


.2317, 


2411. 


.2620, 2413. .2619, 


2432. .2620, 




2476. .2622, 


2703. 


.2831, 


2704. 


.2829, 2931.. 3020, 


2931. .3038, 




3018. .3056, 


3020. 


.3055 










Seq. No. 


24493 








Seq. ID 


OJ990304 


_05. 9819.C11 


Gene No. 


50951 








Strand 


+ ' 




btart 


qoqc; 
oZoO 








End 


8836 




Name 


OJ990304 05, 


.9819. 


Cll.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2256 








End 


• 2831 




GI 


none 








Score 


112 




Exons 


2256. .2330, 


2258. 


.2326, 


2411. 


.2620, 2413.. 2619, 


2426. .2620, 




2434. .2622, 


2697. 


.2828, 


2703. 


.2831, 2704. .2829 




Seq. No. 


24493 








Seq. ID 


OJ990304 


_05.9819.C11 


Gene No. 


50951 








Strand 


+ 




Start 


oZoD 








End 


8836 




Name 


OJ990304 05. 


.9819. 


Cll.ol 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


2276 








End 


2831 




GI 


none 








Score 


73 




Exons 


2276. .2317, 


2277. 


.2330, 


2411. 


.2620, 2413. .2619, 


2703. .2828, 




2703. .2831, 


2704. 


.2829 










Seq. No. 


24493 - 








Seq. ID 


OJ990304 


_05.9819.C11 


Gene No. 


50951 








Strand 


+ 




btart 










End 


8836 




Name 


OJ990304 05. 


.9819. 


Cll.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6117 








End 


6632 




GI 


none 








Score 


47 




Exons 


6117. .6146, 


6235. 


.6330, 


6240. 


.6305, 6393. .6632, 


6393. .6473, 




6395. .6631, 


6579. 


.6632 










Seq. No. 


24493 








Seq. ID 


OJ990304 


_05.9819.C11 


Gene No. 










Strand 


. + 




Start- 


8285 








End 


8836 




Name 


OJ990304 05. 


,9819. 


Cll.o3 


.gs 


Method 


GEN SCAN 




Start 


8285 






End 


8836 




GI 


none 








Score 


1 




Exons 


8285. .8836 














Seq. No. . 


24494 








Seq. ID 


OJ990304 


_05.9819.C13 


Gene No. 


50952 








Strand 







24675 




Start 1 End 1110 

Name OJ990304_05. 9819.C13.ol .np Method AAT/NAP 

Start 1 End 1110 

GI 4490736 Score 651 

Exons 1..110, 219. .395, 457. .646, 683. .926, 962. .1110 

GI Descrip. (AL035708) putative protein [Arabidopsis thaliana] 



Seq. No. 


24494 




Seq. ID 


OJ990304_05.9819.C13 


Gene No. 


50952 




Strand 


+ 


Start 


1 




End 


1110 


Name 


OJ990304 05.9819.C13.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4 




End 


998 


GI 


none 




Score 


98 


Pynn <? 
j_j *\ \y 1 1 


4 87 7 87 8 97 7S 


1 07 

• .XV//, 


76 1 fifi 

f \J * . X \J o , 


99S ^77 99fi ^ftl 




441. .530, 457. .531, 458 


. .535, 


458. .535, 


, 678. .887, 691. .888, 




698. .889, 707. .889, 959 


. .994, 


963. . 995, 


963..998, 964. .996 


Seq. No. 


24494 




Seq. ID 


OJ990304 05.9819.C13 


Gene No. 


50952 




Strand 


+ 


Start 


1 




End 


1110 


Name 


OJ990304 05.9819.C13.ol 


. ts 


Method 


TBLASTX: Soybean 




994 






1 T Off 


GI 


none 




Score 


110 


Exons 


224. .376, 225. .371, 225 


. .377, 


226. .381, 


457.. -531, 458.-535, 




458.. 535, 687.. 866, 697 


. .867, 


697. .888, 


707. .889, 963. .1106, 




964. .1107, 974. .1108 








Seq. No. 


,-24 494 




Seq. ID 


OJ990304_05.9819.C13 


Gene No. 


50952 




Strand-'.- 


+ 


ij Lai. L 


i 

-L 




CjIIU. 


inn 

111U 


Name 


OJ990304 05.9819.C13.ol, 


.gs 


Method 


GENSCAN 


Start 


286 


End 


8 92 


GI 


none 




Score 


.77 


Exons 


286. .374, 460. .532, 707, 


. .892 






Seq. No. 


24495 




Seq. ID 


OJ990304_05.9819.C14 


Gene No. 


50953 




Strand 




Start 


731 




Hi 11 Li 


7 Qfi 


Name 


OJ990304 05.9819.C14.ol, 


.gs 


Method 


GENSCAN 


Start 


731 


End 


796 


GI 


none 




Score 


.86 


Exons 


731. .796 








Seq. No. 


24496 




Seq. ID' 


OJ990304_05.9819.C15 


Gene No. 


50954 




Strand 


+ 


Start 


201 




End 


628 


Name 


OJ990304 05.9819.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


185 




End 


492 


GI 


none 




Score 


288 


Exons 


185. .382, 192.. 383, 201. 


.383, 


453. .488, 


457. .492, 458. .490 


Seq. No. 


24496 




Seq. ID 


OJ990304_05.9819.C15 


Gene No. 


50954 




Strand 


+ 


Start 


201 




End 


628 


Mama 


Oujjujui uj. ^oi9.L^15.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


191 




End 


628 


GI 


none 




Score 


91 



24676 




Exons 


191. .361, 191. .382, 201 


. .383, 


457; .600, 


458. .628, 468. .608 


Seq. No. 


24496 




Seq. ID 


OJ990304_05.9819.C15 


Gene No. 


50954 




Strand 


+ 


Start 


201 




End 


628 


Name 


OJ990304 05.9819.C15.ol 


.np 


Method 


AAT/NAP 


Start 


201 




End 


620 


GI 


4490736 




Score 


397 


Exons 


201. .420, 456. .620 








GI Descrip. 


(AL035708) putative protein [Arabidopsis thaliana] 


Seq. No. 


24496 




Seq. ID 


OJ990304 05 . 9819. CI 5 


Gene No . 


50954 




Strand 


+ 


Start 


201 




End 


628 


Name 


OJ990304 05.9819.C15.ol 


.gs 


Method 


GENSCAN 


Start 


425 




End 


617 


GI 


none 




Score 


. 79 


Exons 


425. .617 








Seq. No. 


24497 




Seq. ID 


OJ990304_05.9819.C16 


Gene No . 


50955 




Strand 


+ 


Start * 


251 




End 


3256 


Name 


OJ990304 05. 9819.C16.ol, 


.gs 


Method 


GEN SCAN 


Start 


251 




End 


3222 


GI 


none 




Score 


.81 


Exons 


251.. 372, 1228.. 2084, 3014.. 3222 




Seq. No. 


24497 




Seq. ID 


OJ990304_05.9819.C16 


Gene No. 


50955 




Strand 


+ 


Start 


251 




End 


3256 


Name 


OJ990304 05. 9819.C16.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


261 




End 


3251 


GI 


none 




Score 


168 


Exons 


261. .371, 262. .369, 263, 


. .370, 


1226.. 2089, 1227.. 2084, 




1438. ,2085, 2761. .2928, 


2762. 


.2929, 3010. .3138, 3011. .3139, 




3012.. 3155, 3136.. 3204, 


3137. 


.3223, 3206.. 3247, 3207.. 3251 


Seq. No. 


24497 




Seq. ID 


OJ990304_05.9819.C16 


Gene No. 


50955 




Strand 


+ 


Start 


251 




End 


3256 


Name 


OJ990304 05.9819.C16.ol. 


. ts 


Method 


TBLASTX : Soybean 


Start 


261 




End 


3251 


GI 


none 




Score 


168 


Exons 


261. .371, 262. .375, 262. 


, .369, 


263. .370, 


1226.. 2089, 1227.. 21 




1438. .2085, 1943. .2086, 


2761. 


.2928, 2762.. 2929, 3010.. 3138, 




3011. .3139, 3136. .3204, 


3137. 


.3223, 3206.. 3247, 3207.. 3251 


Seq. No. 


24497 




Seq. ID 


OJ990304_05.9819.C16 


Gene No. 


. 50955 




Strand 


+ 


Start 


251 




End 


3256 


Name 


OJ990304 05.9819.C16.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


306 




End 


3247 


GI 


none 




Score 


83 . 


Exons 


306. .371, 1221. .1340, 1223. .1561, 1227. 


.1559, 1569. .18,14, 




1587. .1772, 1833. .1859, 


n n r r 
lOUU. 


.1919, 1674. .2060, 19^0. .2081, 




2762..2866, 2770.. 2865, 


3011. 


.3079, 3086. .3220, 3118. .3201, 



3197. .3247 



24677 * 



Seq. No. 


24497 








Seq. ID 


-OJ990304 05.9819.C16 


Gene No. 


50955 








Strand . 


+ 


Start 


251 








End - 


3256 


Name 


OJ990304 05 


. 9819 


•C16.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


1223 








End 


1451 


GI 


none 








Score 


119 


Exons . 


1223. . 1297, 

.< -■ 


1227 


. . 1298, 


1292 


..1450, 1293. .1451 


Seq. No. 


24497 








Seq. ID 


OJ990304_05. 9819.C16 


Gene No. 


50955 








Strand 


+ 


Start 


251 








End 


3256 


Name 


OJ990304 05 


.9819 


.C16.ol 


.np 


Method 


AAT/NAP 


Start 


1365 








End 


3256 


GI 


3342242 








Score 


1517 


Exons 


1365. .2084, 


2768 


. .2930, 


3018 


. .3256 




GI Descrip. 


(AF030421) 


cell ' 


wall invert ase; beta-f ructofuranosidase; 




f ructosidase [Triticum 


aestivum] 




Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05 


.9819 


.C17.ol 


.gs 


Method 


GENSCAN 


Start 


697 








End 


94 8 9 


GI 


none 








Score 


.87 


Exons 


697.. 854, 1107*..: 


1205, 2331.. 


2429, 2521 


. .2803, 3348. .3443, 




4429. .4626, 


4905 


. .5359, 


5858 


..5996, 6069. .6147, 6720. .6940, 




7092. .7396, 


7483 


. .7594, 


7719 


..7838, 7967. .8105, 8145. .8253, 




8767. .8857, 


8974 


. .9098, 


9182 


. .9331, 9417. .9489 


Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05 


.9819 


.C17.ol 


.np 


Method 


AAT/NAP 


Start 


2368 








End 


9529 


GI 


4490736 








Score 


2716 


Exons 


2368. .2429, 


2521 


. .2825,. 


3170 


..3202, 3274..3443, 4429. .4626, 




4905. .5359, 


5858 


. .5996, 


6069 


..6147, 6762. .6977, 7070. .7396, 




7483. .7622, 


7692 


. .8066, 


8145 


..8253, 8767. .8857, 8974. .9100, 




9175. .9352, 


9414 


. .9529 








GI Descrip. 


(AL035708) putative protein 


[Arabidops 


is thaliana] 


Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand - 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05, 


.9819. 


,C17.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4417 








End 


9492 


GI 


none 








Score 


77 


Exons 


4417. .4587, 


4905, 


. .5174, 


8764 


..8859, 8765. .8860, 8769. .8861, 




8968. .9099, 


8973, 


. .9101, 


8973 


..9101, 9182. .9334, 9183. .9338, 




9414. .9488, 


9414. 


. .9488, 


9415 


..9492, 9415. .9492 


Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand 


+ 


Start 


can 








End 


9529 


Name 


OJ990304 05, 


,9819. 


,C17.o3, 


.ts 


Method 


TBLASTX : Soybean 


Start 


4453 








End 


9515 



24678 




GI 


none 








Score 


61 


Exons 


4453. .4587, 


4905, 


. .5027, 


6063. 


.6149, 8973. .9107, 8974. .9099, 




9181. .9333, 


9182. 


. .9334, 


9183. 


.9338, 9414.. 9515, 9415.. 9492 


Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gpnp Mo 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05 


.9819. 


.C17.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5028 








End 


5373 


GI 


none 








Score 


401 . 


Exons 


5028. .5324, 


5030. 


, .5359, 


5044. 


.5373, 5117.. 5356 


Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05 


.9819. 


,C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6063 








End 


7.37 9 


GI 


none 








Score 


60 


Exons 


6063. .6155, 


6716. 


.6811, 


6718. 


.6810, 6829..6876, 6830.. 6910, 




7092. .7361, 


7098. 


.7295, 


7141. 


.7317, 7142. .7327, 7359. .7379 


Seq. No. 


24498 








Seq. ID 


OJ990304_05. 9819.C17 


Rone No 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05 


.9819. 


C17.ol 


.tc 


Method 


TBLASTX :-Cr ess 


Start 


6794 








End 


7346 


GI 


none 








Score 


207 


Exons 


6794. . 6946, 


6796. 


.6960, 


6796. 


.6876, 7092. .7346, 7136. .7339 


Seq. No. 


24498 








Seq. ID 


OJ990304JD5. 9819. C17 


Gene No 


50956 








Strand 


+ 


Start 


697 








End . 


9529 


Name 


OJ990304 05 


.9819. 


C17.ol. 


.ts 


Method 


TBLASTX : Soybean 


Start 


7087 








End 


7405 


GI 


none 








Score 


121 


Exons 


7087. .7395, 


7089. 


.7397, 


7091. 


.7387, 7092.. 7397, 7136.. 7405 


Seq. No. 


24498 








Seq. ID 


OJ990304_05. 9819.C17 


Gene No 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05, 


.9819. 


C17.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


7139 








End 


7361 


GI 


none 








Score 


233 


Exons 


7139. .7327, 


7140. 


.7361 








Seq. No. 


24498 








Seq. ID 


OJ990304_05.9819.C17 


Gene No. 


50956 








Strand 


+ 


Start 


697 








End 


9529 


Name 


OJ990304 05. 


.9819. 


C17.o4. 


.ts 


Method 


TBLASTX: Soybean 


Start 


7773 








End 


8199 " 


GI 


none 








Score 


69 


Exons 


7773. .7850, 


7803. 


.7850, 


7966. 


.8067, 7967. .8068, 7979. .8068, 




8123. .8188, 


8138. 


.8197, 


8143. 


.8199 




Seq . No . 


244 99 








Seq. ID 


OJy90304_05. 9819.C18 


Gene No. 


50957 








Strand 


+ 


Start 


827 








End 


2245 



24679 



Name 


OJ990304 05 


.9819.C18.ol 


.gs 


Method 


GENSCAN 




Start 


827 




End 


2245 




GI 


none 






Score 


.61 




Exons 


827.. 973, 1064.. 1270, 1875.. 


1978, 2159 


. .2245 




Seq. No. 


24499 






Seq. ID 


OJ990304 


_05.9819.C18 


Gene No. 


50957 






Strand 


+ 




Start 


827 






End 


2245 




Name 


OJ990304 05 


.9819.C18.ol, 


.np 


Method 


AAT/NAP 




Start 


858 






End 


1619 




GI 


4490736 






Score 


464 




Exons 


858. .973, 1064. .1270, 1453.. 


1619 






GI Descrip. 


(AL035708) ] 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


24499 






Seq. ID 


OJ990304 


_05.9819.C18 


Gene No. 


50958 






Strand 


+ 




Start 


5127 






End 


8272 




Name 


OJ990304 05 


.9819.C18.o3. 


.gs 


Method 


GENSCAN 




Start 


5127 






End 


8272 




GI 


none 






Score 


.5 




Exons 


5127. .5165, 


5205. .5465, 


5557 


..5853, 5943. .6110, 


6281. .6448, 




6541. .6621, 


6732. .6798, 


7214 


..7311, 7553. .7625, 


7714 . .7784, 




7901. .7950, 


8033. .8145, 


8229 


. .8272 






Seq. No. 


24499 






Seq. ID 


OJ990304 


_05.9819.C18 


Gene No. 


50958 






Strand 


+ 




Start 


5127 






End 


8272 




Name 


OJ990304 05 


.9819.C18.o2. 


.np 


Method 


AAT/NAP 




Start 


5176 






End 


8272 




GI 


2062155 






Score 


863 




Exons 


5176. .5465, 


5557. .5853, 


5943 


..6110, 6281. .6448, 


6541. .6621, 




6732. .6798, 


7214. .7311, 


7644 


..7784, 7901. .7950, 


8033. .8145, 



8229. .8272 

GI Descrip. (AC001645) mitochondrial processing peptidase alpha subunit 
precusor isolog [Arabidopsis thaliana] 



OJ990304__05.9819.C18 
+ 

8272 
AAT/GAP 
7608 
1008 



.6621, 6732.. 6798, 7214. .7311, 



Seq. No. 24499 Seq. ID 

Gene No. 50958 Strand 

Start . 5127 End 

Name OJ990304_05 . 981 9 . C18 . ol . gp Method 

Start 6021 End 

GI 61106_1.R1084 • Score 

Exons 6021.. 6110, 6281.. 6448, 6541. 

7553.. 7608 

GI Descrip. * 266567/sp | P29677 | MPPA_SOLTU 4.0e-48 MITOCHONDRIAL PROCESSING 
PEPTIDASE ALPHA SUBUNIT PRECURSOR (ALPHA-MPP) 
{UBIQUINOL-CYTOCHROME C REDUCTASE SUBUNIT II) 

>gi 421956 pir S23558 mitochondrial processing peptidase (EC 
3.4.99.41) alpha chain precursor - potato 

>gi_21493_enib_CAA4 6990_ (X66284) mitochondrial processing 
peptidase [Solanum tuberosum] ' 



Seq. No. 24499 

Gene No. 50959 

Start 8265 

Name OJ990304_05 . 9819 . C18 . o2 . gp 

Start 8265 



Seq. ID OJ990304_05. 9819.C18 
Strand + 
End 6 617 

Method ■ AAT/GAP 
End 8617 



24680 



GI 

Exons 



4716805 
8265. .8617 



Score 



615 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24499 Seq. ID 

50960 Strand 

8775 End 

OJ990304_05 . 9819 .C18 . o2 . tm Method 

834 End 

none Score 



OJ990304_05.9819.C18 
+ 

9299 

TBLASTX: Maize 

1968 . 

151 



834. .974, 835.-957, 866. .1003, 877;. 1005, 1062. .1256, 

1063. .1257, 1067. .1258, 1434. .1619, 1445. .1606, 1450. .1608, 

1761. .1814, 1762. .1815, 1763. .1813, 1897. .1968, 1898. .1954 



24499 
50960 
8775 

OJ990304_05.9819.C18.o3.ts 

1066 

none 

1066. .1152, 1077. .1151, 1144, 
1153.. 1272 



Seq. ID OJ990304_05. 9819.C18 

Strand + 

End 9299 

Method TBLASTX : Soybean 

End 1272 

Score 119 

.1242, 1152.. 1241, 1152.. 1271, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24499 
50960 
8775 

OJ990304_05.9819.C18..ol.tc 

5301 

none 



Seq. ID OJ990304 05.9819.C18 



Strand 
End 

Method 

End 

Score 



+ 

9299 

TBLASTX: Cress 

6101 

101 



5301. .5465, 5560. .5856, 5584. .5880, 5961. .6101, 5978. .6070 



24499 
50960 
8775 

OJ990304_05.9819.C18.ol.tm 

5355 

none 

5355.. 5456, 5551.. 5856, 5607. 
6289.-6474, 6543.. 6617, 6544, 
7216. .7311, 7S32..7624, 7558. 
7903.. 7953, 7904.. 7951, 7956. 

24499 
50960 
8775 

OJ990304_05. 9819 . C18 . ol . ts 

5355 

none 

5355.. 5465, 5560.. 5856, 5607. 



Seq. ID OJ990304_05.9819.C18 

Strand + 

End 92 99 

Method TBLASTX: Maize 

End 8153 

Score 109 

.5855, 5940. .6104, 6281. .6445, 
.6639, 6731.. 6829, 7215.. 7310, 
.7620, 7712. .7852, 7713. .7790, 
.8153, 8031. .8144 

Seq. ID OJ990304_05. 9819.C18 

Strand + 

End 92 99 

Method TBLASTX : Soybean 

End 6104 

Score 99 

.5843, 5737..58S3, 5955.. 6104 



24499 
50960 
8775 

OJ990304 
6274 



05.9819.C18.o2.ts 



Seq. ID OJ990304_05.9819.C18 

Strand + 

End 9299 

Method TBLASTX : Soybean 

End 6799 

none Score 157 

6274. .6474, 6281. .6460, 6540. .6638, 6540. .6614, 6544.-6639, 
6730.. 6795, 6731.. 6799 



24681 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24499 
50960 
8775 

OJ990304_05.9819.C18.o4.ts 

7216 

none 



Seq. ID OJ990304_05.9819.C18 

Strand + 

End 9299 

Method TBLASTX : Soybean 

End 8132 

Score 91 



7216. .7311, 7558. .7629, 7559. .7624, 7561. .7629, 7712. .7846, 
7713. .7790, 7898. .7951, 7903. .7953, 8030. .8131, 8031. .8132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990304_05.9819.C18 
+ 

9299 
AAT/GAP 
9299 
849 



24499 Seq. ID 

50960 Strand 
8775 End 
OJ990304_05. 9819 .C18 . o3 . gp Method 
8775 End 
34745_1.R1084 Score 
8775. .9156, 9205. .9299" 

'2529662 8.0e-16 (AC002535) putative small nuclear 
ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] 1 

24500 Seq. ID OJ990304_05 . 9819 . C19 

50961 Strand + 

1 End • 190 

OJ990304_05.9819.C19.ol.gp . Method AAT/GAP 
1 End 190 

34745JL.R1084 Score 367 

1..190 

•2529662 8.0e-16 (AC002535) putative small nuclear 
ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24500 
50962 
2205 

OJ990304_05.9819.C19.o2.gs 

2205 

none 

2205.. 2566, 2843. .2982, 
7552.. 7673, 7698. .7804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_ 
+ 

7804 
GENSCAN 
7804 
.58 



05.9819.C19 



3036..3147, 5296.. 5475, 6936. .7016, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24500 Seq. ID OJ990304 

50962 Strand + 

2205 End 7804 

OJ990304__05. 9819 . C19 . o2 . gp Method AAT/GAP 
2891 End 5704 

33042_1.R1084 Score 1131 

289i.-.2983, 4454. .4505, 4935. .4974, 5055.. 
' 6006892/gb|AAF00667.1 |AC008153_19 2.0e-57 
protein [Arabidopsis thaliana] ' 



05.9819.C19 



5139, 5296. 
(AC008153) 



5704 
unknown 



Seq. No. 
Qftnp No. 
Start 
Name 



24500 
50962 
2205 

OJ99.0304 05.9819.C19.ol.np 



Seq. ID 

Strand 

End 

Method 



OJ990304_ 
+ 

7804 
AAT/NAP 



05.9819.C19 



24682 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4408 . End 5476 

6006892 Score 449 

4408. .4505, 4935. .4974, 5055. .5139, 529.6. .5476 
(AC008153) unknown protein [Arabidopsis thaliana] 



24500 Seq. ID 

50962 Strand 
2205 End 
OJ990304_05 . 9819 . C19 . o2 . np Method 
7488 . End ... 

480566 Score 
7488. .7682 

beta-f ructofuranosidase (EC 3.2.1.26) - potato 

gi | 397631 1 emb | CAA80358 | (Z22645) beta-f ructofuranosidase 

[Solanum tuberosum] 



OJ990304_05.9819.C19 
+ 

7804 
AAT/NAP 
7682 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24500 Seq. ID 

50963 Strand 

4 6 End 

OJ990304_05 . 9819 .019 . ol . gs Method 

4 6 End 

none Score 



OJ990304_05.9819.C19 

2647 
GEN SCAN 
1998 
. 7 



46. .474, 543. .623, 945. .1040, 1141. .1205, 1728. .1809, 1897. .1998 



24500 
50963 
46 

OJ990304_05.9819.C19.o3.tm 
80 

none 



Seq. ID OJ990304_05. 9819.C19 
Strand ' - 
End 

Method 
End 
Score 



2647 

TBLASTX: Maize 

798 

67 



80. .175, 195. .290, 219. .338, 361. .486, 406. .510, 538. .624, 
540. .605, 542. .625, 555. .626, 712. .798, 723. .791, 724. .792 



Seq. No. 24500 

Gene No. 50963 

Start, 4 6 

Name OJ990304_05 . 9819 . C19 . o2 . tm 

Start 1581 

GI none 

Exons 1581 



.1637, 
1723. .1815, 
2361. .2423, 



1582. .1638, 
1888. .1977, 
2374. .2439, 



1582. 
1894. 
2376. 



Seq. ID OJ990304_05. 9819.C19 
Strand 

End 2 647 

Method TBLASTX : Mai ze 

End 264 7 

Score 65 

.1638, 1718. .1864, 1719. .1811, 
.1995, 1895.. 1990, 1896.. 1991, 
.2450, 2540. .2647, 2550. .2636 



Seq. No. 24500 
Gene No. 50963 

Start * 46 

Name OJ990304_05 . 9819 . C19 . o2 . ts 

Start 1581 
GI none 

Exons 1581.. 1628, 1582.. 1638, 1718. 

1895. .1972 



Seq. ID OJ990304_05.9819.C19 
Strand 

End 2647 

Method TBLASTX : Soybean 

End 1995 

Score 39 

.1810, 1723. .1809, 1894. .1995, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



24500 
50963 
4 6 

OJ990304_05.9819.C19.o2.tc 
1718 



Seq. ID 

Strand 

End 

Method 
End 



OJ990304_05.9819.C19 
2 647 

TBLASTX: Cress 
2581 ■ 



24683 



GI 

Exons 



none 

1718.. 1837, 1723. .1809, 1894. 
2540.. 2581 



Score 67 

,1995, 1895. .1978, 2361. .2423, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

Start;: 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 
. GI 
Exons 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24500 
50963 
46 . 

OJ990304_05.9819.C19.ol.tw 

1738 

none 

1738. .1812, 1738. .1815, 1742. 
2358.. 2423, 2374.. 2439 

24500 
50964 
4454 

OJ990304_05.9819.C19.ol.tm 

4454 

none 

4454. .4504, 4455. .4505, 4917. 
5051. .5143, 5296. .5478, 5297. 

24500 
50964 
4454 

OJ990304_05.9819.C19.ol.tc 

4455 

none 

4455. .4505, 4917. .5006, 5044. 
5353. .5478, 5354. .5482 

24500 
50964 
4454 

OJ990304_05.9819.C19.ol.ts 

4455 

none 

4455. .4505, 4917. .4973, 4934. 
5297. .5482, 5305. .5478 

24500 
50965 
7502 

OJ990304_05.9819.C19.o3.ts 

7502 

none 

7502.. 7546, 7562.. 7672, 7563. 

24500 
50965 
7502 

OJ990304_05.9819.C19.o4.tm 

7502 

none 



Seq. ID OJ990304_05.9819.C19 
Strand 

End 2647 

Method TBLASTX: Wheat 

End 2439 

Score 84 

.1837, 1894.. 1995, 1895.. 1999, 



Seq. ID OJ990304_05.9819.C19 
Strand 

End 5732 

Method TBLASTX: Maize 

End 5732 

Score 71 

.4973, 4934. .4972, 5044. .5142, 
.5479, 5533. .5589, 5694. .5732 

Seq. ID OJ990304_05. 9819.C19 
Strand 

End 5732 

Method' TBLASTX: Cress 

End 5482 

Score 73 

.5142, 5051. .5143, 5312. .5356, 



Seq. ID OJ990304_05. 9819.C19 
Strand 

End 5732 

Method TBLASTX : Soybean 

End 5482 

Score 72 

.4969, 5044. .5139, 5051. .5143, 



Seq. ID OJ990304_05.9819.C19 
Strand 

End 7677 

Method TBLASTX : Soybean 

End 7 672 

Score - 4 4 
.7670, 7564. .7671 

Seq. ID OJ990304_05. 9819.C19 
Strand 

End - 7 677 

Method TBLASTX : Maize 

End 7677 

Score 4 4 

.7676, 7564.. 7677, 7564.. 7677 



Seq. No. 



24501 



Seq. ID OJ990304_05. 9819.C20 



24684 



Gene No 


50966 








Qf r And 






Start 


2116 








End 


2233 




Name 


OJ990304 05 


.9819, 


,C20.ol 


.gs 


Method 


GENSCAN 




Start 


2116 






End 


2233 




GI 


none 








Score 


.4 




Exons 


2116. .2233 














Seq. No. 


24502 








Seq. ID 


OJ990304_ 


_05.9819.C21 


Gene No. 


50967 








Strand 


+ 




St^rt 


763 








End 


2801 




Name 


OJ990304 05 


.9819. 


C21.ol, 


.np 


Method 


AAT/NAP 




Start 


763 








End 


2801 




GI 


3548810 








Score 


247 




Exons 


763. .1156, 


2751. . 


2801 










GI Descrip. 


(AC005313) 


putative chloroplast nucleoid DNA binding protei: 




[Arabidopsis thaliana] 










Seq. No. 


9 4 SO? 








Seq. ID 


OJ990304_ 


05.9819.C21 


Gene No. 


50968 








Strand 


+ 




Start 


3757 








End 


14908 




Name 




.9819. 


C21.o2, 


.np 


Method 


AAT/NAP 




Start 


3287 ~~ 








End 


10310 




GI 


31 

J 1 J J^, U 7 








Score 


304 




Exons 


3?fi7 33S4 


3747. 


.4064, 


4148. 


.4399, 5059. .5297, 


5489. .5681, 




5924. .6692, 


6796. 


.6865, 


6963. 


.7012, 7111. .7209, 


10270. .1031' 


GI Descrip. 


(AC003058) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


24502 








Seq. ID 


OJ990304_ 


05.9819.C21 


Gene No. 


50968 








Strand 


+ 




Start 


3757 








End 


14908 




Name 


OJ990304 05 


.9819. 


C21.o2. 


■ gs 


Method 


GENSCAN 




Start 


3757 






End 


11257 




GI 


none 








Score 


.89 




Exons 


3757. .4064, 


4148. 


.4388, 


5009. 


.5310, 5505. .5681, 


5927. .6691, 




6771. .6844, 


6963. 


.7025, 


7121. 


.7209, 7531. .8178, 


8912. .8986, 




9678. .9748, 


9832. 


.9889, 


10270 


. .10468, 


10561. .10626, 10773..: 


Seq. No. 


24502 








Seq. ID 


OJ990304 


05.9819.C21 


Gene No. 


50968 








Strand 


+ 




Start 


3757 








End 


14908 




Name 


OJ990304 05 


.9819. 


C21.o3. 


np 


Method 


AAT/NAP 




Start 


4266 








End 


11257 




GI 


3135269 








Score 


432 




Exons 


4266. .4399, 


5059. 


.5297, 


5489. , 


.5681, 5924. .6692, 


6796. .6865, 




6963. .7012, 


7111. 


.7376, 


7869. . 


.8032, 8075. .8181, 


8912. .8986, 




9678. .9748, 


9832. 


.9883, 


10270, 


. .10611, 


10679. . 10942, 10980. . : 


GI Descrip. 


(AC003058) unknown protein [Arabidopsis thaliana 


] 


Seq. No. 


24502 








Seq. ID 


OJ990304_ 


05. 9819.C21 


Gene No. 


50968 








Strand 


+ 




Start 


3757 








End 


14908 




Name 


OJ990304 05 


.9819. 


C21.o4 . 


np 


Method 


AAT/NAP 




Start 


10834 








End 


14500 




GI 


3695059 








Score 


713 




Exons 


10834." .10GG0, 12104 12276, 12361 .. 12917 , 14482. 


.14500 



GI Descrip. (AF064787) rac GTPase activating protein 1 [Lotus japonicus] 



24685 



Seq. No. 24502 

Gene No. 50968 

Start 3757 . 

Name OJ990304_05 . 98 1 9 . C21 . ol . gp 

Start 10856 

GI 21137_1.R1084 

Exons 10856. . 11206 

GI Descrip. 1 5902181/gb | AAD01211 
aminopeptidase [Homo 



Seq. ID OJ990304_05.9819.C21 

Strand + 

End 14908 

Method AAT/GAP 

End 11206 

Score 639 



2| 1.0e-30 (AF005050) aspartyl 
sapiens] 1 





24502 






Gene No. 


50968 






Start 


3757 






Name 


OJ990304 05.9819.C21 


. o3 . gs 


Start 


12080 






GI 


none 






Exons 


12080. 


.12276, 12361. 


.12940 


Seq. No. 


24502 






ocilc LNO . 


50968 






Start 


3757 






Name 


OJ990304 05.9819.C21 


.o4 .gs 


Start 


13228 






GI 


none 






Exons 


13228. 


.13273, 13480. 


.13929, 




14873. 


.14908 




o 6 q • IN o . 


24502 






Gene No. 


50969 






Start 


17761 






Name 


OJ990304 05.9819.C21 


. 06 . gs 


Start 


17761 






GI 


none 






Exons 


17761. 


.18170, 18254. 


.18366, 




19756. 


.19773 




Seq. No. 


24502 






Gene No. 


50970 






Start 


32511 






Name 


OJ990304 05.9819.C21 


. 08 .gs 


Start 


32511 






GI 


none 






Exons 


32511. 


.32896, 32969. 


.33102 


Seq. No. 


24502 






Gene No. 


50971 






Start 


16984 






Name 


OJ990304 05.9819.C21 


. o5 . gs 


Start 


16984 






GI 


none 






Exons 


16984. 


.17337 




Seq. No. 


24502 






Gene No. 


50972 






Start 


20901 






Name 


OJ990304 05.9819.C21 


.o3 . ts 


Start 


767 







Seq. ID OJ990304_05.9819.C21 

Strand + 

End 14908 

Method GEN SCAN 

End 12940 



Score 



,92 



Seq. ID OJ990304_05.9819.C21 

Strand + 

End 14908 

Method GEN SCAN 

End 14908 



Score 



.59 



Seq. ID OJ990304_05. 9819.C21 

Strand + 

End 19773 

Method GENSCAN 

End 19773 

Score .55 
18366, 18512. .18759, 18835 .. 18 960, 



Seq. ID OJ990304__05.9819.C21 

Strand '+ 

End 33102 

Method GENSCAN 

End 33102 

Score .95 



Seq. ID OJ990304_05.9819.C21 
Strand 

End 17337 

Method GENSCAN 

End 17337 

Score .98 



Seq. ID OJ990304_05.9819.C21 
Strand 

End 32604 

Method TBLASTX : Soybean 

End 1153 



24686 




GI 


none 




Score 


63 




Exons 


767. .805, 815. .922, 953 


..1030, 1091.. 


1153 




Seq. No. 


24502 




TP) 


OJ990304 


_05.9819.C21 


ucUc LNO . 


D U j f £ 




u Ll a I ILi 






Start 


20901 




End 


32604 




Name 


OJ990304 05.9819.C21.o3 




Mpf* h or) 


TBLASTX: 


Cress 


Start 


770 




End 


1153 




GI 


none 




Score 


48 




Exons 


770. .805, 815. .922, 956 


1 1 

» • 11JJ 








Seq. No. 


24502 




Seq. ID 


OJ990304 


_05.9819.C21 


Gene No. 


50972 




Strand 






Olali. 






End 


32604 




Name 


OJ990304 05.9819.C21.o7 


• UIll 


Method 


TBLASTX: 


Maize 


Start 


5924 




End 


6176 




GI 


none 




Score 


130 




Exons 


5924.. 6010, 5925.. 6158, 


J J z. o • 


.6015, 5931.. 6017, 


6006. .6176, 




6014. .6175 










Seq. No. 


24502 




Seq. ID 


OJ990304 


_05.9819.C21 


Gene No. 


50972 




Strand 






O Lai L 






End 


32604 




Name 


OJ990304 05.9819.C21.o4, 


i LIU 


Method 


TBLASTX : 


Maize 


Start 


6585 




End 


7248 




GI 


none 




Score 


62 




Exons 


6585.. 6659, 6588.. 6647, 


fifi47 

D04 / . 


.6691, 6759. .6866, 


6769. .6867, 




6960.. 7025, 6963.. 7028, 


71 1 Q 


.7247, 7120. .7212, 


7120. .7.248 


Seq. No. 


24502 




Seq. ID 


OJ990304 


_05.9819.C21 


Gene No. 


50972 




Strand 






Start 


20901 




End 


32604 




Name 


OJ990304 05.9819.C21.o2. 


> UlLl 


Method 


TBLASTX: 


Maize 


<^+- 3 T-t- 
OLai L 


77 R7 




End 


9891 




GI- 


none 




Score 


100 




Exons 


7757. .7894, 7759. .7878, 


/ / DO • 


.7894, 7776. .7901, 


7899. .8180, 




7904.. 8176, 7910. .8197.,. 


7Q91 


.8181, 8! 


912. .8986, 


8912. .8989, 




9611. .9748, 9675. .9749/ 




.9750, 9817. .9888, 


9818. .9886, 




9829. .9891 










Seq. No. 


24502 




Seq. ID 


OJ990304 


_05.9819.C21 


Gene No. 


50972 




Strand 






Start 


20901 




End 


32604 




M^JTTIO 
INdiLLC 


OJ990304 05.9819.C21.o5. 


tm 


Method 


TBLASTX: 


ixia l z e 


Start 


10269 




End 


10923 




GI 


none 




Score 


181 




Exons 


10269. .10457, 10303 .. 10458 , 10328 .. 104 62 , 10343 


. .10465, 




10570. .10650, 10571. .10630, 10772 .. 10825, 10772 


. .10861, 




10876. .10923 










Seq. No. 


24502 




Seq. ID 


OJ990304 


_05. 9819.C21 


Gene No. 


50972 




Strand 






Start 


20901 




End 


32604 




Name 


OJ990304 05.9819.C21.o8. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


11071 




End 


11257 




GI 


none 




Score 


187 




Exons 


11071. .11256, 11138. .11257 









24687 



Seq. No. 


24502 




f^(z>n Mo 


50972 




Start 


20901 




Name 


' OJ990304 05.9819.C21 


.ol. tm 


Start 


12151 




GI 


none 




Exons 


12151. .12276, 12152. 


.12253, 




12481. .12657, 12568. 


.12918, 


Qprr Mn 
kj C ■ i» « • 


24502 




Gene No. 


50972 




Start 


20901 




Name 


OJ990304 05.9819.C21 


. ol . ts 


Start 


12355 




GI 


none 




Exons 


12355. .12564, 12359. 


.12565, 


Seq. No. 


24502 






50972 




Start 


20901 




Name 


OJ990304 05.9819.C21 


.ol . tc 


Start 


12368 




GI 


none 




Exons 


12368. .12568, 12370. 


.12435, 




12569. .12844 






24502 




Gene No. 


50972 




Start 


20901 




Name 


OJ990304 05.9819.C21 


.ol.tw 


Start 


12620 




GI 


none 




Exons 


12620. .12919, 12751. 


.12918 


Seq. No. 


24502 




f2canp Mo 


50972 




Start 


'20901 




Name 


OJ990304 05.9819.C21 


. o7 ,gs 


Start - ■ 


20901 




GI 


none 




Exons 


20901. .20949, 21801. 


.21872, 




26845.-26893, 28148. 


.28236, 


Seq. No. 


24502 




Gene No. 


50972 




Start 


20901 




Name 


OJ990304 05.9819.C21 


. o5 . np 


Start 


21287 




GI 


2285792 




Exons 


21287. .21443, 21801. 


.21876 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 05.9819.C21 



32604 

TBLASTX: Maize 
12919 
140 

12435, 12359. .12568, 
12919 



Seq. ID OJ990304_05. 9819.C21 
Strand 

End 32604 

Method TBLASTX : Soybean 

End 12817 

Score 239 

2571. .12687, 12572. .12817 

Seq. ID OJ990304_05. 9819.C21 
Strand 

End 32604 

Method TBLASTX : Cres s 

End 12844 

Score 247 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_05.9819.C21 
32604 

TBLASTX: Wheat 

12919 

282 



OJ990304_05.9819.C21 

32604 
GENSCAN 
31135 
.58 



OJ990304_05.9819.C21 

32604 
AAT/NAP 
21876 
82 



GI Descrip. (AB004568) cyanase [Arabidopsis thaliana] 

gi | 3287503 | dbj | BAA31224 | (AB015748 ) cyanase [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



24502 
50972 



Seq. ID 
Strand 



OJ990304 05.9819.C21 



24688 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20901 End 

OJ990304_05 . 9819 . C21 . o2 . gp Method 

22768 End 

3763448 Score 



32604 
AAT/GAP 
23513 
722 



22768. .22953, 23034 .. 23122 , 23220 23283, 23412.. 23513 



24502 
50972 
20901 

OJ990304_05.9819.C21.o7.np 
24936 
5295969 

24936. .25003, 28958 .. 29273, 
(AB026295) ESTD24835 (R2634 ) 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 05.9819.C21 



32604 • 
AAT/NAP . 
32604 
138 

32575. .32604 
corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC T06D20 genomic sequence, complete sequence . (U90439 ) [Oryza 
sativa] 



Seq. No. 24502 

Gene No. 50972 

Start 20901 

Name OJ990304_05 . 9819 .C21 . 06 . tm 

Start 25527 

GI none 
Exons 



Seq. ID OJ990304__05.9819.C21 
Strand 

End 32604' 

Method- TBLASTX: Maize 

End 25824 

Score 7 8 



25527. .25661, 25586 .. 25663, 25663.-25725, 25666.-25725, 
25723. .25773, 25739 .. 25774 , 25756.-25824, 25779.-25823 



Seq. No. " 24502 Seq.. ID OJ990304_05 . 9819 . C21 

Gene No. 50972 Strand 

Start 20901 End 32604 

Name OJ990304_05 . 9819 .C21 . 06 .np Method AAT/NAP 

Start 26233 End 29476 

GI 131136 Score 657 

Exons 26233..26838, 29436.-29476 

GI Descrip. PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN Al 

gi I 72671 |pir | | A1RZP7 photosystem I P700 apoprotein Al - rice 
chloroplast gi | 11982 | emb | CAA33996 | (X15901) PSI P700 apoprotein 
Al [Oryza sativa] gi | 226605 | prf | | 1603356AB photosystem I P700 
apoprotein Al [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI. 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24502 Seq.. ID 

50972 Strand 
20901 - End 

OJ990304_05.9819.C21.o2.tc * Method 
26398 End 
none Score 



OJ990304_05.9819.C21 
32604 

TBLASTX: Cress 

26842 

112 



26398. .26490, 26500 .. 2 6574 , 26641 .. 26841, 26642. .26842 



24502 
50972 
20901 

OJ990304_05.9819.C21.o3.tm 

26398 

none. 

26398. .26490, 264! 
26642..26842 



Seq. ID OJ990304_05.9819.C21 
Strand 
End 

Method 
End 
Score 



32604 

TBLASTX: Maize 

26842 

64 



26641 . . 26808 , z6641..2b841, 



24689 




Seq. No. 


24502 


Seq. ID 


OJ990304_05.9819.C21 


Cpnp Mo 


50972 


Strand 




Start 


20901 


End 


32604 


Name 


OJ990304 05.9819.C21.o2.ts 


Method 


TBLASTX: Soybean 


Start 


26398 


End 


26842 


GI 


none 


Score 


116 


Exons 


26398. .26490, 264 94 .. 26574 , 


26618. .26842, 26641.. 26841 


Seq. No. 


24502 


Seq. ID 


OJ990304 05 9819 C21 




50972 


Strand 




Start 


20901 


End 


32604 


Name 


OJ990304 05.9819.C21.o3.gp 


Method 


AAT /GAP 


Start 


27074 


End 


27526 


GI 


572451 


Score 


893 


Exons 


27074. .27526 






Seq. No. 


24503 


Seq. ID 


OJ990304 05 9819 C23 




50973 


Strand 




Start 


118 


End 


274 


Name 


OJ990304 05. 9819 . C23 . ol . tm 


Method 


TBLASTX * Mai ze 


Start 


118 


End 


274 


GI 


none 


Score 


113 


Exons 


118. .252, 118. .270, 125. .274 


, 134 . . 274 




Seq. No. 


24504 


Seq. ID 


OJ990304 01 9819 CI 




50974 


St rand 




Start 


510 


End 


661 


Name 


OJ990304 01.9819.Cl.ol.tc 


Method 


TBLASTX: Cress 


Start 


510 


End 


661 


GI 


none 


Score 


191 


Exons 


510. .659, 517. .657, 566. .661 






Seq. No. 


24505 


Seq. ID 


OJ990304 01 9819 C2 


Gene No. 


50975 


St ranH 




Start 


955 


End 


1211 


Name 


OJ990304 01.9819.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


955 


End 


1211 


GI 


none 


Score 


86 


Exons 


955. .1047, 958. .1047, 1031.; 


1084, 1047 


. .1193, 1050. .1094, 




1051.. 1206, 1140.. 1211, 1165 


. .1200 ■ 




Seq. No. 


24 505 


Seq. ID 


OJ990304_01.9819.C2 


Gene No. 


50976 


Strand 




Start 


2652 


1 End 


3147 


Name 


OJ990304 01.9819.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2652 


End 


3102 


GI 


none 


Score 


65 


Exons 


2652. .2708, 2783. .2857, 2786 


..2863, 2790. .2861, 2933. .3097, 




2935. .3102 






Seq. No. 


24505 


Seq. ID 


OJ990304_01.9819.C2 


Gene No. 


50976 


Strand 




Start 


2652 


End 


3147 


Name 


* OJ990304_01. 9819.C2.ol.tc 


Method 


TBLASTX: Cress 


SI art 


2682 


End 


3147 


GI 


none 


Score 


41 


Exons 


2682. .2705, 2683. .2709, 2785 


..2862, 2789.-2863, 2790. .2861, 



24690 



2933.. 3055, 2935. .3066, 2935.. 3054, 3046.. 3147, 3056.. 3130 



Seq. No. 


24505 






Seq. ID 


OJ990304_01.9819. 


C2 


Gene No. 


50976 






Strand 






Start 


2652 






End 


3147 




Name 


OJ990304 01 


.9819 


.C2.o2. tm 


Method 


TBLASTX: Maize 




Start 


2786 






End 


3036 




GI 


none 






Score 


85 




Exons 


2786. .2863, 


2787 


..2861, 2933.. 


3034, 2935.. 3036' 




Seq. No. 


24506 






Seq. ID 


OJ990304_01.9819. 


C3 


Gene No. 


50977 






Strand 






Start 


35 






End 


699 




Name 


OJ990304 01 


.9819 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


35 






End 


699 




GI 


none 






Score 


39 




Exons 


35. .67, 92. 


.310, 


115. .330, 380. .421, 


453. .515, 496. .585, 





524. .694, 524. .694, 631. .699 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24506 
50977 
35 

OJ990304_01.9819.C3.ol.tw 

254 

none 



Seq. ID OJ990304JD1. 9819. C3 
Strand 

End 699 

Method TBLASTX : Wheat 

End 604 

Score 57 



254. .343, 262. .309, 263. .310, 28-6. .342, 287. .352, 288. .353, 
379. .411, 380. .412, 406. .600, 416. .604, 437. .601 



Seq. No. 24507 Seq. ID 

Gene No. 50978 Strand 

Start 170 End 

Name OJ990304__01 . 9819 . C6 . ol . ts Method 

Start 170 End 

GI none Score 

Exons 170.. 544, 560.. 604 



OJ990304_01. 9819. G6 
604 

TBLASTX: Soybean 

604 

185 



Seq.. No. 24508 Seq. ID OJ990304_01 . 9819 . C7 

Gene No. 50979 Strand + 

Start 7201 End 7317 

Name OJ990304_01 . 9819 . C7 . o3 . gp Method AAT/GAP 

Start 7201 End 7317 

GI uC-osflcyplO*6h06al Score 195 

Exons 7201.. 7317 

GI Descrip. ' 4 680189/gb | AF111710 . 1 1 AF111710 3.0e-34 Oryza sativa subsp. 

- indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds ' 



Seq. No. 24508 

Gene No. 50980 

Start 1548 

Name OJ990304_01 . 9819 .C7 . ol . gp 

Start 1548 

GI 452_1.R1084 

Exons 1549.. 2102, 2226.. 2307, 2615. 

4120. .4280, 4840. .5016 

GI Descrip. 1 1703380/sp | P51823 | ARF ORYSA 



Seq. ID 
Strand 
End 

Method 

End 
' Score 
. 2733, 



OJ990304 01. 9819. C7 



5016 
AAT/GAP 
5016 
2361 
3075 . . 3194 , 



3522. .3592, 



1.0e-101 ADP-RIBOSYLATION FACTOR 



24691 



>gi_1132483_dbj_BAA04 607_ 
[Oryza sativa] 1 



(D17760) ADP-ribosylation factor 



Seq. No. 24508 Seq. ID 

Gene No. 50980 Strand 

Start 1548 End 

Name OJ990304_01 . 98 19 . C7 . o2 . tw Method 

Start 2203 End 

GI none Score 

Exons 2203.. 2307, 2219.. 2308, 2220.. 2312, 2226 

2609. .2695, 2611. .2736, 2612. .2707, 3074 



OJ990304 01-9819. C7 



5016 

TBLASTX: Wheat 
3160 
110 

2312, 2595, 
3160, 3075. 



.2696, 
,3158 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



24508 
50980 
1548 

OJ990304_01.9819.C7.ol.ts 
2219 



OJ990304 01. 9819. C7 



none 
2219. 
3058. 
3516. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2308, 2224. .2307, 2226. .2312, 2611. .2736, 2612. .2707, 
3195, 3074. .3187, 3075. .3197, 3075. .3197, 3511. .3585, 
3599, 3522. .3590, 3523. .3600, 4118. .4282, 4119. .4280 



5016 

TBLASTX : Soybean 

4282 

109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24508 
50980 
1548 

OJ990304_01.9819.C7.o2.tm 

2221 

none 



Seq. ID OJ990304_01.9819.C7 
Strand 

End 5016 

Method TBLASTX : Mai ze 

End 3197 

Score 108 



2221.. 2307, 2226.. 2312, 2609. .2698, 2610.. 2699, 2611.. 2736, 
2612. .2707, 3068. .3196, 3075. .3197, 3075. .3197 



Seq. No. 24508 Seq. ID 

Gene No. 50980 Strand 

Start 1548 End 

Name OJ990304_01 . 9819 . C7 . ol . tc Method 

Start 2226 End 

GI none Score 
Exons 



OJ990304__01.9819.C7 
5016 

TBLASTX: Cress 

4313 

108 



2226. .2312, 2227. .2307, 2611. .2697, 2611. .2697, 2612. .2701, 
2698. .2736, 3074. .3184, 3075. .3197, 3078. .3197, 3511. .3591, 
3516. .3599, 3522. .3593, 3523. .3600, 4118. .4306, 4119. .4313 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Star t 
GI 

Exons 



24508 
50980 
1548 

OJ990304_01.9819.C7.ol.tw 

3160 

none 

3160.. 3195, 3162.. 3197, 3162. 
4115.. 4276, 4118., '4282, 4119. 

24508 
50980 
1548 

OJ990304_01. 9819.C7.ol.tm 

3534 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 01. 9819. C7 



5016 

TBLASTX: Wheat 
4282 
64 

.3197, 3516. .3599, 3517. .3600, 
.4280 



Seq. ID OJ990304_01. 9819.C7 



Strand 
End 

Method 

hnd 

Score 



5016 

TBLASTX: Maize 

4426 

91 



3534. .3599, 3535. .3600, 4118. .4273, 4119. .4274, 4364. .4426, 



24692 



4365. .4412 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 
Gene No. 



24509 
50981 
2597 

OJ990304_01. 9819.C8.ol.gp 
2597 

LIB3434-029-P1-K1-D5 
2597. .3120 

'9611/emb 1X00593 | LPH3H4 8.0e-09 Lytechinus pictus H3 and H4 
gene 1 



Seq. ID OJ990304_01.9819.C8 

Strand + 

End 3120 

Method AAT/GAP 

End 3120 

Score 942 



24509 
50982 
3555 

OJ990304_01.9819.C8.o2.gp 
3555 
3762651 
3555.. 3859, 4217.. 4292 

9611/emb 1X00593 | LPH3H4 8.0e-09 Lytechinus pictus H3 and H4 gene 



Seq. ID OJ990304_01.9819.C8 
Strand 

End 4292 

Method AAT/GAP 

End 4 292 

Score 700 



24509 
50983 
7308 

OJ990304_01.9819.C8.ol.tm 

7308 

none 



Seq. ID OJ990304_01.9819.C8 
Strand 

End 8900 

Method TBLASTX : Mai ze 

End' 7489 

Score 231 



7308. .7481, 7309. .7479, 7406. .7489 



24509 
50983 
7308 

OJ990304_01.9819.C8.ol.ts 

7308 

none 



Seq. ID OJ990304_01.9819.C8 
Strand 

End 8 900 

Method TBLASTX : Soybean 

End 8900 

Score 93 



7308. .7466, 7308. .7481, 7309. .7482, 7609. .7686, 7613. .7681, 
7853. .8086, 7855. .8064, 7859. .8065, 8085. .8153, 8497. .8739, 
8501.. 8737, 8832.. 8900 



24510 
50984 
428 

OJ990304_01.9819.C9.ol.tm 

428 

none 



Seq. ID OJ990304_01. 9819.C9 
Strand 

End 1041 

Method TBLASTX : Maize 

End 908 

Score 45 



428. .487, 444. .491, 570. .908, 571. . 903 



24510 
50984 
428 - 

OJ990304_01.9819.C9.ol.tc 

573 

none 



Seq. ID OJ990304_01.9819.C9 
Strand 

End 1041 

Method TBLASTX : Cress 

End 1016 

Score 118 ■ ' 



573. .641, 636. .1016, 646. .924, 720. .1013 



24510 
50984 



Seq. ID OJ990304_01.9819.C9 
Strand 



24693 



Start 428 

Name OJ990304_01. 9819.C9.ol . ts 

Start 600 

GI none 

Exons 600.. 908, 601.. 903, 648.. 908 

Seq. No. 24510 

Gene No. 50984 

Start- 428 

Name OJ990304JU . 9819 . C9 . ol . tw 

Start 750 

GI none 

Exons 750.. 1010, 753.. 1016 



End 1041 

Method TBLASTX : Soybean 

End 908 

Score 248 



Seq. ID OJ990304_01. 9819.C9 

Strand . 

End 1041 

Method TBLASTX : Wheat 

End 1016 

Score 89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24510 
50984 
428 

OJ990304_01 . 98 19 . C9 . o4 . tm 

909 

none 



Seq. ID OJ990304_01. 9819.C9 
Strand 

End' 1041 

Method TBLASTX : Mai ze 

End 1041 

Score 116 



909. .1037, 909. .1040, 910. .1041 



24510 
50985 
1126 . 

OJ990304_01. 9819.C9.o5.tm 

1126 

none 



Seq. ID OJ990304_01. 9819.C9 
Strand 

End 1306 

Method TBLASTX : Mai ze 

End 1306. 

Score 45 



1126. .1164, 1128. .1187, 1170. .1280, 1171. .1281, 1181. .1306 



24510 
50986 
2488 

OJ990304_01.9819.C9.o3.tm 

2488 

none 



Seq. ID OJ990304_01. 9819.C9 
Strand 

End 2681 

Method TBLASTX : Maize 

End 2681 

Score 180 



2488..2676, 2492. .2677, 2511. .2681, 2520. .2678, 2521. .2679 



24510 
50987 
2970 

OJ990304_01.9819.C9.o2.ts 

2970 

none 

2970. .3152, 3185. .3307 



Seq. ID OJ990304_01.9819.C9 
Strand 

End 3495 

Method TBLASTX : Soybean 

End 3307 

Score 65 



Seq. No. 24510 

Gene No. 50987 

Start 2970 

Name OJ990304_01 . 9819 . C9 . o2 . tm 

Start 3069 

GI none 
Exons 



Seq. ID OJ990304_01. 9819.C9 
Strand 

End 3495 

Method TBLASTX: Maize 

End 34 95 

Score 55 



3069. .3131, 3069. .3152, 3185. .3442, 3186. .3215, 3267. .3347, 
3337. .3375, 3469. .3495 



Seq. No. 
Gene No. 



24510 
50988 



Seq. ID OJ990304_01. 9819.C9 
Strand 



24694 




Start 


4716 




End 


4829 


Name 


OJ990304 01.9819.C9.o2. 


tw 


Method 


TBLASTX-: Wheat 


Start 


4716 




End 


4829 


GI 


none 




Score 


172 


Exons 


4716. .4829, 4717. .4824 








Seq. No. 


24511 




Seq. ID 


OJ990304_01. 98 19. C10 


Gene No. 


50989 




Strand 




Start 


1007 




End 


1261 


Name 


OJ990304 01. 9819. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


475 




End 


927 


GI 


none 




Score 


178 


Exons 


475. .609,. 497. .601, 714 


. .794, 


724. .801 


, 725. .799, 726. .803, 




880. .924, 882. .926, 883 


. .927 






Seq. No. 


24511 




Seq. ID 


OJ990304_01. 9819. C10 


Gene No. 


50989 




Strand 




Start 


1007 




End 


1261 


Name 


OJ990304 01. 9819. C10. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


475 




End 


1064 


GI 


none 




Score 


177 


Exons 


475.. 609, 497.. 601, 501 


. .608, 


714. .791 


, 719. .790, 724. .801, 




724. .801, 726. .803, 867 


. .923, 


880. . 927 


, 881. .928, 1032. .106' 


Seq. No. 


24511 




Seq. ID 


OJ990304_01. 9819. C10 


Gene No . 


50989 




Strand 




Start 


1007 




End 


1261 


Name 


OJ990304 01. 9819. CIO. ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


496 




End 


771 


GI 


none 




Score 


154 


Exons 


496. .612, 497. .601, 724 


. .771, 


726. .770 




Seq. No. 


24511 




Seq. ID 


OJ990304_01. 9819. C10 


Gene No . 


50989 




Strand 




Start 


1007 




End 


1261 


Name 


OJ990304 01. 9819. C10. ol 


.gp 


Method 


AAT/GAP 


Start 


1007 


End 


1261 


GI 


'2799381 




^Score 


413 


Exons 


1007. .1261 






Seq. No. 


24512 




Seq. ID 


OJ990304_01.9819.C11 


Gene No. 


50990 




Strand 




Start 


29 




End 


2687 


Name 


OJ990304 01 . 9819.Cll.ol 


. tw 


Method - 


TBLASTX: Wheat 


Start 


29 




End 


1641 


GI 


none ■ 




Score 


42 


Exons 


29. .130, 210. .302, 223. 


.321, 


226. . 303, 


323. .349, 326. .361, 




1193. .1261, 1194. .1280, 


1195. 


.1275, 1424. .1513, 1432. .1512, 




1593. .1640, .1594. .1641 








Seq. No. 


24512 




Seq. ID 


OJ990304_01. 9819.C11 


Gene No. 


50990 




Strand 




Start 


29 




•End - 


2687 


Name 


OJ990304_01.9819.Cll.ol, 


.tc 


Method 


TBLASTX: Cress 


O 4 4- 

iu tai l. 


204 




End 


2663 


GI 


none 




Score 


112 


Exons 


204. .302, 226. .303, 1197. .1265, 1198..: 


L275, 1415.. 1513, 



^24 695 




1432. .1503, 1594. .1677, 1596. .1664, 2395. .2514, 2396.-2473, 
2594. .2662, 2595. .2663 



Seq. No. 


24512 




Seq. ID 


OJ990304_01.9819.C11 


Gene No. 


50990 




Strand 




Start 


29 




End 


2687 


Name 


OJ990304 01.9819.Cll.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1424 




End 


2687 


GI 


none 




Score 


130 


Exons 


1424. .1513, 1432. .1512, 


1594. 


.1677, 1594.. 1677, 2395.. 2475, 




2396. .2476, 2592. .2687, 


2594 . 


.2683 




Seq. No. 


24512 




Seq. ID 


OJ990304_01. 9819.C11 


Gene No. 


50990 




Strand 




Start 


29 




End 


2687 


Name 


OJ990304 01.9819.Cll.ol 


. ts 


Method 


TBLASTX: Soybean 


1 Start 


1627 




End 


2687 


GI 


none 




Score 


65 


Exons 


1627.. 1677, 2395.. 2496, 


2396. 


.2476, 2592.. 2687, 2594.. 2686 


Seq. No. 


24513 




Seq. - ID 


OJ990304_01.9819.C12 


Gene No. 


50991 




Strand 


+ 


!B . Start 


527 




End 


3030 


Name 


OJ990304 01.9819.C12.o2, 


.tc 


Method 


TBLASTX: Cress 


:3 Start 


429 




End 


757 


:fi GI 


.none 




Score 


199 


■y Exons 


429. .596, 431. .544, 686, 


. .757 






■ "| 

Seq. No. 


24513 




Seq. ID 


OJ990304_01.9819.C12 


^ Gene No. 


50991 




Strand 


+ 


■J Start 


527 




End 


3030 


1.1 Name 


OJ990304 01.9819.C12.o2, 


,ts 


Method 


TBLASTX : Soybean 


Start 


429 




End 


2661 


GI 


none 




Score 


196 


"1 Exons 


429. .596, 431. .589, 686. 


. .757, 


703. .756, 


881. .940, 885. .941, 




1037. .1099, 1039. .1092, 


1170. 


.1211, 1175. .1204, 1226. .1285, 


~ = 


1227. .1307, 2191. .2265, 


2196. 


.2279, 2530.. 2661, 2531.. 2650 


J 

5: ; Seq. No. 


24513 




Seq. ID 


OJ990304_01.9819.C12 


Z Gene No . 


50991 




Strand 


+ 


r - Start 


527 




End 


3030 


Name 


OJ990304 01.9819.C12.o2. 


tm 


. Method 


TBLASTX: Maize 


Start 


429 




End, 


2282 


GI 


none 




Score 


281 


Exons 


429. .614, 429. .608, 431. 


.613, 


686. .760, 


689. .757, 699. .758, 




700. .759, 887. .940, 888. 


.941, 


1033.. 1092, 1037.. 1099, 




1040.. 1102, 1170.. 1307, 


1173. 


.1271, 1175. .1285, 2188. .2274, 




2191.. 2262, 2195.. 2281, 


2196. 


.2282 




Seq. No. 


24513 




Seq. ID 


OJ990304_01. 9819.C12 


Gene No. 


50991 




Strand 


+ 


Start 


527 




End 


3030 


Name 


OJ990304 01.9819.C12.ol. 


gp 


Method 


AAT/GAP 


Start 


527 




End 


3030 


GI 


30797 1.R1064 




Score 


1416 


Exons 


527.. 608, 692.. 759, 887. 


.938, 


1040. .1093, 1176. .1268, 




2200. .2263, 2556. .2926, 


2993. 


.3030 





24696 




GI Descrip. 1 4689108/gb| AAD27763 . 1 | AF077030_1 2.0e-42 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 



Seq. No. 24513 

Gene No. 50991 

Start * 527 

Name OJ990304_01 . 98 19 . C12 '. o3 . tm 

Start 2531 

GI none 

Exons 2531.. 2671, 2539.. 2670, 2558, 
2671. .2718, 2821. .2865 



Seq. ID OJ990304_01.9819.C12 

Strand + 

End 3030 

Method ' TBLASTX: Maize 

End 2865 

Score 181 

.2677, 2562.. 2678, 2587.. 2688, 



Seq. No. 


24513 








Seq. ID 


OJ990304 


_01.9819.C12 


Gene No. 


50992 








Strand 






Start 


6125 








End 


6772 




Name 


OJ990304 01 


.9819. 


C12.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


6125 








End 


6772 




GI 


none 








Score 


811 




Exons 


6125. .6772, 


6132. 


.6746 










Seq. No. 


24513 








Seq. ID 


OJ990304 


_01.9819.C12 


Gene No. 


50992 








Strand 






Start 


6125 








End 


6772 




Name 


OJ990304 01 


.9819. 


C12.ol 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


6131 








End 


6626 




GI 


none 








Score 


59 




Exons 


6131. .6235, 


6150. 


.6233, 


6266. 


.6625, 6285. .6623, 


6345. .6626 


Seq. No. 


24513 








Seq. ID 


OJ990304 


_01.9819.C12 


Gene No. 


50992 








Strand 






Start 


6125 








End 


6772 




Name 


OJ990304 01 


.9819. 


C12.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


6140 








End 


6772 ■ 




GI 


none 








Score 


61 




Exons 


6140. .6241, 


6266. 


.6430, 


6410. 


.6595, 6413. .6592, 


6543. .6659, 




6683. .6727, 


6692. 


.6772 











Seq. No. 24514 . . 

Gene No. . 50993 
Start 3861 

Name . OJ990304JU . 9819. C15 . ol . tm 
Start 3861 
GI none 

Exons 3861. .3914, 4034.. 4186, 4034. 

4364. .4396 



OJ990304_01.9819.C15 
4396 

TBLASTX: Maize 

4396 

56 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4363, 4035.. 4277, 4356.. 4394, 



Seq. No. 24515 

Gene No. 50994 

Start 891 

Name OJ990304_01 . 9819 . C18 . ol . gp 

Start 891 

GI none 



Seq. ID OJ990304_01.9819.C18 

Strand + 

End 1201 

Method AAT/GAP 

End 1201 

Score 574 



Seq. No. 



24515 



Seq. ID OJ990304_01.9819.C18 



24697 



Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



50995 Strand 
4738 End 
OJ990304_01 . 9819 . C18 . o2 . gp Method 
4738 End 
LIB3433-061-P1-K1-D1 Score 
4738.-4846, 5048. .5196, 5585.-5777 

'4263717/gb|AAD15403| 4.0e-47 (AC006223) putative inositol 
polyphosphate 5-phosphatase [Arabidopsis thaliana] ' 



+ 

5777 
AAT/GAP 
5777 
813 



Seq. No. 
Gene No. 
Start 
Name 1 
Start 
GI 

Exons 

GI Descrip. 



24515 
50996 
8522 

OJ990304_01.9819.C18.o4.gp 
8522 

LIB3433-055-P1-K1-A4 
8522..8546, 8603-.8653, 
9831. .9918 

'2435511 3.0e-25 (AF024504) contains similarity to prolyl 
4-hydroxylase alpha subunit [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_01.9819.C18 
+ 

9918 
AAT/GAP 
9918 
594 



8755. .8812, 8948. .9052, 9294. .9351, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24515 Seq. ID OJ990304_01 . 9819 . C18 

50997 Strand 

7051 End 7291 

OJ990304_01 . 9819 . C18 . o3 . gp Method AAT/GAP' 

7051 . End 7291 

28898_2.R1084 Score 368 

7051.. 7291 

•5042437/gb|AC007789.1|AC007789 1.0e-69 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24515 
50998 
14063 

OJ990304_01.9819.C18.o2.tc 

3027 

none 

3027.. 3134, 3028 
4451. .4645, 4739 
5586. .5714 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_01.9819.C18 
15070 

TBLASTX: Cress 

5714 

100 



3135, 3392.. 3523, 3878.. 4012, 3893.. 4012, 
4852, 4739. .4846, 5045.. 5182, 5047. .5181, 



Seq. No. 24515 

Gene No. 50998 

Start 14063 

Name OJ990304_01 . 98 19 . C18 . o2 . tm 

Start 3653 

GI none 

Exons 3653.. 3769, 3654.. 3797, 3663. 
3845. .4012, 4453. .4494 



OJ990304_01. 9819.C18 
15070 

TBLASTX: Maize 

4494 

167 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3788, 3802.. 3975, 3809.. 4012, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 



24515 
50998 
14063 

OJ990304_01.9819.C18.o3.ts 
3875 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_01.9819.C18 
15070 

TBLASTX: Soybean 

4807 

lb8 



3875. .4012, 3902. .4012, 4451. .4600, 4453. .4521, 4739. .4807 



.24698 



Seq. No. 


24515 




Seq. ID 


OJ990304JD1. 9819.C18 


Gene No. 


50998 




Strand 




Start 


14063 




End 


15070 


Name 


OJ990304_01 . 


9819.C18.o5.tm 


Method 


TBLASTX: Maize 


Start 


4496 




End 


5143 


GI 


none 




Score 


141 


Exons 


4496. .4618, 


4739.. 4861, 5029. 


.5142, 5045. .5143, 5047. .5142 


Seq. No. 


- 

24515 • 




Seq. ID 


OJ990304_01.9819.C18 


Gene No. 


50998 




Strand. 




Start 


14063 




End 


15070 


Name 


OJ990304_01 . 


9819.C18 .o4 . ts 


Method 


TBLASTX : Soybean 


Start 


5045 




End 


5657 


GI 


none 




Score 


196 


Exons 


5045. .5197, 


5053.. 5202, 5513. 


.5656, 5586.. 5657 


Seq. No. 


24515 




Seq. ID 


OJ990304_01.9819.C18 


Gene No. 


50998 




Strand 




Start 


14063 




End 


15070 


Name 


OJ990304 01. 


9819.C18 .o4 . tm 


Method 


TBLASTX: Maize 


Start 


5144 




End 


5801 


GI 


none 




Score 


93 


Exons 


5144. .5197, 


5146. .5202, 5552. 


.5773, 5565. .5801, 5586. .5774 


Seq. No. 


24515 




Seq. ID 


OJ990304_01.9819.C18 


Gene No . 


50998 




Strand 




Start 


14063 




End 


15070 


Name 


OJ990304 01. 


9819.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


8588 




End 


10649 


GI 


none 




Score 


104 


Exons 


8588 . .8653, 


8589. .8654, 8752. 


.8820, 8753. .8821, 8947. .9054, 




8948. .9052, 


8950.. 9054, 9284. 


.9361, 9294.. 9350, 9825.. 9935, 




9829. .10008, 


9830.. 10006, 10202.. 10246 


, 10348. .10638, 




10350. . 10649 


>, 10352.. 10648 






Seq. No. 


24515 




Seq. ID 


OJ990304_01.9819.C18 


Gene No. 


50998 




Strand 




Start 


14063 




End. 


15070 


Name 


OJ990304 01. 


9819.C18.ol.ts 


Method 


TBLASTX: Soybean 


Start 


8610 




End 


10663 


GI 


none 




Score 


51 


Exons 


8610. .8654, 


8753. .8821, 8947. 


.9045, 8948.. 9052, 9293.. 9361, 




9294. .9350, 


9825.-9938, 9829. 


.10008, 9830. .10006, 10210 .. 1024 5, 




10215. . 10244 


, 10346. .10663, 10350 .. 10652 , 10352.. 10660 


Seq. No. 


24515 




Seq. ID 


OJ990304_01.9819.C18 


Gene No. 


50998 




Strand 




Start 


14063 




End 


15070 


Name 


OJ990304 01. 


9819.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


8947 




End 


10649 


GI 


none 




Score 


104 


Exons 


8947. . 9045, 


8948.. 9052, 9294. 


.9350, 9829.. 10017, 9830.. 10006, 




10350. .10649 


, 10352.. 10639 






O ~ XT- 

i-NU . 


O A r- 1 r- 




Seq. ID 


OJ990304_01. 9819.C18 


Gene No. 


50998 . 




Strand 




Start 


14063 




End 


15070 



24699, 



Name OJ990304_01 . 9819 . C18 . o5 . gp 

Start 14063 

GI 29309_1.R1084 

Exons 14063. .14141, 14600.. 15070 

GI Descrip. 1 4204263 1.0e-10 (AC005223) 



Method 

End 

Score 



AAT/GAP 

15070 

997 



40409 [Arabidopsis thaliana] 1 



Seq. No. 


24515 


Seq. ID 


OJ990304 


_01.9819. 


C18 


Gene No. 


50998 


Strand 








Start 


14063 


End 


15070 






Name 


OJ990304 01.9819.C18.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


14601 


End 


14844 






GI 


none 


Score 


135 






Exons 


14601. .14705, 14703. .14843, 


14707. .14844 






Seq. No. 


24515 


Seq. ID 


OJ990304 


_01.9819. 


C18 


Gene No. 


50998 


Strand 








Start 


14063 


End 


15070 






Name 


OJ990304 01 . 9819.C18 .o3 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


14655 


End~ 


14852 






GI 


none 


Score 


233 






Exons 


14655. .14852, 14656. .14847 










Seq. No. 


24516 


Seq. ID 


OJ990304 


J)l. 9819. 


C21 


Gene No. 


50999 


Strand 


+ 






Start 


4427 


End 


4919 






Name 


OJ990304 01.9819.C21.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


1338 


End 


1757 






GI 


none 


Score 


79 






Exons 


1338.. 1640, 1372.. 1566, 1701 


. .1757 








Seq. No. 


24516 


'Seq. ID 


OJ990304 


_01.9819. 


C21 


Gene No. 


50999 


Strand 


+ 






Start' 


4427 


End 


4919 






Name 


OJ990304 01.9819.C21.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


2082 


End 


2447 






GI 


none 


Score 


57 






Exons 

- 


2082.. 2225, 2083.. 2184, 2250 


..2447, 2263. .2424 






Seq. No. 


24516 


Seq. ID 


OJ990304 


_01.9819. 


C21 


Gene No. 


50999 


Strand 


+ 






Start 


4427 


End 


4919 






Name 


OJ990304 01.9819.C21.ol.gp 


Method 


AAT/GAP 






Start 


4427 


End 


4919 






GI 


576771 


Score 


843 






Exons 


4427. .4682, 4709. .4919 










GI Descrip. 


576771/gb|U16256|OSU16256 0. 


0e+00 Oryza 


l sativa 


cone SRI 






sucrose-regulated mRNA, 3 1 -end sequence 






Seq. No. 


24517 


Seq. ID 


OJ990304 


_01.9819. 


C22 


Gene No. 


51000 


Strand 








Start - 


1 


End 


233 






Name 


OJ990304 01.9819.C22.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


233 






GI 


none 


Score 


354 






Exons 


1 . .233 











Seq. No. 24518 Seq. ID OJ990304_01 . 98 19 . C24 

24700. ' 



Gene No . 


51001 






Strand 




Start 


1474 






End 


1812 


Name 


OJ990304 


_01.9819.C24.ol 


. tm 


Method 


TBLASTX 


Start 


1474 






End 


1812 


GI 


none 






Score 


92 


Exons 


1474. .1635, 1484. .1618, 


1495. 


.1635, 1699.. 1812 


Seq. No. 


24519 






Seq. ID 


OJ99030 


Gene No. 


51002 






Strand 




Start 


35 






End 


973 


Name 


OJ990304 


_01.9819.C26.ol 


.tm 


Method 


TBLASTX 


Start 


35 






End 


973 


GI 


none 






Score 


1141 


Exons 


35. .517, 


37. .972, 38. .973 






Seq. No. 


24519 






Seq. ID 


OJ99030- 


Gene No. 


51002 






Strand 




Start 


35 






End 


973 


Name 


OJ990304 


01.9819.C26.ol 


.ts 


Method 


TBLASTX 


Start 


50 






End 


400 


GI 


none 






Score 


303 


Exons 


50. .397, 


55.-399, 119.. 


400 






Seq. No. 


24519 ■ 






Seq. ID 


OJ99030- 


Gene No. 


51002 






Strand 




Start 


35 






End 


973 


Name 


OJ990304 


01.9819.C26.bl 


.tc 


Method 


TBLASTX 


Start 


184 






End 


888 


GI 


none 






Score 


68 


Exons 


184. .369, 


317. .433, 466 


. .609, 


470. .577 


, 778. .81 


Seq. No. 


24519 






Seq. ID 


OJ99030' 


Gene No. 


51002 






Strand 




Start 


35 






End 


973 


Name 


OJ990304 


01.9819.C26.o2 


.ts 


Method 


TBLASTX 


Start 


451 






End 


882 


GI 


none 






Score 


144 


Exons 


451. . 621, 


464. .610, 751 


. .882 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Rvnnc ' 



24520 
51003 
1 

OJ990304_01.9819.C31.ol.gp 
1 

2428691 
1..206, 971. .1045 

4204263 1.0e-10 (AC005223) 40409 [Arabidopsis thaliana] 



Seq. ID OJ990304_Q1.9819.C31 
Strand + 
End 1045 
Method AAT/GAP 
End 1045 
Score ' 539 



24520 
51004 
2725 

OJ990304_01. 9819.C31.o2.gp 

2725 

454555 



Seq. ID OJ990304_01.9819.C31 

Strand + 

End 2874 

Method AAT/GAP 

End 2874 

Score 233 



Seq. No. 



24520 



Seq. ID OJ990304_01.9819.C31 



24701 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



51005 Strand 

3640 End 

OJ990304_01 . 9819 . C31 . ol . tm Method 

3190 End 

none Score 



+ 

5634 

TBLASTX: Maize 

3528 

242 



3190.. 3339, 3197.. 3340, 3208.. 3348, 3255.. 3347, 3427.. 3528, 
3430. .3528 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24520 
51005 
3640 

OJ990304_01. 9819.C31.ol.tw 

3190 

none 

3190. .3339, 3197. .3340, 3427. 
3677.. 3757, 3678.. 3758, 3888. 
4046. '.4150, 4047.. 4148, 4063. 
4782. .4874, 5022. .5075, 5023. 

24520 
51005 
3640 

OJ990304_01.9819.C31.ol.ts 

3196 

none 

3196.. 3339, 3197.. 3340, 3257. 
3671.. 3757, 3677.. 3757, 3884. 
3888. .3971, 3889. .3972, 4046. 
4078.. 4152, 4079.. 4150, 4771. 
5022.. 5090, 5023.. 5115, 5025. 
5251. .5340, 5374. .5409 



Seq. ID OJ990304_01.9819.C31 

Strand + 

End 5634 

Method TBLASTX : Wheat 

End 5085 

Score 237 

.3528, 3429.. 3536, 3671.. 3757, 
.3971, 3888.. 39*71, 3889.. 3972, 
.4152, 4064. .4150, 4777. .4848, 
.5085, 5025.. 5081 



OJ990304_01.9819.C31 
+' 

5634 

TBLASTX: Soybean 

5409 

228 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3340, 3427. .3528, 3429. .3530, 
.3970, 3886.. 3969, 3888.. 3971, 
.4150, 4047. .4148, 4066. .4149, 
.4848, 4777. .4848, 4782. .4868, 
.5108, 5249. .5353, 5251. .5358, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



24520 
51005 
3640 

OJ990304_01. 9819.C31.ol.tc 

3200 

none 

3200.. 3340, 3202.. 3339, 3254. 
3661.. 3753, 3671.. 3769, 3677. 
3889.. 3972, 4046.. 4150, 4047. 
4777.. 4848, 5009.. 5110, 5020. 
5248.. 5343, 5248.. 5340, 5249. 



Seq. ID OJ990304_01.9819.C31 

Strand + 

End 5634 

Method TBLASTX: Cress 

End 5347 

Score 214 

.3340, 3427.. 3528, 3429.. 3530, 
.3757, . 3888. .3971, 3888. .3971, 
.4148, 4047. .4151, 4066. .4155, 
.5112, 5023.. 5115, 5247.. 5342, 
.5347, 5258.. 5341 



24520 Seq. ID OJ990304_01 . 9819 . C31 

51005 Strand + 

3640 End 5634 

OJ990304_01.9819.C31.o3.gp Method AAT/GAP 

3640 End 5634 

19336_1.R1084 Score 1397 

3640.. 3757, 3889.. 3969, 4059.. 4148, 4783.. 4848, 5026.. 5112, 
5252. .5634 

1 4336205/gb | AAD17694 | 3.0e-44 (AF077372) cytochrome b5 reductase 
[Zea mays] 1 



24520 
51005 



Seq. ID OJ990304_01. 9819.C31 
Strand + 



24702 




Start 


3640 








End 


5634 






Name 


OJ990304 01. 


9819. 


C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3661 








End 


5361 






GI 


none 








Score 


141 






Exons 


3661. .3756, 


3677. 


.3757, 


3677. 


.3784, 


3886. .3969, 


3888. 


.3971, 




3888. .3971, 


3889. 


.3972, 


4047. 


.4148, 


4053. .4142, 


4058. 


.4150, 




4064 . .4150, 


4777. 


.4848, 


5022. 


.5111, 


5023. .5115, 


5025. 


.5111, 




5223. .5345, 


5229. 


.5345, 


5248. 


.5346, 


5248. .5361, 


5249. 


.5347 


Seq. No. 


24521 . 








Seq. ID OJ990324 


02. 9819. C2 


Gene No. 


51006 








Strand 








Start 


267 








End 


467 






Name 


OJ990324 02. 


9819. 


C2.ol. 


gs 


Method 


GENSCAN 






Start 


267 








End ■ 


467 






GI 


none 








Score 


.92 






Exons 


267. .467 

















Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24522 Seq. ID OJ990324_02 . 98 19 . C3 

51007 Strand 

1 End 759 

OJ990324_02. 9819 . C3 . o.l . np Method AAT/NAP 

1 End 759 

5103193 Score. 1138 

1. .759 • v - 

(AP000342)' transposase of TnlO [Plasmid R100] 

gi | 5738084 | gb| AAD50242 . 1 | AF162223_1 (AF162223) ISlO-left 

transposase [Shigella flexneri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24523 Seq. ID . OJ990324_02 . 9819 . C4 

51008 Strand 

338 End 388 

OJ990324_02. 9819 . C4 . ol . gp Method AAT/GAP 

338 End 388 

13672_2.R1084 Score 60 

338. .388 

, 730526/sp|P41127|RL13__ARATH 4.0e-83 60S RIBOSOMAL PROTEIN L13 
(BBC1 PROTEIN HOM.OLOG) >gi_480787_pir_S3727 1 ribosomal protein 
L13 - Arabidopsis thaliana >gi_4 04166_emb_CAA53005_ (X75162) 
BBC1 protein [Arabidopsis thaliana] ' 



Seq. No. 


24524 






Seq. ID 


OJ990324 


_02.9819. 


C10 


Gene No. 


51009 






Strand 


+ 






Start 


477 






End 


565 






Name 


OJ990324 


02.9819.C10.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


310 






End 


481 






GI 


none 






Score 


185 






Exons 


310. .480, 


310.. 405, 311 


. .481, 


314. .481 








Seq. No. 


24524 






Seq. ID 


OJ990324 


_02.9819. 


C10 


Gene No. 


51009 






Strand 


+ 






Start 


477 






End 


565 






Name 


OJ990324 


02. 9819. C10. ol 


.gs 


Method 


GENSCAN 






Start 


477 






End 


565 






GI 


none 






Score 


.49 






Exons 


4 77. .565 














Seq. No. 


24524 






Seq. ID 


OJ990324 


02.9819. 


C10 



24703 




Gene No . 


51010 




9+* r^nd 

■J L L Q 1 KJ. 








Start 


538 




End 


648 






Name 


OJ990324 02. 9819. CIO 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


538 




End 


648 






GI 


none 




Score 


183 






Exons 


538.. 648, 540.. 620, 


544 . . 648 










Seq. No. 


24525 




Seq. ID 


OJ990324 


_02.9819, 


.C12 


Gene No . 


51011 




Strand 


+ 






Start . 


275 




End 


1399 






Name 


OJ990324 02.9819.C12 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


62 




End 


312 




GI 


none 




Score 


42 






Exons 


62. .280, 74. .97, 79. 


.312, 80. 


.202, 90. 


.209, 180 


. .299 




Seq. No. 


24525 




Seq. ID 


OJ990324 


_02.9819. 


■ C12 


Gene No. 


51011 




Strand 


+ 






Start 


275 




End 


1399 






Name 


OJ990324 02.9819.C12 


.ol.np 


Method 


AAT/NAP 






Start 


275 




End 


1399 






GI 


4884787 




Score 


78 






Exons 


275. .385, 1364. .1399 












GI Descrip. 


(AF128862) LacZ [Cloning vector pHIND2 


.2] 






Seq. No. 


24526 




Sea ID 


OJ990324 


_02.9819. 


,C15 


Gpne No 


51012 




Strand 


-i- 






Start 


147 




End 


320 






Name 


OJ990324 02.9819.C15 


. ol . gs 


Method 


GENS CAN 






Start 


147 




End 


320 






GI 


none 




Score 


.58 






Exons 


147. .320 












Seq. No. 


24527 




Seq. ID 


OJ990324 


_02.9819. 


C16 


Gene No . 


51013 




Strand 


+ 






Start 


75 




End 


271 






Name 


OJ990324 02.9819.C16 


.ol.gp 


Method 


AAT/GAP 






Start 


75 




End 


271 






GI 


2442481 




Score' 


248 






Exons 


75. .271 












Seq. No. 


24527 




Seq. ID 


OJ990324_ 


_02.9819. 


C16 


Gene No . 


51013 




Strand 


.(- 






Start 


75 




End 


271 






Name 


OJ990324 02.9819.C16, 


. ol . gs 


Method 


GENSCAN 






Start 


140 


End 


227 






GI 


none 




Score 


.91 






Exons 


140. .227 












Seq. No. 


24528 




Seq. ID 


OJ990324_ 


_02. 9819. 


C17 


Genp Nn 


. 51014 




Strand 








Start 


71 




End 


499 






Name 


OJ990324 02.9819.C17, 


. ol.gs 


Method 


GENSCAN 






Start 


71 


End 


454 






GI 


none 




Score 


.89 






Exons 


71. .454 












Seq. No. 


24528 




Seq. ID 


OJ990324_ 


_02.9819. 


C17 



24704 



uci it; iw • 


51014 








OLI dllU 


-1- 




Start 


71 








End 


499 




Name 


OJ990324 02 


.9819. 


C17.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


157 








End 


499 




GI 


none 








Score 


440 




Exons 


157. .441, 158. .442, 158 


. .499 








Seq. No. 


24529 








Seq. ID 


OJ990324 


_02.9819.C19 


Gene No. 


51015 








Strand 


+ 




Start 


1092 








End 


7081 




Name 


OJ990324 02 


.9819. 


C19.ol 




Method 


GENSCAN 




Start 


1092 








End 


7081 




GI 


none 








Score 


. 69 




Exons 


1092. .1234, 


1349. 


.1410, 


1451. 


.1558, 2709.. 2842, 


2964. .3122, 




3205. .3425, 


4311. 


.4419, 


4769. 


.4978, 5049.. 5243, 


5306. .5477, 




5591. .5709, 


6112. 


.6345, 


6971. 


.7081 






Seq. No. 


24529 








Seq. ID 


OJ990324 


_02.9819.C19 


Gene No. 


51015 








Strand 


+ 




Start 


1092 








End 


7081 




Name 


OJ990324 02 


.9819. 


C19.ol 


.gp 


Method 


AAT/GAP 




Start 


1323 








End 


3632 




GI 


13672 2.R1084 ' 






Score 


1684 




Exons 


1323. .1410, 


1812. 


.1932, 


2709. 


.2842, 2964.. 3122, 


3205. .3632 



GI Descrip. 1 73052 6/sp | P4 1127 | RL13_ARATH 4.0e-83 60S RIBOSOMAL PROTEIN L13 

(BBC1 PROTEIN HOMOLOG) >gi_480787_pir S37271 ribosomal protein 

L13 - Arabidopsis thaliana >gi_404166_errib_CAA53005_ . (X75162) 
BBC1 protein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24529 
51015 
1092 

OJ990324_02. 9819 . C19 . ol . np 



Seq. ID 
Strand 
End 

_ Method 
1827 " End 

730450 Score 
1827. .1932, 2709. .2842, 2964. .3122, 3205. .3426 
60S RIBOSOMAL PROTEIN L13-2 (COLD INDUCED PROTEIN C24B) 
gi|480649|pir| IS37134 cord-induced protein BnC24B - rape 
gi|398922|emb|CAA80343| (Z22620) cold induced protein (BnC24B) 
[Brassica napus] 



OJ990324_02.9819.C19 
+ 

7081 
AAT/NAP 
3426 
805 



Seq. No. 24529 Seq. ID 

Gene No. 51015 Strand 

Start 1092 End 

Name OJ990324_02 . 9819 .C19 . o2 . gp Method 

Start 4212 End 

GI none Score 

Exons 4212.. 4419, 4769.. 4964 



OJ990324_02.9819.C19 
+ 

7081 
AAT/GAP 
4964 
726 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24529 
51015 
1092 

OJ990324JD2. 9819 . C19 . o2 . np 
4946 



4946. .4978, 5049. 
6004. .6027, 6112. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5243, 5306. .5486, 5645. .5709, 
6198 



OJ990324_02.9819.C19 
+ 

7081 
AAT/NAP 
6198 
432 

5885. .5911, 



24705 



GI Descrip. 



SUPEROXIDE DISMUTASE [FE], CHLOROPLAST gi 1170235 (M55909) 
Fe-superoxide dismutase [Nicotiana plumbagini folia] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



02.9819.C19 



24529 Seq. ID OJ990324_ 

51016 Strand + 

8665 End 10233 

OJ990324_02 . 9819 . C19 . o4 . gp Method AAT/GAP 
8584 End 10233. 

1702_1.R1084 Score 913 

8584. .8676, 9183. .9300, 9819. .9881, 9995. .10233 
'6002102/emb|CAB56693.1| 1.0e-29 (AJ249833) Acyl-CoA binding 
protein (ACBP) [Digitalis lanata] ' 



Seq. No. 


24529 




Seq. ID 


OJ990324_02.9819.C19 


Gene No. 


51016 




Strand 


+ 


Start 


8665 




End 


10233 


Name 


OJ990324 02.9819.C19.o2 


.gs 


Method 


GENSCAN 


Start 


8665 




End 


10077 


GI 


none 




Score 


.87 


Exons 


8665. .8676, 9183. .9300, 


9995. 


.10077 




Seq. No. 


24529 




Seq. ID 


OJ990324_02. 9819.C19 


Gene No. 


51016 




Strand 


+ 


Start 


8665 




End 


10233 


Name 


OJ990324 02.9819.C19.o3 


.np 


Method 


AAT/NAP 


Start 


91-71 




End 


10077 


GI 


6002102 




Score 


300 


Exons 


9171.. 9300, 9819.. 9881, 


9995. 


.10077 




GI Descrip. 


(AJ249833) Acyl-CoA. binding protein (ACBP) [Digitalis lanata 


Seq. No. 


24529 




Seq. ID 


OJ990324J32. 9819.C19 


Gene No. 


51017 




Strand 




Start 


6277 




End 


6542 


Name 


OJ990324 02.9819.C19.o3 


.gp 


Method 


AAT/GAP 


Start 


6277 


End 


6542 


GI 


6025016 




Score 


453 


Exons 


6277. .6542 









Seq. No. 24529 Seq. ID 

Gene No. 51018 Strand 

Start 11442 End 

Name OJ990324_02 . 9819 . C19 . o3 . gs Method 

Start.... 11442 End 

GI none Score 

Exons 11442. .11583 



OJ990324_02.9819.C19 

11583 
GENSCAN 
11583 
.95 



Seq. No. 24529 
Gene No. 51019 
Start 11935 

Name OJ990324_02 . 9819 . C19 . ol . tc 

Start "1775 
GI none 

Exons 1775.. 1921, 1827.. 1937, 2707. 

2712.. 2843, 2961.. 3140, 2963. 
3280 . . 3396 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990324 02.9819.C19 



13030 

TBLASTX: Cress 
3396 
197 

2838, 2708. .2842, 2711. .2842, 
3097, 3202.. 3276, 3204.. 3275, 



Seq. No. 



24529 



Seq. ID OJ990324_02.9819.C19 



24706 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



51019 Strand 

11935 ' End 
OJ990324_02.9819.C19.ol.tm Method 
1820 End 
none Score 



13030 

TBLASTX: Maize 

3396 

179 



1820. .1930, 1822. .1932, 1823. .1933, 1824. .1937, 1824. .1934, 
2708. .2842, 2713. .2844, 2716. .2841, 2961. .3140, 2963. .3097, 
3202. .3396, 3202. .3381, 3204. .3386 



Seq. ID OJ990324_02. 9819.C19 
Strand 

End ■ 13030 

Method TBLASTX : Soybean 

End 3396 

Score 71 

.1937, 2708. .2842, 2713. .2853, 



24529 
51019 
11935 

OJ990324_02.9819.C19.ol.ts 
1820 
none 

1820. .1906, 1823. .1927, 1824. 
2716. .2838, 2718. .2855, 2961. .3140, 2963. .3091, 3202. .3276, 
3204. .3269, 3279. .3383, 3280. .3396 



24529 
51019 
11935 

OJ990324_02.9819.C19.ol.tw 

1845 

none 



Seq. ID OJ990324_02. 9819.C19 



Strand 
End 

Method 

End 

Score 



13030 

TBLASTX: Wheat 

3122 

116 



1845. .1955, 1847. .1954, 1854. .1940, 1857. .1955, 2686. .2841, 
2705. .2842, 2740. .2844, 2961. .3122, 2963. .3088 



Seq. No. 24529 

Gene No. 51019 

Start 11935 

Name OJ990324_02 . 9819 . C19 . o2 . tc 

Start 5048 

GI none 

Exons 5048.. 5182, 5049.. 5216, 5308. 

5434. .5478, 5885. .5911, 6001. 



OJ990324_02. 9819.C19 
13030 

TBLASTX: Cress 
6192 
128 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5367, 5308.. 5472, 5309. 
.6033, 6100.. 6192 



,5473, 



24529 Seq. ID 

51019 Strand 

11935 End 

OJ990324_02. 9819. C19 . o2 . ts Method 

5049 End 

none Score 



OJ990324_02.9819.C19 
13030 

TBLASTX : Soybean 

6192 

125 



5049. .5216, 5054. .5215, 5303. .5470, 5304. .5381, 5306. .5473, 



5308. .5481, 5425. .5481, 5592. 
6001.. 6033, 6100.. 6192 



.5702, 5626. .5703, 5885. .5911, 



24529 Seq. ID 

51019 Strand 

11935 End 

OJ990324_02 . 9819 . C19 . o2 . tm Method 

9179 End 

none - Score 



OJ990324_02.9819.C19 
13030 

TBLASTX: Maize 

10095 

101 



9179. .9283, 9199. .9285, 9213. .9302, 9815. .9883, 9817. .9882, 

9887, 9983.. 10081, 9989..1UU51, 9993.. 10094, 
9993.. 10082, 9994.. 10095, 9994.. 10083 



24707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24529 



Seq. ID OJ990324_02.9819.C19 



51019 Strand 
11935 End 13030 

OJ990324_02 . 98 19 . CI 9 . o4 . np Method AAT/NAP 
11935 End 13030 

6069646 Score 105 

11935. .12094, 13009... 13030 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1| (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 24530 Seq. ID 

Gene No. 51020 Strand 

Start 436 End ■ 

Name OJ990324_02 . 9819 . C20 . ol . gs Method 

Start 436 End 

GI none Score 

Exons 436.. 2171, 2190.. 2278, 3191.. 3333 



OJ990324_02. 9819.C20 
+ 

3333' 
GENSCAN 
3333 
.76 



Seq. No. 24530 Seq. ID 

Gene No. 51020 Strand 

Start 436 End 

Name OJ990324_02 . 9819.C20.ol .np Method 

Start 1087 End 

GI 6646751 Score 

Exons 1087.. 2036, 2157.. 2352 

GI Descrip. (AC013258) unknown protein [Arabidopsis thaliana] 



OJ990324_02. 9819.C20 
+ 

333.3 
AAT/NAP 
2352 
766 



Seq. No. 24530 Seq. ID 

Gene No. 51021 Strand 

Start 14424 End 

Name OJ990324_02 . 9819 . C20 .o3 . gp Method 

Start ^ - 14338 End 

GI ' none Score 

Exons 14338. .14519, 15693.. 15894 



OJ990324_02. 9819.C20 
+ 

16810 
AAT/GAP 
15894 
728 



Seq. No. 24530 

Gene No. 51021 

Start 14424 

Name OJ990324_02 . 9819 . C20 . 06 . gs 

Start 14424 • 

GI none 
Exons 



Seq. ID OJ990324_02.9819.C20 



Strand 
End 

Method 

End 

Score 



+ 

16810 
GENSCAN 
16810 . 
.83 



14424. .14 637, -,15351. .15378, 164 92. .16810 



Seq. No. 24530 Seq. ID OJ990324_02 . 9819 . C20 

Gene No. 51022 Strand + 

Start 23482 End 25908 

Name OJ990324_02 . 9819 . C20 . o4 . gp Method AAT/GAP 

Start 23482 End 25908 

GI 17707_1.R1084 Score 1234 

Exons 23482. .23603, 25110 .. 25209, 25328 25474 , 25593.. 25908 

GI Descrip. 1 2129742/pir || S59544 1.0e-22 stress-induced protein OZI1 
precursor - Arabidopsis thaliana >gi_790583 (U20347) mRNA 
corresponding to this gene accumulates in response to ozone 
stress and pathogen (bacterial) infection; putative 



24708 



pathogenesis-related protein [Arabidopsis thaliana] >gi_2252869 
(AF013294) No definition line found [Arabidopsis thaliana] 1 



Seq. No. 


24530 




Seq. ID 


OJ990324 


J32.9819. 


C20 


Gene No. 


51022 




Strand 


+ 






Start 


23482 




End 


25908 






Name 


OJ990324 02.9819.C20 


. o4 . np 


Method 


AAT/NAP 






Start . 


25106 




End 


25470 






GI 


6715639 




Score 


271 






Exons 


25106. .25234, 25311. 


.25470 










GI Descrip. 




[Arabidopsis thaliana] 






Seq. No. 


24530 




Seq. ID 


OJ990324 


_02.9819. 


C20 


Gene No. 


51023 




Strand 


+ 






Start 


27642 




End 


29162 






Name 


OJ990324 02.9819.C20 


. o d . gp 


Method 


AAT/GAP 






Start 


27642 




End 


28821 






GI 


2442481 




Score 


514 






Exons 


2. 1 o4^ . . 1 I 1 AZ , zoU44. 


.28196, 


28781. .28821 






Seq. No. 


24530 




Seq. ID 


OJ990324 


_02.9819. 


C20 


Gene No. 


51023 




Strand 


+ 






Start 


27642 




End 


29162 






Name 


OJ990324 02.9819.C20 


. 08 . gs 


Method 


GENSCAN 






Start 


28108 




End 


29162 






GI 


none 




Score 


.99 






Exons 


28108. .28196, 28781. 


.29162 










Seq. No. 


con 

245.30 




Seq. ID ■ 


OJ990324 


02 . 9819 . 


C20 


Gene No. 


51024 




Strand 


+ 






Start 


41006 




End 


45237 






Name 


OJ990324 02.9819.C20 


. oil . gs 


Method 


GENSCAN 






Start 


41006 




End 


45195 






GI 


none 




Score 


.8 






Exons 


41006. .41025, 41891. 


A 1 e\ C A 

. 41954 , 


42944. .43168, 43264 


. .43389, 






43821. .43958, 44065. 


. 44 160, 


44329. .44571, 44662 


. .44896,. 






45083. .45195 












beq. no. 


Oyi con 




Seq. ID 


OJ990324_ 


_02.9819. 




Gene No. 


51024 




Strand 


+ 






Start 


41006 




End 


45237 






Name 


OJ990324 02.9819.C20 


. o7 .np 


Method 


AAT/NAP 






Start 


42950 




End 


45237 






GI 


1762130 




Score 


1345 






Exons 


.42950. .43168, 43264. 


.43389, 


43821. .43958, 44065 


. .44160, 






44329. .44571, 44662. 


.44896, 


45024. .45237 






GI Descrip. 


(U4 6136) chaperonin- 


60 beta 


subunit [Solanum tuberosum] 




Seq. No. 


24530 




Seq. ID 


OJ990324_ 


JD2.9819. 


C20 


Gene No. 


51024 




Strand 


+ 






Start 


41006 




End 


45237 






Name 


OJ990324 02.9819.C20 


. o7 . gp 


Method 


AAT/GAP 






Start 


43900 




End 


45171 






GI 


1601 1.R1084 




Score 


1406 






Exons 


43900. . 43953, 44065. 


.44160, 


44329. .44571, 44662. 


. .44896, 





45024. .45171 

GI Descrip. * 24 93650/sp | Q43831 1 RUBB SECCE 0.0e+00 RUBISCO SUBUNIT 



24709 



BINDING- PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi_1167858_emb_CAA93139_" ( Z68 903 ) chaperonin 
[Secale cereale] 1 



Seq. No. 24530 
Gene No. 51025 
Start 3833 

Name OJ990324_02 . 9819.C20.ol.gp 

Start 3833 
GI 17369_2.R1084 
Exons 3833.. 4189, 4266.. 4623 

GI Descrip. * 2129742/pir || S59544 
precursor - Arabidops 
corresponding to this 
stress and pathogen ( 
pathogenesis -related 
(AF013294) No definit 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_02. 9819.C20 

4623 
AAT/GAP 
4623 
1321 . 



5.0e-23 stress-induced protein OZI1 
is thaliana >gi_790583 (U20347) mRNA 

gene accumulates in response to ozone 
bacterial) infection; putative 
protein [Arabidopsis thaliana] >gi_2252869 
ion line found [Arabidopsis thaliana] ' 



oeq. ino . 










Seq. ID 


OJ990324 




QQ1 Q 


u 


Gene No. 


51025 








Strand 










Start 


3833 








End 


4623 








Name 


OJ990324 02 


.9819 


.C20.o2, 


.np 


Method 


AAT/NAP 








Start 


4047 








End 


4371 








GI 


6715639 








Score 


264 








Exons 


4047. .4193, 


4228 


. .4371 














GI Descrip. 


(AC007323) 


T25K16.16 [Arabidopsis thaliana] 








Seq. No. 


24530 








Seq. ID 


OJ990324 


_02, 


.9819. 


C20 


Gene No. 


51025 








Strand 










Start 


3833 








End 


4623 








Name 


OJ990324 02 


.9819 


.C20.o2, 


.gs 


Method 


GENSCAN 








Start 


4050 








End 


4359 








GI 


none 








Score 


1 








Exons 


4050. .4189, 


4266 


. .4359 














Seq. No. 


24530 








Seq. ID 


OJ990324 


_02. 


.9819. 


C20 


Gene No. 


51026 








Strand 










Start 


5547 








End 


6395 








Name 


OJ990324 02 


.9819 


.C20.O2, 


,gp 


Method 


AAT/GAP 








Start 


4858 








End 


5310 








GI 


none 








Score 


780 








Exons 


4858. .5310 


















Seq. No. 


24530 








Seq. ID 


OJ990324_ 


_02. 


,9819. 


C20 


Gene No. 


51026 








Strand 










Start 


5547 








End 


6395 








Name 


OJ990324 02 


.9819 


.C20.O3. 


gs 


Method 


GENSCAN 








Start 


5547 








End 


6395 








GI 


none 








Score 


.82 








Exons 


5547. .5839, 


5870 


. .5940, 


6388, 


. . 6395 










Seq. No. 


' 24530 








Seq. ID 


OJ990324_ 


_02. 


9819. 


C20 


Gene No. 


51027 








Strand 










Start 


6949 








End 


7422 










OJ930324 02 


.9819 


. C20 . o4 . 


gs 


Method 


GENSCAN 








Start 


6949 








End 


7422 








GI 


none 








Score 


.62 









24710 




Exons 6949.. 7422 



Seq. No. 


24530 




Seq. ID 


OJ990324 


_02.9819. 


C20 


Gene No. 


51028 




Strand 








Start 


10576 




End 


13238 






Name 


OJ990324 02.9819.C20 


. o5 . gs 


Method 


GENSCAN 






Start 


10576 




End 


13238 






GI 


none 




Score 


.74 






Exons 


10576. .10581, 10640. 


.10697, 


11476. .11620, 13106 


. .13238 




Seq. No. 


24530 




Seq. ID 


OJ990324 


_02. 9819. 


C20 


Gene No. 


51029 




Strand 








otart 


1 / 1 j / 




End 


27700 






Name 


OJ990324 02.9819.C20 


.o7.gs 


Method 


GENSCAN 






Start 


17137 




End 


27700 






GI 


none 




Score 


.56 






Exons 


17137. .17573, 17693. 


.17772, 


18594. .18690, 19401 


. .19461, 






20105. .20338, 21169. 


.21288, 


21398. .21513, 21836 


. .21944, 






22493. .22778, 23634. 


.23778, 


23987. .24008, 24408 


. .24574, 






25344..2S469, 26366. 


.26437, 


27643. .27700 






oeq * ino . 


£ 4 DjU 




Seq. ID 


OJ990324 


AO QQ1 Q 


r«OA 


Gene No. 


51029 




Strand 








Start 


17137 




End 


27700 






Name ]■ 


OJ990324 02.9819.C20 


. o3 . np . 


Method 


AAT/NAP 






Start 


17149 




End 


18213 






GI 


4581122 




Score 


380 . 






Exons 


17149. .17573, 17693. 


.17772, 


18188. .18213 






GI Descrip. 


(AC005825) putative < 


gluconokinase [Arabidopsis 


thaliana] 




oeq. in o . 


24530 




Seq. ID 


OJ990324 


_02.9819. 


LZ U 


Gene No. 


51030 




Strand 








Start 


29244 




End 


37594 






Name 


OJ99032.4 02.9819.C20 


. o5 . np 


Method 


AAT/NAP 






Start 


29244 




End 


32118 






GI 


4544450 




Score 


664 






Exons 


29244. .30651, 32089. 


.32118 










GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 




O >-\ /-r Til a 

oeq. wo. 


24530 




Seq. ID 


OJ990324 


_02.9819. 


C20 


Gene No. 


51030 




Strand 








Start 


29244 




End 


37594 






Name 


OJ990324 02.9819.C20 


.o9. gs 


. Method 


GENSCAN 






Start 


29340 


End 


37594 






GI 


none 




Score 


.43 






Exons 


29340. .30982, 31159. 


.31314, 


31872. .328 


58, 33847 


. .34003, 






35293. .35369, 36748. 


.36971, 


37029. .372 


35, 37542 


. .37594 




Seq. No. 


24530 




Seq. ID 


OJ990324_ 


_02.9819. 


C20 


Gene No. 


51031 




Strand 








Start 


38047 




End 


39164 






Name 


OJ990324 02.9819.C20 


. o 6 . np 


Method 


AAT/NAP 






Start 


38041 




End 


39030 






GI 


6714424 




Score 


567 






Exons 


38041 . 38317. , 




38536 ..366 


51, 39777 


. .38867, 





38977.. 39030 

GI Descrip. (AC012328) putative ADP-ribosylation factor [Arabidopsis 



24711 




thaliana] 



Seq. No. 


24530 








Seq. ID 


OJ990324_02. 9819.C20 


Gene No. 


51031 








Strand 




Start 


38047 








End 


39164 


Name 


OJ990324 02 


.9819. 


.C20.ol0.gs 


Method 


GEN SCAN 


Start 


38047 








End 


39164 


GI 


none 








Score 


.82 


Exons 


38047. .38229, 38317 .. 384 42, 


38536. .38651, 39065.. 39164 


Seq. No. 


24530 








Seq. ID 


OJ990324_02. 9819.C20 


Gene No. 


51032 








Strand 




Start 


39609 








End 


39720 


Name 


OJ990324 02, 


.9819. 


,C20.o6 


.ts 


Method 


TBLASTX : Soybean 


Start 


715 








End 


1236 


GI 


none 








Score 


66 


Exons 


715. .768, 838.. 927, 922 


..1074, 1120..: 


1236, 1153.. 1224 


Seq. No. 


24530 








Seq. ID 


OJ990324_02. 9819.C20 


Gene No. 


51032 








Strand 




Start 










End 


39720 


Name 


f\ TQQmO A no 

uo y y u 4 uz . 


. y 0 1 y . 


port —0 

LzU . oz , 


. tc 


Method 


TBLASTX: Cress 


Start 


IZj / 








End 


1611 


GI 


none 








Score 


159 


Exons 


1 OOl., 1 "IT/ 

IZj / ; ", . 1 3 / 4 , 


1 O c; a 
1Z j 4 . 


1 TCQ 




..1593, 1366. .1611, 1380. .1610 


Seq. No. 


24530 








Seq. ID 


OJ990324_02.9819.C20 


Gene No. 


51032 








Strand 




Start 










End 


39720 


Name 


ATQomo^ no 


QQ1 Q 

. yo 1 y . 


CZU . OJ , 


, ts 


Method 


TBLASTX: Soybean 


Start 


J.ZJ / 








End 


1683 


GI 


none 








Score 


144 


Exons 


i 907 1 "3 £0 


1 0 "5 Q 

iz 0 y . 


1 

. lODl , 


1 "5 t: / 

1,33 4 


..1683, 1363. .1653, 1365. .1676 


oeq. ino . 


24530 








Seq. ID 


OJ990324_02.9819.C20 


Gene No. 


51032 








Strand 




Start 


39609 








End 


39720 


Name 


OJ990324 02. 


9819. 


C20.o2. 


, tm 


Method 


TBLASTX: Maize 


Start 


1541 








End 


2194 


GI 


none 








Score 


59 


Exons 


1541. .1624, 


1554. 


.1832, 


1555 


..1833, 1559. .1834, 1715. .1834, 




1827. .2048, 


1834. 


.2193, 


1834 


..2193, 1937.. 2194 


■Seq. No. 


24530 ■ 








Seq. ID 


OJ990324_02.9819.C20 


Gene No. 


51032 








Strand 




Start 


39609 








End 


39720 


Name 


OJ990324 02. 


9819. 


C20.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


2251 








End 


2465 


GI 


none 








Score 


183 


Exons 


2251. .2361, 


2253. 


.2333, 


2257 


. .2361, 2433. .2465 


Seq. No. 


24530 








Seq. ID 


OJ990324_02 . 9819. C20 


Gene No. 


51032 








Strand 




Start 


39609 








End 


39720 


Name 


OJ99032 4 02. 


n O -1 r\ 


C20 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


3832 








End 


25468 


GI 


none 








Score 


34 



24712 



Exons 3832.. 3864, 3909.. 3953, 3917.. 3952, 4036.. 4191, 4053.. 4190, 

4263. .4370, 4264. .4377, 4264. .4377, 25113 .. 25211, 25116 .. 25211, 
25130. .25213, 25326 .. 254 66, 25327 .. 254 67 , 25355 .. 254 68 



Seq. No. 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


Gene No. 


51032 






Strand 








Start 


39609 






End 


39720 






Name 


OJ990324 02.-9819.C2O. 


. o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


4041 






End 


25475 






GI 


none 






Score 


107 






Exons 


4041. . 


4184, 4056. .4190, 406C 


I. .4191, 4264 . .4353, 


4265. .4357, 




25124. 


.25213, 25125.. 


.25211, 


25326. .25463, 25327 


. .25458, 






25353. 


.25475 












Seq. No. 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


Gene No. 


51032 






Strand 








Start 


39609 






End 


39720 






Name 


OJ990324 02.9819.C20. 


,o4 . ts 


. Method 


TBLASTX : 


Soybean 




Start 


4056 






*End 


25463 






GI 


none 






Score 


150 






Exons 


4056. . 


4199, 4057. .4200, 4264 


..4359, 4265. .4348, 


25116. . 


2521: 




25121. 


.25213, 25165.. 


,25212, 


25326. .25451, 25326 


. .25463, 






25327. 


.25458 












Seq. No. 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


Gene No. 


51032 






Strand 








Start 


39609 






End 


39720 






Name 


OJ990324 02.9819.C20. 


,ol. tw 


Method 


TBLASTX: 


Wheat 




Start 


4059 






End 


25512 






GI 


none 






Score 


194 






Exons 


4059. . 


4190, 4060. .4191, 4063 


- 4194, 4264..4365, 


4265. .4366, 




25111. 


.25200, 25112.. 


,25204, 


25112. .25213, 25113 


. .25211, 






25326. 


.25463, 25327.. 


,25479, 


25327. .25512 






Seq. No. 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


Gene No. 


51032 






Strand 








Start 


39609 






End 


39720 






Name 


OJ990324 02.9819.C20. 


,o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


15687 






End . . 


15884 






GI 


none 






Score 


192 






Exons 


15687. 


.15884, 15725.. 


15871 










Seq. No. 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


bene no . 


51032 






Strand 








Start 


39609 






End 


39720 






Name 


OJ990324 02.9819.C20. 


o5 . tm 


Method 


TBLASTX:! 


Maize 




Start 


15699 






End 


16873 






GI 


none 






Score 


41 






Exons 


15699. 


.15737, 15791.. 


15832, 


15792. . 158 


133, 15867 


. .15896, 






15869. 


.15898, 16430.. 


16666, 


16468. . 16677, 16495 


. .16692, 






16496. 


.16693, 16652.. 


16759, 


16672. . 16758, 16703 


. .16759, 






16739. 


.16801, 16741.. 


16800, 


16743. .16802, 16837 


. . 16872, 






16856. 


.16873 












O ~ ~ XT _ 
C . IN U . 


24530 






Seq. ID 


OJ990324 


_02.9819 


.C20 


Gene No. 


51032 






Strand 








Start 


39609 






End 


39720 







24713 



Name 


OJ990324 02.9819.C20 


.08. tm 


Method 


TBLASTX: Maize 




Start 


17128 




End 


17531 




GI 


none 




Score 


234 




Exons 


17128. .17391, 17152. 


.17370, 


17153. .17392, 17288 .. 17404 , 






17410. .17481, 17413. 


.17481, 


17460. .17531 




Seq. No. 


24530 




Seq. ID 


OJ990324_02.9819 


.C20 


Gene No. 


51032 




Strand 






Start 


o n c r\ n 




End 


39720 




Name 


. OJ990324 02.9819.C20 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


19634 




End 


20320 




GI 


none 




Score 


165 




Exons 


19634. .19792, 19635. 


.19781, 


20103. .20318, 20104. .20319, 






20104. .20316, 20105. 


.20320 








Seq. No. 


24530 




Seq. ID 


OJ990324_02. 9819 


.C20 


Gene No. 






Strand 






Start 


39609 




End 


39720 




Name 


OJ990324 02.9819.C20 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


20143 




End 


20630 




GI 


none 




Score 


235 




Exons 


20143. .20367, 20144. 


.20371, 


20145. .20372, 20592.. 20630 




Seq. No. . 


24530 




Seq. ID 


OJ990324_02.9819 


.C20 


Gene No. 


51032 




Strand 






Start 


39609 




End 


39720 




Name 


OJ990324 02.9819.C20 


.ol0. tm 


Method 


. TBLASTX : Maize 




Start 


21166 




End 


21443 • 




GI 


none 




Score 


143 




Exons 


21166. .21291, 21168. 


.21329, 


21170. ..21286, 21398. .21442, 






21399. .21443 










Seq. No. 


24530 




Seq. ID 


OJ9903.24_02.9819 


.C20 


Gene No. 






Strand 






Start 


^960 9 




End 


39720V 




Name 


OJ990324 02.9819.C20 


.o5. ts 


Method 


TBLASTX : Soybean 




Start 


29601 




End 


29954 




GI 


none 




Score 


94 




Exons 


29601. .29717, 29724. 


.29954, 


29725. .29949 




Seq. No. 


24530 




Seq. ID 


OJ990324_02.9819 


.C20 


Gene No . 


51032 




Strand 






Start 


39609 




End 


39720 




Name 


OJ990324 02.9819.C20 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


29613 




End 


29987 




GI 


none 




Score 


95 




Exons 


29613. .29717, 29718. 


.29987, 


29719. .29895 




Seq. No. 


24530 




Seq. ID 


OJ990324_02.9819, 


,C20 


Gene No. 


51032 




Strand 






Start 


39609 




End 


39720 




Name 


OJ990324 02.9819.C20 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


2 9697,. ■ 




End 


30374 




GI 


none 




Score 


208 




Exons 


29697. .29717, 29718. , 


.30143, 


29737. .30135, 2 9745 .. 29861 , 






30213. .30374, 30217., 


.30309 









24714 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24530 Seq. ID 

51032 Strand 

39609 . End 
OJ990324_02 .9819. C20 . o3 . tc Method 
29724 End 
none Score 



OJ990324_02.9819.C20 
39720 

TBLASTX: Cress 

30527 

143 



29724..29828, 29797. 
30093, .30131, 30219. 



.30135,- 29814. .30110, 29826. .30218, 
.30377, 30225. .30365, 30441.. 30527 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24530 
51032 
39609 

OJ990324_02.9819.C20.o2.ts 
38059 



OJ990324 02.9819.C20 



none 
38059. 
38317. 
38769. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

.38178, 38060. .38179, 38179 
.38442, 38533. .38652, 38537 
.38867, 38775. .38870, 38776 .. 38892, 38995.. 39036 



39720 

TBLASTX : Soybean 
39036 
100 

38229, 38288.-38443, 
38653, 38762. .38863, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24530 
51032 
39609 

OJ990324_02.9819.C20.o3.tm 

38065 

none 



Seq. ID OJ990324_02.9819.C20 
Strand 

End 39720 

Method TBLASTX : Mai ze 

End 39031 

Score 94 



38065. .38178, 38066 38179, 38179 38229, 38288.-38443, 

38317. .38442, 38533..386S2, 38537 38 653, 3854 9 .. 38 653, 

38775. .38870, 38776.-38892, 3877 6 .. 38871 , 38 993 .. 39031, 
38995.. 39030 



Seq. No. 24530 Seq. ID 

Gene No. 51032 Strand 

Start 39609 End 

Name OJ990324_02 . 9819 . C20 . o3 . tw Method 

Start 38086 End 

GI none Score 
Exons 



OJ990324_02.9819.C20 
39720 

TBLASTX: Wheat 

38877 

74 



38086. .38175, 38306 . .38437 , 38317 .. 38442 , 38533 .. 38652, 
38537. .38653, 38555.-38653, 38775 .. 38870, 38776. .38877 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24530 
51032 
39609 

OJ990324_02.9819.C20.o5.tc 
38306 



none 

38306. 

38549. 



,38437, 38320. 
38653, 38762. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
38442, 38533 
38848, 38769 



OJ990324 02.9819.C20 



39720 

TBLASTX: Cress 
38877 
56 

38652, 38540. .38653, 
38867, 38775. .38870, 



38776. .38877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24530 
51032 
39609 

OJ990324_02. 9819.C20-.o6 .gp 
39609 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_02. 9819.C20 

■39720 
AAT/GAP 
39720 
117 



39609. .39720 

'2280503/dbj | AB005781 | AB005781 2.0e-26 Arabidopsis thaliana 



24715 



tRNA-Asp gene* 



beq. no. 


24530 








Seq. ID 


' OJ990324 


uz . y o l y 


Gene No. 


51033 








Strand 






Start 


42934 








End 


45192 




Name 


OJ990324 02.9819.C20 


.o7 . tm 


Method 


TBLASTX: 


Maize 


Start 


42934 








End 


43392 




GI 


none 








Score 


97 




Exons 


42934. 


.43005, 


42935. 


.43006, 


43073. .43198, 43076 


. .43192,* 




43222. 


.43392, 


43227. 


.43376, 


43261. .43389 




Seq. No. 


24530 








Seq. ID 


■ OJ990324 


_02. 9819 


Gene No. 


51033 








Strand 






Start 


42934 








End 


45192 




Name 


OJ990324 02.9819.C20 




Method 


TBLASTX: 


Cress 


Start 


42950 








End 


44838 




GI 


none 








Score 


80 




Exons 


42950. 


.43024, 


43082. 


.43198, 


43218. .43376, 43222 


. .43392, 




43249. 


.43389, 


43818. 


.43961, 


43844. .43960, 44062 


. .44118, 




44064. 


.44108, 


44326. 


.44571, 


44327. .44548, 44328 


. .44570, 




44329. 


.44574, 


44427.. 


.44576, 


44636. .44746, 44659 


. .44838, 




44665. 


.44742, 


44667. 


.44837 








Seq. No. 


24530 








Seq. ID 


OJ990324 


_02.9819 


Gene No. 


51033 








Strand 






Start 


42934 








End 


45192 




Name 


OJ990324 02.9819.C20 


.ol.ts 


Method 


TBLASTX: 


Soybean 




43117 








End 


45192 




GI 


none 








Score 


77 




Exons 


43117. 


.43164, 


43118. 


.43168, 


43218. .43376, 43222 


. .43392, 




43249. 


.43389, 


43818. 


.43961, 


43818. .43958, 43844 


. .43960, 




44062. 


.44118, 


44062. 


.44124, 


44063. .44125, 44064 


. .44129, 




44328. 


.44567, 


44329. 


;44574, 


44427. .44576, 44659 


. .44904, 




44659. 


.44739, 


44670. 


.44903, 


45013. .45063, 45049 


. .45192, 




45057. 


.45176, 


45094 . 


.45183 








Seq. No. 


24530 








Seq. ID 


OJ990324 


_02.9819 


Gene No. 


51033 








Strand 






Start 


42934 








End 


45192 




Name 


OJ990324 02.9819.C20 


. bl . tm 


Method 


TBLASTX : 1 


Mai ze 


Start 


43842 








End 


45192 




GI 


none 








Score 


179 




Exons 


43842. 


.43961, 


43847. 


.43960, 


44062. .44 


133, 44063 


. .44137, 




44064. 


.44165, 


44317. 


.44571, 


44327. .44 


569, 44327 


. .44578, 




44329. 


.44574, 


44427. 


.44579, 


44659. .44 


892, 44659 


. .44751, 




44660. 


.44752, 


44661. 


.44903, 


45017. .45 


046, 45023 


. .45046, 




45049. 


.45192, 


45049. 


.45174, 


45051. .45 


176 




Seq. No. 


24530 








Seq. ID 


OJ990324 


_02.9819 


Gene No. 


51033 








Strand 






Start 


42934 








End 


45192 




Name 


OJ990324 02.9819.C20, 


. o4 .tw 


Method 


TBLASTX: Wheat 


Start 


44506 








End 


44904 




GI 


none 








Score 


56 




Exons 




a a c; o 


A A /T /~r\ 
1 1 U U£. . 


. 44 904 , 


44673. . 44 


90'3 




Seq. No. 


24531 








Seq. ID 


OJ990324_ 


_02.9819 



24716 



Gene No. 


51034 


Strand 


+ 


Start ' 


1 


End 


4965 


Name 


OJ990324 02.9819.C21.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1487 


GI 


2493650 


Score 


632 


Exons 


1..35, 142. .213, 360. .464, 638. .730, 808. .900, 1353. .1487 


GI Descrip. 


RUBISCO SUBUNIT BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN 




BETA SUBUNIT) (CPN-60 BETA) gi | 11 67858 | emb | CAA93139 | (Z68903) 




chaperonin [Secale cereale] 




•j \ • 


Seq. No. 


24531 


Seq. ID 


OJ990324_02.9819.C21 


Gene No. 


51034 


Strand 


+ 


Start 


1 


End 


4965 


Name 


OJ990324 02.9819.C21.ol.gp 


Method 


AAT/GAP 


Start 


140 


End 


1830 


GI 


1601_1.R1084 


Score 


1332 


Exons 


140. .213, 360. .464, 638. .730, 


808. .900, 1353. .1476, 1578. .1830 


GI Descrip. 


1 24 93650/sp | Q43831 1 RUBB SECCE 


0.0e+00 


RUBISCO SUBUNIT 




BINDING-PROTEIN BETA SUBUNIT 


(60 KD CHAPERONIN BETA SUBUNIT) 




(CPN-60 BETA) >gi_1167858_emb 


_CAA93139 


(Z68903) chaperonin 




[Secale cereale] 1 






Seq. No. 


24531 


Seq. ID 


OJ990324_02.9819.C21 


Gene No. 


51034 


Strand 


+ 


Start 


1 


End 


4965 


Name 


OJ990324 02.9819.C21.ol.gs 


Method ' 


GENSCAN 


Start 


142 


End 


4965 


GI 


none 


Score 


. 61 


Exons 


142. .213,. 360. .464, 638. .730, 


808. .900 


, 1353.. 1476, 1861.. 1948 




2063. .2124, 2525. .2622, 3942. 


,3-987, - 4504. .4673, 4873. .4965 


Seq. No. 


24531 


Seq. ID 


OJ990324_02.9819.C21 


Gene No. 


51035 


Strand 


+ 


Start 


9714 


End 


10238 


Name 


OJ990324 02.9819.C21.o2.gp 


Method 


AAT/GAP 


Start 


9714 


End 


10238 


GI 


none 


Score 


1017 


Exons 


9714.. 10238 






Seq. -No. 


24531 


Seq. ID 


OJ990324_02.9819.C21 


Gene No. 


51036 


Strand 


+ 


Start 


12455 


End 


26022 


Name 


OJ990324 02.9819,C21.o3.gp 


Method 


AAT/GAP 


Start 


12110 


End 


12847 


GI 


48856 1.R1084 


Score 


1461 


Exons 


12110. .12847 






GI Descrip. 


'5815410/gb|AAD52659.1|AF177392_l 0.0e+00 (AF177392) blast and 




wounding induced mitogen-activated protein kinase [Oryza 




sativa] ' 






Seq. No. 


24531 


Seq. ID 


OJ990324_02.9819.C21 


Gene No. 


51036 


Strand 


+ 


Start 


12455 


End 


26022 


Name 


OJ990324_02.9819.C21.o3.gs 


Method 


GENSCAN 


ru — ->- 


12455 


End 


26022 


GI 


none 


Score 


.53 



Exons 



12455. .12912, 14897 .. 16190, 22007 .. 22065, 25024 .. 25125 , 



24717-; 




25455. .26022 



Seq. No. 


24531 






Seq. ID 


OJ990324JD2.9819 


.C21 


Gene No. 


51036 






Strand 


+ 




Start 


12455 






End 


26022 




Name 


OJ990324 02.9819.C21 


.o4 


• gp 


Method 


AAT/GAP 




Start 


15215 






End 


15507 




GI ■ 


569537 






Score 


586 




Exons 


15215. .15507 












Seq. No. 


24531 






Seq. ID 


OJ990324_02. 9819 


.C21 


Gene No. 


51036 






Strand 


+ 




Start 


12455 






End 


26022 




Name 


OJ990324 02.9819.C21 


.o5 


• gp 


Method 


AAT/GAP 




Start 


15871 






End 


16651 




GI 


none 






Score 


1271 




Exons 


15871. .16536, 16628. 


.16651 








oeq . no . 


24531 






Seq. ID 


OJ990324_02.9819 




Gene No. 


51036 






Strand 


+ 




Start 


12455 






End 


26022 




Name 


OJ990324 02.9819.C21 


.o2 


.np 


Method 


AAT/NAP 




Start 


25540 






End 


26022 




GI 


3068809 






Score 


337 




Exons 


25540. .26022 












GI- Descrip. 


(AF059295) Skpl homolog 


[Arabidopsis thaliana] 




Seq. No. 


24531 






Seq. ID 


OJ990324_02.9819 


.C21 


Gene No. 


51037 






Strand 


+ 




Start 


29739 






End 


30173 




Name 


OJ990324 02.9819.C21 


.o3 


.np 


Method 


AAT/NAP 




Start 


29739 






End 


30173 




GI 


2911041 






Score 


308 




Exons 


29739. .30173 












GI Descrip. 


(AL021961) kinetochore 


(SKPlp) - like 


protein [Arabidopsis 




thaliana] 












Seq. No. 


24531 






Seq. ID 


OJ990324 02.9819 


.C21 


Gene No. 


51038 






Strand 


+ 




Start 


33964 






End 


36608 




Name 


OJ990324 02.9819.C21, 


.o5 


.gs 


Method 


GENSCAN 




Start 


33964 






End 


36608 




GI 


none 






Score 


.71 




Exons 


33964. .34050, 34130.. 


.34203, 


34218. .35289, 36183.. 36608 




Seq. No. 


24531 






Seq. ID 


OJ990324_02. 9819 


.C21 


Gene No. 


51039 






Strand 






Start 


6212 






End 


10035 




Name 


OJ990324 02.9819.C21, 


■ o2 


.gs 


Method 


GENSCAN 




Start 


6212 






End 


10035 




GI 


none 






Score 


.55 




Exons 


6212. .6345, 6475. .65* 


!6, 


6987 


..7103, 9988. .10035 




Seq. No. 


24531 






Seq. ID 


OJ990324_02.9819 


.C21 


Gene No . 


51040 






Strand 






Start 


40666 






End 


42769 




Name 


OJ990324 02.9819.C21. 


,o2 


■ tc 


Method 


TBLASTX: Cress 





24718 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



141 End 5362 

none Score 77 

141. .215, 141. .209, 142. .219, 396.-467, 637. .732, 638. .739, 
804. .902, 805. .903, 807. .932, 1341. .1487, 1352. .1489, 
1352. .1486, 4876. .4947, 5302. .5358, 5303. .5362 



24531 
51040 
40666 

OJ990324_02. 9819. C21 .o3 . ts 

141 

none 



Seq. ID OJ990324_02.9819.C21 
Strand 

End 42769 

Method TBLASTX: Soybean 

End 5362 

Score 116 



141. .209, 142. .219, 396. .467, 637. .738, 638. .739, 638. .742, 
802. .900, 804. .902, 805. .903, 1341. .1478, 1352. .1504, 
1352. .1477, 4218. .4298, 4876. .4956, 5302. .5358, 5303. .5362 



24531 
51040 
40666 

OJ990324_02.9819.C21.o6.tm 

141 

none 



Seq. ID OJ990324_02.9819.C21 
Strand 

End 42769 

Method TBLASTX : Mai ze 

End 4 98 9 

Score 109 



141. .215, 141. .212, 142. .219, 1341. .1487, 1351. .1413, 
1352. .1495, 1352. .1489, 1459. .1494, 1576. .1596, 4082. .4108, 
4114. .4164, 4218. .4292, 4870. .4947, 4876. .4962, 4955. .4981, 
4957.. , 4.989 v 



Seq. No; 24531 

Gene No. 51040 

Start 40666 

Name OJ990324_02 . 9819.C21.o5 . tm 

Start 399 

GI none 

Exons 399.. 467, 637.. 732, 638.. 739, 
5303. .5362 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_02.9819.C21 
42769 

TBLASTX : Maize 

5362 

101 



804. .905, 805. .906, 5302. .5358, 



Seq. No. 24531 

Gene No. 51040 

Start 40666 

Name OJ990324_02 . 9819 . C21 . o3 . tw 

Start 640 

GI none 

Exons 640.. 732, 641.. 739, 653.-739, 



Seq. ID OJ990324_02.9819.C21 
Strand 
End 

Method 
End 
Score 
800. .901, 



42769 

TBLASTX: Wheat 

5362 

139 

804. .902, 805. 



1341, 
5303. 



,1478, 1350. 
.5362 



.1412, 1352. .1501, 1352.. 1489, 5302. 



.903, 
5361, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24531 Seq. ID 

51040 ' Strand 

40666 End 
OJ990324_02 . 9819 . C21 . o2 . tm Method 

12317 ' End 

none Score 
12317, 
12632, 



OJ990324_02.9819.C21 
42769 

TBLASTX: Maize 

15254 

39 



12340, 12318. 
12928, 12637. 



.12341, 12461. . 12496, 124 62 .. 12497, 
.12927, 14868. . 15254, 14886 .. 15065, 



Seq. No. 



24531 



Seq. ID OJ990324 02.9819.C21 



24719 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51040 Strand 
40666 End 
OJ990324_02 . 9819 . C21 . ol . tm Method 

15255 . End 
none Score 



42769 

TBLASTX: Maize 

16428 

1394 



15255. .16133, 15258 .. 16133, 16069 .. 16134 , 16128 16160, 
16155. .16205, 16157. .16204, 16237 .. 16275, 16242 16292, 
16275. .16319, 16353 .. 164 15, 16355 .. 16399, 16393.. 16428 



24531 
51040 
40666 

OJ990324_02. 9819 . C21 . ol . ts 

15255 

none 



Seq. ID OJ990324_02.9819.C21 
Strand 

End 42769 

Method TBLASTX : Soybean 

End 15842 

Score 63 



15255. .15347, 15359 .. 154 12, 15369 .. 15422 , 15483 .. 15842, 
15518. .15769 



Seq. No. 24531 

Gene No. 51040 

Start 40666 

Name OJ990324_02 . 9819 . C21 . o2 . tw 

Start 15509 

GI none 
Exons 



Seq. ID OJ990324 02.9819.C21 



Strand 
End 

Method 

End 

Score 



42769 

TBLASTX: Wheat 

15770 

175 



15509. .15769, 15511 .. 15756, 15516.. 15770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24531 
51040 
40666 

OJ990324_02. 9819.C21.o4 .tm 
25540 
none 
25540. 
25750. 
29821. 
30131. 



.25665, 25570. 

.26019, 25842. 

.29874, 29873. 

.30169, 30132. 



Seq. ID OJ990324_02.9819.C21 
Strand 

End 42769 
Method TBLASTX : Maize 
End 36327 
Score 91 
.25665, 25671. .25736, 25672 .. 25791, 
.26018, 29766. .29807, 29816 .. 29896, 
.29917, 29907. .30152, 30059 .. 30142, 
.30176, 36208. .36288, 362 65. .36327 



24531 
51040 
40666 

OJ990324_02. 981 9 . C21 . o2 . ts 

25563 

none 



Seq. ID OJ990324_02. 9819.C21 
Strand 

End 42769 

Method TBLASTX : Soybean 

End ' 30179 

Score 53 



25563. .25610, 25570 .. 25611 , 25591 .. 25665, 25669 2574 6, 

25671. .25736, 25771 .. 26019, 25878 .. 26018 , 29816 .. 29896, 

29880. .29906, 29940 .. 30152, 30035 .. 30142 , 30131 .. 30169, 
30132. .30179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

T7>.. 



24531 Seq. ID 

51040 Strand 

40666 End 

OJ9903.24_02 . 9819 . C21 . ol . tc Method 

25570 End 

none Score 



OJ990324_02.9819.C21 
42769 

TBLASTX: Cress 

30182 

92 



25570. .25665, 2567 1 .. ^5736, 25672 .. 25752 , 25738 2 6019, 
25905. .26018, 29816 .. 29896, 29898 .. 30152, 30059 30142 , 
30131. .30169, 30132.. 30182 



24720 




Seq. No; 


24531 


Seq. ID 


OJ990324 


_02.9819. 


C21 


bene wo . 


r i n a n 


Strand 








Start 


40666 


End 


42769 






Name 


OJ990324 02.9819.C21.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


30846 


End 


35376 






GI 


none 


Score 


71 






Exons 


30846. .30899, 30947 .. 31096,. 


.30987. .31106, 31000 


. .31110, 






35035. .35319, 35035.. 35376 










Seq. No. 


24531 


Seq. ID 


OJ990324 


_02.9819. 


C21 


Gene No. 


51040 


Strand 








Start 


40666 


End 


42769 






Name 


UJ""U jZ^t \j £ . j?0 X. J . 1 . o o . tin 


Method 


TBLASTX: 


Maize 




Start 


30962 


End 


35166 






GI 


none 


Score . 


142 






Exons 


30962. .31159, 30963 .. 31196, 


30964. .31164, 31167 


. .31454, 






31169. .31243, 31179. . 31436, 


31180. .31452, 31271 


. .31453, 






34699. .34821, 34713. . 34805, 


34723. .34809, 34824 


. .34961, 






34834. .34974, 34927 .. 34980, 


34986. .35153, 35014 


. .35166 




Seq. No. 


24531 


Seq. ID 


OJ990324 


_02.9819. 


C21 


belle 1NO • 


51040 


Strand 








Start 


40666 


End 


42769 






Name 


OJ990324 02.9819.C21.o4.np 


Method 


AAT/NAP 






Start 


39948 


End 


42769 






GI 


5091513 


Score 


1551 






Exons 


39948. .40167, 40321 .. 40449, 


41115. .42769 






GI Descrip. 


(AB0234 82) Hypothetical protein [Oryza 


sativa] 






oeq. iNO . 


24531 


Seq. ID 


OJ990324 


no Q Q 1 Q 


1 


Gene No. 


51040 


Strand 








Start 


40666 


End 


42769 






Name 


OJ990324 02.9819.C21.o6.gs 


Method 


GENSCAN 






Start 


40666 


End 


42620 






GI 


none 


Score 


.73 






Exons 


40666. .41380, 41579 .. 41714 , 


41720. .42620 






Seq. No. 


24532 


Seq. ID 


OJ990324 


_02.9819. 


C22 


Gene No. 


51041 


Strand 


+ 






Start 


3498 


End 


12087 






Name 


OJ990324 02.9819.C22.o2.gs 


Method 


GENSCAN 






Start 


3498 


End 


12087 






GI 


none 


Score 


.51 






Exons 


3498.. 3628, 4621.. 4741, 5187 


. .5763, 6256. . 6281, 


7805. .8114, 




8337.. 8717, 8990. .9085, 9146 


. .9451, 9771. .10040 


, 10310.. 


104' 




10535. .10801, 10979. .11108, 


11184. .1132 


!8, 11783 


. .11876, 






12047. .12087 










Seq ; No. 


24532 


Seq. ID 


'OJ990324 


_02. 9819. 


C22 


Gene No. 


51042 


Strand 


+ 






Start 


13513 


End 


22379 






Name 


OJ990324 02.9819.C22.o3.gs 


Method 


GENSCAN 






Start 


13513 


End 


20030 






Cil 


none 


Score 


.5 






Exons 


13513. .13983, 14583 .. 14716, 


15153. .16060, 18021 


. .18145, 





18272. .18442, 19569.. 20030 



24721 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24532 Seq. ID 

51042 Strand 

13513 End 

OJ990324_02 . 98 1 9 . C22 . o2 . np Method 

14449 End 

5305335 Score 



OJ990324_02.9819.C22 
+ 

22379 
AAT/NAP 
22379 
341 



14449. .16108, 19706. .19767, 20258 .. 20536, 22210.. 22379 
(AF071081) proline-rich mucin homolog [Mycobacterium 
tuberculosis] 



24532 
51042 
13513 

OJ990324_02 .9819. C22 . o4 . gp 
17536 

uC-osflcyp088bl2bl 
17536. .17645 

'5257255/dbj | AP000364 . 1 | AP000364 3.0e-36 Oryza sativa genomic 
DNA, ■■chromosome 8, clone : P0026F07 f 



Seq. ID OJ990324_02.9819.C22 

Strand + 

End 22379 

Method AAT/GAP 

End 17645 

Score 157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24532 Seq. ID 

51043 Strand 

1 End 2730 

OJ990324_02 . 9819 . C22 . ol . np Method AAT/NAP 

1 End 2730 

5091513 Score 2132 
1..1352, 2216.. 2730 

(AB023482) Hypothetical protein [Oryza sativa] 



OJ990324 02.9819.C22 



24532 Seq. ID 

51043 Strand 

1 End 

OJ990324_02 . 9819 . C22 . ol . gs Method 

12 End 

none Score 



OJ990324_02.9819.C22 

2730 
GENSCAN 
2706 
.47 



12. .599, 682. .767, 773. .972, 1297. .1371, 1720. .1849, 2249. .2706 

24532 Seq. ID OJ990324JD2 . 98 19 . C22 

51043 Strand 

1 End 2730 

OJ990324_02.9819.C22.ol.gp Method • AAT/GAP 

1451 End 1695 

LIB3475-004-P1-K2-A5 Score 399 

1451. .1695 

, 5777612/emb|AJ245900. 1 IOSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome* 

24532 Seq. ID OJ990324_02 . 98 19 . C22 

51043 Strand 

1 End 2730 

OJ990324_02.9819.C22.o2.gp . Method AAT/GAP 

1932 End ' 2216 

LIB3475-004-P1-K2-A5 Score 371 

193^. .2119, 2162. .2216 

, 5777612/emb|AJ245900.1|OSA245900 1.0e-94 Oryza sativa 

chromosome 4 BAC q3037-207Fl complete genome 1 



24722 



Seq. No. 


24532 


• 






Gene No. 


51044 








Start 


20930 








Name 


OJ990324 02 


.9819. 


C22.o4, 


.tm 


Start 


1426 








GI 


none 








Exons 


1426. .1542, 


1427. 


.1543, 


1430. 




1907. .2023, 


1908. 


.2024, 


1911. 




2023. .2118, 


2025. 


.2117, 


2027. 


Seq. No. 


z45 52 








Gene No. 


51044 








Start 


20930 








Name 


OJ990324 02 


.9819. 


C22.o3. 


.tm 


Start 


7703 








GI 


none 








Exons 


7703. .7837, 


7720. 


.7827, 


7853. 


Seq. No. 


24532 








Gene No. 


51044 * 








Start 


20930 








Name 


OJ990324 02 


.9819. 


C22.o3. 


.ts 


Start 


9166 








GI 


none 








Exons 


9166. .9528, 


9234. 


.9512 





Seq. ID OJ990324_02.9819.C22 
Strand 

End 21920 

Method TBLASTX: Maize 

End 2186 

Score 110 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method ■ 

End 

Score 



OJ990324_02.9819.C22 
21920 

TBLASTX: Maize 

8071 

145 



OJ990324_02. 9819.C22 
21920 

TBLASTX : Soybean 

9528 

202 



Seq. No. 


24532 




Gene No. 


51044 




Start 


20930 




Name 


OJ990324 02.9819.C22 


. ol . tw 


Start 


10171 




GI 


none 




Exons 


10171. .10578, 10188. 


.10511, 


Seq. No. 


24532 




Gene No. 


51044 




Start 


20930 




Name 


OJ990324 02.9819.C22 


. o2 . tm 


Start 


10231 




GI 


none 




Exons 


10231. .10446, 10233. 


.10445 


Seq. No. 


24532 




Gene No. 


51044 




Start 


20930 ■ 




Name 


OJ990324 02.9819.C22 


. ol .tm 


Start 


10447 




GI 


none 




Exons 


10447. .10908, 10449. 


.10511, 


Seq. No. 


24532 




Gene No. 


51044 




Start ' 


20930 




Name 


OJ990324 02.9819.C22 


.o2.ts 


Start 


10594 




GI 


none 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_02.9819.C22 
21920 

TBLASTX: Wheat 

10579 

602 



OJ990324_02.9819.C22 
21920 

TBLASTX: Maize 

10446 

306 



OJ990324_02. 9819.C22 
21920 

TBLASTX: Maize 

10908 

613 



OJ990324_02.9819.C22 
21920 

TBLASTX: Soybean 

11063 

223 



24723 




Exons 


10594. .10875, 10629. 


.10886, 


10876. .11061, 10917 


. .11063 




Seq. No. 


24532 




Seq. ID 


OJ99.0324 


_02.9819 


.C22 


bene wo . 


ci OA A 

o ± yj*± ft 




Strand 








Start 


20930 




End 


21920 






Name 


OJ990324 02.9819.C22, 


.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


10597 




End 


10977 






GI 


none 




Score 


200 






Exons 


10597. .10899, 10651., 


.10740, 


10876. .10977 






Seq. No. 


24532 




Seq. ID 


OJ990324 


_02.9819 


.C22 




D L U 4 ft 




Strand 








Start 


20930 




End 


21920 






Name 


OJ990324 02.9819.C22, 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11214 




End 


11631 




GI -£p - 


none 




Score 


177 






Exons . 


11214. .11330, 11215.. 


,11352, 


11389. .11631, 11514 


. .11627 




Seq. No. 


24532 




Seq. ID 


OJ990324 


_02.9819 


.C22 


belle iNO . 


ci r\A A' 
D J. U ft fl 












Start 


20930 




17 vi r-J 

hna 


yzu 






Name 


OJ990324 02.9819.C22, 


, o3 . tw 


Metnoa 


mnT 7\ prnv . 

TBLASTX : 


Wheat 




Start 


11260 




hna 


1 1 C Cl A 






GI 


none 




Score 


1 O 






Exons 


11260. .11349, 11410.. 


,11694 










Seq. No. 


24532 




Seq. ID 


OJ990324 


_02.9819 


.C22 


bene ino . 


3 J. Uft ft 




Strand 








Start 


20930 




End 


21920 






Name 


OJ990324 02.9819.C22. 


o4 . gs 


Method 


GENSCAN 






Start 


20930 




End 


21920 






GI 


none 




Score 


.79 






Exons 


20930. .21084, 21896.. 


21920 










Seq. No. 


24533 




Seq. ID 


OJ990324 


_02.9819 


.C23 


bene lno . 


m ha ^ 

Q 1 Ufl O 




Strand 


+ 






Start 


397 




End 


450 






Name 


OJ990324 02.9819.C23. 


ol.gs 


Method 


GENSCAN 






Start 


397 




End 


450 






GI 


none 




Score 


.82 






Exons 


397.. 450 












Seq. No. . 


24534 




Seq. ID 


OJ990324 


_02.9819, 


.C24 


Gene No. 


51046 




Strand 








Start 


1 




End 


559 






Name 


OJ990324 02.9819.C24. 


ol .np 


Method 


AAT/NAP 






Start 


1 




End 


474 






GI 


3068809 




Score 


272 






Exons 


1. .474 












GI. Descrip. 


(AF059295) Skpl homolog [Arabidopsis thaliana] 






Seq. No. 


24534 




Seq. ID 


OJ990324_ 


_02.9819. 


>C24 


Gene No. 


51046 




Strand 








Start 


1 




End 


559 






Name 


OJ990324 02.9819.C24. 


ol .gs 


Method 


GENSCAN 






Start 


36 




End 


559 






GI 


none 




Score 


.65 







24724 




Exons 36.. 559 



Seq. No. 


24534 






Seq. ID 


OJ990324 


_02.9819.C24 


Gene No. 


51046 






Strand 


- 




Start 


1 






End 


559 




Name 


OJ990324 02 


.9819. 


C24.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


37 






End 


448 




GI 


none 






Score 


71 




Exons 


37.. 231, 38 


. .172, 


259. .342, 


278. .343, 


349. .444, 


350. .448 


oeq. jno. 


9 A c -3 / 






oeq. iu 


uo y y u o£ 4 


no QQ i Q no A 

uz . yo i y . ft 


Gene No. 


51046 






Strand 






Start 


1 






End 


559 




Name 


OJ990324 02 


.9819. 


C24.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


37 






End 


451 




GI 


none 






Scored' 


60 




Exons 


37.. 243, 38 


. .136, 


268. .345, 


278. .343, 


349. .423, 


403. .444, 




404. .451 












Seq. No. 


24534 






Seq. ID 


OJ990324 


_02.9819.C24 


Gene No. 


51046 






Strand 


- 




Start 


1 






End 


559 




Name 


OJ990324 02 


.9819. 


C24 .ol.tm 


Method 


TBLASTX: 


Maize 


Start 


46 






End 


489 




GI 


none 






Score 


57 




Exons 


46. .270, 47 


. .172, 


244. .342, 


281. .343, 


34 9, .489, 


349. .444 


Seq. No. 


24535 






Seq. ID 


OJ990324 


_02.9819.C28 


Gene No . 


D 1 U 4 / 






Strand 






Start 


1 






End 


1514 




Name 


OJ990324 02 


.9819. 


C28.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


667 




GI 


4539658 






Score 


222 




Exons 


1..100, 320 


. .498, 


540. .667 








GI Descrip. 


(AF061282) 


serine 


carboxypeptidase-like protein 


[Sorghum 




bicolor] 












Seq. No. 


24535 






Seq. ID 


OJ990324 


_02.9819.C28 


Gene No. 


51047 






Strand 






Start 


1 






End 


1514 




Name 


OJ990324 02 


.9819. 


C28.o3.np 


Method 


AAT/NAP 




Start 


1 






End 


1514 




GI 


5091513 






Score 


519 




Exons 


1..99, 683. 


.1514 











GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 

Seq. No. 24535 Seq. ID OJ990324_02 . 9819 . C28 

Gene No. 51047 Strand 

Start 1 End 1514 

Name OJ990324_02. 98 19 . C28 . ol . gp Method AAT/GAP 

Start 91 End 308 

GI LIB3475-004-P1-K2-A5 Score 335 

Exons 91.. 308 

GI Descrip. 1 5777 612/emb | AJ245900 . 1 | OSA245900 1.0e-94 Oryza sativa 
chromosome 4 BAC q3037-207Fl complete genome 1 

Seq. No. 24535 Seq. ID OJ990324_02 . 9819 . C28 



24725 





O 1 Ufi / 




OL IT all Li 




Start- 


1 




End 


1514 


Name 


OJ990324 02.9819.C28.ol 


.gs 


Method 


GENSCAN 


Start 


318 




End 


1236 


GI 


none 




Score 


.75 


Exons 


318. .462, 862. .1236 








Seq. No. 


24535 




Seq. ID 


OJ990324 


Gene No. 


51047 




Strand 


- 


Start 


1 




End 


1514 




OJ990324 07 9819 C98 a? 


■ gp 


Method 


AAT /CAP 


Start 


545 


End 


829 


GI 


LIB3475-004-P1-K2-A5 




Score 


371 


Exons 


545.. 732, 775.. 829 








GI Descrip. 


, 5777 612/emb|AJ245900.1 


IOSA245900 l.Oe 


-94 Oryza 




chromosome 4 BAC q3037- 


207F1 


complete 


genome 1 


Seq. No. 


24536 




Seq. ID 


OJ990324 


bene ino . 


CI f|/ft 
D ±UHO 




Strand 




Start 


1 




End 


268 


Name 


OJ990324 02.9819.C30.ol 


.gp 


Method 


AAT /GAP 


Start 


1 




End 


268 


GI 


none 




Score 


384 


Exons 


1. .268 








Seq. No. 


24536 




Seq. ID 


OJ990324 


bene ino . 






Strand 




Start 


505 




End 


705 


Name 


OJ990324 02.9819.C30.ol 


.gs 


Method 


GENSCAN 


Start 


505 




End 


705 


GI 


none 




Score 


.85 


Exons 


505. .705 








Seq. No. 


24537 




Seq. ID 


OJ990324 


Gene No. 


51050 




Strand 


+ ' 


Start 


283 




End 


351 


Name 


OJ990324 02.9819.C31.ol 


.gs 


Method 


GENSCAN 


Start 


283 




End 


351 


GI 


none 




Score 


.6 



02.9819.C31 



Exons 



283. .351 



Seq. No. 24538 Seq. ID 

Gene..No. 51051 Strand 

Start s 1 End 

Name OJ990324_02 . 9819.C32 .ol .gp Method 

Start 1 . End 

GI 1601_1.R1084 - Score 

Exons 1..83, 276.-347, 472. .549, 825. .994, 
GI Descrip. 



OJ990324 02.9819.C32 



1629 . 
AAT /GAP 
1629 
1320 
1122. .1358, 



1496. .1629 



f 2493650/sp|Q43831|RUBB_SECCE 0.0e+00 RUBISCO SUBUNIT 
BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi__1167858_emb_CAA93139_ (Z68903) chaperonin 
[Secale cereale] 1 



Seq. No. 

UCllC 1HU . 

Start 
Name 



24538 



OJ990324_02 . 9.8 19 . C32 . ol . np 



Seq. ID 

Strand 

End 

Method 



OJ990324_02.9819.C32 

1629 
AAT /NAP 



24726 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 1629 

2493650 Score 952 

1..83, 276. .347, 472. .549, 825. .994, 1122. .1358, 1496. .1629 
RUBISCO SUBUNIT BINDING- PROTEIN BETA SUBUNIT (60 KD CHAPERONIN 
BETA SUBUNIT) (CPN-60 BETA) gi | 1167858 | emb | CAA93139 | (Z68903) 
chaperonin [Secale cereale] 



24538 
51051 
1 

OJ990324_02. 9819 . C32 . ol . tm 
2 

none 



Seq. ID OJ990324_02. 9819.C32 
Strand 

End 162 9 

Method TBLASTX : Mai ze 

End 1629 

Score 75 



2. .58, 3. .59, 4. .63, 270. .347, 274. .348, 277. .348, 459. .551, 
469.-543, 469. .555, 821. .871, 823. .996, 825. .995, 825. .1001, 
826. .996, 914. .1000, 1114. .1359, 1115. .1357, 1266. .1358, 
1267. .1359, 1500. .1628, 1521. .1628, 1522. .1629, 1522. .1629 



24538 
51051 
1 

OJ990324_02.9819.C32.ol.ts 
2 

none 



Seq. ID OJ990324_02.9819.C32 
Strand 

End 162 9 

Method TBLASTX : Soybean 

End 1629 

Score 62 



2. .58, 4. .63, 270. .347, 280. .348, 469. .555, 825. .1001, 
826. .1005, 1114. .1359, 1115. .1348, 1279. .1359, 1500. .1628, 
1521.. 1628', 1522.. 1629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24538 
51051 
1 

OJ990324_02.9819.C32.ol.tc" 
4 

none 



Seq. ID OJ990324_02. 9819.C32 
Strand 

End 1629 

Method TBLASTX : Cress 

End 1177 

Score 83 



4. .63, 270. .347, 280. .348, 469.-555, 825. .995, 825. .1001, 
826. .996, 881. .1006, 1114. .1176, 1115. .1177, 1124. .1177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24538 
51051 
1 

OJ990324_02 .9819. C32 . ol . gs 

276 

none 



Seq. ID OJ990324_02. 9819.C32 
Strand 

End 1629 

Method GENSCAN 

End 1356 

Score .76 



276. .347, 472. .549, 825.-994, 1122. .1356 



24538 
51051 
1 

OJ990324_02.9819.C32.ol.tw 

294 

none 



Seq. ID OJ990324_02. 9819.C32 
Strand 

End 1629 ' 

Method TBLASTX : Wheat 

End 1165 

Score 84 



294. .347, 295.-348, 296. .373, 459. .551, 469. .543, 469. .555, 

821. .871, 823. .993, 825. .1004, 825. .1001, 878. .1003, 1114. .1164, 

1115. .1165, 1121. .1165 



Seq. No. 
Gene No. 



24538 
51051 



Seq. ID OJ990324_02.9819.C32 
Strand 



24727 



Start 1 

Name OJ990324_02 . 98 19 . C32 . o2 . tw 

Start 1166 

GI none 

Exons 1166.. 1345, 1168.. 1356, 1524. 

Seq. No. 24538 

Gene No. 51051 

Start 1 

Name OJ990324_02 . 9819 . C32 . o2 . tc 

Start 1180 

GI none 

Exons 1180.. 1359, 1181.. 1351, 1272. 

1500.. 1628,, 1521.. 1628, 1522. 

Seq. No. 24539 

Gene No. 51052 

Start 416 

Name OJ990324_02 . 9819 . C34 . ol . gs 

Start 416 

GI none 

Exons 416.. 595 



End 

Method 
End 
Score 
.1559 



1629 

TBLASTX: Wheat 

1559 

60 



Seq. ID OJ990324_02. 9819.C32 
Strand 

End 1629 

Method TBLASTX: Cress 

End 1629 

Score 132 

.1382, 1276. .1353, 1454. .1624, 
.1629 

Seq. ID OJ990324_02. 9819.C34 
Strand 

End 595 

Method GEN SCAN 

End 595 

Score .78 



Seq. No. 24540 Seq. ID 

Gene No. - 51053 Strand 

Start 232 ' End 

Name OJ990324_02 .9819. C35 . ol . gs Method 

Start 232 End 

GI ; none Score 

Exons 232.. 399 



OJ990324_02. 9819.C35 
399 

GENSCAN 
399 
..57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24541 Seq. ID OJ990324_02 . 9819 . C37 

51054 Strand + 

1 End 884 

OJ990324_02 .9819. C37 . ol . np Method AAT/NAP 

1 End 884 

5295955 Score 76 

1..33, 201. .265, 749. .884 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. No. 24542 Seq. ID 

Gene No. 51055 Strand 

Start 211 End 

Name OJ990324_02 .9819. C38 . ol . tm Method 

Start 1 End 

GI none Score 
Exons 



1..63, 1..93, 3. .89, 3. .101, 201. .314, 
399. .473, 412. .504, 412. .504, 440. .505, 499, 
528.. 575, 533". .583, 582.. 650, 586.. 636, 606. 
644. .688, 722. .784, 723. .767, 724. .768, 745, 
769. .798 



OJ990324_02.9819.C38 
+ 

948 

TBLASTX: Maize 
834 
85 
205. 



333, 207.. 461, 
.531, 526. .576, 
.644, 611. .661, 
.834, 762.. 797, 



Seq. No. 24542 * Seq. ID 

Gene No. 51055 Strand 

Start 211 End 

Name OJ990324_02 . 9819 . C38 . ol . gs Method 



OJ990324_02.9819.C38 
+ 

948 

GENSCAN 



24728 




Start 


211 








End 


678 


GI 


none 








Score 


.81 


Exons 


211. .561, 676. .678 








Seq. No. 


O A C A O 

z4 0 4 z 








Seq. ID 


OJ990324_02.9819.C38 


Gene No . 


0 1U00 








btrana 


+ 


Start 


Oil 
Z 1 1 








End 


948 


Name 


UijyyUoz4 Uz 


QQ1 Q 

. y o i y 


C OQ r\ 1 

. Ljo . Ol 


.gp 


Method 


AAT/GAP 


Start 


0 A 0 
Z 4 Z 








End - 


948 


GI 


none 








Score 


1227 


Exons 


0 AO 

Z 4 Z • , 710 












Seq. No. 


24543 








Seq. ID 


OJ990324_02.9819.C39 


Gene No. 


0 1U0 K> 








Strand 


+ 


Start 


1104 








End 


1754 


Name 


r\ TQom oa no 
ujyyuoz4 uz 


.9819 


C39.ol 


.np 


Method 




Start 


110 4 








End 


1754 


GI 


D / 14 4 z 4 








Score 


229 


Exons 


i i Cyi i o n o 
1104. . IzU / , 


1317 


.1406, 


1532. 


.1754 




GI Descrip. 


(ACUlzozo ) 


putative ADP- 


-ribosylation 


factor [Arabidopsis 




thaliana] 












Seq. No. 


o / c A O 

Z4 04 o 








Seq. ID 


OJ990324_02.9819.C39 


Gene No. 


C1 ACT 

01057 








Strand 




btart 


louy 








End 


1653. 


Name 


o j yyuoz4 Uz 


.9819. 


C39.61 


.ts 


Method 


TBLASTX : Soybean 


Start 


1 1 A Q 
114 0 








End 


1647 


GI 


none 








Score 


57 


Exons 


1148. .1189, 


1150. 


.1191, 


1292. 


.1348, 1316. .1348, 1346. .1408, 




1348. .1407, 


1528. 


.1647, 


1530. 


.1646 




Seq. No. 


O ^ C A O 

z4o4 o 








Seq. ID 


OJ990324_02. 9819.C39 


Gene No . 


C 1 A C "7 

01U0 / 








Strand 




Start 


uuy 








End 


1653 


Name 


nTQomo^ no 
ujyyuoz4 uz 


.9819. 


C39.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1 1 A Q 

1 1 4 y 








End 


1647 


GI 


none 








Score 


38 


Exons 


1149. .1202, 


1319. 


.1408, 


1528. 


.1635,' 1530. .1634, 1594. .1647 


Seq. No. 


o a c A O 
z 4 0 4 j 








Seq. ID 


OJ990324_02.9819.C39 


Gene No. 


OlUO / 








Strand 




Of ar f 

o rarr 


ijuy 








End 


1653 


Name 


ojyyuoz4 uz 


.9819. 


C39.ol 


tin 


Method 


TBLASTX: Maize 


Start 


1 1 CO 

lloo 








End 


1653 


GI 


none 








Score 


50 


Exons 


i loo . . ii y i , 


1154. 


.1189, 


1292. 


.1345, 1313. .1348, 1345. .1407, 




i ok 1 4 no 

± 0 4 O . . ± 4 U O , 


1528. 


.1647, " 


1530. 


.1646, 1534.. 1653 


Seq. No. 


2454^ 








Seq. ID 


OJ990324_02. 9819.C39 


Gene No. 


51057 








Strand 




Start 


1309 








End 


1653 


Name 


OJ990324 02 


.9819. 


C39.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1154 








End 


1641 


GI 


none 








Score 


37 


Exons 


1154 . . 1180, 


129z\ 


.1348, 


1313. 


.1339, 1314. .1349, 1346. .1408, 




1348. .1407, 


1356. 


.1421, 


1528. 


.1641, 1530.. 1628 




Seq. No. 


24543 










Seq. ID 


OJ990324 


_02, 


.9819. 


C39 














OIL ai L\JL 










Start 


1309 










End 


1653 








Name 


OJ990324 02. 


9819 


.C39. 


■ ol, 


.gs 


Method 


GENSCAN 








Start 


1309 










End 


1506 








GI 


none 










Score 


.79 








Exons 


1309. .1506 




















Seq. No. 


24544 










Seq. ID 


-OJ990324 


_02. 


.9819. 


C4 0 


Gene No. 


51058 










Strand 










Start 


45 










End 


668 








Name 


OJ990324 02. 


9819 


.C40. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


45 










End 


668 








GI 


none 










Score 


.48 








Exons 


45. .668 





















OJ990324 02.9819.C40 



Seq. No. 24544 Seq. ID 

Gene No. 51058 Strand 

Start 45 End 668 

Name OJ990324_02 . 9819 .C40 . ol . np Method AAT/NAP 

Start 52 End ' 533 

GI 4874308 Score 238 

Exons 52 . . 533 

GI Descrip. (AC006053) putative kinetechore (Skplp-like) protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24544 Seq. ID 

51058 Strand 

; 4 5 End 

OJ990324J32 . 9819 . C40 . ol . tc Method 

147 End 

none Score 



OJ990324_02.9819.C40 
668 

TBLASTX: Cress 

504 

72 



147. .287, 315. .398, 334. .399, 405. .500, 406. .504 

OJ990324 02.9819.C40 



24544 
51058 
45 

OJ990324_02 . 98 1 9 . C40 . ol . tm 

147 

none 



Seq. ID _ 
Strand 

End.,- 668 

Method TBLASTX : Mai ze 

End 545 

Score 59 



147. .326, 300. .398, 337. .399, 405. .545, 405. .500 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24545 
51059 



Seq. ID OJ990324_02.9819.C41 
Strand 



OJ990324_02.9819.C41.ol.np 
1 

6840824 

1..98, 191. .217, 390. .511, 
(AF077224) iron-superoxide dismutase .precursor 
unguiculata] 



End 

Method 
End 
Score 
. .796, 



1062 
AAT/NAP 
1062 
323 
859. .1062 



[Vigna 



Seq. No. 24545 Seq. ID OJ990324_02 . 9819 . C4 1 

Gene No. 51059 Strand 

Start 1 End 1062 

Name OJ990324_02 . 9819 . C41 . ol . gs Method GENSCAN 

Start 393 End 796 



24730 



GI none 

Exons 393.. 511, 625.. 796 

Seq. No. 24545 

Gene No. 51059 

Start 1 

Name . OJ990324_02 . 9819.C41.ol . tc 

Start 399 " 

GI none 

Exons 399.-449, 624.. 668, 629.. 793, 

Seq. No. 24545 

Gene No. 51059 

Start 1 

Name OJ990324_02 . 9819 . C41 . ol . ts 

Start 399 

GI none 

Exons 399.. 476, 400.. 510, 621.. 794, 
721.. 798, 901.. 1053 



Score 



.91 



Seq. ID OJ990324_02.9819.C41 
Strand 

End 1062 

Method TBLASTX : Cress 

End 1050 

Score 129 

630. .794, 735. .794, 886. .1050 

Seq. ID OJ990324_02.9819.C41 
Strand 

End 1062 

Method TBLASTX : Soybean 

End 1053 

Score 54 

621. .677, 629. .796, 632. .799, 



Seq. No. 


24546 








Seq. ID 


Gene No. 


51060 








Strand 


Start 


'47 








End 


Name 


OJ990324 


_02. 


9819. 


C42.ol.gp 


Method 


Start 


47 








End 




O A AO 4Q1 
c. *i *i n O X 








Score 


Exons 


47. . 157 










Seq. No. 


24547 








Seq. . ID 


Gene No. 


51061 








Strand 


Start 


466 








End 


Name 


OJ990324 


_02. 


9819. 


C43.ol.gs 


Method 


Start 


466 








End 


GI 


none 








Score 


Exons 


466. .547 










Seq. No. 


24548 








Seq. ID 


Gene No. 


51062 








Strand 


Start 


506 








End 


Name 


OJ990324 


_02. 


9819. 


C44 .ol .gs 


Method 


Start 


506 






End 


GI 


none 








Score 


Exons 


506. .648 










Seq. No. 


24549 








Seq. ID 


Gene No. 


51063 








Strand 


Start 


99 








End 


Name 


OJ990324 


_02. 


9819. 


C45.ol.gs 


Method 


Start' 


99 








End 


GI 


none 








Score 


Exons 


99. .249, 


415 


. .488 






Seq. No. 


24550 








Seq. ID 


Gene No. 


51064 








, Strand 


Start 


i 
j. 








End 


Name 


OJ990224 


_06. 


9819. 


Cl.ol.np 


Method 


Start 


1 








End 



157 

AAT/GAP 

157 

162 



547 

GEN SCAN 

547 

.85 



Seq. ID OJ990324__02.9819.C44 
+ 

648 

GENSCAN 
648 
.55 



OJ990324_02.9819.C45 
+ 

488 

GENSCAN 

488 

.63 



OJ990224_06.9819.C1 
+ 

1082 

AAT/NAP 

1082 



24731 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



6498441 Score 546 

1..1082 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



24550 
51064 
1 

OJ990224_06. 9819 . CI . ol . tw 

474 

none 

474. .767, 475. .795, 476. .796 



Seq. ID OJ990224_06.9819.C1 

Strand + 

End 1082 

Method TBLASTX : Wheat 

End 796 

Score 137 



Seq. No. 24550 Seq. ID 

Gene No. 51064 Strand 

Start 1 End 

Name OJ990224_06. 9819. CI .ol . gs Method 

Start 530 End 

GI none Score 

Exons 530.. 782 



OJ990224_06.9819.C1 
+ 

1082 
GENSCAN 
782 
.46 



Seq. No. 24550 Seq. ID 

Gene No. 51064 Strand 

Start . 1 End 

Name • OJ990224_06. 9819. CI . ol . tm Method 

Start 605 End 

GI none Score 

Exons 605.. 793, 640.. 792 



OJ990224_06.9819.C1 
+ 

1082 

TBLASTX: Maize - 

793 

215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
#'GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24551 Seq. ID 

51065 Strand 

1 End 

OJ990224_06. 9819 . C2 . ol . np Method 

1 End 

6907089 Score 
1. .623 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990224_06. 9819.C2 
+ 

845 

AAT/NAP 
623 
238 



24551 
51065 
1 

OJ990224_06.9819.C2.o2.np 
289 

6721558 
289. .367, 696. .845 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 | dbj IBAA90369.il (AP001081) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990224_06. 9819.C2 

Strand + 

End 845 

Method AAT/NAP 

End 84 5 

Score 65 



24551 
51066 
33 

OJ990224_06. 9819 . C2 . ol . gs 
33 

none 

33. .411, 511. .584 



Seq. ID OJ990224_06. 9819.C2 

Strand 

End 584 

Method GENSCAN 

End 584 

Score .91 



24732 




Spa No 


24552 


Seq. ID 






Gene No. 


51067 


Strand 






Start 


370 


End 


1367 




Name 


OJ990224 06.9819.C4.ol.gs 


Method 


GENSCAN 




Start 


370 


End 


1367 




GI 


none 


Score 


.66 




Exons 


370. .487*. 1333. .1367 








Seq. No. 


24553 


Seq. ID 






Gene No. 


51068 


Strand 


+ ~ 




Start 


283 


End 


399 




Name 


OJ990224 06.9819.C5.ol.gs 


Method 


GENSCAN 




Start 


283 


End 


399 




GI 


none 


Score 


.46 




Exons • 


283. .399 








Seq. No. 


24554 


Seq. ID 


OJ990224_06.9819. 


,C7 


Gene No . 


51069 


Strand 


+ 




Start 


844 


End 


2988 




Name 


OJ990224 06.9819.C7.ol.np 


Method 


AAT/NAP 




Start 


844 


End 


2988 




GI 


5042454 


Score 


2310 




Exons 


844.-998, 1328. .1431, 1487., 


.2988 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Sea No 


24554 


Seq. ID 


OJ990224_06.9819. 


,C7 


Gene No. 


51069 


Strand 


+ 




Start 


844 


End 


2988 




Name 


OJ990224 06.9819.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2159 


End 


2551 




GI 


none 


Score 


58 




Exons 


2159.. 2206, 2213.. 2311, 221* 


3. .2310, 2278. .2517, 2294. .2551 


Sea No 


24554 


Seq. ID 


OJ990224_06.9819. 


C7 


Gene No. 


51069 


Strand 


+ 




Start 


844 


End 


2988 




Name 


OJ990224 06.9819.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


2201 


End 


2455 




GI 


none 


Score 


200 




Exons 


2201. .2455 








Sea No 


24555 


Seq. ID 


OJ990224_06.9819. 


C9 


Gene No. 


51070 


Strand 






Start 


463 


End 


678 




Name 


OJ990224 06.9819.C9.ol.gs 


Method 


GENSCAN 




Start 


4 63 


End 


678 




GI 


none 


Score 


.4 




Exons 


463. .678 








Seq. No. 


24556 


Seq. ID 


OJ990224_06. 9819. 


C10 


Gene No. 


51071 


Strand ■ 


+ 




Start 


191 . ^ 


End 


646 




Name 


OJ990224_06. 9819. C10. ol.gs 


Method 


GENSCAN 




r~< j .i. 

O IQl l_ 


191 


End 


646 




GI 


none 


Score 


.62 




Exons 


191. .218, 498. .646 









24733 





24557 












Gene No. 


51072 


Strand 


+ 








Start 


405 


End 


•630 








Name 


OJ990224 06.9819.C12.ol.gs 


Method 


GENSCAN 








Start 


405 


End 


630 








GI 


none 


Score 


.49 








Exons 


405. .630 












Seq. No. 


24558 . 


Seq. ID 


OJ990224 


_06. 


9819, 


.C14 


Gene No . 


51073 


Strand 


+ 








Start 


1 


End 


1912 








Name 


OJ990224 06.9819.C14.ol.np 


Method 


AAT/NAP 








Start. 


1 


End 


1912 








GI 


6721512 


Score 


82 








Exons 


1..78, 765. .856, 884. .1019, 


1869. .1912 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








cprr No 


24558 


Seq. ID 


\JKJ J ^ \J *i 


\J u . 


Zs O J. ZJ i 




Gene No. 


51074 


Strand 










Start 


721 


End 


1370 








Name 


OJ990224 06. 9819 . C14 . ol . gs 


Method 


GENSCAN 








Start 


721 ' 


End 


1370 








GI 


none 


Score 


.66 








Exons 


721. .793, 1192. .1249, 1367. 


.1370 










Seq. No. 


24559 


Seq. ID 


OJ990224_ 


_06. 


9819. 


.C15 


Gene No . 


51075 


Strand 


+ 








Start 


530 


End 


738 








Name 


OJ990224 06.9819.C15.ol.np 


Method 


AAT/NAP 








Start 


530 


End 


738 








GI 


5803259 


Score 


245 








Exons 


530. .738 












GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








tj C ^ . IH\J • 


24559 


Seq. ID 






_/ o x. y • 


> K-r ± *J 


Gene No. 


51076 


Strand 










Start 


485 ' . 


• End 


655 








Name 


OJ990224 06,9819. C15.ol.gs 


Method 


GENSCAN 








Start 


485 


End 


655 








GI 


none 


Score 


.56 








Exons 


485. .655 












Seq. No., 


24560 


Seq>:-ID 


OJ990224_ 


_06. 


9819. 


C16 


Gene No. 


51077 


Strand 


+ 








Start 


1 


End 


450 








Name 


OJ990224 06.9819.C16.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


447 








GI 


6539586 


Score 


586 








Exons 


1..447 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


24560 


Seq. ID 


OJ990224_ 


_06. 


9819. 


C16 


Gene No. 


51077 


Strand 


+ 








■Start 


1 


End 


450 








Name 


OJ990224 06.9819.C16.ol.gs 


Method 


GENSCAN 








Start 


286 


End 


450 









24734 



GI none 

Exons 286.. 450 

Seq. No. 24560 

Gene No. 51078 

Start 1084 

Name OJ990224_06 . 9819 . C16 . o2 . gs 

Start 1084 

GI none 

Exons 1084.. 1209 



Score . 67 



Seq. ID OJ990224_06.9819.C16 
Strand 

End 1220 

Method GENSCAN 

End 1209 

Score .96 



Seq. No. 24560 
Gene No. 51078 
Start 1084 

Name 0 J99022 4_0 6.9819.C16.o2.np 

Start 1087 
GI 6498441 
Exons 1087.. 1220 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ990224_06.9819.C16 
Strand 

End 1220 

Method AAT/NAP 

End 1220 

Score 233 



Seq. No. 


24561 






Seq. ID 


OJ990224_06. 9819 


.C17 


Gene No. 


51079 






Strand 






Start 


321 






End 


551 




Name 


OJ990224 


06.9819.C17.ol 


.np 


Method 


AAT/NAP 




Start 


321 

*J J. 






End • 


551 




GI 


4062934 






Score 


183 




Exons 


321. .551 












GI Descrip. 


(D88272) 


formate dehydrogenase [Hordeum vulgare] 




Seq. No. 


24561 






Seq. ID 


OJ990224J36.9819 


.C17 


Gene No. 


51079 






Strand 






Start 


321 






End 


551 




Name 


OJ990224 


06.9819.C17.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


351 






End 


551 




GI 


none 






Score 


100 




Exons 


351. .551, 


432. .542, 439. 


. .546 








Seq. No. 


24561 






Seq. ID 


OJ990224_06.9819 


.C17 


Gene No. 


51079 






Strand 






Start 


321 






End 


551 




Name 


OJ990224 


06.9819.C17.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


351 ■ 






End' 


551 




GI 


none 






Score 


126 




Exons 


351. .551, 


432. .545, 434. 


, .547 








Seq. No. 


24561 






Seq. ID 


OJ990224_06.9819 


.C17 


Gene No. 


51079 






Strand • 






Start 


321 






End 


551 




Name 


OJ990224 


06.9819.C17.ol, 


tm 


Method 


TBLASTX: Maize 




Start 


351 






End 


551 




GI 


none 






Score 


159 




Exons 


351. .551, 


432. .545 










Seq. No. 


24562 






Seq. ID 


OJ990224_06.9819 


.C18 


Gene No. 


51080 






Strand 







24735 




Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


324 




End 


511 


GI 


none 




Score 


165 


Exons 


324.. 500, 336.. 506, 338 


. .511 






Seq. No. 


24562 




Seq. ID 


OJ990224_06.9819.C18 




51080 








Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


324 




End 


506 


GI 


none 




Score 


188 


Exons 


324. .497, 339. .506 








Seq. No. 


24562 




Seq. ID 


OJ990224_06.9819.C18 




51080 








Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol 


.gs 


Method 


GENSCAN 


Start 


330 




End 


506 


GI 


none 




Score 


.75 


Exons 


330.. 506 








Seq. . No. 


24562 




Seq. ID 


OJ990224_06.9819.C18 


Gene No. 


51080 




Strand 




Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol 


. np 


Method 


AAT/NAP 


Start 


335 




End 


572 


GI 


4760553 




Score 


232 


Exons 


335. .572 








GI Descrip. 


(AB019533) Nad-dependent formate dehydrogenase [Oryza sativa 


Seq. No. 


24562 




Seq. ID 


OJ990224_06.9819.C18 




51080 




Strand 




Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


336 




End 


506 


GI 


none 




Score 


135 - 


Exons 


336. .506, 346. .459 








Seq. No. 


24562 




Seq. ID 


OJ990224_06.9819.C18 


Hpnp Ma 


51080 




Strand 




Start 


330 




End 


572 


Name 


OJ990224 06.9819.C18.ol, 


.ts 


Method 


TBLASTX: Soybean 


Start 


345 




End 


503 


GI 


none 




Score 


112 


Exons 


345. .503, 346. .459, 354. 


. .491 






Seq. No. 


24563 




Seq. ID 


OJ990224_06.9819.C19 


Gene No. 


51081 




Strand 


+ • 


Start 


IT 




End 


331 


Name 


OJ990224 06.9819.C19.ol, 


.np 


Method 


AAT/NAP 


Start 


1 




End 


331 


GI 


136125 




Score 


158 


Exons 


1. .331 








GI Descrip: 


PUTATIVE AC TRANS FOG A3 E 


{ ORFA) 


gi i 22113 i emb ICAA2 9005 | (X0542- 



ORFa [Zea mays] 



24736 




Seq. No. 


24563 


Seq. ID 


OJ990224_06. 9819. 


C19 


Gene No. 


51082 


Strand 


+ 




Start 


465 


End 


653 




Name 


OJ990224 06. 9819.C19.ol .gs 


Method 


GENSCAN 




Start 


4 65 


End 


653 




GI 


none 


Score 


.51 




Exons 


465. .524, 580. .653 








Seq. No. 


24564 


Seq. ID 


OJ990224_06. 9819. 


C20 


Gene No. 


51083 


Strand 


+ 




Start 


1 


End 


177 




Name 


OJ990224 06. 9819. C20 . ol . gp 


Method 


AAT/GAP 




Start 


1 


End 


177 




GI 


none 


Score 


226 




Exons 


1 . . 177 








Seq. No. 


24564 


Seq. ID 


OJ990224_06. 9819. 


C20 


Gene No. 


51084 


Strand 






Start 


337 


End 


475 




Name 


OJ990224 06.9819.C20.ol.np 


Method 


AAT/NAP 




Start 


337 


End 


475 




GI 


5852093 


Score 


54 




Exons 


337. .475 








GI' Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 






Seq. No. 


24565 


Seq.. ID ' 


OJ990224_06.9819. 


C21 


Gene No . 


51085 


Strand 


+ " 




Start 


791 


End 


830 




Name 


OJ990224 06-9819. C21-ol-gs 


Method 


GENSCAN 




Start 


791 


End " 


830 




GI 


none 


Score 


.54 




Exons 


791. .830 








Seq. No. 


24566 


Seq. ID . 


OJ990224_06.9819. 


C24 


Gene No . 


51086 


Strand 


+ 




Start 


252 


End 


741 




Name 


OJ990224 06.9819.C24.ol.np 


■ Method 


AAT/NAP 




Start 


252 


End 


741 




GI 


3176674 


Score 


278 




Exons 


252. .741 








GI Descrip. 


(AC003671) Contains similarity to Ste20-like kinase homolog 




A. thaliana chromosome 4 contig gb|Z97336. [Arabidopsis 






thaliana] 








Seq. No. 


24566 


Seq. ID 


OJ990224_06.9819. 


C24 


Gene No . 


51086 


Strand 


+ 




Start 


252 


End 


741 




Name 


OJ990224 06.9819.C24.ol.gs 


Method 


GENSCAN 




Start 


312 


End 


665 




GI 


none 


Score 


.89 




Exons 


312. .368, 411. .665 








Seq. No. 


24566 


Seq. ID 


OJ990224_06.9819. 


C24 


Gene No. 


51086 . 


Strand 


+ 




Start 


252 


End 


741 




Name 


OJ990224 06.9819.C24.ol.ts 


Method 


TBLASTX: Soybean 




Start 


410 


End 


667 





24737 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
410. .664, 411. .665, 476.-667 



378 



24567 
51087 
1 

OJ990224_06.9819.C27.ol.np 
1 

3176674 
1.-53, 385. .594 

(AC003671) Contains similarity to Ste20-like kinase homolog from 
A. thaliana chromosome 4 contig gb|Z97336. [Arabidopsis 
thaliana] 



Seq. ID OJ990224_06.9819.C27 

Strand 

End 594 

Method AAT/NAP 

End 594 

Score 131 



24567 
51087 
1 

OJ990224_06.9819.C27.ol.gs 

201 

none" 

201. .273, 443. .588 

24568 
51088 
282 

OJ990224_06. 9819 . C28 . ol . gs 

282 

none 

282. .1011 



Seq. ID OJ990224_06.9819.C27 

Strand 

End 594 

Method GENSCAN 

End 588 

Score .49 



Seq. ID OJ990224_06.9819.C28 

Strand + 

End 1011 

Method GENSCAN 

End 1011 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



24568 
51089 
1 

OJ990224_06. 9819 . C28 . ol .np 
1 

6721512 
1..191, 219. .324 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID OJ990224_06.9819.C28 
Strand 

End 324 

Method AAT/NAP 

End 324 

Score 106 



24569 
51090 
1 

OJ990224_06. 9819 . C29 . ol . np 
1 

6498441 
1. .732 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorL;. (AF098806) [Oryza sativa] 



Seq. ID OJ990224_06.9819.C29 

Strand 

End 732 

Method AAT/NAP 

End 732 

Score 1169 



GI 

Exons 



24569 
51090 
1 

OJ990224_06.9819.C29.o2.tw 

C A 

none 

54. .272, 58. .267, 78. .272 



Seq. ID OJ990224_06.9819.C29 

Strand 

End 732 

Method TBLASTX : Wheat 

t;nd 212 

Score 135 



24738 




Seq. No. 


24569 


Seq. ID 


OJ990224 06.9819 


.C29 


Gene No. 


51090 


Strand 






Start 


1 


End 


732 




Name 


OJ990224 06,9819. C29.ol.gs 


Method 


GENSCAN 




Start 


114 


End 


653 




GI 


none 


Score 


. 63 




Exons 


114. .474, 485. .653 








Seq. No. 


24569 


Seq. ID 


OJ990224 06.9819 


.C29 


Gene No. 


51090 


Strand 






Start 


1 


End 


732 




Name 


OJ990224 06.9819.C29.ol.tw 


Method 


TBLASTX: Wheat 




Start 


273 


End 


654 




GI 


none 


Score 


174 




Exons 


273. .653, 307. .552, 598. .654 








Seq. No. 


24569 


Seq. ID 


OJ990224 06.9819 


.C29 


Gene No. 


51090 


Strand 






Start 


1 


End 


732 




Name 


OJ990224 06.9819.C29.ol.tm 


Method 


TBLASTX: Maize 




Start 


429 


End 


731 




GI 


none 


Score 


185 




Exons 


429. .476, 448. .597, 468. .731, 


481. .729 






Seq. No. 


24570 


Seq. ID 


OJ990224_06.9819 


.C32 


Gene No. 


51091 


Strand 


+ 




Start 


1 


End 


1433 




Name 


OJ990224 06.9819.C32.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1018 




GI 


4062934 


Score 


351 




Exons 


1..28, 325. .443, 908. .1018 








GI Descrip. 


(D88272) formate dehydrogenase [Hordeum vulgare] 




Seq. No'. 


24570 


Seq. ID 


OJ990224JD6. 9819 


. C32 


Gene No. 


51091 


Strand 


+ ' 




Start 


1 


End 


1433 




Name 


OJ990224 06.9819. C32.ol.ts 


Method 


TBLASTX : Soybean 




Start 


322 


End 


1123 




GI 


none 


Score 


227 




Exons 


322. .441, 327. .452, 330. .443, 


898. .1014, 905. .1021, 911 


. .1123 


Seq. No. 


24570 


Seq. ID 


OJ990224_06.9819 


.C32 


Gene No. 


- 51091 


Strand 


+ 




Start 


1 


End 


1433 




Name 


OJ990224 06.9819.C32.ol.tm 


Method 


TBLASTX: Maize 




Start 


327 


End 


1022 




GI 


none 


Score 


233 




Exons 


327. .452, 330. .443, 898. .1020, 


905. .1021, 927. .1022 




Seq. No. 


24570 


Seq. ID 


OJ990224_06.9819. 


.C32 


Gene No. 


51091 


Strand 


+ 




Start 


1 


End 


1433 




Name 


OJ990224 06.9819.C32.ol.gp 


Method. 


AAT/GAP 




Start 


329 


End 


1433 




GI 


81 1.R1084 


Score 


1144 




Exons 


329. .443, 908. .1433 









24739 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 4760553/dbj | BAA77337.il 0.0e+00 (AB019533) Nad-dependent 
formate dehydrogenase [Oryza sativa] 1 



24570 
51091 
1 

OJ990224_06.9819.C32.ol.tc 

329 
none 



Seq. ID OJ990224 06.9819.C32 



Strand 
End 

Method 
End • 
Score 



+ 

1433 

TBLASTX: Cress 

1021 

204 



329. .439, 330. .452, 333. .443, 905. .1021, 907. .1020, 932. .1021 



Seq. No. 24571 Seq. ID 

Gene No. 51092 Strand 

Start 1 End 

Name OJ990224_06. 9819.C33.ol .np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..86, 260.. 763 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990224_06.9819.C33 
+ 

763 

AAT/NAP 

763 

496 



Seq. No. 


24571 








Seq. ID 


OJ990224 


_06. 9819. 


C33 


Gene No. 


51093 








Strand 








Start 


104 








End 


484 






Name 


OJ990224 


_06. 


9819. 


C33.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


55 








End 


299 






GI 


none 








Score 


167 






Exons 


55. .195, 


60. 


.194, 


189. .299 










Seq. No. 


24571 








Seq. ID 


OJ990224 


_06. 9819. 


C33 


Gene No. 


51093 








Strand 








Start 


104 








End 


484 






Name 


OJ990224 


06. 


9819. 


C33.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


55 








End 


422 






GI 


none 








Score 


147 






Exons 


55. .195, 


69. 


.194, 


192. .422 










Seq. No. 


24571 








Seq. ID 


OJ990224 


_06.9819. 


C33 


Gene No. 


51093 








Strand 








Start 


104 








End 


484 






Name 


OJ990224 


06. 


9819. 


C33.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


58 








End 


397 






GI 


none 








Score 


181 






Exons 


58. .204, 


72. 


.194, 


73. .195, 


186.. 392, 212.. 397 






Seq. No. 


24571 








Seq. ID 


OJ990224 


_06.9819. 


C33 


Gene No. 


51093 








■ Strand 








Start 


104 








End 


484 






Name 


OJ990224 


06. 


9819. 


C33.ol.gs 


Method 


GENSCAN 






Start 


104 








End 


484 






GI 


none 








Score 


.44 






Exons 


104. .239, 


431. .48 


4 











Seq. No. 24572 Seq. ID OJ330224_06 . 98 19 . C34 

Gene No. 51094 Strand + 

Start 1 End 1260 



24740 



Name OJ990224_06. 9819.C34 .ol .np Method AAT/NAP 

Start 1 End 1260 

GI 6498441 Score 1491 

Exons ' 1..765, 937.. 1260 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24572 




Seq. ID 


OJ990224 


Gene No. 


51094 




Strand 


+ 


Start 


1 




End 


1260 


Name 


OJ990224 06.9819.C34.ol 


.gs 


Method 


GENSCAN 


Start 


220 




End 


1212 


GI 


none 




Score 


.73 


Exons 


220. .567, 691. .1212 








Seq. No. 


24572 




Seq. ID 


OJ990224 


Gene No. 


51094 




Strand 


+ 


Start 


1 




End 


1260 


Name 


OJ990224_06.9819.C34.ol 


.tw 


Method 


TBLASTX: 


Start 


637 




End 


1071 


GI 


none 




Score 


232 


Exons 


637. .861, 702. .878, 922 


. .1071 


, 933.. 1070 


Seq. No. 


24573 




Seq. ID 


OJ990224 


Gene No. 


51095 




Strand 


+ 


Start 


8 6 




End 


7 54 


Name 


OJ990224_06.9819.C35.ol 


. np ^ 


Method 


AAT/NAP 


Start 


86 




End 


754 


GI 


6907089 




Score 


636 


Exons 


86. .754 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24574 




Seq. ID 


OJ990224 


Gene No. 


51096 




Strand 


+ 


Start 


659 , 




End 


862 


Name 


OJ990224 06.9819.C36.ol 


. gs 


Method 


GENSCAN 


Start 


659 




End . , 


862 


GI 


none 




Score 


.4 


Exons 


659. .707, 746. .862 








Seq. No. 


24575 




Seq. ID 


OJ990224 


Gene No. 


51097 




Strand 


+ 


Start 


393 




End 


752 


Name 


OJ990224 06.9819.C38.ol 


.np 


Method 


AAT/NAP 


Start 


393 




End 


752 


GI 


6815109 




Score 


94 


Exons 


393. .752 








GI Descrip. 


(AP0JD1081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


24576 




Seq. ID 


OJ990224_ 


Gene No. 


51098 




Strand 




Start 


323 




End 


517 


Name 


OJ990224 06.9819.C39.ol, 


.gs 


Method 


GENSCAN 


Start 


323 




End 


c t n 


GI 


none 




Score 


.64 


Exons 


323. .517 









24741 



Seq. No. 


24577 


Seq. ID 


Gene No. 


51099 


Strand 


Start 


105 


End 


Name 


OJ990224 06.9819.C41.ol.np 


Method 


Start 


105 


End 


GI 


5922623 


Score 


Exons 


105.. 185, 627.. 719 




GI Descrip. 


(AP0004 92) hypothetical protein [Oryz, 




gi I 6016856 |dbj | BAA85199.lt 


(AP000570) 




[Oryza sativa] 




Seq. No. 


24577 


Seq. ID 


Gene No. 


51100 


Strand 


Start 


102 


End 


Name 


OJ990224 06.9819.C41.ol.gs 


Method 


Start 


102 


End 


GI 


none 


Score 


Exons 


102. .308 




Seq. No. 


24578 


Seq. ID 


Gene No. 


51101 


Strand 


Start 


1 


End 


Name 


OJ990224 06.9819.C42.ol.np 


Method 


Start - 


1 


End 


GI 


6721561 


Score 


Exons 


1..364, 428. .654, 691. .760 




GI Descrip. 


(AP001073) EST AU082058 (C12976) corre: 




predicted gene.; hypothetical protein 



OJ990224_06.9819.C41 
+ 

719 

AAT/NAP 

719 

99 



gil 6815086 | dbj | BAA90372.il 
corresponds to a region of 
protein [Oryza sativa] 



OJ990224_06.9819.C41 
308 

GENSCAN 

308 

.7 



OJ990224_06. 9819. C42 
878 

AAT/NAP 

760 

418 



ponds to a region of the 
[Oryza sativa] 
(AP001081) EST AU082058 (C12976) 
the predicted gene.; hypothetical 



06.9819.C42 



Seq. No. 


24578 




Seq. ID 


OJ990224 


Gene No. 


51101 




Strand 




Start 


1 




End 


878 


Name 


OJ990224 


06.9819.C42.ol.gs 


Method 


GENSCAN 


Start 


79 




End 


806 % 


GI 


none 




Score 


.72 


Exons 


79. .364, 


428. .459, 527. .655, 


723. .806 




Seq. No. 


24578 




Seq. ID 


OJ990224 


Gene No. 


51101 




Strand 




Start 


1 




End 


878 


Name 


OJ990224 


_06.9819.C42.o2.np 


Method 


AAT/NAP 


Start 


103 




End 


878 


GI 


6721558 




Score 


90 


Exons 


103. .174, 


563. .878 






GI Descrip. 


(AP001073 


) hypothetical. protein [Oryza 


sativa] 



06. 9819.C42 



gil 6815083 | dbj | BAA90369.il 
[Oryza sativa] 

Seq. No. 24579 

Gene No. 51102 

Start 875 

Name OJ990224_06. 9819.C43.ol .np 

Start 319 



(AP001081) hypothetical protein 



Seq. ID 

Strand 

End 

Method 
End 



OJ990224_06.9819.C43 

3472 

AAT/NAP 

3417 



24742 




GI 


5902445 








Score 


2789 




Exons 


319. .1558, 


1589. 


.3417 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


24579 








Seq. ID 


OJ990224 06.9819 


.C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


.9819 


.C43.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


328 








End 


940 




GI 


none 








Score 


50 




Exons 


328. .450, 484. .609, 668 


. .940 


, 837. .926 






Seq. No. 


24579 








Seq. ID 


OJ990224_06.9819 


.C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


.9819 


.C43.ol 


. gs 


Method 


GENSCAN 




Start 


875 








End 


3417 




GI 


none 








Score 


.45 




Exons 


875. .1267, 


1316. 


.1687, 


1741. 


.1865, 192i 


5. .2117, 2404. .2575, 




2688. .2793, 


2835 


. .3132, 


3198 


. .3417 






Seq. No. 


24579 








Seq. ID 


OJ990224JD6.9819 


.C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


.9819 


.C43.o5 


. tw 


Method 


TBLASTX: Wheat 




Start 


962 








End 


1289 




GI 


none 








Score 


60 




Exons 


962. .1093, 


972. . 


1091, 1089.. 


1289, 1090 


. .1197 




Seq. No. 


24579 








Seq. ID 


OJ990224_06. 9819 


.C43 


Gene No . 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


. 9819 


.C43.o3 


.tm 


Method 


TBLASTX: Maize 




Start 


1134 








End 


1438 




GI 


none 








Score 


70 




Exons 


1134. .1307, 


1135 


. .1311, 


1289 


..1438, 1296. .1421 




Seq. No. 


24579 








Seq. ID 


OJ990224JD6. 9819 


.C4 3 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


.9819 


.C43.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


1639 








End 


1923 




GI 


none 








Score 


80 




Exons 


1639. .1923, 


1682 


. .1903 










Seq. No. 


24579 








Seq. ID 


OJ990224_06. 9819 


.C43' 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


.9819 


.C43.o4, 


.tw 


Method 


TBLASTX: Wheat 




Start 


' 1927 








End 


2334 




GI 


none 








Score 


55 




Exons 


1927. .2100, 


1928, 


. .2050, 


2107, 


..2334, 2114. .2302 




Seq. No. 


24579 








Seq. ID 


OJ990224_06.9819 


.C43 


Gene No. 


51 102 








Strand 






Start 


875 








End 


3472 . 




Name 


OJ990224 06 


.9819. 


.C43.ol, 


,ts 


Method 


TBLASTX : Soybean 





24743 




Start 


2423 








End 


2816 




GI 


none 








Score 


90 




Exons 


2423. .2815, 


2673 


. .2816 










Seq- No. 


24579 








Seq. ID 


OJ990224_06. 9819, 


-C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224_06 


. 9819.C43.o2 


. tw 


Method 


TBLASTX : Wheat 




. Start 


2478 








End 


2902 




GI 


none 








Score 


267 




Exons 


2478 . .2855, 


2480 


. .2902, 


2510. 


. 2899 






Seq. No. 


24579 








Seq. ID 


OJ990224_06. 9819, 


,C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224 06 


. 9819 


.C43.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


2576 








End 


2959 




GI 


none 








Score 


140 




Exons 


2576. .2959, 


2577 


. . 2855 










Seq. No. 


24579 








Seq. ID 


OJ990224_06. 9819. 


,C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224_06 


.9819, 


,C43.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2987 








End 


3342 




GI 


none 








Score 


147 




Exons 


2987 . . 3220, 


2988 , 


. . 3215, 


3206. 


.3280, 3208.. 3342 




Seq. No. 


24579 








Seq. ID 


OJ990224__06.9819. 


C43 


Gene No. 


51102 








Strand 






Start 


875 








End 


3472 




Name 


OJ990224_06 


. 9819, 


,C43.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


3018 








End 


3472 




GI 


none 








Score 


158 




Exons 


3018 . . 3212, 


3018 , 


, .3215, 


3029. 


.3220, 3208.. 3471, 3209. .3472 


Seq. No. 


24579 








Seq. ID 


OJ990224_06.9819. 


C43 


Gene No. 


51102 








Strand 






Start 


875 - 








End 


3472 




Name 


OJ990224 06, 


. 9819. 


.C4 3.0.2. 


. ts 


Method 


TBLASTX: Soybean 




Start 


3068 








End 


3432 




GI 


none 








Score 


113 




Exons 


3068 . . 3205, 


3208 . 


.3432 










Seq. No. 


24580 








Seq. ID 


OJ990224JD6.9819. 


C44 


Gene No. 


51103 








Strand 






Start 


358 








End 


1669 




Name 


OJ990224 06. 


,9819. 


C44.ol. 


,gs 


Method 


GEN SCAN 




Start 


358 






End 


1284 




GI 


none 








Score 


.6 




Exons 


358 . . 1284 














Seq. No. 


24580 








Seq. ID 


OJ990224_06. 9819. 


C44 


Gene No. 


51103 








Strand 






Start 


358 








End 


1669 




Name 


OJ990224 06. 


9819. 


C44.ol. 


np 


Method 


AAT/NAP 




Start 


472 








End 


1669 





24744 



GI 6721562 Score 430 

Exons 472.. 1147, 1540.. 1669 

GI Descrip. (AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^: r Seq.' No. 
f ' Gene No . 
| Start 
n Name 
: Start 
! GI 
? Exons 

GI Descrip. 



24580 
51103 
358 

OJ990224_06 . 98 1 9 . C4 4 . ol . tw 

667 

none 



Seq. ID OJ990224_06.9819.C44- 



Strand 
End 

Method 

End 

Score 



1669 

TBLASTX: Wheat 

1059 

75 



667. .942, 722. .895, 901. .1014, 907. .990, 1015. .1059 



24581 Seq. ID 

51104 Strand 

5785 End 

OJ990304_08.9819.Cl.o2.gp Method 

5785 End 

2114_1.R1084 Score 
5785.-5949, 5981. .6815 

! 4836892/gb|AAD30595.1|AC007369_5 1.0e-117 (AC007369) Putative 

- RNA helicase [Arabidopsis thaliana] f , . 



OJ990304_08.9819.C1 
+ 

6815 
AAT/GAP 
6815 
1683 



2458-1" : ■» ' • ' -Seq. ID 

51104 ' Strand 
5785 End 
OJ990304_08.9819.Cl.ol.gp Method 
5785 End 
2114_1.R1084 Score 
5785. .5949, 5981. .6813 

1 4836892/gb|AAD30595.1 |AC007369_5 1.0e-117 (AC007369) Putative 
RNA helicase [Arabidopsis thaliana] 1 



OJ990304_08.9819.C1 
+ 

6815 
AAT/GAP 
6813 
1688 



Seq. No. 24581 - 

Gene No. 51105 

Start 6769 

Name OJ990304_08 . 9819. CI .o3 .gp 

Start 6769 

GI 61605_3.R1084 

Exons 6769.. 7075 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 
thaliana] ' 



Seq. ID OJ990304_08-. 9819.C1 

Strand + 

End 7075 

Method AAT/GAP 

End 7075 

Score 417 



(X98321) peroxidase' [Arabidopsis 



Seq. No. 24581 Seq. ID 

Gene No. 51106 Strand 

Start 1338 End 

Name OJ990304_08 . 9819 . CI . ol . gs Method 

Start 1338 End 

GI none Score 

Exons 1338.. 2480 



OJ990304_08.9819.C1 

2480 
GENSCAN 
2480 
1 



Seq= No. 
Gene No. 
Start 



24591 
51107 
3475 



seq. iU 

Strand 

End 



OJ990304 08. 9819. CI 



4988 



24745 




Name 


OJ990304 08 


.9819 


.Cl.o2, 


,gs 


Method 


GENSCAN 


Start 


3475 






End 


4988 


GI 


none 








Score 


.97 


Exons 


3475. .3969, 


3999 


. .4988 








Seq. ' No. 


24581 








Seq. ID 


- 

OJ990304_08.9819.C1 


Gene No. 


51107 








Strand 




Start 


3475 








End 


4988 


Name 


OJ990304 08 


.9819, 


.Cl.ol. 


np 


Method 


AAT/NAP 


Start 


3484 








End 


4985 


GI 


5042429 








Score 


868 


Exons 


3484. .4985 












GI Descrip. 


(AC006193) 


Putative cytochrome P450 [Arabiciopsis thaliana] 


Seq. No. 


24581 








Seq. ID 


OJ990304_08. 9819. CI 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304 08 


.9819. 


. CI . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1403 








End 


6374 


GI 


none 








Score 


151 


Exons 


1403. .1435, 


6039 . 


. .6218, 


6055 . 


.6231, 6055.. 6231, 6074.. 6235 




6230. .6295, 


6234 . 


6296, 


6281 


.6316, 6285.. 6314, 6308.. 6373 




6309. . 6374 












Seq. No. 


24581 








Seq. ID 


OJ990304_08. 9819. CI 


Gene No. 


51108 








Strand- y> 




Start . 


6070 








End 


10925 


Name 


OJ990304 08 


. 9819 . 


. CI . ol . 


tc 


Method 


TBLASTX: Cress 


Start 


3493 








End 


4808 


GI 


none 








Score 


51 


Exons 


3493. .3582, 


34 94 . 


. 3532, 


3589 . 


.3735, 3590. .3736, 3728. .3964, 




3739. .3963, 


3996. 


, .4136, 


4000. 


.4107, 4023. .4130, 4206. .4436, 




4528. .4641, 


4734. 


, .4808 








Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304 08 


981 9 

. ZJ O X ^ . 




L.1LI 


Method 


TBLASTX: Maize 


Start 


3493 








End 


4626 


GI 


none 








Score 


102 


Exons 


3493. .3720, 


3605. 


.3736, 


3710. 


.3964, 3721. .3966, 3996. .4157, 




4015. .4089, 


4528. 


.4626 








Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




"Start 


6070 








End 


10925 


Name 


OJ990304 08. 


.9819. 


Cl.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3493 








End 


4704 


GI 


none 








Score 


94 


Exons 


3493. .3732, 


3494. 


.3733, 


3689. 


.3964, 3727. .3972, 3996. .4124, 




4027. .4092, 


4206. 


.4286, 


4519. 


.4704 




Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 










1 0925 


Name 


OJ990304 08. 


,9819. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3496 








End 


3858 



24746 



GI 


none 








Score 


139 


Exons 


3496. .3582, 


3497. 


.3736, 


3589. 


.3735, 3686.. 3853, 3730.. 3858 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304_08 


. 9819. 


Cl.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4528 








End 


4887 


GI 


none 








Score 


177 


Exons 


4528 . . 4704, 


4529. 


.4702, 


4663. 


.4734, 4758. .4886, 4759. .4887 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304 08 


.9819. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


6049 








End 


6818 


GI 


none 








Score 


167 


Exons 


6049. . 6228, 


6068. 


.6223, 


6070. 


.6231, 6071.. 6235, 6230.. 6388, 




6237 . . 6389, 


6249. 


.6392, 


6250. 


.6393, 6389.-6754, 6390.. 6755, 




6391. . 6756, 


6753. 


. 6812, 


6761. 


.6811, 6765. .6818 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304_08 


.9819. 


Cl.o2. 


np 


Method 


AAT/NAP 


Start. 


6058 ; 








End 


10925. 


GI • 


'4836892 ' ' 








Score 


740 


Exons 


6058 . . 6813, 


10903 


. .10925 






GI Descrip. 


(AC007369) 


Putative RNA helicase [Arabidopsis thaliana] 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304_08 


.9819. 


Cl.o3. 


gs 


Method 


GENSCAN 


Start 


6070 








End 


7805 


GI 


none 








Score 


.75 


Exons 


6070. . 6176, 


6392. 


.6590, 


7574. 


.7689, 7751. .7805 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304_08 


.9819. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


6232 








End 


6819 


GI 


none 








Score 


102 


Exons 


6232 . . 6300, 


6233. 


.6319, 


6234. 


.6317, 6332.. 6388, 6390.. 6755, 




6394 . . 6756, 


6399. 


.6755, 


6756. 


.6815, 6766.. 6819 


Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 


Gene No. 


51108 








Strand 




Start 


6070 








End 


10925 


Name 


OJ990304_08 


.9819. 


Cl.o4. 


tw 


Method 


TBLASTX: Wheat 




0 O 








End 


6818 


GI 


none 








Score 


133 


Exons 


6643. .6756, 


6643. 


.6753, 


6645.' 


.6755, 6753. .6812, 6760. .6813, 




6761. . 6814, 




CO 1 A 


/T *i r r 


.OOIO 




Seq. No. 


24581 








Seq. ID 


OJ990304_08.9819.C1 



24747 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



51108 Strand 

6070 End 

OJ990304_08 . 9819 . CI. o3 . np Method 

7434 End 

6063554 Score 



10925 
AAT/NAP 
10925 
303 



7434. .7607, 8228. .8275, 8783.-8982, 9016. .9134, 10876. .10925 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza -sativa] 



Seq. No. 


24581 


Seq. ID 


OJ990304_08.9819. 


CI 


Gene No. 


51108 


Strand 






Start 


6070 


End 


10925 




Name 


OJ990304 08.9819.Cl.o4.gs 


Method 


GENSCAN 




Start 


8430 


End 


9300 




GI 


none 


Score 


.51 




Exons 


8430. .8541, 8587. .8782, 8811. 


.8948, 9249. .9300 




Seq. No. 


24581 


Seq. ID 


OJ990304_08.9819. 


CI 


Gene No. 


51108 


Strand 






Start 


6070 


End 


10925 




Name 


OJ990304 08.9819.Cl.o5.gp 


Method 


AAT/GAP 




Start 


9996 


End 


10696 




GI 


22108 1.R1084 . 


Score 


895 




Exons 


9996.. 10020, 10048. .10359, 10381.. 10696 




GI Descrip. 


'5852170/emb|AL117265.1|OST17804 l-.'Oe- 


-149 Oryza sativa . 






indica(GLA4) genomic DNA, chromosome - 


4, BAC clone: tl7804 


i 


Seq. No. 


24581 


Seq. ID 


OJ990304JD8.9819. 


CI 


Gene No. 


51108 


Strand 






Start 


6070 


End 


10925 




Name 


OJ990304 08.9819.Cl.o5.gs 


Method 


GENSCAN 




Start 


10171 


End 


10805 




GI 


none 


Score 


.59 




Exons 


10171. .10805 








Seq. No. 


24582 


Seq. ID 


OJ990304_08.9819. 


C2 


Gene No. 


51109 


Strand 


+ 




Start 


3053 


End 


4985 




Name 


OJ990304 08.9819.C2.o2.gs 


Method 


GENSCAN 




Start 


3053 


End 


4688 




GI 


none 


Score 


.75 




Exons 


3053. .3090, 3194... 4304, 4587. 


.4688 






Seq. No. 


24582 


Seq. ID 


OJ990304_08.9819. 


C2 


Gene No. 


51109 


Strand 


+ 




Start 


3053 


End 


4985 




Name 


OJ990304 08.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


3214 


End 


4985 - 




GI 


6815107 


Score 


727 




Exons 


3214. .4360, 4478. .4646, 4965. 


.4985 






GI Descrip. 


(AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, 



BAC 



clone F20D10;hypothetical protein (AL035538) [Oryza sativa] 



Gene No. 
Start 



51110 
233 



Seq. ID 

Strand 

End 



OJ990304 06.9bl9.C2 



933 



24748 




Name 


OJ990304_08 


. 9819. 


C2.ol. 


gp 


Method 


AAT/GAP 




Start 


233 








End 


933 




GI 


none 








Score 


1178 




Exons 


233. . 933 














Seq. No. 


24582 








Seq. ID 


OJ990304_08 . 9819 


. C2 


Gene No. 


51110 








Strand 






Start 


233 








End 


933 




Name 


OJ990304_08 


. 9819. 


C2 .ol . 


gs 


Method 


GENSCAN 




Start 


248 








End 


659 




GI 


hone 








Score 


. 6 




Exons 


248 . . 659 














Seq. No. 


24582 








Seq. ID 


OJ990304_08. 9819 


. C2 


Gene No. 


51111 








Strand 






Start 


3190 








End 


3572 




Name 


OJ990304_08 


.9819. 


C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3190 








End 


3572 




GI 


none 








Score 


214 




Exons 


3190. . 3378, 


3206. 


.3388, 


3207 . 


.3398, 3222.. 3398, 3383. .3571 




3392 . . 3571, 


-3393. 


.3572 










Seq. No. 


24582 








Seq. ID 


OJ990304_08.9819 


.C2 


Gene No. 


51112 








Strand 






Start. 


3786 








End 


4436 




Name 


OJ990304_08 


.'9819. 


C2.ol. 


to- 


Method 


•TBLASTX: Cress" 




Start 


3786 








End 


4124 




GI 


none 








Score 


206 




Exons 


3786. .4124, 


3884. 


.4096 










Seq. No. 


24582 








Seq. ID 


OJ990304_08.9819 


.C2 


Gene No. 


51112 








Strand 






Start 


3786 








End 


4436 




Name 


OJ990304 08 


. 9819. 


C2.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3786 








End 


4193 




GI 


none 








Score 


298 




Exons 


3786. .4193, 


3834. 


. 4043, 


3887. 


.4048, 4083. .4169 




Seq. No. 


24582 








Seq. ID 


OJ990304_08.9819 


.C2 


Gene No. 


51112 








Strand 






Start 


3786 








End 


4436 




Name 


OJ990304 08 


. 9819. 


C2.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


3846 ■ 








End 


4406 




GI 


none 








Score 


283 




Exons 


3846. .4196, 


3884 . 


.4129, 


4296. 


.4406 






Seq. No. 


24582 








Seq. ID 


OJ990304_08.9819 


.C2 


Gene No. 


51112 








Strand 






Start 


3786 








End 


4436 




Name 


OJ990304 08 


. 9819. 


C2.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4019 








End 


4436 




GI 


none 








Score 


142 




Exons 


4019. .4180, 


4020. 


.4235, 


4080. 


.4250, 4296. .4436 






a a r n, -\ 








Seq. ID 


OJ990304_U8.9819 


,C3 


Gene No. 


51113 








Strand 


+ 




Start 


6120 








End 


7305 





2474.9 



Name 


OJ990304 08 


. 9819, 


.C3.o2. 


gs 


Method 


GENSCAN 


Start 


6120 








End 


7305 


GI 


none 








Score 


.83 


Exons 


6120. . 6255, 


6437, 


. . 6498, 


7219. 


.7305 




Seq. No. 


24583 








Seq. ID 


OJ990304_08.9819. 


Gene No. 


51113 








Strand 


+ 


Start 


6120 








End 


7305 


Name 


OJ990304_08 


.9819. 


■C3.ol. 


np 


Method 


AAT/NAP 


Start 


6146 








End 


7179 


GI 


5257259 








Score 


214 


Exons 


6146. . 6276, 


6310. 


. .6348, 


7102. 


.7179 




GI Descrip. 


(AP000364) 


hypothetical 


. protein [Oryza 


sativa] 


Seq. No. 


24583 








Seq. ID 


OJ990304_08.9819. 


Gene No . 


51114 








Strand 




Start 


8600 








End 


8734 


Name 


OJ990304 08 


. 9819. 


C3.o3. 


OS 


Method 


GENSCAN 


Start 


8600 








End 


8734 


GI 


none 








Score 


.62 


Exons 


8600. .8734 












Seq. No. 


24584 








Seq. ID 


OJ990304_08. 9819. 


Gene No . 


51115 








Strand 




Start 


1523 








End. 


3835 


Name _ 


OJ990304 08 


.9819. 


C4.o2. 


gs 


Method 


GENSCAN 


Start " 


1523 








End 


3630 


GI 


none 








Score 


.44 


Exons 


1523. . 1597, 


2557. 


.2824, 


2883. 


.2977, 3493. .3630 


Seq. No. 


24584 








Seq. ID 


OJ990304_08.9819. 


Gene No. 


51115 








Strand 




Start 


1523 








End 


3835 


Name 


OJ990304 08 


.9819. 


C4.ol. 


np 


Method 


AAT/NAP 


Start 


3208 








End 


3835 


GI 


2586082 








Score 


780 


Exons 


3208. .3835 












GI Descrip. 


(U72725) retrofit 


[Oryza longistaminata] 


Seq. No. 


24584 








Seq. ID 


OJ990304_08. 9819.1 


Gene No. 


51115 








Strand 




Start 


1523 








End 


3835 


Name 


OJ990304 08 


.9819. 


C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3232 








End 


3661 ' 


GI 


. none 








Score 


59 


Exons 


3232. .3426, 


3466. 


.3579, 


3608. 


.3661 




Seq. No. 


24584 








Seq. ID 


OJ990304_08. 9819J 


Gene No. 


51115 








Strand 




Start 


1523 








End 


3835 


Name 


OJ990304 08, 


.9819. 


C4.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3259 








End 


3833 


GI 


none 








Score 


44 


Exons 


3259. .3480, 


3266. 


.3391, 


3478. 


.3606, 34E 


15. .3601, 3602. .38: 






3720 . 


. 3833 









Seq. No. 



24584 



Seq. ID OJ990304_08.9819.C4 



24750 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51115 Strand 

1523 End 

OJ990304_08 . 9819 . C4 . ol . tm Method 

3265 End 

none Score 



3835 

TBLASTX: Maize 

3686 

76 



326S..3474, 3346. .3459, 3472..3549 f 3482.. 3550, 3556.. 3606, 
3556. .3606, 3605. .3685, 3606. .3686 



24 584 
51115 
1523 

OJ990304_08.9819.C4.ol.tw 

3617 

none 

3617.. 3832, 3618. .3833 



Seq. ID OJ990304_08.9819.C4 
Strand 

End 3835 

Method TBLASTX : Wheat 

End 3833 

Score 101 



24585 

51116 '-'V 
1 

OJ990304_08. 9819 . C5 . ol . np 
1 

2586082 

1..151, 232. .385, 487. .2591 . 

(U72725) retrofit [Oryza longistaminata] 



Seq. ID OJ990304_08.9819.C5 
Strand 

End 2591 

Method AAT/NAP 

End 2591 

Score 1916 - 



24585 * • 

51116' 

1 

OJ990304_08.9819.C5.ol.gs 

161 

none 



Seq. . ID OJ990304JD8. 9819.C5 
Strand 

End 2591 

Method GENS CAN 

End 2353 

Score .45 



161. .327, 1557. .1773, 1983. .2118, 2142. .2353 



24585 
51116 
1 

OJ990304_08. 9819 . C5 . ol . tc 

793 

none 

793.. 1254, 1052.. 1228 

24585 
51116 
1 

OJ990304_08. 9819 . C5 . ol . tw 

793 

none 

793. .1137, 974. .1120 

24585 
51116 
1 

OJ990304_08. 9819 . C5 . ol . ts 
808 

808. .1227 



Seq. ID OJ990304_08.9819.C5 
Strand 

End 2591 

Method TBLASTX: Cress 

End 1254 

Score 60" 



Seq. ID OJ990304_08. 9819.C5 
Strand 

End 2591 

Method TBLASTX : Wheat 

End 1137 

Score 71 



Seq. ID OJ990304_08.9819.C5 
Strand 

End 2591 

Method TBLASTX : Soybean 

End 1227 

Score 266 



24751 



Seq. No. 24585 

Gene No. 51116 

Start 1 

Name OJ990304_08 . 9819 .C5 .ol . tm 

Start 820 

GI none 

Exons 820.. 1134, 1156.. 1245 



Seq. ID OJ990304_08.9819.C5 
Strand 

End 2591 

Method TBLASTX : Maize 

End 1245 

Score 62 



Seq. No. ■ 24585 

Gene No. 51116 

Start 1 

Name OJ990304JD8 . 9819 .C5 . o2 . ts 

Start 1249 

GI none 

Exons 1249.. 1440, 1444.. 1551, 1564. 

Seq. No. 24585 

Gene No. 51116 

Start 1 

Name OJ990304JD8 . 9819 . C5 . o2 . tc 

Start 1363 

GI none 

Exons 1363.. 1437, 1441.. 1554, 1585. 



Seq. ID OJ990304_08. 9819.C5 
Strand . - 

2591 

TBLASTX: Soybean 
1650 
74 



End 

Method 
End 
Score 
.1650 



Seq. ID OJ990304_08.9819.C5 
Strand 

End 2591 

Method TBLASTX : Cress 

End 1650 

Score 68 
.1650 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24585 
51116 
1 

OJ990304_08. 9819 . C5 . o2 . tw 
1805 
none 



Seq. ID OJ990304_08.9819.C5. 
Strand 

2591 

TBLASTX: Wheat 
2085 
41 



End 

Method 
End 
Score 

1805. .1861, 1870. .1971, 1875. .1982, 1877. .1987, 1971. .2084, 
1984. .2085 



Seq. No. 24586 
Gene No. 51117 
Start 3340 

Name OJ990304_08 . 9819 . C6 . o2 . np 

Start 3340 

GI • 2583130 
Exons 3340. ? 5166 

GI Descrip. (AC002387) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. ID OJ990304_08.9819.C6 

Strand + 

End 5166 

Method AAT/NAP 

End 5166 

Score 773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Start 
GI 



24586 
51117 
3340 

OJ990304_08.9819.C6.o2.gs 

3657 

none 



Seq. ID OJ990304_08. 9819.C6 

Strand + 

End 5166 

Method GENSCAN 

End 5052 

Score .43 



3657.. 4031, 4216. .4386, 4453. -.4606, 4881.. 5052 



24586 
51118 
1 

r\ t ft r\ r\ -i n, a n n r\n t n. <~ - *< 

wu^^uowi u o . z>o ± zr . v^d . UJ. . lip 

1 

2586082 



Seq. ID OJ990304_08.9819.C6 
Strand 

End 2982 

Me t hod AAT /NAP 

End 1034 

Score 589 



24752 




Exons 1..1034 

GI Descrip. (U72725) retrofit [Oryza longistaminata] 



Seq. No. 


24586 






Seq. ID 


OJ990304_08.9819.C6 


Gene No. 


51118 






Strand 




Start 


1 






End 


2982 


Name 


OJ990304_08 


. 9819.C6.ol. 


,gs 


Method 


GENSCAN 


Start 


287 




End 


2982 


GI 


none 






Score 


•.'67 


Exons 


287. .1056, 


1282. .1553, 


1616. . 


1652, 2032. .2263, 2308. .2387, 




2660. .2872, 


2891. .2982 








Seq. No. 


24586 






Seq. ID 


OJ990304_08.9819.C6 


Gene No. 


51118 






Strand 


— 


Start 


1 






End 


2982 


Name 


OJ990304 08 


.9819.C6.ol. 


tc 


Method 


TBLASTX: Cress 


Start ■ 


444 






End 


980 


GI 


none 






Score 


78 


Exons 


444. .833, 861. .980 








Seq. No. 


24586 






Seq. ID 


OJ990304_08. 9819.C6 


Gene No. 


51118 






Strand 


- 


Start 


1 






End 


2982 


Name 


OJ990304 08 


.9819.C6.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


519 






End _ 


956 


GI 


none 






Scd-rV' 


123 


Exons 


519. .824, 523. .828/ 823. .939, 


834 . . 956 




Seq. No. 


24586 






Seq. ID 


OJ990304_08. 9819.C6 


Gene No. 


51118 






Strand 




Start 


1 






End 


2982 


Name 


OJ990304 08 


.9819.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


639 






End 


1004 


GI 


none 






Score 


220 


Exons 


639. .1004 










Seq. No. 


24586 






Seq. ID 


OJ990304_08.9819.C6 


Gene No. 


51119 






Strand 




Start 


3669 






End 


4028 


Name 


OJ990304 08 


.9819.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3669 






End 


4028 


GI 


none 






Score 


150 


Exons 


3669. .3824, 


3680. .3844, 


3834. 


.3953, 3999.. 4028 


Seq. No. 


24586 






Seq. ID 


OJ990304_08.9819.C6 


Gene No. 


51120 






Strand 




Start 


4635 






End 


5044 


Name 


OJ990304 08. 


.9819.C6.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


' 4635 






End 


5044 


GI 


none 






Score 


198 


Exons 


4635. .4862, 


4648. .4866, 


4865. 


.4951, 4867. .4920, 4934. .5044 


Seq. No. 


24587 






Seq. ID 


OJ990304_08.9819.C7 


Gene No. 


51121 






Strand 


+ 


n j j_ 


>-\ -~i 






hind 


57 0 


Name 


OJ990304 08. 


.9819.C7.ol. 


gs 


Method 


GENSCAN 


Start 


232 






End 


570 



24753 



GI 

Exons 



none 

232. .288, 391. .570 



Score 



,72 



Seq. No. 24588 Seq. ID 

Gene No. 51122 Strand 

Start 4 69 End 

Name OJ990304_08 . 9819 . C8 . ol . gs Method 

Start 469 End 

GI none Score 

Exons 469.. 516, 597.. 689, 781.. 971 



OJ990304_08.9819.C8 
971 

GEN SCAN 

971 

.73 



Seq. No. 24589 Seq. ID OJ990304_08 . 98 19 . C9 

Gene No. 51123 Strand 

Start 1 End 180 

Name OJ990304_08 . 9819 . C9 . ol . gp Method AAT/GAP 

Start 1 . End 180 

GI 61605_3.R1084 Score 211 

Exons 1..180 

GI Descrip. ■ ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] f 



Seq. No. 24590 Seq. ID 

Gene No. 51124 Strand 

Start . 2194 End 

Name OJ990304_08 . 9819 . CIO . o2 . gs Method 

Start 2194 End 

GI none Score 

Exons 2194.. 2271, 2316.. 2699 



OJ990304_08. 9819. CIO 
+ 

2699 
GEN SCAN 
2699 
.93 



Seq. No. 


24590 




Seq. ID 


OJ990304_08. 9819. C10 


Gene No. 


51125 




Strand 




Start 


817 




End 


941 


Name 


OJ990304 08. 9819. C10. ol. 


gs 


Method 


GENSCAN 


Start 


817 




End 


941 


GI .. 


none 




Score 


.7 


Exons 


817. .830, 881. .941 








Seq. No-. 


24590 




Seq. ID 


OJ990304_08. 9819. C10 


Gene No. 


51126 




Strand 




Start 


3387 




End 


6909 


Name 


OJ990304 08. 9819. C10. ol. 




Method 


AAT/GAP 


Start 


3387 




End 


4796 


GI 


59839 1.R1084 




Score 


1284 


Exons 


3387. .3782, 3855. .3976, 


4542. 


.4590, 467 


8. .4796 


GI Descrip. 


1 2288887 /emb | CAA74700 . 1 | 


8.0e 


-57 (Y14325) mevalonate diphosphate 



decarboxylase [Arabidopsis thaliana] >gi_3250736_emb_CAA76803 . 1 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] f 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24590 Seq. ID 

51126 Strand 

3387 * End 

OJ990304_08 . 9819 . C10 . o3 . gs Method 



OJ990304_08. 9819. C10 

6909 
GENSCAN 



3560 End b/bb 

hone Score .73 

3560. .3641, 3855. .3976, 4542. .4590, 4678. .4835, 4992. .5078, 



24754 



5284.. 5364, 6540. .6758 



Seq. No. 24590 

Gene No. 51126 

Start 3387 

Name OJ990304_08 . 9819 . CIO . ol . np 

Start 3569 

GI 2288887 

Exons 3569..3782, 3855.. 3976, 4542. 

5284. .5364, 5462. .5525, 5618. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4590, 
.5681, 5870. .6068, 



OJ9903.04 08. 9819. C10 



6909 
AAT/NAP 
6749 
1253 
4678. .4835, 



4992. 
6540. 



,5078, 
,6749 



(Y14325) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] gi I 3250736 | emb | CAA76803 . 1 1 (Y17593) mevalonate 
diphosphate decarboxylase [Arabidopsis thaliana] 
gi|3786002|gb|AAC67348.1| (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24590 
51126 
3387 

OJ990304_08. 9819. C10. o2.gp 
5115 

LIB3432-008-P1-K1-H10 



Seq. ID OJ990304JD8. 9819. C10 
Strand 

End 6909 

Method AAT/GAP 

End 5664 

Score 638 



5115. .5364, 5462. .5525, 5618. .5664 

, 2288887/emb|CAA74700.1| 2.0e-20 (Y14325) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] >gi_32507 36_emb_CAA7 6803 . 1_ 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC0054 99) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] ' 



24590 Seq. ID 

51126 Strand 

3387 End 

OJ990304_08 . 98 19 . C10 . o3 . gp Method 

5922 End 

LIB3477-004-Pl-rKl-Fll Score 



OJ990304_08. 9819. C10 

6909 
AAT/GAP 
6909 
764 



5922.. 6068, 6540.. 6772, 6856.. 6909 

'2288887/emb|CAA74700.1| 1.0e-36 (Y14325) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] >gi_3250736_emb_CAA7 6803 . 1_ 
(Y17593) mevalonate diphosphate decarboxylase [Arabidopsis 
thaliana] >gi_3786002 (AC005499) mevalonate diphosphate 
decarboxylase [Arabidopsis thaliana] ' 



Seq. No. 


24590 










Seq. ID 


OJ990304_08. 9819. C10 


Gene No. 


51127 










Strand 




Start 


7056 










End 


7435 


Name 


OJ990304 08, 


.9819. 


C10, 


,o4 


.gp 


Method 


AAT/GAP 


Start 


7056 










End 


7435 


GI 


none 










Score 


738 


Exons 


7056. .7435 














Seq. No. 


24590 










Seq. ID 


OJ990304_08. 9819. C10 


Gene No. 


51128 










Strand 




Start 


9409 










End 


10594 


Name 


OJ990304_08, 


.9819. 


C10. 


.ol 


.tin 


Method 


TBLASTX: Maize 


Cf v-+- 












End 




GI 


none 










Score 


21 A 


Exons 


3558. .3785, 


3560. 


.37* 


34, 


3582. 


.3785, 35* 


39. .3786, 3855. .3980, 



24755 



3857. .3979, 4527. .4598, 4540. .4590, 4542, 

4677. .4856, 4681. .4836, 4983. .5078, 4984. 

4994.. 5083, 5270.. 5365, 5277.. 5360, 5281. 

5462. .5527, 5463. .5528, 5466. .5543, 5601. 

5618.. 5680, 5870. .5947, 5871. .6071, 5872. 

6528. .6743, 6538. .6753 



.4595, 4676. 

,5079, 4993. 

.5367, 5453. 

.5681, 5602. 



.4825, 
.5079, 
.5533, 
.5682, 



,6069, 6030.. 6071, 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



24590 
51128 
9409 

OJ990304_08, 

3569 

none 

3569. .3715, 
4546. .4593, 
4983. .5078, 



5278. 
5463. 
5599. 
6526. 



.5367, 
.5528, 
.5634, 
.6747 



9819. CIO. ol.tc 



3570.. 3671, 3737. 

4676.. 4825, 4677. 

4983. .5078, 4984. 

5281.. 5358, 5299. 

5464. .5535, 5465. 

5617. .5685, 5872. 



Seq. ID OJ990304_08. 9819. C10 
Strand 

End 10594 
Method TBLASTX : Cress 
End 6747 
Score 64 

.3784, 3872. .4054, 4527.. 4598, 
.4829, 4677. .4832, 4678.. 4833, 
.5079, 4984. .5079, 5270. .5359, 
.5358, 5303.. 5359, 5463.. 5528, 
.5527, 5465. .5527, 5599. .5682, 
.6069, 5874. .6071, 6525. .6743, 



Seq. No. 24590 

Gene No. 51128 

Start 9409 

Name OJ990304_08 . 9819 . C10 . o3 . ts 

Start 3716 ■ 

GI none 

Exons 3716.. 3784, 3717.. 3785, 3852. 

Seq. No. 24590 

Gene No. 51128 

Start 9409 

Name OJ990304JD8 . 9819. C10 . o2 . ts 

Start 4566 

GI none 

Exons 4566.. 4598, 4677.. 4832, 4678. 

4984. .5079, 5270. .5356, 5281. 
5462. .5488 



Seq. ID OJ990304_08. 9819. C10 
Strand 

End 10594 

Method ' TBLASTX : Soybean 

End. 397 9...-, 

Score 52"-""'" 

.3977, 3855. .3977, 3857. .3979 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 08. 9819. C10 



10594 

TBLASTX : Soybean 
5489 
149 

4830, 4983. .5066, 4983. .5078, 
5367, 5284. .5364, 5460. .5489, 



Seq. No. 24590 

Gene No. 51128 

Start 9409 

Name OJ990304_08 . 9819 . C10 . ol . ts 

Start " 5489 

GI none 

Exons- 5489.. 5527, 5490 
5914.. 6069, 6525 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5528, 5599..S676, 5617 
6746, 6526.. 6753 



OJ990304 08. 9819. C10 



10594 

TBLASTX: Soybean 

6753 

52 

,5685, 5874. .6071, 



Seq. No. * 24590 Seq. ID 

Gene No. 51128 ' Strand 

Start 9409 End 

Name OJ990304_08 . 9819 . CIO . o4 . gs Method 

Start 9409 End 

GI none Score 



OJ990304_08. 9819. C10 

10594 
GENS CAN 
10593 
.84 



Seq. No. 



24590 



Seq. ID OJ990304 08. 9819. C10 



24756 



Gene No. 51128 Strand 

. Start 9409 End 10594 

Name OJ990304JD8 . 9819 . CIO . o2 . np Method AAT/NAP 

Start 9472 End 10594 

GI 6358783 Score 360 

Exons 9472.. 9672, 9700.. 10594 

GI Descrip. (AC010852) hypothetical protein [Arabidopsis thaliana] 

Seq. No. 24590 Seq. ID OJ99G304_08 . 9819 . C10 

Gene No. 51128 Strand 

Start 9409 End 10594 

Name OJ990304_08 . 9819 . C10 . o5 . gp Method AAT/GAP 

Start 9480 End 9913 

GI none Score 809 

Exons 9480.. 9913 

Seq. No. 24590 Seq. ID OJ990304_08 . 9819 . C10 

Gene No. 51128 Strand 

Start 9409 End 10594 

Name OJ990304_08 . 9819 . C10 . o4 . ts Method TBLASTX : Soybean 

Start 9797 End 10116 

GI none Score 66 

Exons 9797. .9877, 9811. .9876, 9883. .9996, 9914. .9976, 10037 10111 , 
10045. .10116 

Seq. No. 24590 Seq. ID OJ990304_08 . 9819 . C10 

Gene No. . 51128 Strand 

Start 9409 End 10594 

Name OJ990304_08 . 9819. C10 . o2.tm Method TBLASTX : Maize 

Start 10312 End 10530 

GI none Score 50 

Exons 10312. .10446, 10486.. 10530 

Seq. No. 24591 Seq. ID OJ990304_08 . 9819 . Cll 

Gene No. 51129 Strand + 

Start 93 End 771 

Name OJ990304_08 . 9819 . Cll . ol . gs Method GENSCAN 

Start 93 \. End 771 

GI none Score .75 

Exons 93.. 327, 712.. 771 

Seq. No. - 24591 Seq. ID OJ990304_08 . 9819 . Cll 

Gene No. 51130 Strand 

Start 3177 • End ' 11759 

Name OJ990304_08 . 9819 . Cll . o2 . gs Method GENSCAN 

Start 3177 End 11635 

GI none Score .74 

Exons 3177.. 3358, 5280.. 5394, 5573.. 5612, 6387.. 6457, 6607.. 6726, 

6871. .6956, 7030 .. 7102, 7183 .. 7905, 9944. .10273, 1068 6 .. 11072, 
11247. .11370, 11528. .11635 

Seq. No. 24591 Seq. ID OJ990304JD8 . 98 19 . CI 1 

Gene No. 51130 Strand 

Start 3177 End 11759 

Name GJ33G304_G8 .9813. Cll. oi. rip Method AAT/NAP 

Start 3462 End 3587 

GI 5852093 Score 70 



24757 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3462. .3587 

(AL117264) zwhl6.1 [Oryza sativa] 

24591 Seq. ID 

51130 Strand 
3177 End 
OJ990304_08. 9819.C11 . o2 . np . Method 
6589 End 
2781345 Score 
6589. .6726, 6871. .6956, 7030. .7377, 7801. .7905, 9944. .10273, 
10686. .11203, 11252. .11442, 11528. .11759 
(AC003113) F2401.2 [Arabidopsis thaliana] 



OJ990304_08.9819.C11 

11759 
AAT/NAP 
11759 
1111 



Seq. No. 


24591 






Seq. ID 


OJ990304_08.9819.C11 


Gene No. 


51130 






Strand 




Start 


3177 






End 


11759 


Name 


OJ990304 08. 


9819.Cll.ol. ts 


Method 


TBLASTX: Soybean 


Start 


6604 






End 


10118 


GI 


none 






Score 


93 


Exons 


6604. . 


6729, 


6641 . . 6727, 6865 . 


.6957, 6866.. 6961, 7028.. 7105, 




7177. . 


7293, 


7181..7294, 9930. 


.10118, 


9938. .10117 


Seq. No. 


24591 






Seq. ID 


OJ990304_08.9819.C11 


Gene No. 


51130 






Strand 




Start 


'3177 






End 


11759 . 


Name 


OJ990304 08. 


9819.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


6685 






End 


7362 


GI 


none 






Score 


61 


Exons 


6685. . 


6729, 


6686..6727, 6864. 


.6956, 6865. .6957, 6872. .6958, 




7028. . 


7105, 


7028. .7105, 7030. 


.7131, 7170. .7328, 7178. .7330, 




7180. . 


7362 








Seq. No. 


24591 






Seq. ID 


OJ990304_08.9819.C11 


Gene No. 


51130 






Strand 




Start 


3177 






End 


11759 


Name 


OJ990304 08. 


9819.Cll.o3.tm 


Method 


TBLASTX: Maize 


Start 


9930 






End 


10129 


GI 


none 






Score 


205 


Exons 


9930. . 


10124, 


9938. .10129 






Seq. No. 


24591 






Seq. ID 


OJ990304_08.9819.C11 


Gene No. 


51130 






Strand 




Start 


3177 






End 


11759 . 


Name 


OJ990304 08. 


9819.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


9938 






End 


10268 


GI 


none 






Score 


194 


Exons 


9938. . 


9970, 


9971.. 10267, 9972 


. .10268 




Seq. No. 


24591 






Seq. ID 


OJ990304_08.9819.C11 


Gene No. 


51130 






Strand 




Start 


3177 






End 


11759 


Name 


OJ990304 08. 


9819.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


10739 






End 


11446 


GI 


none 






Score 


205 




10739 . 


1 1 1 1 c 


i r\n a n i i i ^ n 1 










* J. J. -L J. \J 






11112. 


.11162 


, 11159. .11299, 11166. .11288, 11316 .. 11441, 




11348. 


.11437 


, 11357. .11446 







24758 



Seq. No. 24591 

Gene No. .51130 

Start 3177 

Name OJ990304_08 . 98 19 . Cll . o2 . ts 

Start 10773 

GI none 
Exons 



Seq. ID OJ990304_08. 9819. Cll 
Strand 

End 11759 

Method TBLASTX : Soybean 

End 11441 

Score 100 



10773. .10946, 10776 .. 10937 , 11000 11050, 11052 .. 11129, 
11112. .11174, 11337.. 11441 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24592 
51131 
2447 

OJ990304_08.9819.C12.o2.qs 

2447 

none 



Seq. ID OJ990304_08. 9819.C12 

Strand + 

End 9562 

Method GENSCAN 

End 7327 

Score . 65 

2447. .2498, 2602. .2727, 4196. .4231, 4468. .4560, 4651. .4716, 
4983.. 5090, 5753.. 5781, 5882.. 7327 



24592 
51131 
2447 

OJ990304_08.9819.C12.ol.np 

5644 

6539581 



Seq. ID OJ990304_08. 9819.C12 

Strand + 

End 9562 

Method AAT/NAP 

End 9562 

Score 1835 



5644. .5781, 5882. .6301, 6407. .7263, 9538. .9562 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


24592 






Seq. ID 


OJ990304_08.9819. 


C12 


Gene No. 


51132 






Strand 






Start 


160 






End 


1831 




Name 


OJ990304 08.9819 


■C12.ol 


.gs 


Method 


GENSCAN 




Start 


160 




End 


1831 




GI 


none 






Score 


.92 




Exons 


160. .292, 385. .484, 635 


. .771, 


878. .1024, 1111. .1161, 1766. .1831 


Seq. No. 


24592 






Seq. ID 


OJ990304_08.9819. 


C12 


Gene No. 


51133 






Strand 






Start 


7917 






End 


16065 




Name 


OJ990304 08.9819 


.C12.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6398 






End 


6790 




GI 


none 






Score 


61 




Exons ' 


6398.-6496, 6500 


. .6790, 


6655. 


.6789 






Seq. No. 


' 24592 






Seq. ID 


OJ990304_08.9819. 


C12 


Gene No. 


51133 






Strand 






Start 


7917 






End 


16065 




Name 


OJ990304 08.9819 


.C12.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


6401 






End 


6622 




GI 


none 






Score 


223 




Exons 


6401. .6622, 6403 


. .6591 










Seq. No. 


24592 






Seq. ID 


OJ990304_08. 9819. 


C12 


n ~ , — XT - 


IT 1 1 -» -> 






Strand 






Start 


7917 






End 


16065 




Name 


OJ990304 08.9819 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 





24759 



Start 
GI 

Exons 



6596 
none 

6596. .6937 



End 
Score 



6937 
234 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24592 
51133 
7917 

OJ990304_08.9819.C12.ol.tm 

6623 
none 

6623. .7015, 6668. .7006 

24592 
51133 
7917 

OJ990304_08.9819.C12.ol.ts 

6683 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_08.9819.C12 
16065 

TBLASTX: Maize 

7015 

286 



Seq. ID OJ990304_08.9819.C12 
Strand 
End 

Method 
End 
Score 



16065 

TBLASTX: Soybean 

7264 

293 



6683. .7009, 6683. .6901, 6685. .6954, 7097. .7264 



24592 Seq-. ID 

51133 * Strand 

7917 End 
OJ990304_08. 9819.C12.o3. tw Method 

6857 End 

none Score 
6857. .7276 



OJ990304_08.9819.C12 
16065 

TBLASTX: Wheat 

7276 

239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24592 Seq. ID 

51133 Strand 

7917 End 

OJ990304_08. 9819 . C12 . o2 . np Method 

7917 End 

6539580 Score 



OJ990304_08.9819.C12 

16065 
AAT/NAP 
16065 
2261 



7917.. 8051, 8134.. 8217, 9151.. 9322, 10661 .. .11031, 11376. 
11547. .11618, 11657. .11896, 12021 .. 12069, 124 14 12568 , 
12750. .12963, 13075 13239, 13330 13960, 14 048 14 170, 
14848. .14949, 15023 15103, 15986. .16065 
(AP000837) hypothetical protein [Oryza sativa] 



,11474, 



24592 
51133 
7917 

. OJ990304_08. 9819 . C12 . o3 . gs 
9505 
none 

9505. .10084,' 10661. .11013, 1137 6 .. 11474 , 11547. 
11745. .11923, 12021. .12069, 12438 .. 12568, 12750 
14848. .14949, 15023. .15118 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304 08.9819.C12 



16065 
GENSCAN 
15118 
.93 



11618, 
.12990, 



Seq. No. 
Gene No. 
Start 
.Name 

-i- <_ 

GI 

Exons 



24592 
51133 
7917 

OJ990304_08.9819.C12.o2.tw 

nc 1 n 

3 -J J. / 

none 

9517. .9807, 9517. .9834 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990304_08. 9819.C12 
16065 

TBLASTX: Wheat 

9834 

144 



24760 




Seq. No. 


24593 


Seq. ID 


OJ990304_08.9819. 


C13 


Gene No. 


51134 


Strand 


+ 




Start 


1 


End 


4 68 




Name 


OJ990304 08.9819.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


468 




GI 


6539580 


Score 


241 




Exons 


1..31, 168. .251, 334. .468 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24594 


Seq. ID 


OJ990304_08.9819. 


C15 


Gene No. 


51135 


Strand 






Start 


1 


End 


782 




Name 


OJ990304 08.9819.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


782 




GI 


2586082 


Score 


929 " 




Exons 


1. .782 








GI Descrip. 


(U72725) retrofit [Oryza longistaminata] 




Seq. No. 


24594 


Seq. ID 


OJ990304 08.9819. 


C15 


Gene No. 


51135 


Strand 






Start 


1 - 


End 


782 




Name 


OJ990304 08 9819 C15 o2 ts 


Mpt" hod 


TBLASTX • ^ovbean 




Start 


70 _ 


End 


278 




GI 


none 


Score 


95 




Exons ■ 


70. .270/ 84. .278 








Seq. No. 


24594 


Seq. ID 


OJ990304 08 9819 


C15 


Gene No. 


51135 


^t* rand 






Start 


1 


End 


782 




Name 


OJ990304 08 9819 CIS ol tw 


L L11UU 


TRLA9TX • Whpaf- 

J. O JJAtj L £\. m VV11CCLL. 




Start 


96 _ 


End 


759 




GI 


none 








Exons 


96. .194, 219. .422, 411. .605, 


414. .758, 


535. .759 




Seq. No. 


24594 


Seq. ID 


OJ990304_08.9819. 


C15 


Gene No. 


51135 


Strand 






Start 


1 


End 


782 




Name 


OJ990304 08.9819.C15.o2.tc 


Method 


TBLASTX: Cress 




Start 


114 


End 


359 




GI 


none 


Score 


54 




Exons 


114. .248, 117. .359 








Seq.- No. 


24594 


Seq. ID 


OJ990304_08.9819. 


C15 


Gene No. 


51135 


Strand 






Start 


1 


End 


782 




Name 


OJ990304 08.9819.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


180 


End 


626 




GI 


none 


Score 


95 




Exons 


180.. 626, 451.. 606 








Seq. No. 


24594 


Seq. ID 


OJ990304_08.9819. 


C15 


Gene No. " 


51135 


Strand' 






Start 


1 


End 


782 




Name 


OJ990304 08.9813.C15.cl.ys 


Method 


GEnSCAN 




Start 


213 


End 


375 




GI 


none 


Score 


.89 





24761 



Exons 



213. .375 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ... 

Exons 



24594 
51135 
1 

OJ990304_08. 9819. CIS. ol.ts 
424 

5509260 



Seq. ID OJ990304_08. 9819.C15 
Strand 

End 782 

Method TBLASTX : Soybean 

End 759 

Score 50 



424. .489, 435. .758, 449. .598, 529. .600, 640. .759 



24594 Seq. ID 

51135 Strand 

1 End 
OJ990304_08. 9819. CIS. ol.tc Method 

540 End 

none Score 

540. .779, 549. .617, 649. .780 



OJ990304_08. 9819.C15 
782 

TBLASTX: Cress 

780 

54 



Seq. No. 24595 Seq. ID 

Gene No. 51136 Strand 

*Start 171 End 

Name OJ990304_08 . 9819 . C17 . ol . gs Method 

Start 171 End 

GI none Score 

Exons 171. . 351 



OJ990304_08. 9819.C17 
+ 

351 

GENSCAN 

351 

.51 



Seq. No. 24596 Seq. ID 

Gene No. 51137 Strand 

Start 359 End 

Name OJ990304_08 . 9819.C19. ol.gs Method 

Start 359 End 

GI none Score 

Exons 359.. 528 



OJ990304_08.9819.C19 
+ 

528 

GENSCAN 

528 

.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24596 Seq. ID OJ990304_08 . 98 19 . C19 

51138 Strand 

558 End 3342 

OJ990304_08 . 9819.C19.ol.gp Method AAT/GAP 

558 End 2148 

18481_1.R1084 Score 1468 

558. .1080, 1889. .2148 

1 3513727 4.0e-50 (AF080118) contains similarity to TPR domains 
(Pfam: TPR.hmm: score: 11.15) and kinesin motor domains (Pfam: 
kinesin2 .hmm, score: 17.49, 20.52 and 10.94) [Arabidopsis 
thaliana] >gi_4539358_emb_CAB40052 . 1_ (AL04 9525) putative 
protein [Arabidopsis thaliana] 1 



24 596 ,,Seq. ID 

51138 ""Strand 

558 End 

OJ990304_08.9819.C19.ol.tm Method 

756 End 

none Score 



OJ990304_08.9819.C19 
3342 

TBLASTX: Maize 

2581 

46 



1888. .2580, 1893. .2474, 2257. .2577, 2317. .2547, 2354. .2581 



24762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24596 Seq. ID 

51138 Strand 

558 End 

OJ990304_08 . 9819 . CI 9 . ol . tw Method 

843 End 

none Score 



OJ990304_08.9819.C19 
3342 

TBLASTX: Wheat 

1995 

51 



843. .878, 846.-881, 909. .1082, 913. .1026, 915. .1082, 1865. .1975, 
1888. .1995, 1888. .1995 



24596 Seq. ID 

51138 Strand 

558 End 
OJ990304_08.9819.C19.o2.gs Method 

84 6 End 

none Score 

846. .1080, 1889. .2797, 3074. .3177 



OJ990304_08.9819.C19 

3342 
GENSCAN 
3177 
.82 



OJ990304 08.9819.C19 



24596 Seq. ID 

51138 Strand 
558 End 3342 

OJ990304_08. 9819 . C19 . ol . np Method AAT/NAP 
.849 - End 3342 

3513727 Score 1479 

849. .1080, 1889. .2797, 3074. .3342 

(AF080118) contains similarity to . TPR domains (Pfam: TPR.hmm: 
score: 11.15) and kinesin motor domains (Pfam: kinesin2 . hmin, 
score: 17.49, 20.52 and 10.94) [Arabidopsis thaliana] 
gi I 4539358 I emb | CAB40052.il (AL049525) putative protein 
[Arabidopsis thaliana] 



24596 
51138 
558 

OJ990304_08.9819.C19.ol.ts 

852 

none 



Seq. ID OJ990304_08.9819.C19 
Strand 

End 3342 

Method TBLASTX : Soybean 

End 3249 

Score 118 



852. .1082, 870. .1073, 1865. .2248, 1888. .2799, 1893. .2255, 
2337. .2474, 2360. .2797, 2449. .2535, 2607. .2801, 3073. .3249, 
3077. .3238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24596 
51138 
558 

OJ990304_08.9819.C19.ol.tc 

1008 

none 

1008. .1082, 1868. .1933, 1888. 
1931. .2077,- 1931. .2077, 2053. 
2702.. 2806, 3073.. 3135, 3074. 

24596 
51138 
558 

OJ990304_08. 9819.C19. o2 . tm 

2581 

none 

2581. .2799, 2583.*.2645, 2617. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990304 08.9819.C19 



3342 

TBLASTX: Cress 
3135 
61 

.1932, 1888.. 2043, 1930, 
.2799, 2081. .2248, 2272, 
.3133 



,2076, 
,2802, 



Seq. ID OJ990304_08.9819.C19 
Strand 

End 3342 

Method TBLASTX: Maize 

End 3249 

Score 57 

.2799, 3073. .3249, 3077. .3238 



24763 




Seq. No. 


24597 




Seq. ID 


OJ990304_ 


08^9819. C20 


Gene No. 


51139 




Strand 


+ 




Start 


338 




End 


6656 




Name 


OJ990304 08.9819 


.C20.ol.gs 


Method 


GENSCAN 




Start 


338 




End 


6610 




GI 


none 




Score 


. 61 




Exons 


338. .384, 1576.. 


1629, 1882.. 2201, 2216 


..2415, 3098. .3307, 




3389.. 3850, 3944 


..4054, 4915. 


.5199, 6413.. 6610 




Seq. No. 


24597 




Seq. ID 


OJ990304_ 


08. 9819.C20 


Gene No. 


51139 




Strand 


+ 




Start 


338 




End 


6656 




Name 


OJ990304 08.9819 


.C20.ol.np 


Method 


AAT/NAP 




Start 


2016 


End 


6656 




GI 


6560750 




Score 


519 




Exons 


2016.. 2415, 3098 


..3307, 3386. 


.3850, 3944. .4084, 


4169. .4320, 




4915. .5044, 5102 


..5199, 6413. 


.6656 






GI Descrip. 


(AC010155) F3M18 


. 3 [Arabidops 


is thaliana] 




Seq. No. 


24597 




Seq. ID 


OJ990304_ 


_08.9819.C20 


Gene No. 


51139 




Strand 


+ 




Start 


338 




End 


6656 




Name 


OJ990304 08.9819 


.C20.ol.gp 


Method 


AAT/GAP 




Start 


3097 




End 


3164 




GI 


none 




Score 


112 




Exons 


3097. .3164 








- 


Seq. No. 


24597 




Seq. ID 


OJ990304_ 


08. 9819.C20 


Gene No. 


51140 




Strand 






Start 


7865 




End 


10086 




Name 


OJ990304 08.9819 


.C20.o2.gs 


Method 


GENSCAN 




Start 


7865 




End 


9.840 




GI 


none 




Score 


.76 




Exons 


7865.. 8055, 8146 


..8398, 8467. 


.8697, 8997.. 9160, 


9201. .9840 


Seq. No. 


24597 




Seq. ID 


OJ990304_ 


08.9819.C20 


Gene No. 


51140 




Strand 






Start 


7865 




End 


10086 




Name 


OJ990304 08.9819. 


.C20.o2.np 


Method 


AAT/NAP 




Start 


7874 




End 


10086 




GI 


4587999 




Score 


365 




Exons 


7874.. 8055, 8146, 


..8398, 8467. 


.8647, 8947. .9127, 


9285. .9444, 




10009. .10086 










GI Descrip. 


(AF085279) hypothetical APG protein [Arabidopsis 


thaliana] 


Seq. No. 


24597 




Seq. ID 


OJ990304_ 


08.9819.C20 


Gene No. 


51140 




.Strand 






Start 


7865 




End 


10086 




Name 


OJ990304 08.9819. 


,C20.o3.np 


Method 


AAT/NAP 




Start 


7874 


End 


10049 




GI 


728868 




Score 


427 




Exons 


7874. .8055, 8146. 


,.8446, 851&; 


.8655, 8955. .9127, 


9285.". 9753, 




9975. .10049 












ANTER- SPECIFIC PROLINE -RICH ^kOi \tiN afG 




CEXJ 



gi I 99824 |pir | | S16748 proline-rich protein - rape (fragment) 
gi|22597|emb|CAA42924| (X60376) proline-rich protein [Brassica 



24764 



napus] 



Seq. No. 


24597 


Seq". ID 


OJ990304 


_08.9819 


Gene No. 


51141 


Strand 






Start 


11457 


End 


13210 




Name 


OJ990304_08 . 9819 


.C20.ol.ts Method 


TBLASTX : 


Soybean 


Start 


6410 


End 


6758 


GI 


none 


Score 


153 




Exons 


6410.. 6532, 6412 


..6531, 6633. .6758, 6635. .6748 




Seq. No. 


24597 


Seq. ID 


OJ990304 


_08.9819 


Gene No. 


51141 


Strand 






Start 


11457 


End 


13210 




Name 


OJ990304_08.9819 


.C20.ol.tm Method 


TBLASTX: 


Maize 


Start 


7853 


End 


8395 




GI 


none 


Score 


114 




Exons 


7853. .7978, 7988 


..8056, 8144. .8245, 8225. .8395 




Seq. No. 


24597 


Seq. ID 


OJ990304 


_08.9819 


Gene No. 


51141 


Strand 






Start 


11457 


End 


13210 




Name 


OJ990304_08. 9819 


-C20.ol.tc Method 


TBLASTX : 


Cress 


Start 


7895 


End 


-8281 




GI 


none 


Score 


i29 




Exons 


7895. .8056, 7911 


..8057, 8144. .8281 






Seq. No. 


24597 


Seq. ID 


OJ990304 


_08.9819 


Gene No. 


51141 


Strand 






Start 


11457 


End' 


13210 




Name • 


OJ990304_08 . 9819 


.C20.o2.ts Method 


TBLASTX: 


Soybean 


Start 


9286 


End 


9438 


GI 


none 


Score 


106 




Exons 


9286.. 9438, 9308 


. .9433 






Seq. No. 


24597 


Seq. ID 


OJ990304 


08 . 9819 


Gene No. 


51141 


Strand 






Start 


11457 


End 


13210. 




Name 


OJ990304 08.9819 


.C20.o3.gs Method 


GENSCAN 




Start 


11457 


End 


13195 




GI 


• none 


Score 


.89 




Exons 


11457. .11598, 11793. .12322, 12424 .. 1257 6, 12903 


. .13056, 




13092. .13195 








Seq. No. 


24597 


Seq. ID 


OJ990304 


_08.9819 


Gene No. 


51141 


Strand 






Start 


11457 


End 


13210 




Name 


OJ990304 08.9819 


C20.o4.np Method 


AAT/NAP 




Start 


11477 


End 


13210 




GI 


6466948 


Score 


93 




Exons 


11477. .11598, 11793. .12065, 13173.. 13210 




GI Descrip. 


(AC009176) unknown protein [Arabidopsis 


thaliana] 


Seq. No. 


24598 


Seq. ID 


OJ990304 


_08.9819. 


Gene No. 


51142 


Strand 


+ 




C4- — -1- 
v-> V- CA J. U 


Ji J J 


End 


4617 




Name 


OJ990304 08.9819. 


C21.ol.np Method 


AAT/NAP 




Start 


2991 


End 


4602 





24765 




GI 


3822403 








Score 


1230 


Exons 


2991. .3042, 


3151 


. .4602 








GI Descrip. 


(AF087932) 


hydroperoxide lyase [Arabidopsis thaliana] 


Seq. No. 


24598 








Seq. ID 


OJ990304 08 9819 C21 


Gene No. 


51142 








St rand 


+ ~~ 


Start 


3153 








End 


4617 


Name 


OJ990304 08 


. 9819 


C21 ,o3 




Method 

1UU 


GENSCAN 


Start 


3153 






End 


4617 


GI 


none 








Score 


.84 


Exons 


3153. .4172, 


4228 


.4617 








Seq. No. 


24598 








Qpn TD 


OJ990304 08 9819 C21 


Gene No . 


51143 








Strand 


+ _ 


Start 


7425 








End 


8484 


Name 


OJ990304 08 


. 9819 


C21 . o4 


. qs 


Method 


GENSCAN 


Start 


7425 








End 


848 4 


GI 


none 








Score 


.94 


Exons 


7425. .7481, 


7535. 


.7728, 


8163. 


. 8484 




Seq. No. 


24598 








tJCV^t XL/ 


OJ990^04 Oft QftlQ P91 


Gene No . 


51144 








St- rsnH 

O Li dilU 




Start 


1946 








FnH 

l-i 1 L\Ji 


2247 


Name 


OJ990304 08 


9819 

. Zf Q -L Zs • 


C21 . o2 


. y o 






Start 


1946 








Fnd 


224 7 


Gr 


none 








Score 


.92 


Exons 


1946. .2084, 


2186 . 


. 2247 








Seq. No. 


24598 








Seq. ID 


OJ990304_08.9819.C21 


Gene No. 


51145 








Strand 




Start 


10682 








End 


12871 


Name 


OJ990304 08 


. 9819 . 


C21 . ol 




Method 


TBLASTX: Cress 


Start 


3257 








End 


4596 


GI 


none 








Score 


301 


Exons 


3257. .3358, 


3261 . 


. 3560, 


3431 . 


.3550, 3672.. 4067, 3689.. 3835, 




3986. .4063, 


4182. 


.4283^ 


4183. 


.4284, 4290. .4391, 4291. .4596, 




4330. .4548 












Seq. No. 


24598 








Seq. ID 


OJ990304_08.9819-.C21 


Gene No . 


51145 








Strand 




Start 


10682 








End 


12871 


Name 


OJ990304 08 


.9819. 


C21.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3257 








End 


3773 


GI 


none 








Score 


392 


Exons 


3257. .3550, 


3261. 


.3650, 


3672. 


.3773, 3689.. 3772 


Seq. No. 


24598 








Seq. ID 


OJ990304_08.9819.C21 


Gene No. 


51145 








Strand 




Start 


10682 








End 


12871 


Name 


OJ990304 08 


.9819'.C21.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3261 








End 


4563 


GI 


none 








Score 


85 


Exons 


3261. .3344, 


3405. 


.3545, 


3837. 


.3968, 3975. .4082, 4182. .4268, 




4183. .4293, 


4294. 


.4563, 


4311. 


.4505, 4330. .4542 


Seq. No. 


24598 








Seq. ID 


OJ990304_08. 9819.C21 


Gene No. 


51145 








Strand 





24766 



# 



Start 


10682 




End . 


12871 


Name 


OJ990304 08.9819.C21.o7 


.tm 


Method 


TBLASTX: Maize 


Start 


3941 




End 


4305 


GI 


none 




Score 


173 


Exons 


3941. .4066, 3942. .4079, 


4182. .4304, 4183. .4305, 4204. .4305 


Seq. No. 


24598 




Seq. ID 


OJ990304_08 .9819.C21 


Gene No. 


51145 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4311 




End 


4614 


GI 


none 




Score 


454 


Exons 


4311. .4580, 4312. .4614 








Seq. No. 


24598 




Seq. ID 


OJ990304_08.9819.C21 


Gene No. 


51145 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.ol 


. gp 


Method 


AAT/GAP 


Start 


10640 




End 


11095 


GI 


72053 1.R1084 




Score 


888 


Exons 


10640. .11095 








GI Descrip. 


1 4371279/gb| AAD18137 | 2 


.0e- 


28 (AC006260) hypothetical protein 




[Arabidopsis thaliana] ? 








Seq. No. 


24598 




Seq. ID • 


OJ990304_08.9819.C21 


Gene No . 


51145 " 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


10682 




End 


10973 


GI 


none 




Score 


392 


Exons 


10682. .10972, 10683.. 10973 






Seq. No. 


24598 




Seq. ID 


OJ990304_08. 9819.C21 


Gene No. 


51145 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.o5 


gs 


Method 


GENSCAN 


Start 


10682 




End 


12697 


GI 


none 




Score 


.5 


Exons 


10682. .12697 








Seq. No. 


24598 




Seq. ID 


OJ990'304_08.9819.C21 


Gene No. 


51145 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.o2 


np 


Method 


AAT/NAP 


Start 


10697 


End 


12871 


GI 


4056478 




Score 


1471 


Exons 


10697. .12871 








GI Descrip. 


(AC005896) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


24598 




Seq. ID 


OJ990304_08.9819.C21 


Gene No. 


51145 




Strand 




Start 


10682 




End 


12871 


Name 


OJ990304 08.9819.C21.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


10901 




. End 


11207 


GI 


none 




Score 


268 


Exons 


10901. .11110, 10902. .11111, 


11114. .11203, 11115. .11207 



24767 



# • 



Seq. No. 


24598 




Seq. ID 


OJ990304_08. 9819 


C21 


Gene No. 


51145 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304_08 . 9819.C21 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


10940 




End 


11200 




GI 


none 




Score 


223 




Exons 


10940. .11200, 10941. 


. 11189, 


10952. . 11200 




Seq. No. 


24598 




Seq. ID 


OJ990304_08.9819. 


C21 


Gene No. 


51145 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304_08 . 9819.C21 


.o4 .tm 


Method 


TBLASTX: Maize 




Start 


H237 




End 


11545 




GI 


none 




Score 


50 




Exons 


H237 . . H296, H246. 


. 11296, 


11297. .11545, 11301.. 11534 




Seq. No. 


24598 




Seq. ID 


OJ990304 08.9819. 


C21 


Gene No. 


5H45 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304 08.98l9.C2l 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


H333 




End 


11747 




GI 


none 




Score 


595 




Exons 


H333 . . H746, H334 . 


. 11747 








Seq. No. 


24598 




Seq. ID.. 


OJ990304_08.9819. 


C21 


Gene No. 


51145 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304 08 . 9819.C21 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


H645 




End 


11947 




GI 


none 




Score 


390 




Exons 


H645. . H947, H646. 


. 11924 








Seq. No. 


24598 




Seq. ID 


OJ990304_08.9819. 


C21 


Gene No. 


5H45 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304 08.98l9.C2l 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


H843 




End 


12310 




GI 


5058134 




Score 


124 




Exons 


11843. .12211, 11933. 


.12310, 


11988. .12209 • ■ 




GI Descrip. 


4371279/gb AAD18137 


3.0e-49 (AC006260) 


hypothetical protein 




[Arabidopsis thaliana] 








Seq. No. 


24598 




Seq. ID 


OJ990304JD8.9819. 


C21 


Gene No. 


51145 




Strand 






Start 


10682 




End * 


12871 




Name 


OJ990304 08.9819.C21 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


11852 




End 


12358 




GI 


none 




Score 


66 




Exons 


11852. .12145, 11855. 


12286, 


11859. . 12041, 11963.. 12358 




Seq. No. 


24598 




Seq. ID 


OJ990304_08.9819. 


C21 


Gene No. 


51145 




Strand 






Start 


10682 




End 


12871 




Name 


OJ990304 08.9819.C21. 


06. tm 


Method 


TBLASTX: Maize 




Start 


1 1 QCO 












J- 4- \J ~t 




End 


12403 




GI 


none 




Score 


43 




Exons 


11963. .12184, 12074. . 


12145, 


12074. .12250, 12171 .. 12362 , 





24768 



# • 

12173. .12403, 12257.. 12364 



Seq. No. 


245.99 




Seq. ID 


OJ990304_08.9819. 


C22 


Gene No. 


51146 




Strand 


- 




Start 


127 




End 


922 




Name 


OJ990304 08.9819.C22.ol 


gs 


Method 


GENSCAN 




Start 


127 




End 


922 




GI 


none 




Score 


.72 




Exons 


127. .219, 311. .557, 600. 


.922 








Seq. No. 


24599 




Seq. ID 


OJ990304_08.9819. 


C22 


Gene No. 


51146 




Strand 


- 




Start 


127 




End 


922 




Name 


OJ990304 08.9819.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


488 




End 


799 




GI 


none 




Score 


82 




Exons 


488. .799, 614. .799 










Seq. No. 


24599 




Seq. ID 


OJ990304_08.9819. 


C22 


Gene No. 


51146 




Strand 


- 




Start 


127 




End 


922 




Name 


OJ990304 08.9819.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


572 




End 


838 




GI 


none 




Score 


80 ' 




Exons . v '. 


572.. 838, 647.. 838 










Seq. No. 


24600 




Seq. ID 


OJ990304 08 9819 


C26 


Gene No. 


51147 




Strand 






Start 


1 




End 


695 




Name 


OJ990304 08.9819.C26.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


695 




GI 


1360637 




Score 


266 




Exons 


1. .695 










GI Descrip. 


(X95995) ENBP1 [Vicia sativa] 








Seq. No. 


24600 




Seq. ID 


OJ990304_08.9819. 


C26 


Gene No. 


51147 




Strand 


- 




St'art 


1 




End 


'695 




Name 


OJ990304 08.9819.C26.dl. 


gs 


Method 


GENSCAN 




Start 


117 




End 


516 




GI 


none 




Score 


.77 




Exons 


117. .516 










Sea. No 


24600 




Seq. ID 


OJ990304_08.9819. 


C26 


Gene No. 


51147 




Strand 






Start 


1 




End 


695 




Name 


OJ990304 08.9819.C26.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


170 




End ■ 


691 




GI 


none 




Score 


205 




Exons 


170. .547, 171. .548, 176. 


.424, 


180. .560, 


190. .561, 544. .570, 




593. .691 










Seq. No. 


24600 




Seq. ID 


OJ990304_08. 9819. 


C26 


Gene No. 


51147 




Strand 






0+- - — 4- 


J. 




End 


695 




Name 


OJ990304 08.9819.C26.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


189 




End 


416 





24769 



GI 5057523 Score 82 

Exons 189.. 416, 190.. 375., 195.. 377 

GI Descrip. 2144584/pir TISY 3.0e-39 trypsin inhibitor A (Kunitz) precursor 

- soybean >gi_18770_emb_CAA45777_ (X64447) trypsin inhibitor 
subtype A [Glycine max] 



Seq. No. 24601 . Seq. ID 

Gene No. 51148 Strand 

Start 112 End 

Name OJ990204_02 . 9819 . CI . ol . gs Method 

Start 112 End 

GI none Score 

Exons 112.. 184, 1841.. 1914 



OJ990204_02.9819.C1 
+ 

1914 
GENSCAN 
1914 
.6 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24601 Seq. ID 

51149 Strand 

1 End 

OJ990204_02. 9819.C1 .ol .np Method 

1 End 

6907088 Score 
1..314, 811. .1049, 1225. .1362 

(AP001129) hypothetical protein [Oryza sativa] 



OJ990204JD2. 981.9. CI 

1362 
AAT/NAP 
1362 
812 



Seq. No. 24601 Seq. ID 

Gene No. 51150 Strand 

Start 3188 End 

Name OJ990204_02 . 9819. CI .o2 .gs Method 

Start 3188 End 

GI none Score 

Exons 3188.. 3218, 3434.. 3489 



OJ990204_02. 9819. CI 

3489 
GENSCAN ' 
3489 
.61 



Seq. No. 24602 Seq. ID 

Gene No. 51151 Strand 

Start 104 End 

Name OJ990204_02 . 9819 . C2 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104.. 173 '-sr*'' 



OJ990204_02.9819.C2 
+ 

173 

GENSCAN 

173 

.82 



Seq. No. 24602 Seq. ID 

Gene No. 51152 Strand 

Start 1643 End 

Name OJ990204_02 . 9819 . C2 . o2 . gs Method 

Start 1643 End 

GI none Score 

Exons 1643.. 1702, 2700.. 2816 



OJ990204_02. 9819.C2 

2816 
GENSCAN 
2816 
.41 



Seq. No. 24603 Seq. ID 

Gene No. 51153 Strand 

Start 1472 ■ End 

Name OJ990204_02 . 98 19 . C3 . ol . np Method 

Start 1472 End 

GI 4558666 Score 

Exons 1472.. 1567, 1663.. 1906 

GI Descrip. (AC007063) putative Na/II antiporter [ Axabidopsis thaliana] 



OJ990204_02.9819.C3 

1906 
AAT/NAP 
1906 
158 



Seq. No. 



24604 



Seq. ID OJ990204_02. 9819.C4 



24770 




bene no . 






Strand 


+ 




Start 


5333 




End 


5592 




Name 


OJ990204 02. 9819. C4 


. o3 . np 


Method 


AAT/NAP 






j j j j 






d d y z 






CO COT T Q 




Score 


zz / 




Exons 


jjjj . . Do yz 












/AT 1 1 79fi^^ -yhv^nnnQ 
^ rtij li / iojj z no uuuj. 


± njryza 


sat iva ] 








Z 4 VKJH 




oeq. id 


ojyyuzu4 uz.9oiy 


. C4 


uene no . 


Jll jj 




Strand 






Start 


1 




End 


2250 




Name 


OJ990204 02. 9819. C4 


.ol .np 


Method 


AAT/NAP 




^t-a -rt" 

OLdLL 


i 
i 




End 


2160 






ft jjOODD 




Score 


2012 




Exons 


1 1 ft 1 QA P. 9 1 £H 










\jL uescrip. 


/udj) putdiive 


Na/H antiporter [Arabidopsis thaliana] 


O Art M /-> 

oeq. no. 


Z 4 OUfl 




Seq. ID 


OJ990204_02.9819 


.C4 


Gene No. 


51155 




Strand 






Start 


1 




End 


2250 




Name 


OJ990204 02. 9819. C4 


.ol.gs 


Method 


GENSCAN 




Q+- a >-+- 


■91 




End 


2250 




PT 


none 




Score 


.58 




Exons 


91. .1850, 1948. .2031, 2101. . 


2250 






oeq . no . 


24604* 




Seq. ID 


OJ990204_02.9819 


.C4 


Gene No. 


51156 




Strand 






Start 


3464 




End 


5592 




Name 


OJ990204 02. 9819. C4 


. ol . tm 


Method 


TBLASTX: Maize 






132 




End 


782 




PT 


none 




Score 


63 




Exons 


132. .197, 240. .479, 


241. .279 


, 328. .465, 


528. .782 




oeq. no. 


24604 




Seq. ID 


OJ990204_02. 9819 


.C4 


Gene No. 


51156 




Strand 






Start 


3464 




End 


5592 




Name 


OJ990204 02. 9819. C4 


.ol . tc 


Method 


TBLASTX: Cress 




Of a v-J- 
OlalL 


165 




End 


854 






none 




Score 


79 




Exons 


165. .197, 240. .479, 


244. .465, 528. .620, 


630. .827, 750. .854 


oeq. NO. 


24604 




Seq. ID 


OJ990204_02. 9819, 


.C4 


Gene No. 


51156 




Strand 






Start 


3464 




End 


5592 




Name 


OJ990204 02. 9819. C4, 


.ol.ts 


Method 


TBLASTX: Soybean 




o uar u 


543 




End 


935 




pT 


none 




Score 


120 




Exons 


543. .935, 544. .804 










oeq. no. 


24604 




Seq. ID 


OJ990204_02. 9819. 


.C4 




51156 




Strand 






Start 


3464 




End 


5592 




Name 


OJ990204 02. 9819. C4 . 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


978 




End 


1232 




GI ' 


none 






121 




Exons 


978. .1232, 994. .1230 









Seq. No. 


24604 








Seq. ID 


OJ990204_02. 9819.C4 


Gene No . 


51156 








Strand 




Start 


3464 . 








End 


5592 


Name 


OJ990204 02. 


9819, 


C4 ,o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1311 








End 


1679 


GI 


none 








Score 


189 


Exons 


1311. .1364, 


1399. 


.1575, 


1428. 


.1625, 1626.. 1679, 1627.. 1674 


Seq. No. 


24604 








Seq. ID 


OJ990204_02.9819.C4 


Gene No . 


51156 








Strand 




Start 


3464 








End 


5592 


Name 


OJ990204 02. 


9819. 


C4.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1482 








End 


2106 


GI 


none 








Score 


105 


Exons 


1482. .1568, 


1611. 


.1649, 


1638. 


.1847, 1948. .2106 


Seq. No. 


24604 








Seq. ID 


OJ990204_02.9819.C4 


Gene No. 


51156 








Strand 




Start 


3464 








End 


5592 


Name 


OJ990204 02. 


9819. 


C4.ol. 


gp 


Method 


AAT/GAP 


Start 


3464 








End 


5592 


GI 


61605 1.R1084 






Score 


599 


Exons 


3464. .3736, 


4865. 


.4945, 


5565. 


.5592 




GI Descrip. 


'5852170/emb 


|AL117265.1|OST17804 1 . Oe- 


137 Oryza sativa 




indica (GLA4) 


genomic DNA, "chromosome 4 


, BAC clone: tl7804 1 


Seq. No. 


24604 








Seq. ID 


OJ990204_02.9819.C4 


Gene No. 


51156 








Strand 




Start 


3464 








End 


5592 


Name 


OJ990204 02. 


9819. 


C4.o2. 


np . 


Method 


AAT/NAP 


Start 


4109 








End 


5592 


GI 


6063554 








Score 


166 


Exons 


4109. .4283, 


4918. 


.4946, 


5481. 


.5592 





GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
-GI 

Exons 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



24605 
51157 
150 

OJ990204_02.9819.C5.ol.gs 

150 

none 



Seq. ID . OJ990204_02. 9819.C5 

Strand + 

End 6322 

Method GENSCAN 

End 6221 

Score .69 

1399, 1925.. 2008, 



150. .288, 937. .1025, 1101;. 1262, 1351, 
2055. .2171, 2817. .3290, 4774. .4862, 5045. .5183, 5275. .5349, 
5445. .5566, 5680. .5738, 6162. .6221 



Seq. No. 

-Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Hescri 1 ^. 



24605 Seq. ID 

51157 Strand 

150 End 

OJ990204_02. 9819 . C5 . o2 . np Method 

4683 End 

4538965 Score 



OJ990204_02. 9819.C5 
+ 

6322 
AAT/NAP 
6322 
284 



4683. .4862, 5045. .5183, 5275. .5461, 5655. .5738, 6162. .6322 
(AL04948S) hypothetical proLein [Arabidopsis thaliana] 



Seq. No. 



24605 



Seq. ID OJ990204 02. 9819. C5 



24772 




Gene No. 


51158 


Strand 




Start * 


235 


End 


3179 


Name 


OJ990204 02.9819.C5.ol.np 


Method 


AAT/NAP 


Start 


235 


End 


3179 


GI 


4680186 


Score 


169 


Exons 


235. .345, 912. .1166, 1634. .1808, 2142. 


.2222, 3082.. 3179 


GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


24605 


- Seq. ID 


OJ990204_02. 9819.C5 


Gene No. 


51159 


Strand 




Start 


4777 


End 


6227 


Name 


OJ990204 02.9819.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


4777 


End 


6227 


GI 


none 


Score 


82 


Exons 


4777. .4863, 5043... 5141, 5099. 


.5185, 5274. .5348, 5275. .5370, 




5442. .5567, 5445. .5567, 5471. 


.5569, 5662. .5742, 5664. .5786, 




6162. . 6227 






Seq. No. 


24606 


Seq. ID 


OJ990204 02. 9819. C6 


Gene No. 


51160 


Strand 


+ 


Start 


397 


End 


535 


Name 


OJ990204 02.9819.C6.ol.gs 


Method 


GENSCAN 


Start 


397 


End 


535 


GI 


none 


Score 


.83 


Exons 


397.. 535 






Seq. No. 


24607 


Seq. ID 


OJ990204_02.9819.C8 


Gene No. 


51161 


Strand 


+ 


Start 


1 


End 


312 


Name 


OJ990204 02.9819.C8.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


312 


GI 


5441880 


Score 


223 


Exons 


1. .312 







GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 


24608 


Seq. ID 


OJ990204_02.9819.C9 


Gene No. 


51162 


-Strand 




Start 


351 


End 


582 


Name 


OJ990204 02.9819.C9.ol.gs 


Method 


GENSCAN 


Start 


351 


End 


582 


GI 


none 


Score 


.76 


Exons 


351. .469, 506. .582 






Seq. No. 


24609 


Seq. ID 


OJ990204_02.9819.C12 


Gene No. 


51163 


Strand 


+ 


Start 


199 


End 


601 


Name 


OJ990204 02.9819.C12.ol.gp 


Method 


AAT/GAP 


Start 


199 


End 


601 


GI 


7406 1.R1084 


Score 


653 


Exons 


199. .601 






GI"" Descrip. 


, 1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 






Seq. No. 


24609 


Seq. ID 


OJ990204_02.9819.C12 


Gene No. 


51164 


Strand 





24773 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



208 End 

OJ990204_02.9819.C12.ol.gs Method 

208 End 

none Score 



1957 
GENSCAN 
1957 
.78 



208. .330, 1470. .1547, 1614. .1772, 1955. .1957 



24610 Seq. ID 

51165 Strand 

1 End 

OJ990204_02.9819.C13.ol.np Method 

1 End 

5441880 Score 
1..322, 399. .697, 1210. .1259 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ990204_02. 9819.C13 

1259 
AAT/NAP 
1259 
942 



OJ990204 02.9819.C13 



Seq. No. 24610 Seq. ID 

Gene No. 51165 Strand 

Start 1 End 1259 

Name OJ990204_02 . 9819 . C13 .ol . gp Method AAT/GAP 

Start 72 End 571 

GI LIB3475-007-P1-K1-G8 . Score 797 

Exons ■ 72. .322, 399. .571 

GI Descrip. ' 5.441880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 {C62 945 ) 

corresponds to a region of the predicted gene .;' Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


24610 








Seq. ID 


OJ990204 


Gene No. 


51165 








Strand 




Start 


1 








End 


1259 


Name 


OJ990204 02 


.9819 


.C13.ol 


. gs 


Method 


GENSCAN 


Start 


179 








End 


914 


GI 


none 








Score 


.76 


Exons 


179.. 322, 399.. 697, 789 


. .914 






Seq. No. 


24611 








• Seq. ID 


OJ990204 


Gene No. 


51166 








Strand' ' 


+ 


Start 


5531 








End 


6705 


Name 


OJ990204 02 


.9819 


.C14.o2 


.gs 


Method 


GENSCAN 


Start 


5531 






End 


6705 


GI 


none 








Score 


.74 


Exons 


5531. .5966, 


6149 


. .6705 








Seq. No. 


24611 








Seq. ID 


OJ990204 


Gene No. 


51167 








Strand 




Start 


3178 








End 


4431 


Name 


OJ990204 02 


.9819, 


.C14.ol, 


.gs 


Method 


GENSCAN 


Start 


■4 3178 








End . 


4431 


GI 


none 








Score 


.83 


Exons 


3178. .4431 












Seq. No. 


24611 








Seq. ID 


OJ990204_ 


Gene No. 


51168 








Strand 




Start 










End 


7669 


Name 


OJ990204 02, 


.9819, 


.C14.o3. 


.gs 


Method 


GENSCAN 


Start 


7354 








End 


7669 



02.9819.C14 



24774 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

7354.. 7383, 7559.. 7669 

24611 
51169 
8186 

OJ990204_02.9819.C14.ol.gp 
8186 

LIB3431-030-P1-N1-G8 
8186.. 8253 . 



Score 



,85 



Seq. ID OJ990204_02.9819.C14 
Strand 

End 8253 

Method AAT/GAP 

End 8253 

Score 87 



GI Descrip. 1 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


24612 


Seq. ID 


OJ990204_02. 9819.C16 


Gene No. 


- 51170 


Strand 




Start 


274 


End 


554 


Name 


OJ990204 02.9819.C16.ol.gs 


Method 


GENSCAN ■ 


Start 


274 


End 


554 


GI 


none 


Score 


.72 


Exons 


274. .341, 500. .554 






Seq. No. 


24613 


Seq. ID 


OJ990204_02. 9819.C19 


Gene No. 


51171 


Strand 


+ 


Start 


1 


End 


749 


Name 


OJ990204 02.9819.C19.ol.np 


Method 


AAT/NAP 


Start 


1 ' 


End- 


749 


GI" 


5441880 


Score 


237 


Exons 


. 1. .364, 578. .749 






GI Descrip. 


(AP000367) EST C28952 (C62945 ) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24613 
51171 
1 

OJ990204_02.9819.C19.ol.gs 

206 

none 

206. .313, 367. .612 

24614 
51172 
856 

OJ990204_02.9819.C20.ol.gp 
856 

uC-osflcyp082b07al 
856. .965 

'218221/dbj |D10675|RICSINE1R6 
gene , repeat sequence ' 

24614 
51173 
1510 

OJ990204_02.9819.C20.ol.gs 
1510 
none 

1510. .2076 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990204J32. 9819. C19 
+ 

749 

GENSCAN 

612 

.71 



OJ990204_ 
+ 

965 

AAT/GAP 

965 

159 



02.9819.C20 



3.0e-30 Oryza sativa p-SINEl-r6 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990204_02.9819.C20 

2076 
GENSCAN 
2076 
.89 



24775 



Seq. No. 24615 
Gene No. 51174 
Start 1 

Name OJ990204_02 . 9819 .C21 . ol . np 

Start 1 

GI 6630700 

Exons 1..243, 1118.. 1620 

GI Descrip. (AP000969) Similar to 
coli. (A65193) [Oryza 
(AP001073) Similar to 
coli. (A65193) [Oryza 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990204_02.9819.C21 

1620 
AAT/NAP 
1620 
518 



hypothetical protein f678 - Escherichia 
sativa] gi | 6721537 | dbj | BAA89567 . 1 | 
hypothetical protein f678 - Escherichia 
sativa] 



Seq. No. 


24616 




Seq. ID 


OJ990204 


_02 


. 9819 


C22 


Gene No. 


51175 




Strand 


+ 








Start 


712 




End 


2856 








Name 


OJ990204_02 . 9819.C22 .ol 


.gs 


Method 


GEN SCAN 








Start 


712 


End 


2856 








GI 


none 




Score 


.62 








Exons 


712. .865, 1556. .2856 














Seq. No. 


24616 




Seq. ID 


OJ990204; 


_02 


.9819 


C22 


Gene No. 


51176 . 




Strand 










Start 


4235 




End 


4313 








Name 


OJ990204 02.9819.C22.o2 


. gs 


Method 


GEN SCAN 








Start 


4235 




End 


4313 








GI 


none 




Score 


.53 








Exons 


4235. .4313 














Seq. No. 


24617 




Seq. ID 


OJ990204 


_02 


.9819, 


C23 


Gene No. 


51177 




Strand 


+ 








Start 


2096 




End 


4082 








Name 


OJ990204 02.9819.C23.o2 


. gs 


Method 


GENSCAN 








Start 


2096 




End 


3786 








GI 


none 




Score 


.69 








Exons 


2096, .3088, 3466.. 3786 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24617 Seq. ID OJ990204_02 . 9819 . C23 

51177 Strand + 

2096 End 4082 . 

OJ990204_02.9819.C23.ol.np Method AAT/NAP 

2207 End 4082 

5441880 Score 1098 

2207. .3147, 3988. .4082 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 24617 Seq. ID 

Gene No. 51177 Strand 

Start 2096 End 

Name OJ990204_02 . 9819 . C23 . ol . tm Method 

Start 2774 End 

GI none Score 

Exons 2774.. 3139. 2779,. 3123 



OJ990204_02.9819.C23 
+ 

4082 

TBLASTX: Maize 

3139 

270 



Seq. No. 



24618 



Seq. ID OJ990204_02.9819.C24 



24776 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



51178 Strand + 

533 End 1179 

OJ990204_02 . 98 19 . C24 . ol . np Method AAT/NAP 
533 End 1179 

6069646 Score 439 

533. .1179 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



24618 Seq. ID 

51179 Strand 

8 68 End 
OJ990204_02.9819.C24 .ol.gs Method 

868 End 

none Score 
868. .1020 



OJ990204_02.9819.C24 

1020 
GENS CAN 
1020 
.86 



Seq. No. 24619 Seq. ID 

Gene No. 51180 " Strand 

Start 1 End 

Name OJ990204_02 .9819. C25 . ol . np Method 

Start 1 End 

GI 6539581 Score 

Exons 1.-669, 805.. 894 

GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



OJ990204_02.9819.C25 
+ 

894 

AAT/NAP 

894 

602 



Seq. No. 


24619 






Seq. ID 


OJ990204_02.9819. 


C25 


Gene No. 


51180 






Strand 


+ 




Start 


1 






End 


894 




Name 


OJ990204 


_02.9819.C25.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


187 






End 


528 




GI 


none 






Score 


212 




Exons 

. . : ' ■ • 


187. .528, 


265. .429 










Seq. No. 


24619 






Seq. ID 


OJ990204 02.9819. 


C25 


Gene No. 


51180 






Strand 


+ 




Start 


1 






End 


894 




Name 


OJ990204 


02.9819.C25.ol. 


tm 


Method 


TBLASTX :Maize 




Start 


217 






End 


597 




GI 


none 






Score 


273 




Exons 


217. .597, 


259. .585 










Seq. No. 


24619 






Seq. ID 


OJ990204_02. 9819. 


C25 


.Gene No. 


51180 






Strand 


+ 




Start 


1 






End 


894 




Name 


OJ990204 


02.9819.C25.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


273 






End 


609 




GI 


none 






Score 


91 




Exons 


273. .425, 


274.. 606, 274. 


.609 








Seq. No. 


24619 






»-> w ■ J. LJ 


CJ990204_02 . 9819. 


C25 


Gene No. 


51180 






Strand 


+ 




Start 


1 






End 


894 





24777 



Name 

Start 

GI 

Exons 



OJ990204 
357 
none 
357. .669 



02,9819. C25.ol.gs 



Method 

End 

Score 



GEN SCAN 

669 

.86 



Seq. No. 24620 Seq. ID 

Gene No. 51181 Strand 

Start 1 End 

Name OJ990204_02 . 9819 .C28 . ol . np Method 

Start 1 End 

GI 4680186 Score 

Exons 1..199, 655.. 703 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



OJ990204_02.9819.C28 

703 " 
AAT/NAP 
703 
127 



Seq. No. 


24620 








Seq. ID 


OJ990204 


J)2. 


9819 


.C28 


Gene No. 


51181 








Strand 










Start 


1 








End 


703 








Name 


OJ990204 


_02.9819.C28. 


.ol. 


.gs 


Method 


GENSCAN 








Start 


56 








End 


333 








GI 


none 








Score 


.82 








Exons 


56. .204, 


274. .333 
















Seq. No. 


24621 








Seq. ID 


OJ990204 


_02. 


9819 


.C29 


Gene No. 


51182 








Strand 


+ 








Start . 


784 








End 


88 6 








Name 


OJ990204 


_02.9819.C29, 


.ol. 


,gs 


Method 


GENSCAN 








Start 


784 








End 


886 








GI 


none 








Score 


.68 








Exons 


784. .886 



















Seq. No. 


24622 


Seq. ID 


OJ990204_02.9819.C30 


Gene No. 


51183 


Strand 


+ 


Start 


616 


End 


976 


Name 


OJ990204 02.9819.C30.ol.gp 


Method 


AAT/GAP 


Start 


616 


End 


976 


GI 


LIB3431-045-P1-N1-A10 


Score 


621 


Exons 


616. .976 






GI Descrip. 


'5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 


Seq. No. 


24622 


Seq. ID 


OJ990204_02.9819.C30 


Gene No. 


51184 


Strand 




Start 


801 


End 


1562 


Name 


'OJ990204 02.9819.C30.ol.gs 


Method 


GENSCAN 


Start 


801 


' End 


1562 


GI 


none 


Score 


. 91 


Exons 


801.. 961, 1098. .1131, 1198. 


.1315, 1320 


..1367, 1431. .1562 


Seq. No. 


24622 


Seq. ID 


OJ990204_02.9819.C30 . 


Gene No. 


51184 


Strand 




Start 


801 


End 


1562 


Name 


OJ990204 02. 9819.C30.ol.np 


Method 


AAT/NAP 


Start 


1080 1 


End 


1562 


GI 


5441880 


Score 


548 


F.vnn.Q 


1 non mc 1A 3\ 1562 






GI Descrip. 


(AP000367) EST C28952 (C62945) corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 



24778 



(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24623 Seq. ID 

51185 Strand 
1 End 
OJ990204_02 . 9819 .C31.ol .np Method 
1 End 
6539581 Score 
1..590, 654. .706 

(AP000837) Similar to Arabidopsis thaliana DNA 
clone F20D10; hypothetical protein (AL035538) 



OJ990204_02.9819.C31 
706 

AAT/NAP 
706 
297 



chromosome 4 , BAG 
[Oryza sativa] 



Seq. No. 24624 Seq. ID 

Gene No. 51186 Strand 

Start 258 End 

Name OJ990204_02 . 9819 . C32 . ol . gs Method 

'.Start ' 258 End 

GI none Score 

Exons 258.. 326, 359.. 429, 901.. 1009 



OJ990204_02. 9819.C32 

1200 
GENSCAN 
1009 
.62 



Seq. No. 24624 Seq. ID 

Gene No. 51186 Strand 

Start 258 End 

Name OJ990204_02 .9819. C32 . ol . np Method 

Start '37 6 End . 

GI 5042454 Score 

Exons 376.-442, 762.. 1200 

GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 



OJ990204_02. 98.19. C32 

1200 
AAT/NAP 
1200 
163 



Seq. No. 


24625 


Seq. ID 


OJ990204_02. 9819. 


C33 


Gene No. 


51187 


Strand 


+ 




Start 


752 


End 


1981 




Name 


OJ990204 02. 9819.C33.ol 


.gs Method 


GENSCAN 




Start 


752 


End 


1981 




GI 


none 


Score 


.46 




Exons 


752. .811, 905. .1064, 1549. .1642, 1904. 


.1981 




Seq. No. 


24625 


Seq. ID 


OJ990204_02. 9819. 


C33 


Gene No. 


51187 


Strand 


+ 




Start 


752 


End 


1981 




Name 


OJ990204 02.9819.C33.ol 


. np Method 


AAT/NAP 




Start 


752 


End 


1051 




GI 


4538965 


Score 


173 




Exons 


752. .811, 905. .1051 








GI Descrip. 


(AL04 94 88) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


24626 


Seq. ID 


OJ990204_02.9819. 


C34 


Gene No. 


51188 


Strand 






Start 


11 


End 


5909 




Name 


OJ990204 02.9819.C34.ol 


. gs Method 


GENSCAN 




Start 


11 


End 


5909 




GI 


none 


Score 


.79 




Exons 


11. .43, 274. .372, 1860. 


.2089, 2397.. 2942, 3029.. 3383, 





3969. .4264, 4487. .4536, 4624. .4726, 5150. .5206, 5393-. 5440, 
5547.. 5707, 5762.. 5903 - 



Seq. No. 24626 Seq. ID OJ990204_02 . 9819 . C34 



24779 




Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204_02 


. 9819. 


C34 .o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1806 








End 


2116 


GI 


none 








Score 


102 


Exons 


1806. .2102, 


1808 . 


.2116 








Seq. No. 


24626 








Seq. ID 


OJ990204_02 . 9819 . C34 


Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204_02 


. 9819. 


C34 .o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


1808 








End 


2092 


GI 


none 








Score 


83 


Exons 


1808. .2092, 


1896. 


.2087 








Seq. No. 


24626 








Seq. ID 


OJ990204_02. 9819.C34 


Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204 02 


.9819. 


C34.ol 


.np 


Method 


AAT/NAP 


Start 


1811 








End 


5909 


GI 


3786007 








Score 


1181 


Exons 


1811. .2092, 


2397. 


.2942, 


3029. 


.3383, 3969.-4264, 4839. .4867, 




5655. .5909 












GI Descrip. 


(AC005499) : 


hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


24626 


... 






Seq. ID 


OJ-990204_02. 9819. C34 


Gene No . 


51188 








Strand 




Start 


11 








End 


5909 . 


Name 


OJ990204_02 


.9819. 


C34.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1811 








End 


2041 


GI 


none 








Score 


68 


Exons 


1811. .2041, 


1836. 


.1985 








Seq. No. 


24626 








Seq. ID 


OJ990204_02. 9819.C34 


Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204_02 


.9819. 


C34.o2, 


.tc . 


Method 


TBLASTX: Cress 


Start 


1823 








End 


2050 


GI 


none 








Score 


44 


Exons 


1823. .2050, 


1824. 


.1925, 


1971. 


.2048 




Seq. No. 


24626 








Seq. ID 


OJ990204_02.9819.C34 


Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204_02 


.9819. 


C34.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


2385 








End 


3361 


GI 


none 








Score 


181 


Exons 


2385. .2732, 


2422. 


.2769, 


2736. 


.2945, 2737..2925, 3014. .3307, 




3033. .3260, 


3158. 


.3292, 


3299. 


.3361, 3317. .3361 


Seq. No. 


24626 








Seq. ID 


OJ990204_02. 9819X34 


Gene No. 


51188 








Strand 




Start 


11 








End 


5909 


Name 


OJ990204 02, 


.9819. 


C34.ol. 


,te 


Method 


TBLASTX: Cress 


Start 


2514 








T71 3 

ililiU. 


3361 


GI 


none 








Score 


81 


Exons 


2514. .2711, 


2557. 


.2685, 


2820. 


.2927, 3029.. 3166, 3161.. 3361 



24780 




Seq. No. 


24 626* 






Seq. ID 


OJ99O2504 


J32.9819 


.C34 


Gene No. 


51188 






Strand 








Start 


11 






End 


5909 






Name 


OJ990204_02. 9819 


C34 .ol 


. ts 


Method 


TBLASTX : 


Soybean 




Start 


2514 






End 


3301 




GI 


none 






Score 


67 






Exons 


2514 . .2738, 2536 


. 2673, 


2820 


..2930, 3035. .3130, 


3152. .3301 


Seq. No. 


24626 






Seq. ID 


OJ990204 


_02.9819 


C34 


Gene No. 


51188 






Strand 








Start 


11 






End 


5909 






Name 


OJ990204 02.9819. 


C34.ol 


.gp 


Method 


AAT/GAP 






Start 


3295 






End 


4546 






GI 


LIB3432-029-P1-K1-D2 




Score 


821 






Exons 


3295. .3383, 3969. 


.4264, 


4487 


. .4546 








GI Descrip. 


•3786007 8.0e-31 


(AC005499) 


hypothetical protein [Arabidops 




thaliana] 1 














Seq. No. 


24626 






Seq. ID 


OJ990204 


02 . 9819 . 


C34 


Gene No. 


51188 






Strand 








Start 


11 






End 


5909 






Name 


OJ990204 02.9819. 


C34.o3 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


3948 






End 


4148 






GI 


none 






Score 


145 






Exons 


3948. .4148, 3974. 


.4144 












Seq. No. 


24627 






Seq. ID 


OJ990204 


_02.9819. 


C35 


Gene No. 


51189 






Strand 








Start 


610 






End 


694 






Name 


OJ990204 02.9819. 


C35.ol 


.gs 


Method 


GEN SCAN 






Start 


610 




End 


694 






GI 


■ none 






Score 


.67 






Exons 


610. .694 














Seq. No. 


24628 






Seq. ID 


OJ990204 


_02.9819. 


C36 


Gene No. 


,51190 






Strand 


+ 






Start 


572 






End 


2755 






Name 


OJ990204 02.9819. 


C36.ol 


.gs 


Method 


GENSCAN 






Start 


572 




End 


1499 






GI 


none 






Score 


.77 






Exons 


572. .1146, 1422.. 


1499 












Seq. No. 


24628 






Seq. ID 


OJ990204_ 


_02. 9819. 


C36 


Gene No. 


51190 






Strand 


+ 






Start 


572 






End 


2755 






Name 


OJ990204 02.9819. 


C36.o2 


np 


Method 


AAT/NAP 






Start 


710 






End 


2755 






GI 


2224810 






Score 


91 






Exons 


710. .1015, 2736.. 


2755 












GI Descrip. 


(Z97022) cysteine 


proteinase 


[Hordeum 


vulgare] 






Seq. No. 


24628 






Seq. ID 


OJ990204_ 


JD2.9819. 


C36 


Gene No. 


51191 






Strand 








Start 


1 






T7> ] 


2224 






Name 


OJ990204 02.9819. 


C36.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


2224 







24781 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5853329 Score 102 

1..141, 2183. .2224 

(AF182079) thiol protease [Matricaria chamomilla] 



24628 Seq. ID 

51191 Strand 

1 End 
OJ990204_02.9819.C36.o2.gs Method 

1857 End 

none Score 

1857.. 1930, 2040.. 2208 



OJ990204_02.9819.C36 

2224 
GENS CAN 
2208 
.77 



Seq. No. 24629 Seq. ID OJ990204_02 . 9819 . C37 

Gene No. 51192 Strand + 

Start 241 End 807 

Name OJ990204_02 . 9819.C37 .o2 .gp Method AAT/GAP 

Start 241 End 807 

GI 36697_1.R1084 Score 1090 

Exons 241.. 807 

GI Descrip. 1 128592/sp | P29162 | NTP3JTOBAC 2.0e-35 POLLEN-SPECIFIC PROTEIN 

NTP303 PRECURSOR >gi_82190_pir S224 95 pollen-specific protein 

precursor - common tobacco >gi_19902_emb_CAA4 3454_ (X61146) 
pollen specific protein [Nicotiana tabacum] 1 



Seq. No. 


24629 




Seq. ID 


OJ990204 02.9819.C37 


Gene No. 


.51193 




Strand 


— . . 


Start 


124 




End 


551 


Name 


OJ990204- 02.9819.C37.ol. 


gp 


Method 


AAT/GAP 


Start 


124 




End 


551 


GI 


LIB3477-003-P1-K1-E9 




Score 


137 


Exons 


124. .224, 525. .551 








GI Descrip. 


, 24 98586/sp|Q40638|MPOl 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


24629 




Seq. ID 


OJ990204_02.9819.C37 


Gene No. 


51194 




Strand 




Start 


506 ■ > 




End 


1885 


Name 


OJ990204 02.9819.C37.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


498 




End 


1883 


GI 


none 




Score 


408 


Exons 


498. .764, 509. .808, 510. 


.809 


, 1373. .17 


89, 1374. .1790, 




'• 1824. .1883, 1829. .1882 








Seq. No. 


24629 




Seq. ID 


OJ990204_02.9819.C37 


Gene No. 


51194 




Strand 




Start 


506 




End 


1885 


Name 


OJ990204 02.9819.C37.ol. 


gs 


Method 


GENS CAN 


Start 


506 




End 


1784 


GI 


none 




Score 


.84 


Exons 


506. .809, 1374. .1708, 1749.. 


1784 




Seq. No. 


24629 




Seq. ID 


OJ990204_02. 9819.C37 


Gene No. 


51194 




Strand 




Start 


506 




End 


1585 


Name 


OJ990204 02.9819.C37.ol. 


np 


Method 


AAT/NAP 


Start 


515 




End 


1885 



24782 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4204258 .Score 
515. .809, 1374. .1885 

(AC005223) 14409 [Arabidopsis thaliana] 



910 



24629 Seq. ID 

51194 Strand 

506 End 
OJ990204_02. 9819 . C37 . o2 . ts Method 

518 End 

none Score 

518. .802, 525. .815 



OJ990204_02. 9819.C37 
1885 

TBLASTX: Soybean 

815 

216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
,Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24629 
51194 
506 

OJ990204_02. 9819.C37 . ol . tc 
518 
none 

518. .802, 528. .803, 1376. .1732, 1377. .1730 



Seq. ID OJ990204_02. 9819.C37 
Strand 
End 

Method 
End 
Score 



1885 
^TBLASTX: Cress 

Hl'32 
242 



24629 
51194 
506 

OJ990204_02.9819.C37.ol.tw 
677 
none 

677. .808, 678. .809, 1373. .1639, 1374. .1640 



Seq. ID OJ990204_02. 9819.C37 
Strand 
End 

Method 
End 
Score 



1885 

TBLASTX: Wheat 
1640 
178 



24629 
51194 
506 

OJ990204 

1400 

none 



02.9819.C37.ol.ts 



Seq. ID OJ990204_02. 9819.C37 
Strand 
End 

Method 
End 
Score 



1885 

TBLASTX : Soybean 

1787 

65 



1400. .1489, 1428. .1484, 1494. .1787, 1508. .1786 



OJ990204 02.9819.C37 



24629 
51194 
506 

OJ990204_02.9819.C37.o3.gp 
1591 

32689_1.R1084 
1591. .1885 

1 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1885 
AAT/GAP 
1885 
508 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descri n 



24630 Seq. ID 

51195 Strand 

187 End 

OJ990204_02 . 9819 . C39 . ol . np Method 

187 End 

5922623 Score 
187. .250, 427. .666 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi I 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990204_02. 9819.C39 
666 

AAT/NAP 
666 
76 



24783 



Seq. No. 


24631 


Seq. ID 


OJ990204_02 . 9819.C4 0 


Gene No. 


51196 


Strand 


+ 


Start 


174 


End 


977 


Name 


OJ990204_02 .9819.C40.ol. 


, np Method 


AAT/NAP 


Start 


174 


End 


977 


GI 


6721543 


Score 


98 


Exons 


,174 . . 303, 958 . . 977 






GI Descrip. 


(AP001073) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 




Seq. ID 


OJ990204_02 . 9819. C40 


Gene No. 


51196 


Strand 


+ 


Start 


174 


End 


977 


Name 


OJ990204JD2 . 9819 . C40 . ol . 


gp Method 


AAT/GAP 


Start 


188 


End 


338 


GI 


7406_1 . R1084 


Score 


230 


Exc-ns 


188 . . 338 






GI Descrip. 


1 1122315/emb | CAA63901 | 1 


'.Oe-10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 






C> ~. ~. XT — . 

beq. No. 




Seq. ID 


OJ990204_02 . 9819 . C41 


Gene No. 


51197 


Strand 


+ 


Start 


151 


End 


1664 


Name 


OJ990204 02.9819.C41.ol. 


np Method 


AAT/NAP 


Start 


151 


End 


1664 


GI 


5441880 


Score 


1764 


Exons 


151. .1156, 1601. .1664 







GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 24632 Seq. ID OJ990204 

Gene No. 51197 Strand + 

Start - 151 End 1664 

Name OJ990204_02. 9819 . C41 . ol . gs Method GENSCAN 

Start 193 End 1614 

GI none Score .56 

Exons 193.. 1110, 1243.. 1614 



02.9819.C41 



Seq. No. 24632 

Gene No. 51197 

Start 151 

Name OJ990204_02 . 9819.C41 . ol . tm 

Start 712 

GI none 

Exons 712. .840, 720. .818, 874. .1173, 891. .1112 



Seq. ID OJ990204_02.9819.C41 



Strand 
End 

Method 

End 

Score 



+ 

1664 

TBLASTX: Maize 
1173 
93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

r>-r r\ _ 



24632 Seq. ID OJ990204 

51197 Strand + 

151 End 1664 

OJ990204_02. 9819 . C4 1 . ol . gp Method AAT/GAP 

755 End 1186 

5701669 Score 849 
755. .1186 



02.9819.C41 



corresponds 



BAA62378.Ii 5.0e-/D (AF00036/J EST C28 952 (C6294 5 ) 

to a region of the predicted gene.; Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



24784 




Seq. No. 


24632 


Seq. ID 


OJ990204 


02 . 9819 


-C41 


Gene No. 


51197 


Strand 


+ 






Start 


151 


End 


1664 






Name 


OJ990204 02.9819.C41.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1006 


End 


1386 






GI 


none 


Score 


208 






Exons 


1006. .1200, 1015. .1212, 1206. .1385, 1210.. 1386 






Seq. No. 


24633 


Seq. ID 


OJ990204 


_02. 9819 


.C43 


Gene No. 


51198 


Strand 








Start 


180 


End 


2402 






Name 


OJ990204 02.9819.C43.ol.np 


Method 


AAT/NAP 






Start 


180 


End 


1676 






GI 


6907088 


Score 


217 






Exons 


180.. 570, 1073.. 1293, 1522 


. .1676 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa ] 






Seq. No. 


24633 


Seq. ID 


OJ990204 


JD2.9819 


.C43 


Gene No . 


51198 


Strand 








Start 


180 ■ 


End 


2402 






Name 


OJ990204 02.9819.C43.o2.np 


Method 


AAT/NAP 






Start 


839 


End 


2402 






GI 


4680186 


Score 


182 






Exons 


839.. 895, 1530.. 1663, 2240 


.2402 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


24633 


Seq. ID 


OJ990204 


_02.9819 


.C43 


Gene No . 


51199 


Strand 








Start 


3970 


End 


5616 






Name 


OJ990204 02.9819.C43.o4.np 


Method 


AAT/NAP 






Start 


3970 


End 


5616 






GI 


6539581 


Score 


1382 






Exons 


3970.. 4116, 4191.. 5616 










GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA 


chromosome 4, 



clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


24633 








Seq. ID 


OJ990204_02.9819. 


C43 


Gene No. 


51199 








Strand 






Start 


3970 








End 


5616 




Name 


OJ990204 02 


.9819 


.C43.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5148 








End 


5568 




GI 


none 








Score 


66 




Exons 


5148. .5567, 


5149 


.5343, 


5452. 


.5568 






Seq. No. 


24633 








Seq. ID 


OJ990204_02.9819. 


C43 


Gene' No. 


51199 








Strand 






Start 


3970 








End 


5616 




Name 


OJ990204 02 


9819 


C43.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5211 








End 


5567 




GI 


none 








Score 


195 




Exons 


5211. .5567 














Seq. No. 


24634 








Seq. ID 


OJ990204_02. 9819. 


C4 4 




c -i *~i r\ r\ 








Strand 


+ 




Start' 


966 








End 


2068 




Name 


OJ990204_02. 


9819. 


C44.ol 


■ gs 


Method 


GENSCAN 





24785 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



966 End 
none Score 
966. .1048, 1489. .1531, 1894. .2068 



2068 
.46 



24634 
51201 
1 

OJ990204_02.9819.C44.ol.np 
1 

6539581 



Seq. ID OJ990204_02.9819.C44 
Strand 

2466 
AAT/NAP 
2466 
902 



End 

Method 
End 
Score 

1..851, 2091. .2147, 2253. .2466 

(AP000837) Similar- to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 


24634 








Seq. ID 


OJ990204_02.9819. 


C44 


Gene No. 


51201 








Strand 


- 




Start 


1 








End 


2466 




Name 


OJ990204 


02 9819 C44 


.ol . 


ts 


Method 


TBLASTX * Sovbean 




Start 


297 








End 


632 




GI 


none 








Score 


142 




Exons 


297. .632, 


300. .632 












Seq. No. 


24634 








Seq. ID 


OJ990204_02.9819. 


C44 


Gene No. 


51201 








Strand 


- 




Start 


• 1 








End 


2466 




Name 


OJ990204 


02 9819 C44 


. ol . 


tm 


Mpf* hnd 


TBLASTX - Mai ze 




Start 


309 








End 


692 . 




GI 


none 








Score 


163 




Exons . 


309. .692, 


321. .689 












Seq. No. 


24634 








Seq. ID 


OJ990204_02.9819. 


C44 


Gene No. 


51201 








Strand 


- 




Start 


1 








End 


2466 




Name 


OJ990204 


02 . 9819. C44 


.ol . 


tc 


Method 


TBLASTX • Cress 




Start 


378 








End 


698 




GI 


none 








Score 


66 




Exons 


378. .698, 


477. .671 












Seq. No. 


24634 








Seq. ID 


OJ990204_02.9819. 


C44 


Gene No. 


51201 








Strand 






Start 


1 








End 


2466 




Name 


OJ990204 


02.9819.C44 


.ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


525 








End 


815 




GI 


none 








Score 


223 




Exons 


525. .815 














Seq. No. 


24634 








Seq.. ID 


OJ990204_02.9819. 


C44 


Gene No. 


51201 








Strand 






Start 


1 








End 


2466 




Name 


OJ990204 


02.9819.C44 


,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


693 








End 


2153 




GI 


none 








Score 


62 




Exons 


693. .857, 


709. .882, 


2091 


. .2153 






Con 


a cnc 

U J J 








Seq. xu 


OJ990204 02.9819. 


C45 


Gene No. 


51202 








Strand 






Start 


58 








End 


3685 





24786 



• 



Name 


OJ990204 02.9819.C45.ol 


.gs 


Method 


GENSCAN 






Start 


58 




End 


3685 






GI 


none 




Score. 


.95 






Exons 


58. .132, 505. .576, 661. 


.800, 


985. .1038 


, 1204. .1311, 


1527. .1622, 




1704. .1763, 2110. .2169, 


3457 


.3685 








Seq. No. 


24635 




Seq. ID 


OJ990204 


_02. 


9819. C45 


Gene No. 


51202 




Strand 


— 






Start 


"58 




End 


3685 






Name 


OJ990204 02.9819.C45.ol 


np 


Method 


AAT/NAP 






Start 


1672 




End 


3685 






GI 


6907105 




Score 


456 






Exons 


1672. .1813, 2100. .2183, 


3417. 


.3685 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


24636 




Seq. ID 


OJ990204 


_02. 


9819. C46 


Gene No . 


51203 




Strand 


+ 






Start 


1807 




End 


3871 






Name 


OJ990204 02.9819.C46.ol 


gs 


Method 


GENSCAN 






Start 


1807 




End 


3871 






GI 


none 




Score 


.5 






Exons 


1807 1922 2404 2521 


3135 . 


.3162, 3554. .3639, 


3724. .3871 


Seq. No. 


24637 




Seq. ID 


OJ990204_ 


_02. 


9819.C47 


Gene No. 


51204 




Strand 


+ 






Start 


*J o 




End 


150 ' 






Name 


OJ990204 02.9819.C47.ol. 


gp 


Method 


AAT/GAP 






Start 


58 




End 


150 






GI 


5607585 




Score 


108 






Exons 


' 58. .150 












Seq. No. 


24638 




Seq. ID 


OJ990204 


_02. 


9819. C49 


Gene No. 


51205 




Strand 


+ 






Start 


367 




End 


491 






Name 


OJ990204 02.9819.C49.ol. 


gs 


Method 


GENSCAN 






Start 


367 




End 


491 






GI 


none 




Score 


.42 






Exons 


367. .491 












Seq. No. 


24639 . 




Seq. ID 


OJ990204_ 


_02. 


9819. C50 


Gene No. 


51206 




Strand 








Start 


1 




End 


596 






Name 


OJ990204 02.9819.C50.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


494 






GI 


5441880 




- Score 


247 






Exons 


1. .494 













GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 24639 

Gene No. 51206 

Start 1 

Name OJ990204_02 . 9819 . C50 . ol . gs 

GI none 

Exons 392.. 596 



Seq. ID OJ990204_02. 9819.C50 
Strand 

End 596 

Method GENSCAN 

End 596 

Score .85 



24787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24640 Seq. ID OJ990204_02 . 9819 . C52 

51207 Strand + 

70 End 211 

OJ990204_02. 9819 . C52 . ol . gp Method AAT/GAP 

70 End 211 

32689_1.R1084 Score 212 

70. .211 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



24640 Seq. ID 

51208 Strand 

139 End 
OJ990204_02 .9819. C52 . ol . gs Method 

139 End 

none Score 
139.. 214 



OJ990204_02.9819.C52 
+ 

214 . 
GENSCAN 
214 
.55 



Seq. No. 


24640 






Seq. ID 


OJ990204_02.9819. 


C52 


Gene No. 


51209 






Strand 






Start 


1 






End 


741 




Name 


OJ990204 02 


.9819 


.C52.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


741 




GI 


4204257 






Score 


171 




Exons 


1..210, 705 


. .741 










GI Descrip. 


(AC005223) 


5493 


[Arabidopsis 


thaliana] 






Seq. No. 


24640 






Seq. ID 


OJ990204_02.9819. 


C52 


Gene No. 


51209 






Strand 






Start 


1 






End 


741 




Name 


OJ990204 02 


.9819 


.C52.ol.tm 


Method 


TBLASTX: Maize 




Start 


70'- 






End 


210 




GI 


none 






Score 


196 




Exons 


70. .210, 71 


. .208 










Seq. No. 


24640 






Seq. ID 


OJ990204_02.9819. 


C52 


Gene No. 


51209 






Strand 






Start 


1 






End 


741 




Name 


OJ990204 02 


.9819 


,C52.ol. ts 


Method 


TBLASTX: Soybean 




Start 


70 






End 


199 




GI 


none 






Score 


126 




Exons 


70. .198, 71 


. .199 











Seq. No. 24641 Seq. ID 

Gene No. 51210 Strand 

Start 346 End 

Name OJ990204_02 . 9819 . C53 . ol . gs Method 

Start 346 End 

GI none Score 

Exons 346.. 540 



OJ990204_02.9819.C53 
540 

GENSCAN 

540 

.84 



Seq. No. 24642 Seq. ID OJ990204_02 . 98 19 . C55 

Gene No. 51211 Strand + 

Start 363 End 657 

Name OJ990204_02 . 9819. C55 . ol . gs Method GENSCAN 



24788 



• 



Start 


363 


G I 


none 


Exons 


363. . 657 


Seq. No. 


24643 


Gene No. 


51212 


Start 


370 


Name 


OJ9y02Q4 


Start 


370 


GI 


none 


Exons 


370 . . 465 


Seq. No. 


24644 


Gene No. 


51213 


Start 


253 


Name 


OJ9902Q4 i 


Start 


253 


GI 


none 


Exons 


253 . . 517 


Seq. No. 


24645 


Gene No. 


51214 


Start 


1 


Name 


OJ990204J 


Start 


1 


GI 


3777527 


Exons 


1 . . 1037 


GI Descrip. 


(AF053008, 


Seq. No. 


24645 


Gene No. 


51214 


Start 


1 


Name 


OJ990204_( 


Start 


56 


GI 


none 


Exons 


56. .112, : 


Seq. No. 


24645 


Gene No. 


51214 


Start 


1 


Name 


OJ990204J 


Start 


17 9 


GI 


5509260 


Exons 


179. .436, 


GI Descrip. 




Seq. No. 


24645 


Gene No. 


51214 


Start 


1 


Name 


OJ990204_C 


Start 


190 


GI 


none 


Exons 


190. .366, 




O A C A C 


<j ^ ^ • . 




Gene No. 


51214 


Start 


1 



End 
Score 



657 
.98 



Seq. ID OJ990204_02. 9819.C56 
Strand 

End 4 65 

Method GENS CAN 

End 4 65 

Score . 64 



Seq. ID OJ990204_02.9819.C57 
Strand + 

517 

GENSCAN 
517 
.57 



End 

Method 

End 

Score 



Seq. ID OJ990204_03. 9819. CI 
Strand 

End 1037 

Method AAT/NAP 

End 1037 

Score 733 



End 

9819.Cl.ol.tm Method 
End 
Score 

56. .112, 139. .369, 142. .516, 143. .517 



Seq. ID OJ990204_03.9819.C1 
Strand 

1037 

TBLASTX: Maize 
517 
93 



Seq. ID OJ990204_03.9819.C1 
Strand 

End 1037 

9819.Cl.ol.ts Method TBLASTX : Soybean 

End 7 92 

Score 194 

179. .436, 184. .741, 482. .598, 499. .636, 516. .659, 733. .792 



Seq. ID OJ990204_03.9819.C1 
Strand 

End 1037 

9819-Cl.ol.tw Method TBLASTX : Wheat 

End 642 

Score 98 

190. .366, 193. .540, 197. .373, 406. .534, 541. .567, 574. .642 



Seq. ID OJ990204_03. yyi9.Cl 
Strand 

End 1037 



24789 



Name 


OJ990204 03. 9819.Cl.ol. tc 


Method 


TBLASTX: Cress 




Start 


298 


End 


558 




GI 


n.one 


Score 


212 




Exons 


298 . . 558 








Seq. No. 


24646 


Seq. ID 


OJ990204_03. 9819 


.C2 


Gene No. 


51215 


Strand 






Start 


1 


End 


696 




Name 


OJ990204 03.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


696 




GI 


6721517 


Score 


739 




Exons 


1..565, 613. .696 








GI Descrip. 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativc 


Seq. No. 


24646 


Seq. ID 


OJ990204 03.9819 


. C2 


Gene No. 


51215 


Strand 






Start 


1 


. End 


696 




Name 


OJ990204 03.9819.C2.ol.gs 


Method 


GENSCAN 




Start 


65 


End 


358 




GI 


none 


Score 


. 5 




Exons 


65.-358 








Seq. No. 


24646 


Seq. ID 


OJ990204 03.9819 


.C2 


Gene No. 


51215 - 


Strand 






Start 


1 


End 


696 




Name 


OJ990204 03.9819.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


155 


End 


509 




GI 


none 


Score 


68 




Exons 


155. .508, 191. .325, 414. .509 






Seq. No. 


24646 


Seq. ID 


OJ990204 03.9819 


.C2 


Gene No . 


51215 


Strand 






Start 


1 


End 


696 




Name 


OJ990204 03.9819.C2.ol.tm 


Method 


TBLASTX : Mai ze 




Start 


242 


End 


518 




GI 


none 


Score 


56 




Exons 


242. .517, 417. .518 








Seq. No. 


24647 


Seq. ID 


OJ990204 03.9819 


.C3 


Gene No. 


51216 


Strand 


+ 




Start 


204 


End 


688 




Name 


OJ990204 03.9819.C3.ol.gs 


Method 


GENSCAN 




Start 


204 


End 


688 




GI 


none 


Score 


.58 




Exons 


204. .269, 523. .688 








Seq. No. 


24648 


Seq. ID 


OJ990204JD3.9819 


.C5 


Gene No. 


51217 


Strand 


+ 




Start 


1 


End 


701 




Name 


OJ990204 03.9819.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


701 




GI 


4416302 


Score 


380 




Exons 


1. .701 








GI Descrip. 


(AF105716) copia-type pol 


polyprotein 


[Zea mays] 




Seq. No. 


24648 


Seq. ID 


OJ990204 03.9819. 


■ C5 


Gene No . ~ ■ 


51217 


Strand 







24790 



• # 



Start 


1 


End 


701 




Name 


OJ990204 03. 9819 . C5 . ol . tm 


Method 


TBLASTX: Maize 




Start 


54 


End 


542 




GI 


none 


Score 


392 




Exons 


54. .413, 55. .414, 474. .542 








Seq. No. 


24648 


Seq. ID 


OJ990204_03. 9819, 


C5 


Gene No. 


51217 


Strand 


+ 




Start 


1 


End ' 


701 




Name 


OJ990204_03. 9819.C5.ol . tw 


Method 


TBLASTX: Wheat 




Start 


58 


End 


258 




GI 


none 


Score 


215 




Exons 


58. .258, 84. .257 








Seq. No. 


24648 


Seq. ID 


OJ990204_03.9819, 


C5 


Gene No. 


51217 


Strand 


+ 




Start * 


1 


End 


701 




Name 


OJ990204 03.9819.C5.ol.gs 


Method 


GENS CAN 




Start 


78 


End 


366 




GI 


none 


Score 


. 97 




Exons 


78. .366 








Seq. No. 


24648 


Seq. ID 


OJ990204_03. 9819. 


C5 


Gene No. 


51217 


Strand 


+ 




Start 


1 


End 


701 




Name 


OJ990204 03. 9819.C5.ol. ts 


Method 


TBLASTX: Soybean 




Start 


100 


End 


474 




GI 


none 


Score 


233 




Exons 


100. .411, 117. .404, 433. .474 








Seq. No. 


24649 


Seq. ID 


OJ990204_03.9819. 


C6 


Gene No. 


51218 


Strand 


+ 




Start 


1 


End 


806 




Name 


OJ990204 03.9819.C6.ol.np 


Method 


AAT/NAP 




Start 


1 £ : 


End 


797 




GI 


4416302 


Score 


723 




Exons 


1. .797 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. . No. 


24649 


Seq. ID 


OJ990204JD3. 9819. 


C6 


Gene No. 


51218 


Strand 


+ 




Start 


1 


End 


806 




Name 


OJ990204 03.9819.C6.ol.gs 


Method 


GENSCAN 




Start 


83 


End 


258 




GI 


none 


Score 


. 95 




Exons 


83. .258. 








Seq. No. 


24649 


Seq. ID 


OJ990204_03.9819. 


C6 


Gene No . 


51218 


Strand 


+ 




Start 


1 


End 


806 




Name 


OJ990204 03. 9819 . C6 . ol . tm 


Method 


TBLASTX: Maize 




Start 


121 


End 


776 




GI 


none 


Score 


55 




Exons 


121. .168, 170. .766, 171. .776 








Seq. No. 


24649 


Seq. ID 


OJ990204_03.9819. 


C6 


Gene No. 


51218 


Strand 


+ 





24791 



Start 


1 


End 


806 






Name 


OJ990204 03.9819.C6.ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


171 


End 


806 






GI 


none 


Score 


255 






Exons 


171. .527, 242. .484, 546. .806, 


560. .730 








Seq. No. 


24649 


Seq. ID 


OJ990204 


_03.9819. 


C6 


Gene No . 


51218 


Strand 


+ 






Start 


1 


End 


806 






Name 


OJ990204 03.9819.C6.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


276 


End 


731 






GI 


none 


Score 


122 






Exons 


276. .536, 540. .731, 555. .731 










Seq. No. 


24649 


Seq. ID 


OJ990204 


_03. 9819. 


C6 


Gene No . 


51218 


Strand 


+ 






Start 


1 


End 


806 






Name 


OJ990204 03.9819.C6.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


411 


End 


776 






GI 


none 


Score 


80 






Exons 


411. .542, 531. .776 










Seq. No. 


24650 


Seq. ID 


OJ990204 


_03.9819. 


C7 


Gene No. 


51219 


Strand 


+ 






Start- 


1014 


End 


2027 






Name 


OJ990204 03.9819.C7.ol.np 


Method 


AAT/NAP 






Start 


1014 


End 


2027 






GI 


6539588 


Score 


188 






Exons 


1014. .1040/ 1756. .2027 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


24650 


Seq. ID 


OJ990204 


_03.9819. 


C7 


Gene No. 


51220 


Strand 


+ 






Start 


3258 


End 


5057 






Name 


OJ990204 03.9819.C7.ol.gp. 


Method 


AAT/GAP 






Start 


3207 


End 


3836 






GI 


LIB3474-001-P1-K1-D7 


Score 


730 






Exons 


3207.. 3340, 3454. .3661, 3777. 


.3836 








GI Descrip. 


'3980415 9.0e-31 (AC004561) putative tropinone 


reductase 




[Arabidopsis thaliana] ' 










Seq. No. 


24650 


Seq. ID 


OJ990204 


_03.9819. 


C7 


Gene No . 


51220 


Strand 


+ 






Start 


3258 


End 


5057 






Name 


OJ990204 03.9819.C7.o2.gs 


Method 


GENSCAN 






Start 


3258 


End 


3931 






GI 


none 


Score 


.83 






Exons 


3258.. 3340, 3471. .3661, 3777. 


.3931 








Seq. No. 


24650 


Seq. ID 


OJ990204 


_03.9819. 


C7 


Gene No . 


51220 


Strand 


+ 






Start 


.3258 


End 


5057 






Name 


OJ990204 03.9819.C7.o3.np 


Method 


AAT/NAP 






Start 


3276 


End 


5057 






GI 


/r c n r\ t t n 

U JU w / / Z) 


Score 


88 






Exons 


3276. .3340, 3454. .3661, 3777. 


.3993, 4564. .4681, 


5020. .5057 



GI Descrip. (AF088897) hypothetical protein; orf3 [Zymomonas mobilis] 



24792 



Seq. No. 


24650 








Seq. ID 


OJ990204_03.9819.C7 


Gene No. 


51221 








Strand 




Start 


2006 








End 


2809 


Name 


OJ990204 03 


.9819 


C7.o2 


np 


Method 


AAT/NAP 


Start 


2006 








End 


2809 


GI 


283051 








Score 


534 


Exons 


2006. .2809 












GI Descrip. 


RNA-directed DNA polymerase 


(EC 2.7.7. 


49) - maize transpos 




(fragment) 












Seq. No. 


24650 








Seq. ID 


OJ990204_03. 9819.C7 


Gene No. 


51221 








Strand 




Start 


2006 








End 


2809 


Name 


OJ990204 03. 


. 9819. 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2201 








End 


2611 


GI 


none 








Score 


68 


Exons 


2201. .2290, 


2202. 


.2306, 


2308 


..2529, 2313. .2555, 2530. .2610 




2555. .2611 












Seq. No. 


24650 








Seq. ID 


OJ990204_03. 9819.C7 


Gene No. 


51221 








Strand 




Start 


2006 








End 


2809 


Name 


OJ990204 03 


9819. 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2201 








End 


2721 


GI 


none 








Score 


70 


Exons 


2207. .2263, 


2307. 


.2408, 


2400 


..2555, 2638. .2721 


Seq. No. 


24650 








Seq. ID 


OJ990204_03.9819.C7 


Gene No. 


51222 








Strand 




Start 


3261 








End 


4673 


Name 


OJ990204 03. 


9819. 


C7.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3261 








End 


4661 


GI 


none 








Score 


90 


Exons 


3261.;. 3344, 


3275. 


.3343, 


3457 


..3663, 3458. .3664, 3770. .3952 




3777^ .3995, 


4553. 


.4639, 


4556 


.,4657, 4557. .4661 


Seq. No. ' 


24650 








Seq. ID 


OJ990204_03.9819.C7 


Gene No. 


51222 








Strand 




Start 


3261 








End 


4673 


Name 


OJ990204 03. 


9819. 


C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3279 








End 


4673 


GI 


none 








Score 


68 


Exons 


3279. .3344, 


3284. 


.3340, 


3457 


.3660, 3458. .3664, 3719. .3994, 




3777. .3995, 


4550. 


.4672, 


4557 


.4673 




Seq. No. 


24650 








Seq. ID 


OJ990204_03. 9819.C7 


Gene No. 


51222 








Strand 




Start 


3261 








End 


4673 


Name 


OJ990204 03. 


9819. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3282 








End 


3905 


GI 


none 








Score 


87 


Exons 


3282. .3344, 


3287. 


.3340, 


3457. 


.3678, 3458.. 3664, 3770.. 3901, 




3777. .3905 












Seq. No. 


24651 








Seq. ID 


OJ990204_03. 9819.C8 


Gene No. 


51223 








Strand 


+ 



24793 




Start 


1 


End 


473 




Name 


OJ990204_03.9819.C8.ol.np 


Method 


AAT/NAP V 




Start 


1 


End 


473 




GI 


2880044 


Score 


130 




Exons 


1..60, 285. .473 








GI Descrip. 


(AC002340) putative tropinone 


reductase [Arabidopsis thaliana] 


Seq. No. 


24651 


Seq. ID 


OJ990204 03.9819 


.C8 


Gene No. 


51224 


Strand 






Start 


252 


End 


2224 




Name 


OJ990204_03. 9819 . C8 . ol . gs 


Method 


GENSCAN 




Start 


252 


End 


2085 




GI 


none 


Score 


.46 




Exons 


252. . 458, 1990. .2085 








Seq. No. 


24651 


Seq. ID 


OJ990204 03.9819 


.C8 


Gene No. 


51224 


Strand 






Start 


252 


End 


2224 




Name 


OJ990204_03. 9819 . C8 . o2 . tw . 


Method 


TBLASTX: Wheat 




Start 


287 


End 


449 




GI 


none 


Score 


54 




Exons 


287. .433, 300. .449, 329. .442 








Seq. No. 


24651 


Seq. ID 


OJ990204 03.9819 


.C8 


Gene No. 


51224 


Strand 






Start 


252 


End 


2224 




Name 


OJ990204 03. 9819 . C8 . ol . tc 


Method 


TBLASTX: Cress 




Start 


288 


End 


445 




GI 


none 


Score 


186 




Exons 


288 . .437, 329. . 445 








Seq. No. 


24651 


Seq. ID 


OJ990204 03.9819 


, C8 


Gene No. 


51224 


Strand 






Start 


252 


End 


2224 




Name 


OJ990204 03. 9819 . C8 . ol . tw 


Method 


TBLASTX: Wheat .,; ' 




Start 


1949 


End 


2224 




GI 


none 


Score 


188 




Exons 


1949. .2224, 2071. .2181 








Seq. No. 


24651 


Seq. ID 


OJ990204 03. 9819 


.C8 


Gene No. 


51224 


Strand 






Start 


252 


End 


2224 




Name 


OJ990204_03. 9819 . C8 . ol . ts 


Method 


TBLASTX: Soybean 




Start 


1981 


End 


2213 




GI 


none 


Score 


217 




Exons 


1981.. 2199, 1982.. 2212, 2073., 


.2213 






Seq. No. 


24652 


Seq. ID 


OJ990204_03.9819 


.C12 


Gene No. 


51225 


Strand 


+ 




Start 


■ 90 


End 


466 




Name 


OJ990204 03.9819.C12.ol.gs 


Method 


GENSCAN 




Start 


90 


End 


466 




GI 


none 


Score 


.89 




Exons 


90. .125, 365..466 








Seq. No. 


24652 


Seq. ID 


OJ990204_03.9819 


.C12 


Gene No. 


51226 


Strand 







24794 




Start 


1 


End 


723 


Name 


OJ990204 03.9819.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


723 


GI 


4680179 


Score 


947 


Exons 


1. .723 






GI Descrip. 


(AF111709) polyprotein [Oryza sativa 


subsp. indica] 


Seq. No. 


24652 


Seq. ID 


OJ990204_03. 9819.C12 


Gene No. 


51226 


Strand 




Start 


1 


End 


723 


Name 


OJ990204 03.9819.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


82 


End 


626 


GI 


none 


Score 


151 


Exons 


82. .303, 84. .311, 372. .470, 


373. .468, 


402. .470, 468. .626, 




475. .621, 479. . 625 






Seq. No. 


24652 


Seq. ID 


OJ990204_03. 9819.C12 


Gene No. 


51226 


Strand 




Start 


1 


End 


723 


Name 


OJ990204 03.9819.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


183 


End 


699 


GI 


none 


Score 


32 6 


Exons 


183. .698, 184. .699 






5 "3 

s !f Seq. No. 


24653 


Seq. ID 


OJ990204J33. 98.19. C13 


Gene No. ■ 


51227 


Strand 




;fi Start 


1 


End 


1013 


: [| Name 


OJ990204 03.9819.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1013 


71 GI 


6721517 


Score 


1352 


: ;; Exons 


1. .1013 






^ GI Descrip. 

If 


(AP001072) Similar to polyprotein. (AF061282) [Oryza sativa 


Seq. No. 


24653 


Seq. ID 


OJ990204_03.9819.C13 


! = e - Gene No. 


51227 


Strand 




■ 1 Start 


1 


End 


1013 


^ Name 


OJ990204 03.9819.C13.o2.tw 


Method 


TBLASTX: Wheat 


■- s Start 


4 


End 


339 


3 GI 


none 


Score 


101 


1 Exons 


4. .339, 86. .301, 103. .339 






1 

Seq. No. 


24653 


Seq. ID 


OJ990204_03.9819.C13 


Gene No. 


51227 


Strand 




Start 


1 


End 


1013 


Name 


OJ990204 03.9819.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


55 


End 


447 


GI 


none 


Score 


69 


Exons 


55. .411, 273. .410, 334. .411, 


403. .447, 


, 415. .447 


Seq. No. 


24653 


Seq. ID 


OJ990204_03. 9819.C13 


Gene No. 


51227 


Strand 




Start 


1 


End 


1013 


Name 


OJ990204 03.9819.C13.ol.gs 


Method 


GENSCAN 


Start 


127 


End 


940 


T " 


none 


Score 


.62 


Exons 


127. .822, 861. .940 







24795 



Seq. No. 24653 

Gene No. 51227 

Start 1 

Name OJ990204_03 . 9819 . C13 . ol . tm 

Start 334 

GI none 

Exons 334.. 801, 367.. 765, 560.. 805 



Seq. ID OJ990204_03.9819.C13 
Strand 

End 1013 

Method TBLASTX : Mai ze 

End 805 

Score 118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24653 
51227 
1 

OJ990204_03.9819.C13.ol.tw 

388 

none 



Seq. ID OJ990204_03.9819.C13 
Strand 

End 1013 

Method TBLASTX : Wheat 

End 869 

Score 283 



388. .819, 431. .820, 629. .829, 783. .869 



Seq. No. 24653 

Gene No. 51227 

Start 1 

Name OJ990204_03. 9819.C13.o2. ts 

Start 520 

GI none 

Exons 520.. 801, 521.. 718 



Seq. ID OJ990204_03.9819.C13 
Strand 

End 1013 

Method TBLASTX : Soybean 

End 801 

Score 65 



Seq. No. 24654 

Gene No. 51228 

Start 1001 

Name OJ990204_03 . 9819 . C14 . ol . gs 

Start 1001 

GI none 

Exons 1001.. 1138 



Seq. ID OJ990204_03.9819.C14 

Strand + 

End 1138 

Method GENSCAN 

End 1138 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24655 
51229 
273 

OJ990204_03.9819.C15.ol.gs 

273 

none 



Seq. ID OJ990204_03.9819.C15 
Strand 

End 3384 

Method GENSCAN 

End 3384 

Score .5 



273. .434, 2172. .2305, 2397. .2416, 2773. .2874, 3265. .3305, 
3344. .3384 



Seq. No. 
Gene No. - 
Start v- 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Stsrt 

GI 

Exons 



24656 
51230 
545 

OJ990204_03. 9819 . C16 . ol .np 
545 

1350522 
545.. 602, 1884.. 2130 

(L47115) late embryogenesis' abundant protein [Picea glauca] 



Seq. ID OJ990204_03.9819.C16 
Strand + 

2130 
AAT/NAP 
2130 
48 



End 

Method 

End 

Score 



24656 
51231 
1474 

OJ990204_03. 9819.C16.ol.gs 



none 

1474. .1676, 1714, 



Seq. ID OJ990204_03.9819.C16 
Strand 

End 1918 

Method GENSCAN 

End I9ib 

Score .84 



,1918 



24796 




Sea. No. 


24657 






Seq. ID 


OJ990204 

\J \J S ^/ \J \J ~ 


03 , 


.9819. 


C17 


Gene No. 


51232 






Strand 


+ 








Start 


216 






End 


461 








Name 


OJ990204 03.9819.C17 


.ol 


.gs 


Method 


GENSCAN 








Start 


216 






End 


461 








GI 


none 






Score 










Exons 


• ■ ; ... . 




■ - 


. - 








- 


Seq. No. 


24 657 






Seq. ID 


OJ990204 


03. 


. 9819 . 


C17 


Gene No. 


51233 






Strand 










Start 


571 






End 


1286 








Name 


OJ990204 03.9819.C17 


.o2 


.gs 


Method 


GENSCAN 








Start 


571 






End 


1286 








GI 


none 






Score 


.68 








Exons 


571. .1286 
















Seq. No. 


24658 






Seq. ID 


OJ990204 


03. 


. 9819. 


C18 


Gene No. 


51234 






Strand 


+ 








Start 


158 






End 


718 








Name 


OJ990204 03.9819.C18 


.ol 


.gs 


Method 


GENSCAN 








Start 


158 






End 


718 








GI 


none 






Score 


.79 








Exons 


158. .325, 528. ; 718 
















Seq. No. 


•24 658 






Seq. ID 


OJ990204 


_03, 


,9819. 


C18 


Gene No . 


. 51235 






Strand 










Start 


2219 






End 


5491 








Name 


OJ990204 03.9819.C18, 


.02 


.gs 


Method 


GENSCAN 








Start 


2219 






End 


54 91 








GI 


none 






Score 


.64 








Exons 


2219. .2299, 2648.-2746, 


3213. 


.3377, 3407.. 3540, 


4657. .4699, 




5177.. 5296, 5345.. 5491 














Sea. No. 


24659 






Seq. ID 


OJ990204 


_03. 


.9819. 


C19 


Gene No. 


51236 






Strand 










Start 


107 






End 


408 








Name 


OJ990204 03.9819.C19, 


.ol 


.gs 


Method 


GENSCAN 








Start 


107 




End 


408 








GI 


none 






Score 


.43 








Exons 


107. .408 
















Sea No 


24660 






Seq.. ID 


OJ990204_ 


_03. 


9819. 


C20 


Gene No. 


51237 






Strand 










Start 


323 






End 


644 








Name 


OJ990204 03.9819.C20. 


.ol, 


.gs 


Method 


GENSCAN 








Start 


323 




End 


644 








GI 


none 






Score 


.4 








Exons 


323. .429, 470. .644 
















Seq. No. 


24661 






Seq. ID 


OJ990204_ 


_03. 


9819. 


C21 


Gene No. 


51238 






Strand 










Start 


93 






End 


289 








Name 


OJ990204 03.9819.C21. 


ol, 


.np 


Method 


AAT/NAP 








Start 


an 
-/ ^ 






End 


289 








GI 


283051 






Score 


114 









Exons 93.. 289 



24797 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



RNA-directed DNA polymerase (EC 2.7.7.49) - maize transposon 
(fragment) 



24662 Seq. ID 

51239 Strand 

75 End 
OJ990204_03 . 9819 . C23 . ol . gs Method 

75 _ End . 

none - • Score 
75. .170 



OJ990204_03.9819.C23 
+ 

170 

GENSCAN 

'170 ■.. :• 
.73 . - ■ 2 V ' 



Seq. No. 24662 Seq. ID 

Gene No. 5124 0 Strand 

Start 1 End 

Name OJ990204_03 . 9819 . C23 . ol . np Method 

Start 1 End 

GI 5295955 Score 

Exons 1..335, 1018.. 1132 

GI Descrip. (AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ990204 03.9819.C23 



1132 

AAT/NAP - 
1132 
443 

(EBV) genome. (V01555) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24663 , Seq. ID 

51241 Strand 
1442 End 
OJ990204_03.9819-C24.ol.gp- Method 
1442 End 
4879016 Score 
1442. .1548 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ990204_03. 9819.C24 
+ 

1548 
AAT/GAP 
1548 
159 



24663 Seq. ID 

51242 Strand 

1554 End 
OJ990204_03 . 9819 . C24 . ol . gs Method 

1554 End 

none Score 

1554. .1875, 2357. .2751 



Seq. No. 24664 Seq. ID 

Gene No. 5124 3 Strand 

Start 1351 End 

Name OJ990204_03 . 9819 . C25 . ol . gs Method 

Start 1351 End 

GI none Score 

Exons 1351.. 1605 



OJ990204_03.9819.C24 
+ 

2751 
GENSCAN 
2751 
.43 



OJ990204_03.9819.C25 
+ 

1605 
GENSCAN 
1605 
.43 



Seq. No. 24665 Seq. ID 

Gene No. 5124 4 Strand 

Start 168 End 

Name OJ990204_03 . 9819 . C26 . ol . gs Method 

Start 168 End 

GI none Score 

F.vons 168 . .4 32 



OJ990204_03.9819.C26 
432 

GENSCAN 

432 

.72 



Seq. No. 



24666 



Seq. ID OJ990204_03. 9819.C32 



24798 



# • 



Gene No. 


51245 




Strand. 


+ 


Start 


337 




End 


426 


Name 


OJ990204_03. 9819.C32.ol 


.gs 


Method 


GENSCAN 


Start 


337 


End 


426 


GI 


none 




Score 


. 93 


Exons 


337 . . 426 








Seq. No. ' 


24 667 _ s 




Seq'. ID 


OJ990204_03: 9819.C33 


•Gene bio. 


51246 




Strand 


+ 


Start 


1 




End 


1293 


Name 


OJ990204 03.9819.C33.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1293 


GI 


629693 




Score 


152 


Exons 


1..532, 1249. .1293 








GI Descrip. 


probable integrase - common 


tobacco (fragment) 




gi | 530742 | emb | CAA56791 1 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


24667 




Seq. ID 


OJ99020.4_03. 9819.C33 


Gene No. 


51246 




Strand 


+ 


Start 


1 




End 


1293 


Name 


OJ990204_03. 9819.C33.ol 


. qs 


Method 


GENSCAN 


Start 


74 




End 


538 


GI 


none 




Score 


. 93 


Exons 


74..S38 








Seq. No. 


24667 




Seq. ID 


OJ990204_03.9819.C33 


Gene No. 


51247 




Strand 




Start 


858 




End 


1538 


Name 


OJ990204_03. 9819.C33.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


107 




End* 


514 


GI 


none 




Score 


199 


Exons 


107. .514, 115. .480 








Seq. No. 


24667 




Seq. ID 


OJ990204_03. 9819.C33 


Gene No. 


51247 




Strand 




Start 


858 




End 


1538 


Name 


OJ990204 03. 9819.C33.ol 


■ ts 


Method 


TBLASTX: Soybean 


Start 


290 




End 


540 


GI 


none 




Score 


237 


Exons 


290. .535, 301. .429, 502, 


. .540 






Seq. No. 


24667 




Seq. ID 


OJ990204_03.9819.C33 


Gene No. 


51247 




Strand 




Start 


858 




End 


1538 


Name 


OJ990204 03.9819.C33.o2, 


• gs 


Method 


GENSCAN 


Start 


858 




End 


1538 


GI 


none 




Score 


.76 


Exons 


858. .1193, 1443. .1538 








Seq. No. -" 


24668 




Seq. ID 


OJ990204_03. 9819.C34 


Gene No. 


51248 




Strand 


+ 


Start 


4320 




End 


4841 


Name 


OJ990204 03. 9819.C34.o3. 


.np 


Method 


AAT/NAP 


Start 


4320 




End 


4841 


GI 


A A 1 C'JHO 




Score 


137 



Exons 4320.. 4841 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



24799 




Seq. No. 


24668 




Seq. ID 


"OJ990204 


_03 


.9819 


.C34 


Gene No. 


51249 




Strand 










Start 


79 




End 


2081 








Name 


OJ990204 03.9819.C34.ol 


.gs 


Method 


GENSCAN 








Start 


79 




End 


2081 








GI 


none 




Score 


.86 








• Exons 


79. .353, :702. .1152, 1249. .1391, 2027.. 


2081 








Seq. No. 


24668 




Seq. ID 


OJ990204 


_03 


. 9819 


.C34 


Gene No. 


51250 




Strand 










Start 


2514 




End 


4680 








Name 


OJ990204 03.9819.C34.o2 


.np 


Method 


AAT/NAP 








Start 


2514 




End 


4189 








GI 


6539588 




Score 


181 








Exons 


2514 . .2533, 3891. .4189 














GI Descrip. 


(AP000837 ) hypothetical 


protein [Oryza 


sativa] . 








Seq. No. 


24668 




Seq. ID 


OJ990204 


_03, 


.9819 


.C34 


Gene No. 


51250 




Strand 


- 








Start 


2514 




End 


4 680 








Name 


OJ990204 03. 9819.C34 .o2 




Method 


GENSCAN 








Start 


3410 




End 


4551 








GI 


none 




Score 


.41 








Exons 


3410. .3.665, 3963. .4130, 


4487 . 


.4551 










Seq. No. 


24668 




Seq. ID 


OJ990204 


_03, 


.9819 


.C34 


Gene No. 


51250 




Strand 










Start 


2514 




End 


4680 








Name 


OJ990204 03.9819.C34.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4332 




End 


4680 








GI 


none 




Score 


106 








Exons 


4332. .4445, 4333. .4446, 


4454. 


.4480, 4481. .4537, 


4482. .4547, 




4563. .4 667, 4567. .4 680, 


4586. 


.4678 










Seq. No. 


24669 




Seq. ID 


OJ990204_ 


_03. 


, 9819 


.C36 


Gene No. 


51251 




Strand 


+ 








Start 


204 




End 


1011 








Name 


OJ990204 03.9819.C36.ol, 


. gs 


Method 


GENSCAN 








Start 


204 


End 


1011 








GI 


none 




Score 


.78 








Exons 


204. .217, 828. .1011 














Seq. No. 


24669 




Seq. ID 


OJ990204 


_03. 


9819, 


.C36 


Gene No. 


51252 




Strand 


+ 








Start 


8569 




End 


9114 








Name 


OJ990204 03.9819.C36.o2. 


.np 


Method 


AAT/NAP 








Start 


8569 




End 


9114 








GI- 


4206306 




Score 


357 








Exons 


8569. .9114 














GI Descrip. 


(AF049110) prpol [Zea mays] 












Seq. No. 


24669 




Seq. ID 


OJ990204_ 


_03. 


9819, 


.C36 


Gene No. 


51253 




Strand 










Start 


1 iTiTl 
J. U U ' 




End 


3841 








Name 


OJ990204 03.9819.C36.o2. 


gs 


Method 


GENSCAN 








Start 


1667 


End 


3841 









24800 




GI 


none 




Score 


. 54 








Exons 


1667 . . 1749, 


1900. . 1953, 3796. 


.3841 










Seq. No. 


24669 




Seq. ID 


OJ990204 


_03. 


9819. 


C36 


Gene No. 


51254 




Strand 










Start 


5100 




End 


5504 








Name 


OJ990204 03. 


9819.C36.ol.np 


Method 


AAT/NAP 








Start 


• 5100 




End 


-5504 ■ 








GI 


2462640 




Score 


4 92 








Exons 


5100. .5504 














GI Descrip. 


(Y13370) reverse transcriptase [Oryza 


sativa] 








Seq. No. 


24669 




Seq. ID 


OJ990204 


_03. 


9819. 


C36 


Gene No. 


51255 




Strand 










Start 


7184 




End 


9078 








Name 


OJ990204 03. 


9819.C36.o3.gs 


Method 


GENSCAN 








Start 


7184 




End 


9078 








GI 


none 




Score 


.73 








Exons 


7184. .7285, 


7409.. 7707, 8093.. 


,8285, 8965.. 9078 








Seq. No. 


24669 




Seq. ID 


OJ990204 


_03. 


9819. 


C36 


Gene No. 


51256 




Strand 










Start 


9405 




End 


17036 








Name 


OJ990204 03. 


9819..C36.o4.gs 


Method 


GENSCAN 








Start 


9405 


End 


17036 








GI 


none 




Score 


.65 








Exons 


9405. .9511, 


10092. .10181, 10509.. 11355 


, 11488.. 


11993, 





12045. .12205, 12245 .. 124 19, 12508 .. 12577 , 12656 .. 12982, 
13030. .13409, 13543. .13602, 13800 .. 13863, 15473 .. 1557 4 , 
15992. .16084, 16185 .. 16245, 16589 .. 1 6774 , 16864. .17036 



Seq. No. 


24669 








Seq. ID 


OJ990204_03.9819.C36 


Gene No. 


51257 








Strand 




Start 


17181 








End 


17378 


Name 


OJ990204 03. 


9819 


.C36.o3. 


,tm 


Method 


TBLASTX: Maize 


Start 


3632 








End 


3986 


GI 


none 








Score 


73 


Exons 


3632. .3928, 


3852 


. .3986 








Seq. No. 


24669 








Seq. ID 


OJ990204_03.9819.C36 


Gene No. 


51257 








Strand 




Start 


17181 








End 


17378 


Name 


OJ990204 03. 


9819 


.C36.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4182 








End 


4556 


GI 


none 








Score 


48 


Exons 


4182. .4289, 


4183 


. .4284, 


4299. 


.4358, 4353. .4556, 4353.-4556 


Seq. No. 


24669 








Seq. ID 


OJ990204_03.9819.C36 


Gene No. 


51257 








Strand 




Start 


17181 








End 


17378 


Name 


OJ990204 03. 


9819 


.C36.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4230 








End 


4518 


GI 


none 








Score 


127 


Exons 


4230. .4514, 


4231 


. .4518 








Seq. No. 


24669 








Seq. ID 


OJ990204_03.9819.C36 


Gene No. 


51257 








Strand 





24801 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17181 End 

0 J990204_03 . 98 19 . C36 . ol . tm Method 

4557 End 

none Score 



17378 

TBLASTX: Maize 

5468 

80 



4557. .4706, 4695.-5468, 5053. .5235, 5281. .5310 



24669 

51257 

17181 ' 

OJ990204 

6258 

none 



03.9819.C36.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990204_03.9819.C36 
17378 

TBLASTX: Wheat 

6530 

37 



6258. .6326, 6288. .6326, 6328. .6438, 6338. .6475, 6339. .6530 



24669 Seq. ID 

51257 Strand 

17181 End 
OJ990204_03. 9819 . C36 . o5 . tm Method 

8571 End 

none Score 
8571.. 8807 



OJ990204_03.9819.C36 
17378 

TBLASTX: Maize 

8807 

185 



Seq. No. 24669 Seq. ID 

Gene No. 51257 Strand 

Start 17181 End 

Name OJ990204_03 . 9819 . C36 . o4 . tm Method 

Start 8818 End 

GI none Score 

Exons 8818.. 9063, 8904.. 9038 



OJ990204_03.9819.C36 
17378 

TBLASTX : Maize 

9063 

186 



Seq. No. 24669 Seq. ID 

Gene No. 51257 Strand 

Start 17181 End 

Name OJ990204_03 . 9819 . C36 . o5 . gs Method 

Start 17181 End 

GI none Score 

Exons 17181.. 17378 



OJ990204_03.9819.C36 

17378 
GENS CAN 
17378 
.94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990204_03. 9819.C37 
656 

GENSCAN 
656 
.54 



24670 
51258 
101 

OJ990204_03. 9819.C37 .ol.gs 
101 
none 

101. .216, 257. .656 

24671 
51259 
1 

OJ990204_03.9819.C38.ol.np 
1 

4680179 
1. .825 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990204_03.9819.C38 

Strand + 

End 825 

Method AAT/NAP 

End 825 

Score 830 



24671 
51259 



Seq. ID OJ990204_03. 9819.C38 
Strand + 



24802 



Start 


1 




End 


825 




Name 


OJ990204_03. 9819.C38.6l 


. tw 


Method 


TBLASTX: Wheat 




Start 


164 




End 


523 




GI 


none 




Score 


480 




Exons 


164. .523, 164. .490, 169, 


. .522 








Seq. No. 


24671 




Seq. ID 


OJ990204_03. 9819 


.C38 


Gene No. . 


51259 . - 




Strand 


+ 




Start 


1 ' ■ " " : 




"End • 


825 




Name 


OJ990204_03. 9819.C38.ol. 


. tc 


Method 


TBLASTX: Cress 




Start 


221 




End 


547 




GI 


none 




Score 


81 




Exons 


221. .403, 404. .547, 469, 


. .546 








Seq. No. 


24671 




Seq. ID 


OJ990204_03. 9819 


.C38 


Gene No. 


51259 




Strand 


+ 




Start 


.1 




End 


825 




Name 


OJ990204_03. 9819.C38.ol. 


. ts 


Method 


TBLASTX: Soybean 




Start 


311 




End 


571 




GI 


none 




Score 


302 




Exons 


311. .571, 316. .417, 503. 


, .571 








Seq. No. 


24671 




Seq. ID 


OJ990204_03.9819 


.C38 


Gene No. 


51259 




Strand 


+ 




Start 


1 




End 


825 




Name 


OJ990204_03. 9819.C38.ol. 


, tm 


Method 


TBLASTX : Maize 




Start 


369 




End 


658 




GI 


none 




Score 


386 




Exons 


369. .560, 371. .658, 472. 


.657 








Seq. No. 


24671 




Seq. ID 


OJ990204_03.9819 


.C38 


Gene No. 


51259 




Strand 


+ 




Start 


1 




End 


825 




Name 


OJ990204_03. 9819.C38.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


529 




End 


658 




GI 


none 




Score 


167 




Exons 


529. . 657, 530. . 658 










Seq. No. 


24672 




Seq. ID 


OJ9902.04_03.9819 


.C39 


Gene No. 


51260 




Strand 


+ 




Start 


723. 




End 


911 




Name 


OJ990204 03.9819.C39.ol. 


np 


Method 


AAT/NAP 




Start 


723 




End 


911 




GI 


2880044 




Score 


130 




Exons 


723. .911 










GI Descrip. 


(AC002340) putative tropinone 


reductase [Arabidopsis thaliar 


Seq. No. 


24672 




Seq. ID 


OJ990204_03.9819, 


.C39 


Gene No . 


51261 




Strand 






Start 


690 




End 


896 




Name 


OJ990204 03.9819.C39.ol. 


gs 


Method 


GENS CAN 




Start 


690 


End 


896 




GI 


none 




Score 


.89 




Exons 


690. .896 










Seq. No. 


24672 




Seq. ID 


OJ990204_03.9819, 


.C39 


Gene No. 


51261 




Strand 







24803 



Start 


690 


End 


896 






Name 


OJ990204 03. 9819 . C39 . ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


725 


End 


887 






GI 


none 


Score 


54 






Exons 


725. .871, 738. .887, 767. .880 










Seq. No. 


24672 


Seq. ID 


OJ990204 


_03.9819 


.C39 


Gene No; 


512,61. 


Strand 








Start 


690 ' ■ 


End 


896 






Name 


OJ990204 03. 9819.C39.ol . tc 


Method . 


TBLASTX: 


Cress 




Start 


726 


End 


883 






GI 


none 


Score 


186 






Exons 


726. .875, 726. .869, 767. .883 










Seq. No. 


24673 


Seq. ID 


OJ990204 


_03.9819 


.C40 


Gene No . 


51262 


Strand 








Start 


88 


End 


133 






Name 


OJ990204 03. 9819 . C40 . ol . gs 


Method 


GENSCAN 






Start 


88 


End 


133 






GI 


none 


Score 


.42 






Exons 


88. .133 










Seq. No. 


24674 


Seq. ID 


OJ990204 


JD3.9819 


.C43 


Gene No. 


51263 


Strand 








Start 


1 ' 


End 


1244 






Name 


OJ990204 03.9819.C43.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


430 






GI 


6691193 


Score 


431 






Exons 


1..430 










GI Descrip. 


(AC007534) F7F22.17 [Arabidopsis thaliana] 






Seq. No. 


24674 


Seq. ID 


OJ990204 


_03.9819 


.C43 


Gene No. 


51263 


Strand 








Start 


1 


End 


1244 






Name 


OJ990204 03. 9819 . C43 . ol . gs 


Method 


GENSCAN 






Start 


10 


End 


1244 






GI 


none 


Score 


-73, 






Exons 


10. .417, 711. .818, 861. .1244 










Seq. No. 


24674 


Seq. ID 


OJ990204 


_03.9819 


.C43 


Gene No . 


51264 


Strand 








Start 


3053 


End 


5406 






Name 


OJ990204 03.9819.C43.o2.tw 


Method 


TBLASTX: 


Wheat 




Start 


25 


End 


419 






GI 


none 


Score 


140 






Exons 


25. .408, 200. .415, 240. .419 










Seq. No. 


24674 


Seq. ID 


OJ990204 


_03.9819 


.C43 


Gene No . 


51264 


Strand 








Start 


3053 


End 


5406 






Name 


OJ990204 03.9819.C43.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


67 


End 


418 






GI 


none 


Score 


160 . 






Exons 


67. .381, 68. .382, 379. .411, 380. .418 








Seq. No. 


24674 


Seq. ID 


OJ990204 


JD3.9819 


.C43 


Gene No. 


51264 


Strand 









.24804 




Start 


3053 








End 


5406 


Name 


OJ990204 03 


.9819. 


,C43.o2 


. gs 


Method 


GENSCAN 


Start 


3053 






End 


5394 


GI 


none 








Score 


.95 


Exons 


3053. .3951, 


4929. 


.5394 








Seq. No. 


24674 








Seq. ID 


OJ990204_03.9819.C43 


Gene No. . 


51264'- 








Strand 




Start 


3053 








End' 


5406 


Name 


OJ990204 03 


.9819. 


C43.o2 


.np 


Method 


AAT/NAP 


Start 


3065 








End 


5400 


GI 


6523070 








Score 


656 


Exons 


3065. .3951, 


4920. 


.5400 








GI Descrip. 


(AL133314) 


glucosyltransferase-like protein [Arabidopsis 




thaliana] 












Seq. No. 


24674 








Seq. ID 


OJ990204_03.9819.C43 


Gene No. 


51264 








Strand 




Start 


3053 








End 


5406 


Name 


OJ990204 03 


.9819. 


C43.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3146 








End 


5406 


GI 


none 








. Score 


118 


Exons 


3146. .3259, 


3251. 


.3484, 


3252. 


.3485, 3504. .3677, 3506. .3676, 




3524. .3697, 


3713. 


.3745, 


3773. 


.3823, 4924. .5088, 5272. .5406 


Seq. No. 


24674 








Seq. ID 


OJ990204_03.9819.C43 


Gene No. 


51264 








Strand 




Start 


3053 








End 


5406 


Name 


OJ990204 03 


.9819. 


C43.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3152 








End 


5370 


GI 


none 








Score 


56 


Exons 


3152. .3232, 


3240. 


.3488, 


3248. 


.3484, 3506. .3667, 3507. .3692, 




3710. .3823, 


4945. 


.5088, 


5128. 


.5199, 5269.. 5370 


Seq. No. 


24674 








Seq. ID 


OJ990204JD3. 9819. C43 


Qpnp Mr) 


-51264 








Strand 




Start 


3053 








End 


5406 


Name 


OJ990204 03 


.9819. 


C43.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


3251 








End 


3493 


GI 


none 








Score 


169 


Exons 


3251. .3493, 


3255. 


.3488 








Seq. No. 


24674 








Seq. ID 


OJ990204_03.9819.C43 


Gene No 


51264 








Strand 




Start 


3053 








End 


5406 


Name 


OJ990204 03 


.9819. 


C43.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


3261 








End 


3658 


GI 


none 








Score 


222 


Exons 


3261. .3512, 


3263. 


.3490, 


3483. 


.3653, 3497. .3655, 3512.. 3658 


Seq. No. 


24674 








Seq. ID 


OJ990204_03.9819.C4 3 


Gene No. 


51264 








Strand 




Start 


3053 








End 


5406 


Name 


OJ990204_03, 


.9819. 


C43.ol, 


, tm 


Method 


TBLASTX: Maize 




OCA/" 

JJUU 








End 


5380 


GI 


none 








Score 


171 


Exons 


3506. .3676, 


3507. 


.3677, 


3707. 


.3952, 3708. .3953, 4919.. 5005, 



24805 



4924. .5088, 5092. .5262, 5101. .5235, 5272. .5379, 5273. .5380 



Seq. No. 


24674 




Seq. ID 


OJ990204 03.9819.C43 


Gene No. 


51264 




Strand 


— 




Start 


3053 




End 


5406 




Name 


OJ990204_03. 9819.C43.o3. 


. tw 


Method 


TBLASTX: Wheat 




Start 


5074 




End 


5406 




GI 


none 




Score 


84 




Exons 


5074. .5235, 5092. .5406, 


5093. 


.5395 






Seq. No. 


24675 




Seq. ID 


OJ990204_03.9819 


.C44 


Gene No. 


51265 




Strand 


+ 




Start 


243 




End 


694 




Name 


OJ990204_03. 9819.C44.ol. 


,gs 


Method 


GENS CAN 




Start 


243 




End 


694 




GI 


none 




Score 


.83 




Exons 


243. .334, 405. .460, 506. 


. 694 








Seq. No. 


24676 




Seq. ID 


OJ990204_03.9819 


.C45 


Gene No. 


51266 




Strand 


— 




Start 


111 




End 


1279 




Name 


OJ990204 03.9819.C45.ol. 


gs 


Method 


GEN SCAN 




Start 


Ill 




End 


1279 




GI 


none 




Score 


.76 




Exons 


111.. 638, 841.. 1086, 1178.. 1279 






Seq. No. 


24677 




Seq. ID 


OJ990204_03.9819 


.C47 


Gene No. 


51267 




Strand 


+ 




Start 


655 




End 


916 




Name 


OJ990204 03.9819.C47.ol. 


gs 


Method 


GENSCAN 




Start 


655 




End 


916 




GI 


none 




Score 


.93 




Exons 


655. .916 










Seq. No. 


24678 




Seq. ID 


OJ990204_03. 9819, 


.C48 


Gene No. 


51268 




Strand 


- 




Start 


656 




End 


1000 




Name 


OJ990204 03.9819.C48.ol. 


gs 


Method 


GENSCAN 




Start 


656 


End 


1000 




GI 


none 




Score 


.8 




Exons 


656.. 814, 824.. 1000 










Seq. No. 


24679 




Seq. ID 


OJ990204_03.9819. 


.C49 


Gene No. 


51269 




Strand 


+ 




Start 


611 




End 


1319 




Name 


OJ990204 03.9819.C49.ol. 


gs 


Method 


GENSCAN 




Start 


611 




End 


1319 




GI 


none 




Score 


.44 




Exons 


611. .710, 827. .971, 1142 


. .1319 






Seq. No. 


24679 




Seq. ID 


OJ990204_03. 9819. 


C49 


Gene No . 


51270 




Strand 






Start 


2557 




End 


2685 




Name 


OJ990204_03. 9819.C4 9.o2. 


gs 


Method 


GENSCAN 




Start 


2557 


End 


2665 




GI 


none 




Score 


.51 




Exons 


2557. .2685 











24806 




Seq. No. 


24680 


Seq. ID 


OJ990204_03. 9819 


.C51 


Gene No. 


51271 


Strand 






Start 


1 


End 


1687 ' 




Name 


OJ990204 03.9819.C51.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


785 




GI 


3645899 


Score 


320 




Exons 


1..785 








GI Descrip. 


(U68408) 5'' end not determined experimentally [Zea mays; 


1 


Seq. No. 


24680 


Seq. ID 


OJ990204JD3.9819, 


.C51 


Gene No. 


51271 


Strand 






Start 


1 


End 


1687 




Name 


OJ990204 03. 9819.C51.ol. tm 


Method 


TBLASTX: Maize 




Start 


82 


End 


361 




GI 


none 


Score 


70 




Exons 


82. .357, 86. .301, 332. .361 








Seq. No. 


24680 


Seq. ID 


OJ990204_03.9819. 


.C51 


Gene No. 


51271 


Strand 






Start ' 


1 


End 


1687 '• 




Name 


OJ990204" 03. 9819 . C51 . ol . gs 


Method 


GENSCAN 




Start 


116 


End 


1687 




GI 


none 


Score 


. 68 




Exons 


116. . 780, 1469. .1687 








Seq. No. 


24681 


Seq. ID 


OJ990204_03.9819. 


, C52 


Gene No. 


51272 


Strand 


+ 




Start 


622 


End 


2505 




Name 


OJ990204 03. 9819.C52 .ol .gs 


Method 


GENSCAN 




Start 


622 ~ 


End 


2505 




GI 


none 


Score 


. 94 




Exons 


622. .683, 1897. .2505 








Seq. No. 


24682 


Seq. ID 


OJ990204_03.9819. 


,C53 


Gene No. 


51273 


Strand 


+ 




Start 


361 


End 


2177 




Name 


OJ990204 03.9819.C53.ol.gs 


Method 


GENSCAN 




Start 


361 


End 


2177 




GI 


none 


Score 


.62 




Exons 


361.. 633, 1062. .2177 








Seq. No. 


24683 


Seq. ID 


OJ990204_03.9819. 


C54 


Gene No. 


51274 


Strand 


+ 




Start 


1 


End 


1008 




Name 


OJ990204 03. 9819 . C54 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


1008 




GI 


6498441 . 


Score 


226 




Exons 


1..21, 524. .1008 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. 


(AF098806) 


[Oryza sativa] 




Seq. No. 


24683 


Seq: ID 


OJ990204_03.9819. 


C54 


Gene No. 


51274 




T 




Start 


1 


End 


1008 




Name 


OJ990204 03.9819.C54.ol.gs 


Method 


GENSCAN 





24807 




Start 


330 








End 


638 




GI 


none 








Score 


.43 




Exons 


330. .638 














Seq. No. 


24683 








Seq. ID 


OJ990204_03.9819 


.C54 


Gene No . 


51274 








Strand 


+ 




Start 


1 








End 


1008 




Name 


OJ990204 


_03.9819.C54 


.oL 


. tm 


Method 


TBLASTX: Maize 




Start 


700 








End 


925 




GI . 


none 








Score 


215 




Exons 


700. .888, 


701. .919, 


704 , 


. .925 








Seq. No. 


24683 








Seq. ID. 


OJ990204 03.9819 


.C54 


Gene No . 


51274 








Strand 


+ 




Start 


1 








End 


1008 




Name 


OJ990204 


_03.9819.C54 


.ol, 


■ tw 


Method 


TBLASTX: Wheat 




Start 


731 








End 


925 




GI 


none 








Score 


72 




Exons 


731. .787, 


736. .777, 


780. 


. . 902, 


782. .925, 790. .921, 791.. 


925 


Seq. No. 


24684 








Seq. ID 


OJ990204_03.9819 


.C55 


Gene No. 


51275 








Strand 






Start 


3 








End 


367 




Name 


OJ990204 


03.9819.C55 


.ol. 


.'tm 


Method 


TBLASTX: Maize 




Start 


3 








End 


367 




GI 


none 








Score 


82 




Exons 


3. .131, 5 


i..76, 69. .155, 


76. .156, 146.. 


367, 148. .366 




Seq. No. 


24684 








Seq. ID 


OJ990204_03.9819. 


.C55 


Gene No. 


51276 








Strand 






Start 


673 








End 


1074 




Name 


OJ990204 


03.9819.C55 


.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start 


673 








End 


1074 




GI 


none 








Score 


130 




Exons 


673. .810, 


675. .806, 


831. 


.1073 


, 832. .1074 




Seq. No. 


24684 








Seq. ID 


OJ990204_03.9819 


.C55 


Gene No. 


51276 








Strand 






Start 


673 








End 


1074 ** 




Name 


OJ990204 


03.9819.C55 


.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


705 








End 


987 




GI 


none 








Score 


88 




Exons 


705. .806, 


706.. 807, ; 


847. 


.987, 


849. .923 






Seq. No. 


24685 








Seq. ID 


OJ990204_03.9819 


.C56 


Gene No. 


51277 








Strand 






Start 


60 








End 


650 




Name 


OJ990204 


03.9819.C56 


.ol. 


gs 


Method 


GENSCAN 




Start 


60 






End 


650 




GI 


none 








Score 


.78 




Exons 


60. .396, 


477. .650 












Seq. No. 


24686 








Seq. ID 


OJ990204_03.9819 


.C60 


Gene No. 


51278 








Strand 


+ 




C 4 4- 


1 








End 


384 




Name 


OJ990204 


03.9819.C60 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


384 





24808 



GI 3980405 ' " Score 137 

Exons 1..384 

GI Descrip. (AC004561) putative tropinone reductase [Arabidopsis thaliana] 



Seq. No. 


24686 


Seq. ID 


OJ990204 


Gene No. 


51278 


Strand 


+ 


Start 


1 


End 


384 


Name 


OJ990204_03 . 98 19 . C60 . ol . gp 


. Method 


AAT/GAP 


Start 


129 


End 


193 


GI 


LIB347 4-001-P1-K1-D7 


Score 


100 


Exons 


129. .193 






GI Descrip. 


'3980415 9.0e-31 (AC004561) 


putative tropinone 




[Arabidopsis thaliana] ' 






Seq. No. 


24686 


Seq. ID 


OJ990204 


Gene No. 


51279 


Strand 


- 


Start 


158 


End 


352 


Name 


OJ990204_03 . 9819 . C60 . ol . ts 


Method 


TBLASTX: 


Start 


127 


End 


352 


GI 


none 


Score 


188 


Exons 


127. .351, 134 . .352 






Seq. No. 


24686 


Seq. ID 


OJ990204 


Gene No. 


51279 


Strand 


- 


Start 


158 


End 


352 


Name 


OJ990204_03 . 9819 . C60 . ol . tc 


Method 


TBLASTX : < 


Start 


134 


End 


352 


GI 


none 


Score 


186 


Exons 


134. .352, 136. .351 






Seq. No. 


24686 


Seq. ID 


OJ990204^ 


Gene No. 


51279 


Strand 


- 


Start 


158 


End 


352 


Name 


OJ990204_03 . 9819. C60 . ol . gs 


Method 


GEN SCAN 


Start 


158 


End 


322 


GI 


none 


Score 


.77 


Exons 


158.. 322 






Seq. No. 


24687 


Seq. ID 


OJ990714_ 


Gene No. 


51280 


Strand 




Start 


1 


End 


818 


Name 


OJ990714 07.9819.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


818 


GI 


5091513 


Score 


1151 - 


Exons 


1. .818 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


24687 


Seq. ID 


OJ990714_ 


Gene No. 


51280 


Strand 




Start 


1 


End 


818 


Name 


OJ990714 07.9819.Cl.ol.gs 


Method 


GENSCAN 


Start 


37 


End 


737 


GI 


none 


Score 


.43 


Exons 


37. .737 






Seq. No. 


24688 


Seq. ID 


OJ990714_ 


Gene No. 


51281 


Strand 


+ 



24809 



Start 


13790 


End 


17205 






Name 


OJ990714 07.9819.C2.o4.np 


Method 


AAT/NAP 






Start 


13790 


End 


17205 






GI 


5803259 


Score 


4975 






Exons 


13790. .15051, 15147. .15319, 


15404. .15597, 15673 


. .17205 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 






Seq. No. 


24688 


Seq. ID 


OJ990714 


_07.9819 


.C2 


Gene No. 


51282 


Strand 


+ 






Start 


28555 


End 


35276 






Name 


OJ990714 07.9819.C2.o7.np 


Method 


AAT/NAP 






Start 


28555 


End 


31882 






GI 


4680186 


Score 


175 






Exons 


28555. .28693, 30079. . 30149, 


30217. .30319, 30895 


. .31033, 






31852. .31882 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


24688 


Seq. ID 


OJ990714 


_07.9819 


.C2 


Gene No. 


51282 


Strand 


+ 






Start 


28555 


End 


35276 






Name 


OJ990714 07.9819.C2.o9.gs 


Method 


GENSCAN 






Start 


31370 


End 


34665 






GI 


none 


Score 


.45 






[j Exons 


31370. .31505, 31646 .. 31734 , 


32827. .32949, 33201 


. .33278, 




=3 


34107. .34198, 34401 .. 34 451, 


34491. .34665 






\H Seq. No. 


24688 


Seq. ID 


OJ990714 


_07.9819 


.C2 


^ Gene No. 


51282 


Strand . 


+ 






13 Start 


28555 


End"" - 


35276 






.J Name 


OJ990714 07.9819.C2.o8.np 


Method 


AAT/NAP 






'i Start 


32097 


End 


35276 






.,3 

gi 


6069654 


Score 


194 






^ Exons 


32097. .32570, 35238.. 35276 










GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 






J Seq. No. 


24688 


Seq. ID 


OJ990714 


_07.9819 


.C2 


^ Gene No. 


51283 


Strand 


+ 






Start 


36002 


End 


36082 






:! Name 


OJ990714 07.9819.C2.o5.gp 


Method 


AAT/GAP 






3 Start 


36002 


End 


36082 






3 GI 


LIB3434-017-P1-K1-F5 


Score 


91 






Exons 


36002. .36082 










GI Descrip. 


•5257255/dbj IAP000364 .il AP000364 5.0e-20 Oryza sativa genomic 



DNA, chromosome 8, clone : P0026F07 1 



Seq. No. 24688 Seq. ID OJ990714_07 . 9819 . C2 

Gene No. 51284 Strand + 

Start 61310 End 61960 

Name OJ990714_07. 9819 . C2 . olO . np Method AAT/NAP 

Start 61310 End 61960 

GI 3746060 Score 673 

Exons 61310. .61960 

GI Descrip. (AC005311) unknown protein [Arabidopsis thaliana] 



n « - 

Gene No. 
Start 



4.H OOO 

51285 
106 



Seq. ID 

Strand 

End 



OJ990714 07. 9819. C2 



4818 



24810 



Name 


OJ990714 07 


.9819.C2.ol.np 


Method 


AAT/NAP 


Start 


106 


End 


2874 


GI 


5091513 




Score 


2457 


Exons 


106. .444, 1155. .2874 






GI Descrip. 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 


Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819.C2 


Cpnp No 


51285 


- 


Strand 




Start 


106 




End 


4818 * 


Name 


OJ990714 07 


9fi 1 9 CO nl rr<? 


Method 


GENSCAN 


Start 


1077 




End 


4116 


GI 


none 




Score 


.41 


Exons 


1077. .2834, 


2950.. 3036, 3232. 


.3384, 3924. .3984, 4052. .4116 


Seq. No. 


24688 




Seq. ID 


OJ990714 07 9819 C2 


Gene No. 


51285 




Strand 




Start 


106 




End 


4818 


Name 


OJ990714 07 


.9819.C2.o2.np 


Method 


AAT /NAP 


Start 


2712 




End 


4818 


GI 


4678270 




Score 




Exons 


2712. .2785, 


4705. .4818 






GI Descrip. 


(AL049660) 


protein kinase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


24688 




Seq. iD 


OJ990714_07.9819.C2 


Gene No. 


51285 




Strand 




Start 


106 




End 


4818 


Name 


OJ990714 07 


.9819.C2.ol.gp 


Method 


AAT /GAP 


Start 


2950 




End 


3249 


GI 


uC-osflcyp053g09bl 


Score 


502 


Exons. 


2950. .3249 








GI Descrip. 


'4521193/dbj | AB013450 . 1 | AB013450 1 . Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene' 






Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51286 




Strand 




Start 


5855 




End 


7868 


Name 


OJ990714 07 


.9819.C2.o2.gs 


Method 


GENSCAN 


Start 


5855 




End 


7768 


GI 


none 




"Score 


.81 


Exons 


5855. .6020, 


6466. .6534, 6645. 


.6997, 7099.. 7281, 7375.. 7529, 




7624. .7768 








Seq. No. 


24688 




Seq. ID. 


OJ990714_07.9819.C2 


Gene No. 


51286 




Strand 




Start 


5855 




End 


7868 


Name 


OJ990714 07 


.9819.C2.o3.np 


Method. 


AAT/NAP- 


Start 


6354 




End 


7762 


GI 


2960364 




Score 


868 


Exons 


6354. .6534, 


6645.-6997, 7099. 


.7284, 7375. .7529, 7624. .7762 



GI Descrip. (AJ224 98 6) cinnamoyl CoA reductase [Populus balsamifera subsp. 
trichocarpa] 

OJ990714_07.9819.C2 

7868 
AAT /GAP 
7868 



Seq. No. 24688 Seq. ID 

Gene No. 51286 Strand 

Start 5855 End 

Name OJ990714_07 . 9819 . C2 . o2 . gp Method 

Start 7478 End 



24811 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

7478..7S29, 7624. .7868 



Score 



454 



24688 
51287 
11398 

OJ990714_07.9819.C2.o3.gp 
11398 

LIB3477-003-P1-K1-E9 ' 
11398.. 11496 

' 2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 11496 

Method AAT/GAP 

End 11496 

Score 101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24688 
51288 
11824 

OJ990714_07 . 9819 .C2 . o4 . gs 

11824 

none 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 12644 

Method GENSCAN 

End 12644 

Score .47 



11824. .11913, 12132. .12267, 12532. .1264 4 



24688 - 
51289 
17216 

OJ990714_07.9819.C2.o4.gp 
17216 
2428323 
17216. .17671 

5803242/dbj | AP000399 . 1 1 AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 17671 

Method AAT/GAP 

End 17671 

Score 824 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
.Start- 
-',Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene .No. 

r>i j_ 

Name 
Start • 



24688 
51290 
17829 

OJ990714_07.9819.C2.o6.gs 

17829 

none 

17829. .19607 



Seq. ID OJ990714_07. 9819.C2 
Strand 

23237 
GENSCAN 
19607 
.96 



End 

Method 

End 

Score 



24688 
51290 
17829 

OJ990714_07.9819.C2.o5.np 

17832 

6498441 

17832. .18113, 18207. .19714, 
20942. .21315, 21379 .. 21842 , 



OJ990714 07. 9819. C2 



Seq. ID _ 
Strand 

End 23237 
Method AAT/NAP 
End 23237 
Score 6365 
19864 . .20449, 20624 .. 20758 , 
, 22173.. 23237 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



24688 Seq. ID 

51291 Strand 

26992 hind 

OJ990714_07 . 9819.C2.o6.np Method 

26988 End 



OJ990714_07.9819.C2 

29485 

AAT/NAP 

29461 



24812 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4826399 Score 1009 

26988. .28245, 28348 28443, 28540.. 29461 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



24688 
51291 
26992 

OJ990714j_07.-9819.C2.o8.gs 

26992 

none 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 29485 

Method GEN SCAN - " v ■ 

End 29485 

Score .87 



26992. .28145, 28276 .. 28443, 28540. .29485 



24688 
51292 
35352 

OJ990714_07.9819.C2.ol0.gs 
35352 
none 

35352. .35781, 36520 .. 36634 , 37089 .. 37199, 37748 
38871. .38955, 40705 40746, 40933. .41154 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 41154 

Method GENS CAN 

End 41154 

Score .67 

,37993, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24 688 
51293 
48996 

OJ990714_07.9819.C2.o9.np 
48996 
99922 

48996. .49078, 50450.. 50999 

hypothetical protein - soybean gi | 930025 | emb | CAA31883 | (X13528) 
ORF (334 AA) [Glycine max] 



Seq. ID OJ990714_07.9819.C2 
Strand. 

End 50999 

Method AAT/NAP 

End 50999 

Score 261 



24688 
51294 
53108 

OJ990714_07. 9819.C2.olO.tw 

2326 

none 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 57081 

Method TBLASTX : Wheat 

End 7726 

Score 63 



2326. .2391, 2445. .2576, 7375. .7527, 7388. .7423, 7628. .7726, 
7638.. 7724 



Seq. No.. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

17 — 



24688 
51294 
53108 

OJ990714_07 . 9819 . C2 . 08 . tm 

4762 

none 



-■a Seq.. ID OJ990714_07.9819.C2 
Strand 

End 57081 

Method TBLASTX : Maize 

End 4959 

Score 169 



4762. .4866, 4764. .4865, 4882. .4959, 4884. .4958 



24688 
51294 
53108 

OJ990714_07. 9819.C2.ol.tm 

6381 

none 



Seq. ID OJ990714_07. 9819.C2 
Strand 

End 57081 
Method TBLASTX: Maize 
End 7777 
Score 191 

G381..6536, 6382. .6537, 6639. .6737, 6644. .7015, 6813. .6995, 
7099. .7281, 7100. .7294, 7373.-7429, 7375. .7530, 7491. .7526, 
7625. .7777, 7626. .7733, 7639.-7749 



24813 




Seq. No. 


24 688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No . 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07. 9819.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


6390 


End 


7765 


GI 


none 


Score 


124 


Exons 


6390.. 6536, 6394.. 6537, 6644 


..7000, 7102. .7284, 7103. .7282 




7375. .7527, 7388. .7426, 7625 


..7765, 7626. .7718, 7738. .7749 


Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07.9819.C2.o9.tw 


Method 


TBLASTX: Wheat 


Start 


6405 


End 


32276 


GI 


none 


Score 


106 


Exons 


6405.. 6536, 6424.. 6537, 6644 


..6718, 6657. .6719, 6722. .6865 




32175. .32276 






Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07. 9819.C2.o3.tc 


Method 


TBLASTX: Cress 


Start 


7102 


End 


7721 


GI 


none 


Score 


124 


Exons 


7102.. 7284, 7103.. 7276, 7373 


..7423, 7375. .7527, 7625. .7720, 




7626. .7721 






Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No . 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07.9819.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


17841 


End 


18443 


GI 


none 


Score 


81 


Exons 


17841. . 17966, 17845. .17967, 


18152. .18442, 18159 .. 18443, 




18160. . 18303, 18340. .18438, 


18368. .18439 


Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07.9819.C2.o5.tw 


Method 


TBLASTX: Wheat 


Start 


18444 


End 


18825 


GI 


none 


Score 


169 


Exons 


18444. .18824, 18475 .. 18723, : 


18483. .18824, 18769. .18825 


Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07.9819.C2.o5.tm 


Method 


TBLASTX: Maize 


Start 


18639 


End 


18962 


GI 


none 


Score 


204 


Exons 


18639. .18962, 18652.. 18933 






Seq. No. 


24688 


Seq. ID 


OJ990714_07.9819.C2 


Gene No. 


51294 


Strand 




Start 


53108 


End 


57081 


Name 


OJ990714 07.9819.C2.oll.tw 


Method 


TBLASTX: Wheat 



24814 




Start 


19155 




End 


19476 




GI 


none 




Score 


77 




Exons 


19155. .19415, 19291. 


. . 19476 








Seq. No,. 


24688 




Seq. ID 


OJ990714_07. 9819 


.C2 


Gene No. 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714_07 . 9819.C2 , 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


20286 




End 


20658 




GI 


none 




.Score 


90 




Exons 


20286. .20342, 20332. 


. .20658, 


20498. .20641 




Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714_07 . 9819 . C2 . 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


20318 




End 


20737 




GI 


none 




Score 


302 




Exons 


20318. .20737, 20332. 


. .20736 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714_07 . 9819.C2 . 


, 06. tm 


Method 


TBLASTX: Maize 




Start - 


20410 




End 


20794 




GI 


none 




Score 


228 




Exons 


- 20410. .20793, 20429. 


, .20794 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51294 




Strand 






Start 


53108 




End 


57.081 




Name 


OJ990714_07 . 9819.C2 . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20821 




End 


21177 




GI 


none 




Score 


128 




Exons 


20821. .21126, 20821. 


.21177, 


20831. .21142 




Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51294 • 




Strand 






Start 


53108 




End 


57081' 




Name 


OJ990714_07. 9819.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


20845 




End 


21308 




GI 


none 




Score 


228 




Exons 


20845. .21306, 20851. 


.21306, 


20852. .21307, 20865.. 21308 




Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


,C2 


Gene No. 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714_07. 9819.C2. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


20902 




End 


21267 




GI 


none 




Score 


117 




Exons 


20902. .21036, 21043. 


.21267 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


■ G2 


Gene No. 


51294 




Strand 






Start 


53108 




und 


5 VUbl 




Name 


OJ990714 07. 9819. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


21499 




End 


21958 





24815 



GI none 

Exons 21499. .21957, 21503 21763, 

Seq. No. 24688 

Gene No. 51294 

Start 53108 

Name OJ990714_07 . 9819.C2.o6. tw 

Start.,, . 22696 

GI none 

Exons 22696. .22953, 2273.0 .. 22969, 
23041. .23088 



Score 167 
21821. .21958 

Seq. ID OJ990714_07.9819.C2 
Strand 

End 57081 

Method TBLASTX : Wheat 

•End 23088 

Score 96 
22936. .23034, 22937 23029, 



Seq. No. 24688 

Gene No. 51294 

Start 53108 

Name OJ990714__07 . 9819 . C2 . o9 . tm 

Start 22798 

GI none 

Exons 22798. .23046, 22799.. 23083 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 57081 
Method TBLASTX : Mai ze 
End 23083 
Score ' 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2.4 688 
51294 
53108 

OJ990714_07 . 9819 . C2 . o2 . tm 

27118 

none 

27118. .28080, 27128 .. 27625, 
27991. .28110, 28043.. 28111 

24688 
51294 
53108 

OJ990714_07.9819.C2.ol.tc 
27145 
none 
27145. 
27397. 
28544. 



.28089, 27146. .27274, 
.27639, 27715. .27837, 
.28636, 28697. .28813, 



24688 
51294 
53108 

OJ990714_07.9819.C2.o2.ts 

27319 . 

none 

27319. .27888, 27374 27 628 , 
28030. .28095 



Seq. ID OJ990714_07.9819.C2 

Strand - . 

End. 57081 

Method TBLASTX : Mai ze 

End 28111. 

Score 298 
27346.-27834, 27722 .. 27 901 , 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 57081 

Method TBLASTX: Cress 

End 29392 

Score 71 
27259. .27375, 27302 .. 27 625 , 
27725. .27895, 27980 .. 28 114 , 
28850. .28945, 29291. .29392 

Seq. ID OJ990714_07.9819.C2 
Strand 

End ■ 57081 ' 

Method TBLASTX : Soybean 

End 28095 

Score 189 
27725. .27850, 27856 .. 28011, 



Seq. No. 24688 

Gene No. 51294 

Start 53108 

Name OJ990714_07 . 9819 . C2 . 08 . tw 

Start 27379 

GI none 

Exons 27379.-27498, 27360 .. 27493, 



Seq. ID OJ990714_07.9819.C2 
Strand 

End 57081 

Method TBLASTX : Wheat 

End' 27630 

Score 94 
27499. .27630, 27500.. 27628 



Seq. No. 



24688 



Seq. ID OJ990714_07.9819.C2 



24816 




Gene No . 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714 07. 9819. C2 


.o4 .tw 


Method 


TBLASTX: Wheat 




Start 


27631 




• End 


27993 




GI 


none 




Score 


142 




Exons 


27631. .27993, 27698 


. .27898 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51294 




Strand 






Start 


53108 . 




End 


57081 




Name 


OJ990714 07. 9819. C2 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


42516 




End 


43647 




GI 


none 




Score 


169 




Exons 


42516. . 42665, 42523 


. . 42687, 


42524. .42697, 42524. .42 688, 






42707. .42781, 42708 


. .42782, 


42716. .427! 


84, 42785. .42865, 






42792. .42842, 42837 


. . 42887, 


42883. .43002, 42896 4297 6, 






42901. .42978, 42981 


. .43109, 


42991. .43107, 4 3117. .43185, 






43123. .43185, 43127 


. .43189, 


43127. .4311 


39, 43367. .43468, 






43550. .43645, 43552 


. .43647 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 




Gene No. 


51294 




Strand 






Start 


53108 




End 


57081 




Name 


OJ990714 07. 9819. C2 


. ol2 . gs 


Method 


GENSCAN 




Start 


53108 




End 


57081 




GI 


none 




Score 


.78 




Exons 


53108. .53378, 53428 


. .53561, 


53593. .53680, 57065. .57081 




Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51295 




Strand 






Start 


61455 




End 


61854 




Name 


OJ990714 07. 9819. C2 


.07. tm 


Method 


TBLASTX: Maize 




Start 


61455 




End 


61716 




GI 


none 




Score 


333 




Exons 


61455. . 61613, 61462 


. .61716, 


61586. .61663 




Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819 


.C2 


Gene No. 


51295 




Strand 






Start 


61455 




End 


61854 




Name 


OJ990714 07. 9819. C2, 


. o3. ts 


Method 


TBLASTX: Soybean 




Start 


61455 




End 


61848 




GI 


none 




Score 


485 




Exons 


61455. .61607, 61462, 


. .61848 








Seq. No. 


24688 




Seq. ID 


OJ990714_07.9819, 


.C2 


Gene No . 


51295 




Strand 






Start 


61455 




End 


61854 




Name 


OJ990714 07. 9819. C2, 


,o2,tc 


Method 


TBLASTX: Cress 




Start 


61458 




End' 


61854 




GI 


none 




Score 


505 




Exons 


61458. . 61616, 61462, 


. .61854 








Seq. No. 


24689 




Seq. ID 


OJ990714_07.9819, 


.C4 


Gene No. 


51296 




Strand 


+ 




StaxL 


232 




End 


529 




Name 


OJ990714 07. 9819. C4. 


ol.gs 


Method 


GENSCAN 




Start 


232 


End 


529 





24817 



GI none 

Exons 232.. 352, 415.. 529 

Seq. No. 24690 

Gene No. 51297 

Start 556 

Name OJ990414_04 . 9819 . CI . ol . tc 

Start 555 

GI none 
Exons 



Score 



.63 



Seq. ID OJ990414_04.9819.C1 

Strand + 

End 1962 

Method TBLASTX: Cress 

End 1918 

Score 84 



555. .614, 557. .613, 792. .857, 792. .851, 943. .1050, 944. .1045, 
958. .1050, 1156. .1263, 1163. .1279, 1164. .1268, 1345. .1434, 
1346. .1429, 1649. .1723, 1733. .1783, 1805. .1918 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24690 
51297 
556 

OJ990414_04.9819.Cl.ol.ts 

555 

none 



Seq. ID OJ990414_04.9819.C1 

Strand + 

End 1962 

Method TBLASTX : Soybean 

End 1912 

Score 77 



555. .611, 557. .625, 798. .860, 940. .1038, 943. .1026, 944. .1045, 
974. .1102, 1156. .1263, 1162. .1260, 1164. .1268, 1338. .1430, 
1345. .1434, 1346. .1429, 164 9 .. 1714 , 1685 .. 1813, 1810. .1902, 
1811. .1912 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24690 
51297 
556 

OJ990414_04.9819.Cl.ol.tm 

555 

none 



Seq. ID OJ990414_04.9819.C1 

Strand + 

End 1962 

Method TBLASTX : Mai ze 

End 1962 

Score 93 



555. .611, 557. .613, 557. .616, 775.-849, 791. .850, 792. .896, 
792. .851, 916. .1038, 934. .1038, 944. .1045, 956. .1057, 
1156. .1263, 1156. .1260, 1157. .1261, 1158. .1277, 1339. .1422, 
1344. .1427, 1345. .1422, 1346. .1429, 1616. .1756, 1648. .1962, 
1649. .1930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24690 
51297 
556 

OJ990414_04.9819.Cl.ol.np 
556 

2739044 



Seq. ID OJ990414_04.9819.C1 

Strand + 

End 1962 

Method AAT/NAP 

End 1921 

Score 669 



556. .611, 792. .851, 944. .1039, 1159. .1260, 1346. .1426, 
1652. .1921 

(AF024 651) polyphosphoinositide binding protein Sshlp [Glycine 
max] 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



24690 
51297 
556 

OJ990414_04.9819.Cl.ol.gs 

558 

none 



Seq. ID OJ990414_04.9819.C1 

Strand + 

End 1962 

Method GEN SCAN 

End 1945 

Score .96 



558. .611, 792. .851, 944. .1039, 1346. .1426, 1688. .1945 



24690 
51297 



Seq. ID OJ990414_04.9819.C1 
Strand + 



24818 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



556 ■ End 1962 

OJ990414_04 . 9819.Cl.ol.gp Method AAT/GAP 

936 End 1728 

LIB3434-026-P1-K1-E10 Score 638 
936. .1039, 1159. .1260, 1346. .1426, 1652. .1728 

'2739044 1.0e-52 (AF024651) polyphosphoinositide binding protein 
Sshlp [Glycine max] ' 



Seq. No. 


24690 








Seq. ID 


OJ990414 


_04 


.9819 


.CI 


Gene No. 


51297 








Strand 


+ 








Start 


556 








End 


1962 








Name 


OJ990414 04 


. 9819 


.Cl.ol. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1676 








End 


1918 








GI 


none 








Score 


53 








Exons 


1676. . 1717, 


1700 


. . 1807, 


1814 . 


.1918, 1816. .1899 








Seq. No. 


24691 








Seq. ID 


OJ990414 


_04 


.9819 


.C3 


Gene No. 


51298 








Strand 


+ 








Start 


600 








End 


722 








Name 


OJ990414 04 


. 9819 


.C3.ol. 


gs 


Method 


GENSCAN 








Start 


600 








End 


722 








GI 


none 








Score 


.43 








Exons 


600. .722 


















Seq. No. 


24691 








Seq. ID 


OJ990414 


_04, 


.9819 


.C3 


Gene No. 


51299 








.Strand 










Start 


1369 








End 


4330 








Name 


OJ990414 04 


.9819 


.C3.o2. 


gs 


Method 


GENSCAN 








Start 


1369 








End 


4330 








GI 


none 








Score 


.89 








Exons 


1369. . 1806, 


2132 


. .2617, 


3282. 


.3359, 3694. .3813, 


4141. .4330 


Seq. No. 


24691 








Seq. ID 


OJ990414 


_04, 


.9819 


.C3 


Gene No. 


51299 








Strand 










Start 


1369 








End 


4330 








Name 


OJ990414 04 


.9819.C3.ol. 


gp 


Method 


AAT/GAP 








Start 


1661 








End 


2359 








GI 


none 








Score 


724 








Exons 


1661. .1806, 


2132 


. .2359 














Seq. No. 


24692 








Seq. ID 


OJ990414 


_04. 


.9819 


.C4 


OC11C Vi\J • 










Strand 


+ 








Start 


1983 








End 


4097 








Name 




.9819 


.C4.ol. 


gs 


Method 


GENSCAN 








Start 


1983 








End 


4097 








GI 


none 








Score 


.53 








Exons 


1983. .2116, 


3094 


. .3192, 


3266. 


.3341, 40f 


i8. .4097 








Seq. No. 


24692 








Seq. ID 


OJ990414 


_04. 


, 9819 


.C4 


Gene .No. 


51301 








Strand 


+ 








Start 


6119 








End 


6308 








Name 


OJ990414 04 


.9819, 


.C4.o2. 


gs 


Method 


GENSCAN 








Start 


6119 








End 


6308 








GI 


none 








Score 


.66 










dm c 

. \J Z- -L U f 


r >s a "-i 
u^. 1 / , 


. . 6308 














Seq. No. 


24692 








Seq. ID 


OJ990414_ 


_04. 


, 9819 


.C4 



24819 




Gene No. 


51302 


Strand 


+ 


Start 


7746 


End 


12890 


Name 


OJ990414 04.9819.C4.ol.gp 


Method 


AAT/GAP 


Start 


7071 


End 


7992 


GI 


41053 1.R1084 


Score 


896 


Exons 


7071. .7174, 7574. .7992 






GI Descrip. 


'4432859/gb|AAD20707| 2.0e-21 


(AC006300) unknown protein 




[Arabidopsis thaliana] ' 






Seq. No. 


24692 


Seq. ID 


OJ990414 04. 9819. C4 


Gene No. 


51302 


Strand 


+ 


Start 


7746 


End 


12890 


Name 


OJ990414 04.9819.C4.o3.gs 


Method 


GENS CAN 


Start 


* 7746 


End 


11523 


GI 


none 


Score 


.92 


Exons 


7746. .7970, 8054. .8239, 8763. 


.9011, 9288.-9398, 10937 10978 , 




11215. .11523 






Seq. No. 


24692 


Seq. ID 


OJ990414_04.9819.C4 


Gene No. 


51302 


Strand 


+ 


Start 


7746 


End 


12890 


Name 


OJ990414 04.9819.C4.o2.gp 


Method 


AAT/GAP 


Start 


8836 


End 


9354 


GI 


4968837 


Score 


499 


Exons 


8836.. 9011, 9102.. 9173, 9288. 


.9354 




GI Descrip. 


4432859/gb|AAD20707 | 2.0e-21 


(AC006300) 


unknown protein 




[Arabidopsis thaliana] 






Seq. No. 


24692 


Seq. ID 


OJ990414_04. 9819.C4 


Gene No. 


51302 


Strand 


+ 


Start 


7746 


End 


12890 


Name 


OJ990414 04.9819.C4.ol.np 


Method 


AAT/NAP 


Start 


8865 


End 


12890 


GI 


4432859 


Score 


337 


Exons 


8865.. 9011, 9102.. 9173, 9288. 


.9398, 11215. .11446, 12765.. 12890 


GI Descrip. 


(AC006300) unknown protein [Arabidopsis thaliana] 


Seq. No. 


24692 


Seq. ID 


OJ990414_04.9819.C4 


Gene No . 


51303 


Strand 




Start 


11191 


End 


11882 


Name 


OJ990414 04.9819.C4.o3.gp 


Method 


AAT/GAP 


Start 


11191 


End 


11882 


GI 


none 


Score 


1240 


Exons 


11191. .11882 






Seq. No. 


24692 


Seq. ID 


OJ990414_04.9819.C4 


Gene No. 


51304 


Strand 




Start 


11935 


End 


12890 


Name 


OJ990414 04.9819.C4.o3.tm 


Method 


TBLASTX: Maize 


Start 


7731 


End 


8249 


GI 


none 


Score 


246 


Exons 


7731.. 8015, 7737.. 7970, 8036., 


.8245, 8046. .8231, 8054. .8245, 




8088. .8249 






n »t _ 

JC4. LNU. 


24692 


Seq. ID 


OJ990414_04.9819.C4 


Gene No. 


51304 


Strand 




Start 


11935 


End 


12890 



< 24820 



Name 

Start 

GI 

Exons 



Method TBLASTX : Mai ze 



End 



11648 



OJ990414_04.9819.C4.ol.tm 
8368 

none Score 78 

8368. .8436, 8372.-8434, 8374. .8436, 8856. .9011, 8859. .9017, 
9095. .9175, 9102. .9173, 9285.-9362, 9285. .9401, 9287. .9397, 
11212. .11427, 11214. .11282, 11227 .. 11427 , 11340 .. 11435, 
11433. .11507, 11434. .11508, 11539 .. 11598 , 11628. .11648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24692 
51304 
11935 

OJ990414_04.9819.C4 .ol.tc 

8934 

none 



Seq. ID OJ990414_04.9819.C4 
Strand 

End 12890 

Method TBLASTX : Cress 

End 9368 

Score 102 



8934. .9011, 8966. .9028, 9092. .9175, 9102. .9173, 9285. .9362, 
9285.. 9368 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24692 Seq. ID OJ9904 14_04 . 9819 . C4 

51304 Strand 

11935 End 12890 

OJ990414_04.9819.C4.o4.gp Method . AAT/GAP 

11935 End 12651 

59683_1.R1084 Score 1147 

11935. .12417, 12486.. 12651 

l 2864610/emb|CAA16957 | 4.0e-09 (AL021811) putative protein 
[Arabidopsis thaliana] >gi_404 9336_emb_CAA22561 . 1_ (AL034567) 
putative protein [Arabidopsis thaliana] ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24692 Seq. ID 

51304 Strand 

11935 End 

OJ990414_04. 9819.C4 .o2.tm Method 

12273 End 

none Score 



OJ990414_04.9819.C4 
12890 

TBLASTX: Maize 

12770 

66 



12273. .12332, 12281 .. 12325, 12284 12334 , 12378 .. 12416, 
12388. .12417, 12486 .. 12509, 12512 .. 12769, 12536 .. 12742 , 
12600. .12770 



Seq. No. 


24692 




Seq. ID 


OJ990414_04 


.9819. 


C4 


Gene No. 


51304 




* Strand 








Start - 


11935 




End 


12890 






Name 


OJ990414 04. 9819. C4 


. o4 . gs 


Method 


GENSCAN 






Start 


12288 




End 


12880 






GI 


none 




Score 


.97 






Exons 


12288. .12417, 12486 


. .12880 










Seq. No. 


24692 




Seq. ID 


OJ990414_04 


.9819. 


C4 


Gene No. 


51304 




Strand 








Start 


11935 ' • 




End 


12890 






Name 


OJ990414 04. 9819. C4 


. o2 . np 


Method' 


AAT/NAP 






Start 


12294 




End 


12890 






GI . 


2894603 




Score 


305 






Exons 


12294. .12417, 12486 


. .12890 










GI Descrip. 


(AL021889) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


24692 




Seq. ID 


OJ990414_04 


.9819. 


C4 


Gene No . 


51304 




Strand 









24821 




Start 


11935 


End 


12890 






Name 


OJ990414 04.9819.C4.o2.tc 


Method 


TBLASTX : Cress 




Start 


12378 


End 


12742 






GI 


none 


Score 


113 






Exons 


12378. .12413, 12518 12727 , 


12536. .12742 






Seq. No. 


24692 


Seq. ID 


OJ990414_04 


.9819 


C4 


Gene No. 


51304 


Strand 








Start 


11935 


End 


12890 






Name 


OJ990414 04.9819.C4.ol.ts 


Method 


TBLASTX: Soybean 




Start 


12381 


End 


12790 






GI 


none 


Score 


110 






Exons 


12381. .12416, 12518. .12790, 


12600. .12773 






Seq. No. 


24693 


Seq. ID 


OJ990414_04 


.9819 


C5 


Gene No. 


51305 


Strand 


+ 






Start 


3413 


End 


5057 






Name 


OJ990414 04.9819-.C5.ol.np 


Method 


AAT/NAP 






Start 


3413 


End 


5057 






GI 


2828285 


Score - 


76 






Exons 


3413.. 3511, 4882.. 5057 










GI Descrip. 


(AL021687) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


24693 


Seq. ID 


OJ990414_04 


.9819. 


C5 


Gene No 


51306 


Strand 








Start 


4779 


End 


7053 






Name 


OJ990414 04.9819.C5.o2.gs 


Method 


GENSCAN 






Start 


4779 


End 


7053 






GI 


none 


Score 


.55 






Exons 


4779.. 5084, 6077.. 6184, 6465 


..6636, 6683. .6849, 68* 


37. .7053 


Seq. No. 


24694 


Seq. ID 


OJ990414_04 


9819. 


C6 


Gpnp No 


51307 


Strand 








Start 


2167 


End 


2245 






Name 


OJ990414 04.9819.C6.ol.gs 


Method 


GENSCAN 






Start 


2167 


End 


•2245 






GI 


none 


Score 


.92 






Exons 


2167. .2245 










Seq. No. 


24695 


Seq. ID 


OJ990414_04, 


9819. 


C8 


Qpne No 


51308 


Strand 


+ 






Start 


202 


End 


2213 






Name - 


OJ990414 04.9819.C8.ol.gs 


Method 


GENSCAN 






Start 


202 


End 


2213 






GI 


none 


Score . 


.48 






Exons 


202. .693, 791. .828, 1997. .2137, 2181.. 


2213 






Seq. No. 


24695 


Seq. ID 


OJ990414_04 . 


9819. 


C8 


Genp No 


51309 


Strand 


+ 






Start 


4715 


End 


5344 






Name 


OJ990414 04 .9819.C8.ol.gp 


Method 


AAT/GAP 






Start 


4715 


End 


5344 






GI 


none 


Score 


836 






Exons 


4715. .4919, 5001.. 5104, 5182 


. .5344 








Seq. No. 


24695 


Seq. ID 


OJ990414 04. 


9819. 


C8 


Gene No. 


51310 


Strand 


+ 







24822" 




Start 


6242 








End 


6769 






Name 


OJ990414 04 


.9819. 


.C8.02. 




Method 


AAT/GAP 






Start 


6242 






End 


6769 






GI 


none 








Score 


778 






Exons 


6242. .6656, 


6747. 


, .6769 












Seq. No. 


24695 








Seq. ID 


OJ990414 


_04. 


9819. C8 




'51311 








9r rand 


-1- 






Start 


6771 








End 


7743 






Name 


OJ990414 04 


.9819. 


C8.o3. 


gp 


Method 


AAT/GAP 






Start 


6771 








End 


7743 






GI 


none 








Score 


814 






Exons 


6771. .6824, 


7368. 


.7743 












Seq. No. 


24695 








Seq. ID 


OJ990414 


_04. 


9819. C8 




51312 








Q-h rand 








Start 


4291 








End 


5170 






Name' 


OJ990414 04 


.9819. 


C8.o2. 


gs 


Method 


GENSCAN 






Start 


4291 








End 


5170 






GI 


none 








Score 


.53 






Exons 


4291. .4401, 


5051. 


.5170 












Seq. No. 


24695 








Seq. ID 


OJ990414 


_04. 


9819-C8 


C2&Ti a Ma 


JX Ji J 








Oil ctl 1U 








Start 


7961 








End 


8495 






Name 


OJ990414 04 


.9819. 


C8.o3. 


gs 


Method 


GENSCAN 






Start 


7961 








End 


8495 






GI 


none 








Score 


.83 






=, Exons 


7961. .8184, 


8417. 


.8495 












Seq. No. 


24696 








Seq. ID 


OJ990414 


_04. 


9819. C9 


Gene No. 


51314 








Strand 


+ 






Start 


981 








End 


7708 






Name 


OJ990414 04 


.9819. 


C9.ol. 


gs 


Method 


GENSCAN 






Start 


981 








End 


7708 






GI 


none 








Score 


.46 






Exons 


981.. 1035, 


1193.; 


1248, 


4377. . 


5326, 5393.. 6091, 


6106 


. .6974, 




7118. .7217, 


7240. 


.7563, 


7636. 


.7708 








Seq. No. 


24696 








Seq. ID 


OJ990414 


_04. 


9819. C9 


Gene No. 


51314 








Strand 


+ 






Start 


981 








End 


7708 






Name 


OJ990414 04 


.9819. 


C9.ol. 


np 


Method 


AAT/NAP 






Start 


4390 








End 


7687 






GI 


4680203 








Score 


3284 






Exons 


4390. .6050, 


6203. 


.6433, 


6710. 


.7687 









GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 

Seq. No. 24696 ' - Seq. ID OJ9904 14_04 . 98 19 . C9 

Gene No. 51314 Strand + 

Start 981 End 7708 

Name OJ990414J34 . 9819 . C9 . o4 . tw Method TBLASTX: Wheat 

Start 4683 End ' 5079 

GI none Score 93 

Exons 4683.. 4617, 4626.. 5068, 4027.. 5069, 4837.. 5079 

Seq. No. 24696 Seq. ID OJ9904 14_04 . 9819 . C9 



24823 






51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04 


.9819 


.C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


5000 








End 


5429 


GI 


none 








Score 


97 


Exons 


5000. .5083, 


5001 


...5075, 


5076. 


.5138, 5133.. 5429, 5165.. 5416 


Seq. No. 


24696 








Seq. ID 


OJ990414 04 . 9819 -C9 


Gene No. 


51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04 


.9819 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


5162 








End 


5510 


GI 


none 








Score 


307 


Exons 


5162. .5314, 


5169 


. .5510, 


5363. 


.5506 




Seq. No. 


24696 








Seq. ID 


OJ990414_04.9819.C9 


Gene No. 


51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04 


. 9819, 


.C9.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


5298 








End 


5767 


GI 


none 








Score 


64 


Exons 


5298. .5354, 


5306, 


. .5350, 


5351. 


.5452, 5352. .5456, 5460. .5558, 




5465. .5557, 


5468, 


. .5560, 


5538. 


.5762,' 5559. .5762, 5561. .5767, 




5663. .5767 












Seq. No. 


24696 








Seq. ID 


OJ990414_04.9819.C9 


Gene No . 


51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04 


.9819, 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5345 








End 


5801 


GI 


none 








Score 


251 


Exons 


5345. .5596, 


5355. 


. .5597, 


5607. 


.5801 




Seq. No. 


24696 








Seq. ID 


OJ990414_04.9819.C9 


Gene No . 


51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04 


.9819. 


,C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5631 








End 


5873 


GI 


none 








Score 


213 


Exons 


5631. .5873 












Seq. No. 


24696 








Seq. ID 


OJ990414_04.9819-C9 


Gene No. . 


51314 








Strand 


+ 


Start 


981 








End 


7708 


Name 


OJ990414 04, 


.9819. 


C9.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5906 








End 


6310 


GI 


none 








Score 


87 


Exons 


5906. .5956, 


5907. 


.5969, 


5955. 


.6107, 5970. .6086, 6088. .6156, 




6089. .6196, 


6224. 


.6304, 


6229. 


.6309, 6230.. 6310 


Seq. No. 


24696 








Seq. ID 


OJ990414_04 . 9819. C9 


Gene No. 


51314 








Strand 


+ 


Start 


981 








End 


.7708 


Name 


OJ990414_04 . 


.9819. 


C9.ol. 


tw 


Method 


'TBLASTX: Wheat 


iw> ecu- t_ 


UJl X 








End 


7 627 


GI 


none 








Score 


875 


Exons 


6311. .6496, 


6316. 


.7218, 


6317. 


.7234, 7229.. 7273, 7232.. 7273, 



24824 



7276. .7311, 7280. .7339, 7346. .7447, 7349. .7465, 7387. .7467, 
7471. .7524, 7472. .7552, 7541. .7627, 7567. .7623 



Seq. No. 


24696 








Seq. ID 


OJ990414_04 . 9819 


.C9 


Gene No. 


51314 








Strand 


+ 




Start 


981 








End 


7708 




Name 


OJ990414_04 


.9819, 


,C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start' 


6359 








End 


6673 




GI 


none 








Score 


313 




Exons 


6359 . . 6673, 


6370 . 


. . 6645 










Seq. No. 


24696 








Seq. ID 


OJ990414 04.9819 


.C9 


Gene No. 


51314 








Strand 


+ 




Start 


981 








End 


7708 




Name 


OJ990414 04 


.9819, 


X9.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6604 








End 


7051 




GI 


none 








Score 


136 




Exons 


6604. .6939, 


6604, 


. .7047, 


6608. 


.7051, 6902.. 7051 





Seq. No. 24697 Seq. ID 

Gene No. 51315 Strand 

Start ; ', 1331 End 

Name OJ990414_04 . 9819 ;-C10 . o2 . gs Method 

Start 1331 End 

GI none Score 

Exons 1331.. 1690 



OJ990414_04. 9819. C10 
+ 

1690 
GENSCAN 
1690 
.43 



Seq. No. 24697 Seq. ID 

Gene No. 51316 Strand 

Start 98 End 

Name OJ9904 14_04 .9819. C10 . ol . gs Method 

Start 98 End 

GI none Score 

Exons 98.. 306, 404.. 491 



OJ990414_04. 9819. C10 
491 

GENSCAN 

491 

.87 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No. 
Gene No. 
Start 



24697 Seq. ID OJ990414_04 . 9819 -C10 

51317 Strand 

900 End 1029 

OJ990414_04 . 9819. C10. ol.gp Method AAT/GAP 

900 End 1029 

3760640 * Score 75 

900.. 921, 976.. 1029 

4176420/dbj IBAA37167 | 2-0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] 



24698 Seq. ID 

51318 Strand 

1 End 

OJ990414_04.9819.Cll.ol.np Method 

1 End 

4680204 Score 
1..617, 1523.. 1574 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ990414_04.9819.C11 
+ 

1574 
AAT/NAP 
1574 
406 



24 699 
51318 
1 



Seq. ID Oj990414_04 . 9819.C11 
Strand + 
End 1574 



24825 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990414_04.9819.Cll.ol.gs 

136 

none 

136. .396, 484. .702 



Method GEN SCAN 
End 702 
Score .78 



24698 Seq. ID 

51318 Strand 

1 End 
OJ990414_04 . 9819 . Cll . ol . tw Method 

189 End 

none Score 

189. .338, 190. .357, 460. .513, 517. .549 



OJ990414_04 .9819. Cll 
+ 

1574 

TBLASTX: Wheat 

549 

159 



24699 
51319 
1069 

OJ990414 
1069 
none 

1069. .1117, 
4011. .4101, 



_04.9819.C12.ol.gs 



2207. 
4386. 



,2475, 
,4484, 



2546. 
4584. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_ 
+ 

4763 
GENS CAN 
4763 
.7 



04.9819.C12 



2778, 
4763 



3004. .3651, 3740. .3913, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24699 Seq. ID 

51320 Strand 
4946/ End 
OJ990414_04 . 9819 . C12 . ol . gp Method 
4 946 End 
LIB3477-003-P1-K1-E9 Score 

4 946. .5045 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 

5 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990414_04.9819.C12 
+ 

5045 
AAT/GAP 
5045 
150 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24699 
51321 
10790 

OJ990414_04.9819.C12.o2.gp 

10683 

2309840 

10683. .10957,. 12072 .. 12134 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_ 
+ 

16160 
AAT/GAP 
12315 
693 



04.9819.C12 



12255. .12315 



2632254/emb | CAA73068 | 
[Sorghum bicolor] 



1.0e-17 (Y12465) serine/threonine kinase 



Seq. No. 24699 

Gene No. 51321 

Start 10790 

Name OJ990414_04 . 98 19 . C12 . o3 . gs 

Start 10790 

GI none 
Exons 



Seq. ID OJ990414_04.9819.C12 

Strand + 

End 16160 

Method GENSCAN 

End 16160 

Score .86 



10790. .10957, 12255. .12326, 12585 .. 12692 , 12786 .. 128 60, 

12906. .12998, 134 98 .. 13623, 13751 13760, 137 94 .. 13840, 

14194. .14316, 14402. .14521, 15306 .. 15422, 15506 .. 15562, 

15666. .15740, 16062.. 16160 



oeq. ino. 
Gene No. 
Start 



51321 
10790 



Seq. ID 

Strand 

End 



OJ990414_ 
+ 

16160 



04.9819.C12 



24826 



Name 

Start 

GI 

Exons 



GI. Descrip. 



OJ990414_04.9819.C12.ol.np Method AAT/NAP 

10799 End 16048 

5051782 Score 1075 

10799. .10957, 12072 .. 12134 , 12255 12326, 12585 .. 12 692 , 

12786. .12860, 12945 .. 12998 , 13498 13623, 13751 13840, 

14194. .14316, 14405. .14521, 15306 .. 15422 , 15506 .. 15562, 

15666. .15740, 15950. .16048 

(AL078637) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



24699 
51321 
10790 

OJ990414_04.9819.C12.o3.gp 
12646 

17868 1.R1084 



Seq. ID OJ990414_04.9819.C12 
Strand + 

16160 
AAT/GAP 
15566 
1405 



End 

Method 
End 

_ Score 
12646. .12692, 12786 .. 12860, 1294 5 .. 12998 , 134 98 .. 13623, 
13751. .13840, 14194. .14316, 14402 .. 14521, 15306 .. 15422 , 
15506. .15566 

1 2632254 /emb | CAA73068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] ' 



Seq. No. 


24699 




Seq. ID 


OJ990414_04.9819 


.C12 


Gene No. 


51322 




Strand 






Start 


5554 




End 


8785 




Name 


OJ990414 04.9819.C12 


.o2.gs 


Method 


GEN SCAN 




Start 


5554 




End 


8785 




GI . 


none 




Score 


.93 




Exons 


5554. .5658, 5742. .5774, 8753. .8785 






Seq. No. 


24699 




Seq. ID 


OJ990414_04.9819 


-C12 


Gene No. 


51323 




Strand 






Start 


16059 




End 


16538 




Name 


OJ990414 04.9819.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10792 




End 


10962 




GI 


none 




Score 


251 




Exons 


10792. .10962, 10793. 


.10960 








Seq. No. 


24699 




Seq. ID 


OJ990414_04. 9819 


.C12 


Gene No. 


51323 




Strand 






Start 


16059 




End 


16538 ' 




Name 


OJ990414 04.9819.C12 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10804 




End 


13605 




GI 


none 




Score . 


186 




Exons 


10804. .10938, 10805. 


.10960, 


12068. .12136, 12069. .12137, 






12254. .12328, 12255. 


.12329, 


12594. .12 692, 12605. .12 688, 






12785. .12880, 12786. 


.12863, 


12951. . 13001, 12951. .12 998, 






13497. .13577, 13498. 


.13605 








Seq. No. 


24699 




Seq. . ID 


OJ990414_04. 9819 


.C12 


Gene No. 


51323 




Strand 






Start 


16059 




End 


16538 




Name 


OJ990414 04.9819.C12 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10805 




End 


14521 




GI 


none 




Score 


1B6 




Exons 


10805. .10960, 10810. 


.10926, 


12068. .12136, 12069. .12137, 






12255. .12329, 12269. 


.12328, 


12590. .12691, 12594. .12692, 





24827 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12782. .12871, 12786 .. 12863, 12951 .. 13001 , 134 92 13623, 
13498. .13647, 13748 .. 13840, 14 194 14316, 14444. .14521 



24699 
51323 
16059 
OJ99041 
12051 
none 
12051. . 
12254. . 
12590. . 
12906. . 
13493. . 
13747. . 
14194. . 



4 04.9819.C12.ol.tm 



12137, 12069. .12137, 

12328, 12255. .12332, 

12703, 12782. .12847, 

13001, 12942. .13001, 

13627, 13496. . 13624, 

13839, 13747. .13848, 

14316, 14195. .14317, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12071 

12587 

12784 

12946 

13498 

13748 

14396 



OJ990414 04.9819.C12 



16538 

TBLASTX: Maize 
14500 
108 

12139, 12233. .12328, 
12691, 12588. .12692, 
12846, 12786. .12857, 
13005, 13492. .13626, 
13647, 13742. .13840, 
13840, 14194. .14316, 
14500, 14401. .14499 



Seq. No. 24699 
Gene No. 51323 
Start 16059 

Name OJ990414_04 . 9819 . C12 . o2 . tm 

Start 15303 
GI none 
Exons 15303. 

15505. 

15664. 



.15422, 15305. 

.15564, 15507. 

.15741, 15665. 

15948. .16046, 15949. 



.15424, 
.15581, 
.15745, 
.16068, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_04.9819.C12 
16538 

TBLASTX: Maize 

16068 

177 



15306. .15425, 15504 .. 15563, 

15508. .15582, 15663 .. 1574 0, 

15665. .15739, 15920 .. 1604 8 , 

15949. .16047, 15980.. 16057 



Seq. No. 24699 

Gene No. 51323 

Start 16059 

Name OJ990414_04 . 9819 . C12 . o2 . ts 

Start 15306 

GI none 
Exons 



Seq. ID OJ990414_04.9819.C12 
Strand 

End 16538 

Method TBLASTX : Soybean 

End 16024 

Score 165 



15306. .15425, 15311 .. 15427 , 15321 .. 15443, 15503 .. 1558 6, 
15514. .15579, 15663 .. 15740, 15665 15739, 15947.. 16024 



Seq. No. 24699 Seq. ID 

Gene No. 51323 Strand 

Start 16059 End 

Name OJ9904 14_04 . 981 9 . C12 . o4 . gp Method 

Start 16059 End 

GI none Score 

Exons 16059.. 16538 



OJ990414_04.9819.C12 

16538 
AAT/GAP 
16538 
879 



Seq. No. 24700 Seq. ID OJ9904 14_04 . 9819 . C13 

Gene No. 51324 Strand + 

Start - 1505 End 2197 

Name OJ990414_04 . 9819.C13.ol .gp Method AAT/GAP ~ 

Start 1505 End 2197 

GI 15630_1.R1084 Score 1235 

Exons 1505.. 2197 

GI Descrip. ' 44328 60/gb I AAD20708 | 9.0e-28 (AC0063.00) putative 

glucose-induced repressor protein [Arabidopsis thaliana] 1 



Seq. No. 
Gene No. 



24701 
51325 



Seq. ID OJ990414_04.9819.C14 
Strand + 



24828 



Start 


699 






End 


834 


Name 


OJ990414 04.9819.C14 


.ol. 


.gs 


Method 


GENSCAN 


Start 


699 






.End 


834 


GI 


none 






Score 


.93 


Exons 


699. .834 










Seq. No. 


24702 






Seq. ID 


OJ990414_04.9819 


Gene No. 


51326' 






Strand 


"+ o 


Start 


1 






End 


723 


Name 


OJ990414 04.9819.C17 


.ol. 


.np 


Method 


AAT/NAP 


Start 


1 






End 


723 , 


GI 


5902445 






Score 


686 


Exons 


1. .723 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


94709 






C orr T n 


UUl/_7Ufi±ft U1.-70-L.7 




M *39 6 






ourdiia 


i 


Start 


1 






End 


723 


Name 


OJ990414 04.9819.C17, 


,o2. 


,tw 


Method 


TBLASTX: Wheat 


Start 


J 






unci 


i 7fl 

± f 0 


GI 


none 






Score 


1 fi A 
± 0 ft 


Exons 


^ 1 7 R 17ft 

O . • J. / O , 3 ■ • J. / O 










Seq. No. 


Z ft / U Z 






oeq. lu 


rtTQQO A 1 A CiA QR1Q 


f!ono Mo 








o crana 


i 

T 


Start 


1 






End 


723 


Name 


OJ990414_04.'9819.C17, 


.ol. 


gs 


Method 


GENSCAN 


Start 


-7 O 






CjHO. 


J4 J 


GI 


none 






Score 


/I 7 
. fi / 


Exons 


QO C 4 O 










Seq. No. 


Z f± / U £ 






oeq. id 


OilQQCiA'] A C\A QP1Q 
vJU j?U *i X *± Ufi.i70Xi7 


o "n o Mo 


R1 "39 £ 
OUZO 






o urana 


T 


Start 


1 






End 


723 


Name 


OJ990414_04.9819.C17. 


.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1 99 






Ejna 


DUD 


GI 


none 






Score 


OCT 


Exons - 


122. .487, 123. .506 










Seq. No. 


24702 






Seq. ID 


OJ990414_04 .9819 




51326 






Strand 


+ 


Start 


1 






End 


723 


Name 


OJ990414 04.9819.C17, 


■ ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


179 






End 


599 


GI 


none 






Score 


491 


Exons 


179.. 595, 180.. 59.9 










Seq. No. 


24702 






Seq. ID 


OJ990414JD4 .9819 


f^priQ Mo 


51326 






Strand 


+ 


Start 


1 






End 


723 


Name 


OJ990414 04.9819.C17. 


ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


258 






End 


629 


GI 


none 






Score 


279 


Exons 


258. .629, 275. .418 










Seq. No. 


24703 






Seq. ID 


OJ990414_04 .9819 


Gene No. 


51327 






Strand 


+ 



24829 




Start 


258 


End 


814 






Name 


OJ990414_04 . 98 19. CI 8 ,ol .gs 


Method 


GEN SCAN 






Start 


258 


End 


814 






GI 


none 


Score 


. 92 






Exons 


258. .814 










Seq. No. 


24703 


Seq. ID 


OJ990414 


_04 . 9819 


.C18 


Gene No. 


51328 


Strand 








Start 


1343 


' End 


2956 






Name 


OJ990414_04 . 9819 .CI 8 . ol . tm 


Method 


TBLASTX: 


Maize 




Start 


231 


End 


452 






GI 


none 


Score 


38 






Exons 


231. .284, 242. .283, 312. .452, 


320 . .451 








Seq. No. 


24703 


Seq. ID 


OJ990414 


_04 . 9819 


.C18 


Gene No. 


51328 


Strand 








Start 


1343 


End 


2956 






Name 


OJ990414 04.9819.C18.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


323 


End 


2758 




GI 


none 


Score 


269 






Exons 


323. .727, 324. .737, 2543. .2758, 2544.. 


2708 ' 






Seq. No. 


24703 


Seq. ID 


OJ990414 


_04 . 9819 


.C18 


Gene No. 


51328 


Strand 








Start 


1343 


End 


2956 






Name 


OJ990414 04.9819.C18.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


524 


End 


2758 






GI 


none 


Score 


167 






Exons 


524. .727, 525. .740, 2543. .2758, 2544.. 


2708 






Seq. No. 


24703 


Seq. ID 


OJ990414 


_04.9819 


.C18 


Gene No. 


51328 


Strand 








Start 


1343 


End 


2956 






Name 


OJ990414 04.9819.C18.o2.gs 


Method 


GENSCAN 






Start 


1343 


End 


2938 






GI 


none 


Score 


.89 






Exons 


1343.. 1516, 2546.. 2938 










Seq. No. 


24703 


Seq. ID 


OJ990414 


_04.9819 


.C18 


Gene No. 


51328 


Strand 








Start 


1343 


End 


2956 






Name 


OJ990414 04.9819.C18.ol.gp 


Method 


AAT/GAP 






Start 


2769 


End 


2956 






GI 


none 


Score 


316 






Exons 


2769. .2956 






- 




Seq. No. 


24704 


Seq. ID 


OJ9904U 


_04.9819, 


.C19 


Gene No. 


51329 


Strand 


+ 






Start 


.... 2834 


End 


2962 






Name 


OJ990414 04 . 9819 . C19 . ol . gs 


Method 


GENSCAN 






Start 


2834 


End 


2962 






GI 


none 


Score 


.72 






Exons 


. 2834. .2962 










Seq. No, 


24705 


Seq. ID 


OJ9904 14_ 


_04 . 9819 , 


,C20 


Gene No. 


51330 


Strand 








Start 


1184 


End 


3790 







24830 



Name 


OJ990414 04 


. 9819. 


C20.ol, 




Method 


AAT/GAP 


Start 


1184 








End 


2537 


GI 


none 








- Score 


608 


Exons 


1184 . . 1373, 


2394 . 


.2537 








Seq. No. 


24705 








Seq. ID 


OJ990414__04 . 9819.C20 


Gene No. 


51330. 








Strand 




Start 


1184 




-■ ."ft 




' End 


3790 .. •"' 


Name 


OJ990414 04 


. 9819. 


C20.ol, 


■ gs ; 


Method 


GENSCAN 


Start 


2154 








End 


3790 


GI 


none 








Score 


. 99 


Exons 


2154 . .2165, 


2394 . 


. 3433, 


3613. 


. 3790 




Seq. No. 


24705 








Seq. ID 


OJ990414_04 . 9819. C20 


Gene No. 


51330 








Strand 




Start 


1184 








End 


3790 


Name 


OJ990414_04 


.9819. 


C20.ol. 


np 


Method 


AAT/NAP 


Start 


2391 








End 


3422 


GI 


2739385 








Score 


1176 


Exons 


2391 . . 3422 












GI Descrip. 


(AC002505) ; 


putative beta-1,3- 


glucanase 


[Arabidopsis thaliana] 


Seq. No. 


24705 








Seq. ID 


OJ990414_04 . 9819.C20 


Gene No. 


51330 








■Strand 




•Start 


1184 








End 


3790 


Name 


OJ990414_04 


. 9819. 


C20.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


2400 








End 


2639 


GI 


none 








Score . 


65 


Exons 


2400. .2639, 


2461. 


.2583 








Seq. No. 


24705 








Seq. ID 


OJ990414_04 . 9819. C20 


Gene No. 


51330 








Strand 




Start 


1184 








End 


3790 


Name 


OJ990414 04 


.9819. 


C20.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2427 








End 


3398 


GI 


none 








Score 


66 


Exons 


2427 . . 2582, 


2467. 


.2583, 


2595. 


.2933, 2943.. 3044, 3045.. 3398 


Seq. No. 


24705 








Seq. ID 


OJ990414_04 .9819.C20 


Gene No. 


51330 








Strand 




Start 


1184 








End 


3790 


Name 


OJ990414 04 


.9819. 


C20.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2427 








End 


3401 


GI 


none 








Score 


295 


Exons 


2427 . . 3203, 


2428. 


.3174, 


3048. 


.3188, 3222.. 3401 


Seq. No. 


24705 








Seq. ID 


OJ990414_04 . 9819. C20 


Gene No. 


51330 








Strand 




Start 


118.4 








End 


3790 


Name 


OJ990414_04 


.9819. 


C20.ol. 


tm ' ' 


Method 


TBLASTX: Maize 


Start 


2603 








End 


3131 


GI 


none 








Score 


358 


Exons 


2603. .2707, 


2614. 


.3045, 


2627. 


.3049, 2628.. 3050, 2629.. 3057, 




3024 . .3131, 


3024. 


.3131 








Seq. No. 


24705 








Seq. ID 


OJ990414_04 . 9819. C20 


Gene No. 


51330 








Strand 





24831 



Start 


1184 


End 


3790 


Name 


OJ990414 04.9819.C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2992 


End 


3398 


GI 


none 


Score 


89 


Exons 


2992. .3174, 3000. .3398, 3048. .3392 




Seq. No. 


24705 


Seq. ID 


OJ990414_04.9819.C20 




51330 


Strand 




Start 


1184 


End 


3790 


Name 


OJ990414 04.9819.C20.o2.tm 


Method 


TBLASTX: Maize 


Start 


3219 


End 


3422 


GI 


none 


Score 


111 


Exons 


3219. .3416, 3219. .3422 






Seq. No. 


24706 


Seq. ID 


OJ990414_04. 9819.C21 


Gene No. 


51331 


Strand 


+ 


Start 


259 


End 


1 12839 


Name 


OJ990414 04.9819.C21.ol.gs 


Method 


GENSCAN 


Start 


259 


End 


9110 


GI 


none 


Score 


.53 


Exons 


259. .394, 978. .1039, 2831.. 


2869, 3775. 


.3933, 5618. .5694, 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5876.-5948, 6048.. 6141, 6401. .6609, 6639.-. 9110 



24706 
51331 
259 

OJ990414_04. 9819.C21.ol.np 

7189 

6498441 



Seq. ID OJ990414_04. 9819.C21 

Strand + 

End 12839 

Method AAT/NAP 

End 12836 

Score 6992 



7189. .8253, 8584. .9047, 9111. .9484, 9668. .9802, 9977. .10403, 
10596. .10892, 11064 .. 124 61, 12555.. 12836 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



24706 
51331 
259 

OJ990414_04 . 9819.C21.o2.gs 

9174 

none 

9174. .12839 



Seq. ID OJ990414_04. 9819.C21 

Strand + 

End 12839 

Method GENSCAN 

End 12839 

Score .99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 



Start 
Name 



24706 
51332 
12998 

OJ990414_04.9819.C21.o2.gp 
12998 
2428323 
12998.. 13462 

5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza' sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. ID OJ990414_04. 9819.C21 

Strand + 

End 134 62 

Method AAT/GAP 

End 13462 

Score 67 9 



24706 
51333 
13470 

OJ990414_04.9819.C21.o3.gs 



Seq. ID OJ990414JD4 . 9819. C21 
Strand 

End 16761 

Method GENSCAN 



24832 




Start 


13470 


End 


16761 




GI 


none 


Score 


. 62 




Exons 


13470. .15405, 15500. .16761 








Seq. No. 


24706 


Seq. ID 


OJ990414_04 . 9819, 


.C21 


Gene No. 


51333 


Strand 






Start 


13470 


End 


16761 




Name 


OJ990414 04.9819. C21.o2.np 


Method 


AAT/NAP 




Start 


13473 


End 


16761 




GI 


6907089 


Score 


5103 




Exons 


13473. .15405, 15500.. 16761 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24706 


Seq. ID 


OJ990414_04 . 9819. 


.C21 


Gene No. 


51334 


Strand 






Start 


17467 


End 


18354 




Name 


OJ990414 04 . 9819.C21 .06. tw 


Method 


TBLASTX: Wheat 




Start 


7178 


End 


7730 




GI 


none 


Score 


34 




Exons 


7178. .7213, 7338. .7385, 7392 


..7490, 7397. .7489, 7457. .7696, 




7473.. 7730 








Seq. No. 


24706 


Seq. ID 


OJ990414_04.9819. 


,C21 


Gene No. 


51334 


Strand 






Start 


17467 


End 


18354 




Name 


OJ990414 04.9819.C21.o4.tm 


Method 


TBLASTX: Maize 




Start 


7343 


End 


7628 




GI 


none 


Score 


195 




Exons 


7343. .7627, 7380. .7628 








Seq. No. 


24706 


Seq. ID 


OJ990414_04.9819. 


C21 


Gene No. 


51334 


Strand 






Start 


17467 


End 


18354 




Name 


OJ990414 04.9819.C21.o5.tw 


Method 


TBLASTX: Wheat 




Start 


7738 


End 


11198 




GI 


none ' 


Score 


238 




Exons 


7738. .7791, 10740 .. 10994 , 10764 11015, 


10829. .11014, 






11049. .11198, 11058. .11195, 


11060. .11197 




Seq. No. 


24706 


Seq. ID 


OJ990414_04.9819. 


C21 


Gene No. 


51334 


Strand 






Start 


17467 


End 


18354 




Name 


OJ990414 04. 9819.C21.o3.tw 


Method 


TBLASTX: Wheat 




Start 


8468 


End ■ 


8954 




GI 


none 


Score 


399 




Exons 


8468. .8641, 8469. .8954, 8663 


. .8923 






Seq. No. 


24706 


Seq. ID 


OJ990414_04.9819. 


C21 


Gene No . 


51334 


Strand 






Start 


174 67 


End 


18354 




Name 


OJ990414 04.9819.C21.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9119 


End 


9581 




GI 


none 


Score 


571 




Exons 


9119. -.9574, 9120. .9581, 9120 


. .9575 






Seq. No. 


24706 


Seq. ID 


OJ990414_04.9819. 


C21 


Gene No. 


51334 


Strand 







24833 



Start 


17467 




End 


18354 




Name 


OJ990414 04. 


9819.C21.o2.ts 


Method 


TBLASTX: Soybean 




Start 


9159 




End 


9524 




GI 


none 




Score 


125 




Exons 


9159. .9383, 


9390. .9524 








Seq. No. 


24706 




Seq. ID 


OJ990414_04 .9819 


.C21 




51334 




Strand 






Start 


17467 




End 


18354 




Name 


OJ990414 04. 


9819.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


9249 




End 


9605 




GI 


none 




Score 


384 




Exons 


9249. .9605, 


9284.. 9595, 9300.. 9605 






Seq. No. 


24706 




Seq. ID 


OJ990414_04 .9819 


.C21 




51334 




Strand 






Start 


17467 




End 


18354 




Name 


OJ990414 04. 


9819.C21.o2.tm 


Method 


TBLASTX: Maize 




Start 


9632 




End 


10016 




GI 


none 




Score 


363 




Exons 


9632. .9997, 


Qfi^n 1 001 6 








Seq. No. 


24706 




o C; • -L u 


OJ990414_04.9819 


.C21 




ji j ji 




rand 






Start 


17467 






18354 




Name 


OJ990414 04. 




Method 


TBLASTX: Wheat 




Start 


9689 




End 


10109 




GI 


none 




Score 


491 




Exons 


9689. .10102, 


27 \J 27 \J . • IvlU^ 








Seq. No; 


24706 




Seq. ID 


OJ990414_04.9819 


.C21 


Dpno No 






Strand 






Start 


17467 




End 


18354 




Name 


OJ990414 04. 




Method 


TBLASTX : Soybean 




Start 


9768 




End 


10139 




GI 


none 




Score 


279 




Exons 


9768. .10139, 


9785 99?8 








Seq. No. 


24706 




Seq. ID 


OJ990414_04.9819 


.C21 


Gene No. 


51334 




Strand 






Start 


17467 




End 


18354 




Name 


OJ990414 04. 


9819.C21.o3.ts 


Method 


TBLASTX: Soybean 




Start ' 


10887 




End 


11453 




GI 


5666795 




Score 


63 




Exons 


10887. .10985 


,- 11061. .11198, 


11253. .11453 




GI Descrip. 


4206306 2.0e 


-10 (AF049110) 


prpol [Zea mays] 




Seq. No. 


24706 




Seq. ID 


OJ990414_04 . 9819 


.C21 


(-\c±T\ pi No 

UC11C LN ^ « 


SI ^4 




Strand 






Start 


17467 




End 


18354 




Name 


OJ990414 04. 


9819.C21.o8.tw 


Method 


TBLASTX: Wheat 




Start 


11201 




End 


11513 




GI 


none 




Score 


189 




Exons 


11201. .11377 


, 11253.. 11513 








Seq. No. 


24706 




Seq. ID 


OJ990414J34 . 9819 


.C21 


Gene No. 


51334 




Strand 







24834 




Start 


17467 




End 


18354 


Name 


OJ990414 04.9819.C21 


. o3 . tm 


Method 


• TBLASTX: Maize 


Start 


11706 




End 


12038 


GI 


none 




Score 


361 


Exons 


11706. .12029, 11735. 


.12016, 


11826. .12038 


Seq. No. 


24706 




Seq. ID 


OJ990414_04.9819.C21 


CZaTid Mo 


Jl J J 1 ! 




Strand 




Start 


17467 




End 


18354 


Name 


OJ990414 04.9819.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


11843 




End 


12224 


GI 


none 




Score 


372 


Exons 


11843. .11911, 11844. 


.12224, 


11847. .12185, 11945. .12193 


Seq. No. 


24706 


r 


Seq. ID 


OJ990414_04.9819.C21 


Gene No. 


51334 




Strand 




O Lai L. 


1 7 4 67 




End 


18354 


Name 


OJ9904L4 04.9819.C21 


.07. tw 


Method 


TBLASTX: Wheat 


Start 


12225 




End 


12827 


GI 


none 




Score 


260 


Exons 


12225. .12509, 12227. 


.12535, 


12230. .12508, 12701. .12823, 




12702. .12827 








Seq. No.- 


24706 




Seq. ID 


OJ990414JD4 . 9819..C21 


Cono Mo 
Vat; lie 1N(J • 






Strand 




Start 


17467 




End 


18354 


Name 


OJ990414 04.9819.C21 


. o5.tm 


Method 


TBLASTX: Maize 


Start 


12696 




End 


12842 


GI 


none 




Score 


185 


Exons 


12696. .12842, 12701. 


.12835 






Seq. No. . 


24706 




Seq. ID 


OJ990414_04 .9819.C21 


Gene No. 


51334 




Strand 




Start 


17467 




End 


18354 


Name 


OJ990414 04.9819.C21 


. o3.np 


Method 


AAT/NAP 


Start 


17467 


End 


18354 


GI 


5922623 




Score 


198.. 


Exons 


17467. .17542, 17710., 


.17864, 


18270. .18354 


GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 




gil 6016856 |dbj IBAA85199.il 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


24707 




Seq. ID 


OJ990414_04 . 9819-C22 


Conn Mo 


51335 




Strand 




Start 


313 




End 


608 


Name 


OJ990414 04.9819.C22. 


. ol.gs 


Method 


GENSCAN 


Start 


313 




End 


608 


GI 


none 




Score 


.66 


Exons 


313. .421, 477. .608 








Seq. No. 


24708 




Seq. ID 


OJ990414_04 .9819.C24 




51336 




Strand 




Start 


1 




End 


787 


Name 


OJ990414_04 . 9819. C24. 


. ol .np 


Method 


AAT/NAP 


Start 


I 




End 


787 


GI 


4680203 




Score 


917 


Exons 


1. .787 












24835 





GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 24708 

Gene No. 51336 

Start 1 

Name OJ990414_04 . 9819.C24 . ol . tm 

Start 93 

GI none 
Exons 



Seq. ID OJ990414_04.9819.C24 

Strand 

End 787 

Method TBLASTX : Mai ze 

End 545 ■ 

Score 119 



93. .281, 292..S43, 300. .545, 306. .533 



Seq. No. 24708 

Gene No. 51336 

Start 1 

Name OJ990414_04 . 9819.C24 .ol . tw 

Start 121 

GI none 
Exons 



Seq. ID OJ990414_04.9819.C24 
Strand 

End 787 

Method TBLASTX : Wheat 

End 590 

Score 169 



121. .327, 121. .225, 126. .350, 328. .420, 330. .428, 331. .423, 
414. .536, 432. .536, 436. .537, 534. .590, 538. .582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



24708 
51336 
1 

OJ990414_04.9819.C24 .ol.tc 

378 

none 

378. .704, 382. .525, 574. .705 

24708 
51336 
1 

OJ990414_04.9819.C24 .ol.ts 

459 

none 

459. .707, 472. .720 



Seq. ID OJ990414_04.9819.C24 
Strand 

End 787 

Method TBLASTX : Cress 

End 705 

Score . 86 



Seq. ID OJ990414_04.9819.C24 
Strand 

End 787 

Method TBLASTX : Soybean 

End 720 

Score 117 



24709 
51337 
567 

OJ990414_04.9819.C25.ol.gp 
567 

2309840 
567. .633 

2632254 /emb | CAA73068 | 1.0e-17 (Y12465) serine/threonine kinase 
[Sorghum bicolor] 



Seq. ID OJ990414_04.9819.C25 
Strand 

End 633 

Method AAT/GAP 

End 633 

Score 83 



24710 
51338 
84 

OJ990524_11. 9921.C3.ol.gp 
84 

24769_1.R1084 
84. .428 

M960156/gb|AAD34616.1|AF153284_l 5.0e-25 (AF153284) putative 
progesterone-binding protein homolog [Arabidopsis thaliana] ' 



Seq. ID OJ990524_11. 9921.C3 
Strand 

End 428 

Method AAT/GAP 

End 428' 

Score 653 



24711 
51339 



Seq. ID OJ990524_11. 9921.C4 
Strand 



24836 




Start 


208 


End 


1064 


Name 


OJ990524 11.9921.C4.o2.tw 


Method 


TBLASTX: Wheat 


Start 


208 


End 


410 


GI 


none 


Score 


74 


Exons 


208. .306, 234. .410 






Seq. No. 


24711 


Seq. ID 


OJ990524JL1. 9921. C4 


Gene No. 


51339 


Strand 




Start 


208 


End 


1064 


Name 


OJ990524 11 . 9921.. C4 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


234 


End 


578 


GI 


none 


Score 


40 


Exons 


234. .266, 238. .264, 270. .578, 


274 . .573 




Seq. No. 


24711 


Seq. ID 


OJ990524_11. 9921.C4 


Gene No. 


51339 


Strand 




Start 


208 


End 


1064 


Name 


OJ990524_11 . 9921.C4 .ol. ts 


Method 


TBLASTX: Soybean 


Start 


267 


End 


872 


GI 


none 


Score 


141 


Exons 


267. .872, 364. .681, 754. .867 






Seq. No. 


24711 


Seq. ID 


OJ990524_11. 9921.C4 


Gene No. 


51339 


Strand 




Start • 


208 


End 


1064 


Name 


OJ990524 11.9921.C4.ol.tm 


• Method 


TBLASTX: Maize 


Start 


579 


End 


1025 


GI 


none 


Score 


85 


Exons 


579. .701, 579. .1025, 580. .1008, 723. .1016 


Seq. No. 


24711 


Seq. ID 


OJ990524_11.9921.C4 


Gene No. 


51339 


Strand 




Start 


208 


End 


1064 


Name 


OJ990524 11.9921.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


636 


End 


1064 


GI 


none 


Score 


180 


Exons 


636.. 902, 649.. 903, 653. .907, 


894. .1064, 918. .1064 


Seq. No. 


24712 


Seq. ID 


OJ990524_11. 9921.C6 


Gene No. 


51340 


Strand 




Start 


1314 


End 


2773 


Name 


OJ990524 11.9921.C6.ol.gp 


Method 


AAT/GAP 


Start 


1314 


End 


2773 


GI 


none 


Score 


1174 


Exons 


1314. .1546, 1732. .1888, 1977. 


.2066, 2229. .2263, 2510. .2590, 




2697. .2773 






Seq. No. 


24712 


Seq. ID 


OJ990524_11. 9921.C6 


Gene No. 


51341 


Strand 




Start 


3943 


End 


5167 


Name 


OJ990524 11.9921.C6.o3.tm 


Method 


TBLASTX: Maize 


Start 


1415 


End 


2059 


GI 


none 


Score 


117 


Exons 


1415. .1561, 1433. .1549, 1447. 


.1581, 1724. .1888, 1729. .1890, 




1730. .1886, 1977. .2057, 1960. 


.2057, 1981. .2058, 1982. .2059, 




1994.. 2059 







24837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24712 Seq. ID 

51341 • ' Strand 
3943 End 
OJ990524_11 . 9921 . C6 . o2 . gp Method 
3943 End 
630 1.R1084 Score 



OJ990524_11.9921.C6 

5167 
AAT/GAP 
5154 
1083 



3943. .4330, 4417. .4534, 5065. .5154 
, 4996286/dbj IBAA78386.il 4.0e-29 (AB020975) 
[Arabidopsis thaliana] ' 



lipoyl transferase 



24712 
51341 
3943 

OJ990524_11.9921.C6.o2.tm 

4172 

none 

4172. .4204, 4263. .4328, 4264. 
4410. .4535, 4417. .4539, 5054, 

24712 
51341 
3943 

OJ990524_11.9921.C6.ol.tc 

4245 

none 

4245. .4328, 4260. .4328, 4388. 
5063.. 5155, 5065.. 5157 



Seq. ID OJ990524_11.9921.C6 
Strand 

End 5167 
Method TBLASTX : Mai ze 
End 5167 
Score 99 

.4326, 4265. .4336, 4388. .4540, 
.5167, 5063.. 5155, 5065. .5157 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_11.9921.C6 
5167 

TBLASTX: Cress 

5157 

76 



,4540, 4410. .4541, 5054. .5155, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



24712 
51341 
3943 

OJ990524__11.9921.C6.ol.ts 

4275 

none 



Seq. ID OJ990524_11.9921.C6 
Strand 
End 

Method 
End 
Score 



5167 

TBLASTX: Soybean 

5157 

101 



427S..4328, 4276. .4329, 4276. .4329, 4388. .4540, 4410. .4541, 
5054.. 5155, 5065.. 5157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24712 
51342 
5910 

OJ990524 
.5910 
none 



Seq. ID OJ990524_11.9921.C6 



11.9921.C6.o2.ts 



Strand 
End 

Method 

End 

Score 



6409 

TBLASTX: Soybean 

6241 

139 



5910.. 6068, 5930. .6031, 6057.. 6185, 6128.. 6241 



24712 Seq. ID 

51342 Strand 

5910 End 

OJ990524_11 . 9921 . C6 . o4 . tm Method 

5910 End 

none Score 

5910. .6110, 5912. .6109 



OJ990524_11.9921.C6 
6409 

TBLASTX -Maize 

6110 

256 



Seq. No. 
Gene No . 
Start 
Name 



24712 
51342 
5910 

OJ990524 



11.9921.C6.o2.tw 



Seq. ID 

Strand 

End 

Method 



OJ990524_11.9921.C6 
6409 

TBLASTX: Wheat 



24838 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5910 End 6409 

none Score 201 

5910.. 6161, 6104.. 6238, 6233.. 6271,. 6317.. 6409 



24712 
51343 
6313 

OJ990524_11 . 9921 . C6 . ol . tm 

6313 

none 



OJ990524 11. 9921. C6 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6313. .6411, 6314. .6412, 6396. .6674, 6411. .6686, 6554. .6676, 
6693.. 6785, 6704.. 6775 



6878 

TBLASTX: Maize 

6785 

118 



Seq. No. 


24712 




Seq. ID 


OJ990524_11.9921.C6 


Gene No. 


51343 




Strand 




Start 


6313 




End 


6878 


Name 


OJ990524_11. 9921 .C6. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6513 




End 


6878 


GI 


none 




Score 


317 


Exons 


6513. . 6878, 6623. . 6877 








Seq. No. 


24713 




Seq. ID 


OJ990524_11.9921.C7 


Gene No. 


51344 




Strand 




Start 


457 




End 


1557 


Name 


OJ990524 11.9921.C7.ol. 


gp 


Method 


AAT/GAP 


Start 


457 




End 


1557 


GI 


630 1.R1084 




Score 


324 


Exons 


457.. 519, 1432.. 1557 








GI' Descrip. 


•4996286/dbj IBAA78386.1 


I 4.0e 


-29 (AB020975) lipoyltransf erase 




[Arabidopsis thaliana] 1 








Seq. No. 


24714 




Seq. ID 


OJ990524_11.9921.C8 


Gene No. 


51345 




Strand 




Start 


2103 




End 


2364 


Name 


OJ990524 ll.9921.C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2103 




End 


2364 


GI 


none 




Score 


84 


Exons 


2103. .2183, 2119. .2184, 


2197. 


.2259, 2217.. 2249, 2295.. 2363, 




2299. .2364 









Seq. No. 24715 

Gene No. 51346 

Start 854 

Name OJ990524_11 . 9921 . CIO . ol . tm 

Start 854 

GI none 
Exons 



Seq. ID OJ990524_11. 9921. CIO 
Strand 
End 

Method 
End 
Score 



1224 

TBLASTX: Maize 

1224 

93 



8S4..937, 865. .939, 878. .931, 953. .1156, 955. .1152, 1168. .1224 



Seq. No. 24716 

Gene No. 51347 

Start 7038 

Name OJ990524_11 . 9921 .Cll . o2 . gp 

Start 7038 

GI 5039076 

Exons 7038.. 7346 



Seq. ID OJ990524__11.9921.C11 

Strand + 

End 7346 

Method AAT/GAP 

End 7346 

Score 500 



GI Descrip. 4996286/dbj | BAA78386 . 1 1 4.0e-29 (AB020975) lipoyltransf erase 
[Arabidopsis thaliana] 



24839 




Seq. No. 


24716 








Seq. ID 


OJ990524 11. 9921. Cll 


Gene No. 


51348 








Strand 




Start 


5620 








End 


6186 


Name 


OJ990524 11 


. 9921. 


Cll.ol, 


■ gp 


Method 


AAT/GAP 


Start 


5620 








End 


6186 


GI 


3107326 








Score 


314 


Exons 


5620. .5747, 


6144 . 


. 6186 








Seq. No. 


24716 








Seq. ID 


OJ990524_11. 9921. Cll 


Gene No. 


51349 








Strand 




Start 


9064 








End 


9531 


Name 


OJ990524 11 


.9921. 


Cll.o3. 


. tm 


Method 


TBLASTX: Maize 


Start 


5634 








End 


6374 


GI 


none 








Score 


174 


Exons 


5634. .5759, 


5634. 


.5747, 


5636. 


.5761, 6144. .6209, 6145. .6210, 




6324. .6374, 


6326. 


.6367 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24716 
51349 
9064 

OJ990524_11. 9921. Cll. ol.tm 

6783 

none 



Seq. ID OJ990524_11. 9921. Cll 
Strand 

End 9531 

Method TBLASTX: Maize 

End 7511 

Score 248 

6783.. 6947, 6809.. 6946, 6939.. 7355, 7001.. 7342, 7195.. 7356, 
7365.. 7493, 7365.. 7511 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24716 - " 

51349 

9064 

OJ990524_11. 9921. Cll. o2.tm 

8924 

none 



Seq. ID OJ990524_11. 9921. Cll 
Strand 

End 9531 

Method TBLASTX : Mai ze 

End 9522 

Score 131 



J924..9151, 8925. .9125, 9411. .9521, 9412. .9522 



Seq. No. 24716 Seq. ID OJ990524_11 . 9921 . Cll 

Gene No. 51349 Strand 

Start 9064 End 9531' 

Name OJ990524_11 . 9921 .Cll .o3.gp Method AAT/GAP 

Start 9064 End 9531 

GI LIB3433-042-P1-K1-H2 Score 855 

Exons 9064.. 9531 

GI Descrip. ■ 2130042/pir | | S64721 4.0e-34 Mg-chelatase chain Xantha-f - 

barley >gi__861199 (U26916) protoporphyrin IX Mg-chelatase 

subunit precursor [Hordeum vulgare] 1 



Seq. No. 24717 

Gene No.. 51350 

Start 1906 

Name OJ990524_11 . 9921 . C20 . ol . tw 

Start 1691 

GI none 
Exons 



Seq. ID OJ990524 11.9921.C20 



Strand 
End 

Method 

End 

Score 



+ 

2735 

TBLASTX: Wheat 

2087 

127 



1691. .1789, 1692. .1826, 1796. .2068, 1803. .2087, 1965. .2087 



o ~ ~ 



Gene No. 
Start 



51350 
1906 



Seq. ID OJ990524_11. 9921.C20 
Strand + 
End 2735 



24840 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990524_11 . 9921 . C20 . o2 . tm Method 
1839 End 
none Score 
1839. .2147, 1886. .2068, 1965. .2144 



TBLASTX: Maize 

2147 

292 



24717 
51350 
1906 

OJ990524_1 1.9921. C20 . ol . gp 
1906 

101595_1.R1084 

1906.. 2545, 2661.. 2735 

'3047066 3.0e-15 (AF058825) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_ 
+ 

2735 
AAT/GAP 
2735 
1149 



11.9921.C20 



contains similarity to 



retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 



24717 
51351 
2676 

OJ990524_11.9921.C20.ol.tm 

2676 

none 

2676.. 2759, 2678.. 2761, 2678. 
2752.. 2913, 2752.. 2919 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_11.9921.C20 
2919 

TBLASTX: Maize 

2919 

98 



,2758, 2735. .2911, 2751. .2906, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24718 Seq. ID OJ990524_11 . 9921 . C21 

51352 Strand + 

109 End 183 

OJ990524_11 . 9921 . C21 . ol . gp Method AAT/GAP 

109 End 183 

101595_1.R1084 Score 91 

109.. 183 

f 3047066 3.0e-15 (AF058825) contains similarity to 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



24718 Seq. ID 

51353 Strand 

105 End 

OJ990524_11 . 9921 . C21 . ol . tm Method 

105 End 

none Score 



OJ990524_11.9921.C21 
482 

TBLASTX: Maize ■ 

482 

148 



105. .209, 108. .206, 109. .207, 184. .366, 198. .353, 198. .377, 
199. .378, 200. .397, 415. .468, 417. .482 



Seq. No. 24718 

Gene No. 51354 

Start 675 

Name OJ990524_11 . 9921 . C21 . o4 . tw 

Start 675 

GI none 

Exons 675.. 725, 676.. 726, 714.. 866, 719.. 865 



Seq. ID OJ990524_11.9921.C21 
Strand 

End 8 66 

Method TBLASTX : Wheat 

End 8 66 

Score 63 



Seq. No. 
Gene No. 
Start 

M -7. rv, /-> 

Start 
GI 



24718 
51355 
803 

r\ -rn r 

803 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_11.9921.C21 
1622 

TBLASTX: Maize 

1121 

208 



24841 




Exons 


803. .862, 804. .1040, 893. .1033, 1056.. 


1121 


Seq. No. 


.24718 




Seq. ID 


OJ990524_11.9921.C21 


Gene No . 


51355 




Strand 




Start 


803 




End 


1622 


Name 


OJ990524 11 


. 9921.C21.o2. ts 


Method 


TBLASTX: Soybean 


Start 


819 ~ 




End 


1217 


GI 


none 




Score 


203 


Exons 


819. . 1040, 


821 . . 1033, 1044 . . 


1217 




Seq. No. 


24718 




Seq. ID 


OJ990524_11. 9921.C21 


Gene No . 


51355 




Strand 




Start 


803 




End 


1622 


Name 


OJ990524 11 


.9921.C21.ol.tw 


Method 


TBLASTX: Wheat 


Start 


867 




End 


1622 


GI 


none 




Score 


928 


Exons 


867. . 1622, 


875. . 1372, 1439. . 


1618 




Seq. No. 


24718 




Seq. ID 


OJ990524_11. 9921.C21 


Gene No. 


51356 




Strand 




Start 


1542 




End 


2908 


Name 


OJ990524 11 


.9921 C21 ol ts 


Method 


TBLASTX : Soybean 


Start 


1542 ~ 




End 


2005 


GI 


5509260 




Score 


136 


Exons 


1542 . . 1739, 


1646-. . 1717, 1712 


. .2005, 1715. .1861 


GI Descrip, 










Seq. No. 


24718 




Seq. ID 


OJ990524_11. 9921.C21 


Gene No . 


51356 




Strand 




Start 


1542 




End 


2908 


Name 


OJ990524 11 


. 9921.C21.o3.tm 


Method 


TBLASTX: Maize 


Start 


1677 ~~ 




End 


2140 


GI 


none 




Score 


55 


Exons 


1677 . . 1745, 


1692 . . 1727, 1733 


..2140, 1811. .1960, 1927. .1986 


Seq. No. 


24718 




Seq. ID 


OJ990524_11.9921.C21 


Gene No . 


51356 




Strand 




Start 


1542' 




End 


2908 


Name 


OJ990524 11 


9921 C21 o3 tw 


Method 


TBLASTX: Wheat 


Start 


1677 ~ 




End 


2428 


GI 


none 




Score 


56 


Exons 


1677 . . 1727, 


1712 . .2020, 1732 


..1857, 2015. .2221, 2375. .2428 


Seq. No. 


24718 




Seq. ID 


OJ990524_11.9921.C21 


Gene No. 


51356 




Strand 




Start 


1542 




End 


2908 


Name 


OJ990524 11 


.9921.C21.o3.ts 


Method 


TBLASTX: Soybean 


Start 


2054 ~ 




End 


2425 


GI 


none 




Score 


149 


Exons 


2054 2233 


2074 2121 22^4 


..2422, 2236. .2421, 2249. .2425 


Seq. No. 


24718 




Seq. ID 


OJ990524_11.9921.C21 


Gene No. 


51356 




Strand 




Start 


1542 




End 


2908 


Naiue 


OJ99052 4 11, 


. 9921 . C21 . o2 . tm 


Method 


TBLASTX: Maize 


Start 


2225 




End 


2573 


GI 


none 




Score 


349 



24842 



Exons 



2225.. 2572, 2239.. 2571, 2259.. 2573 



Seq. No. 24718 
Gene No. ' 51356 

Start 1542 

Name OJ990524_11 . 9921 . C21 . o2 . tw 

Start 2429 

GI none 
Exons 



Seq. ID OJ990524_11.9921.C21 
Strand 

End 2908 

Method TBLASTX: Wheat 

End 2908 

Score 105 



2429. .2503, 2429. .2494, 2434. .2502, 2503. .2787, 2518. .2787, 
2519. .2815, 2522. .2791, 2771. .2875, 2784. .2903, 2784. .2903, 
2795. .2908 



Seq. No. 24718 

Gene No. 51356 

Start 1542 

Name OJ990524_11 . 9921 . C21 . o4 . ts 

Start 2435 

GI none 
Exons 



Seq. ID OJ990524_11.9921.C21 
Strand 

End 2908 

Method TBLASTX : Soybean 

End 2776 

Score 97 



2435. .2548, 2470. .2538, 2567. .2776, 2572.-. 2697 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24718 
51357 
2919 

OJ990524_ll.9921.C21.o5.tm 

2919 

none • 



Seq. ID OJ990524_11.9921.C21 
Strand 

End 3157 

Method TBLASTX: Maize 

End 3157 

Score 117 



2919. .3008, 2920. .3009, 2924. .3007, 3047. .3157, 3058. .3156 



24719 
51358 
1 

OJ990524_11 . 9921 . C22 . ol . gp 
1 

5005373 
1. .234 



Seq. ID OJ990524_11.9921.C22 

Strand 

End 234 

Method AAT/GAP 

End 234 

Score 426 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24719 
51359 
871 

OJ990524_ll-.9921.C22.o2.gp 
871 

24769_1.R1084 
871. .1214 

, 4960156/gb|AAD34616.1|AF153284_l 5.0e-25 (AF153284) putative 
progesterone-binding protein homolog [Arabidopsis thaliana] ' 



Seq. ID OJ990524_11.9921.C22 
Strand 

End 1214 

Method AAT/GAP 

End 1214 

Score 656 



24720 
51360 
13463 

OJ990524_11. 9921.C27.o2.gp 

13463 

5002851 

13463. .13722, 14361 .". 14452 



Seq. ID OJ990524_11.9921.C27 

Strand + 

End 14452 

Method AAT/GAP 

End 14452 

Score 618 



Gene No. 
Start 



51361 
15943 



Seq. ID OJ990524_ll. 9921 .C27 
Strand + 
End 16905 



24843 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990524_11 . 992 1 . C27 . o3 . gp Method AAT/GAP 
15943 End 16905 

none Score 280 

15943. .16010, 16610. .16689, 16853. .16905 



OJ990524_11.9921.C27 
+ 

19189' 
AAT/GAP 
19189 
751 



24720 Seq. ID 

51362 Strand 
18014 • End 

OJ990524_11 . 9921 .C27 . o4 . gp Method 
18014 End 
5273_1.R1084 Score 
18014. .18092, 18234. .18287, 18364 18453, 18847 .. 18913 , 
19030. .19189 

, 4689108/gb|AAD27763.1|AF077030_l 2.0e-28 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD3.4049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24720 
51363 
11451 

OJ990524_11 . 9921 . C27 . o2 . tm 
8824 



Seq. ID OJ990524_11.9921.C27 
Strand 

11874 

TBLASTX -Maize 
10924 
299 



End 

Method 
End 

none Score 
8824. .8886, 9204. .9389, 9205. .9411, 9213. .9419, 10103 .. 1034 5, 
10121. .10348, 10125. .10346, 10126. . 10350, 10828 .. 10899, 
10831. .10896, 10836. .10898, 10901. .10924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24720 
51363 
11451 

OJ990524_11.9921.C27.o3.tm 

9566 

none 



Seq. ID OJ990524_11.9921.C27 
Strand 

End 11874 

Method TBLASTX : Mai ze 

End 10099 

Score 173 



9566. .9640, 9656. .9886, 9657. .9887, 9658. .9885, 9673. .9909, 
9693. .9887, 9876. .9935, 9880. .9930, 9888. .9935, 9898. .9936, 
9935.. 10099, 9949.. 10095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24720 
51363 
11451 

OJ990524_11.9921.C27.o2.ts 
10138 
none 



11874 

TBLASTX : Soybean 
10357 
215 

10138. .10296, 10139. .10345, 10149. . 10352, 10178. .10357 



Seq. ID OJ990524_11.9921.C27 
Strand 
End 

Method 
End 
Score 



Seq. No. 24720 

Gene No. 51363 , 

Start 11451 

Name OJ990524_11 . 9921 . C27 . o4 . ts 

Start 10849 

GI none 

Exons 10849. .10974, 108 62 .. 10915, 
11139. .11270, 11140. .11262 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524_11.9921.C27 
11874 

TBLASTX: Soybean 

11270 

66 



10903. .11109, 10971. .11063, 



Seq. No. 
Gene No. 



24720 
51363 



Seq. ID 
Strand 



OJ990524 11.9921.C27 



24844 



Start 
Name 
Start 
GI 

Exons 



11451 End 

OJ990524JL1 . 9921 . C27 . ol . gp Method 

11451 End 

none Score 
11451. .11874 



11874 
AAT/GAP 
11874 
808 



Seq. No. 


. 24720 








Seq. ID 


OJ990524 


_11 . 9921 


Gene No. 


51364 








Strand 






Start 


15709 








End 


19145 




Name 


OJ990524 11.9921.C27 


. ol . tm 


Method 


TBLASTX :1 


Maize 


Start 


15709 








End 


19145 




GI 


none 








Score 


117 




Exons 


15709. 


.15801, 


15719. 


. 15802, 


15721. .15801, 15929 


. . 16009, 




15929. 


.16009, 


15930. 


. 16013, 


15933. .16010, 16610 


. . 16660, 




16615. 


.16659, 


16659. 


. 16688, 


16660. .16689, 16850 


. . 16954, 




16861. 


.16944, 


17592. 


. 17789, 


17593. .17790, 17879 


. .17944, 




17881. 


.17949, 


17882. 


.17959, 


17883. .17960, 18032 


. . 18094, 




18033. 


.18098, 


18224. 


.18301, 


18225. .18299, 18360 


. . 18455, 




18361. 


.18456, 


18363. 


.18455, 


18385. .18477, 18844 


. . 18903, 




18844. 


.18903, 


18845. 


.18904, 


18846. .18 


905, 18872 


. .18910, 




19028. 


.19084, 


19029. 


.19121, 


19032. .19145 




Seq. No. 


24720 








Seq. ID 


OJ990524 


_11.9921 


Gene No. 


51364 








Strand 






Start 


15709 








End 


19145 




Name 


OJ990524 11.9921.C27 


.o3 . ts 


Method 


TBLASTX : , 


Soybean 


Start 


15966 








End 


19124 




GI 


none 








Score 


66 




Exons 


15966. 


.16013, 


16610. 


.16657, 


16657. .16689, 16850 


. .16954, 




16867. 


.16941, 


18844. 


.18918, 


18846. .18 


914, 19022 


. .19102, 




19029. 


.19124 












Seq. No. 


24720 








Seq. ID 


OJ990524 


_11.9921 


Gene No. 


51364 








Strand 






Start 


15709 








End ' ' 


19145 




Name 


OJ990524 11.9921.C27 


.ol .tc 


Method 


TBLASTX : i 


Cress 


Start 


16850 








End 


18287 




GI 


none 








Score 


120 




Exons 


16850. 


.16954, 


16867. 


.16941, 


17593. .17790, 17595 


. .17789, 




17881. 


.17946, 


17882. 


.17962, 


18069. .18089, 18073 


. .18093, 




18231. 


.18287 













Seq. No. 24720 
Gene No. 51364 
Start 15709 

Name OJ990524_11 . 9921 . C27 . ol . ts 

Start 17593 
GI none 

Exons 17593.'. 17790, 17595 17765, 17 602 .. 17784 , 17881 

17882. .17959, 18068 18094 , 18069 18098, 18224 
18225. .18299, 18361 .. 18393, 18366 
18415. .18456 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524 11.9921.C27 



19145 

TBLASTX: Soybean 
18456 
216 



.18386, 18414. 



17949, 
18286, 
18455, 



Seq. No. 24721 

Gene No. 51365 

Start 126 

Name OJ990524 11 . 9921 . C28 . ol . tm 



Seq. ID .OJ990524_11.9921.C28 

Strand + 

End 682 

Method TBLASTX : Maize 



24845 




Start 


125 




End 


402 


GI • 


none 




Score 


97 


Exons 


125. .199, 127. .195, 


156. .200, 


184. .201 


, 306. .392, 310. .402, 




313. .396 






Seq. No. 


24721 




Seq. ID 


OJ990524_11.9921.C28 


Gene No. 


51365 




Strand 


+ 


Start 


126 




End 


682 


Name 


OJ990524 11.9921.C28 


.ol . ts 


Method 


TBLASTX: Soybean 


Start 


125 




End 


405 


GI 


none 




Score 


106 


Exons 


125. .199, 127. .195, 


303. .383, 


310. .405 




Seq. No. 


24721 




Seq. ID 


OJ990524 11.9921.C28 


Gene No. 


51365 




Strand 


+ 


Start 


126 




End 


682 


Name 


OJ990524 11.9921.C28 


.ol.gp 


Method 


AAT/GAP 


Start 


126 


End 


682 


GI 


5273 1.R1084 




Score 


790 


Exons 


126. .194, 311. .682 








GI Descrip. 


'4689108/gb|AAD27763 


.1IAF077030 12. 0e- 


-28 (AF077030) 



hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 



Seq. No. 


24722 








Seq. ID 


OJ990524_11. 9921.C30 


Gene No. 


51366 








Strand 




Start 


3840 








End 


4282 


Name 


OJ990524 11. 


.9921 


,C30.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


3071 








End 


4165 


GI 


none 








Score 


37 


Exons 


3071. .3184, 


3077 


. .3172, 


3215. 


.3568, 3216. .3569, 3635. .3805, 




3636. .3803, 


3890 


. .3943, 


3959. 


.4165, 4014. .4148, 4067. .4165 


Seq. No. 


24722 








Seq. ID 


OJ990524_11. 9921.C30 


Gene No . 


51366 








Strand 




Start 


3840 








End 


4282 


Name 


OJ990524 11. 


9921 


.C30.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


3074 








End 


4114 


GI 


none 








Score 


67 


Exons 


3074 . .3361, 


3350 


. .3526, 


3656. 


.3799, 3660. .3767, 4010. .4114 


Seq. No. 


24722 








Seq. ID 


OJ990524_11.9921.C30 


Gene No. 


51366 








Strand 




Start 


3840 








End 


42.82 


Name 


OJ990524 11. 


9921 


.C30.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3074 








End 


3559 


GI 


none 








Score 


265 


Exons 


3074. .3166, 


3215 


. .3556, 


3216. 


.3554,. 3425. .3559, 3456. .3557 


Seq. No. 


24722 








Seq. ID 


OJ990524_11.9921.C30 


Gene No. 


51366 








Strand 




Start 


3840 • 








End 


4282 


Name 


■ OJ990524 11. 


9921 


.C30.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


-a a a i 

*S \J -1 J. 








End 


4114 


GI 


none 








Score 


109 


Exons 


3641. .3805, 


3654, 


. .3803, 


4007. 


.4114 





24846 



Seq. No. 24722 Seq. ID OJ990524_11 . 9921 . C30 

Gene No. 51366 Strand 

Start 3840 End 4282 

Name OJ990524_11 . 9921 . C30 . ol . gp Method AAT/GAP 

Start 3840 End 4282 

GI 53224_1.R1084 Score 818 

Exons 3840.. 4282 

GI Descrip. * 283264 3/emb | CAA16718 | 4.0e-13 (AL021710) hypothetical protein 
[Arabidopsis thaliana] ' 

Seq. No. 24723 Seq. ID OJ990524_11 . 9921 . C32 

Gene No. 51367 Strand 

Start 2872 End 3372 

Name OJ990524_11 . 9921 . C32 . o2 . tm Method TBLASTX : Maize 

Start 2872 End 3372 

GI none Score 7 6 

Exons 2872.. 2937, 2965.. 3030, 3047.. 3244, 3073.. 3372, 3075.. 3278 

Seq. No. 24723 Seq. ID OJ990524_11 . 9921 . C32 

Gene No. 51368 Strand 

Start 3601 End 4093 

Name OJ990524_11 . 9921 . C32 . ol . tm Method TBLASTX :Maize 

Start 3601 End 4060 

GI none Score 125 

Exons 3601.. 3708, 3605.. 3706, 3683.. 4060, 3709.. 4020 

Seq. No. 24723 Seq. ID OJ990524_11 . 9921 . C32 

Gene No. 51368 Strand 

Start 3601 End 4093 

Name OJ990524_11 . 9921 . C32 . ol . ts Method TBLASTX : Soybean 

Start 3611 End " 4069 

GI none Score 247 

Exons 3611.. 4069 

Seq. No. 24723 Seq. ID OJ990524_11 . 9921 . C32 

Gene No. 51368 Strand 

Start 3601 End' 4093 

Name OJ990524_11 . 9921 . C32 . ol ."tc Method TBLASTX : Cress 

Start 3641 End 4090 

GI none Score 307 

Exons 3641.. 4090, 3850.. 4086 

Seq. No. 24723 Seq. ID OJ990524_11 . 9921 . C32 

Gene No. 51368 Strand 

Start 3601 End 4093 

Name OJ990524_11 . 9921 . C32 . ol . tw Method TBLASTX : Wheat 

Start 3731 End 4093 

GI none Score 336 

Exons 3731.. 4093, 3731.. 4078, 3895.. 4080 

Seq. No. 24724 Seq. ID OJ990524_11 . 9921 . C33 

Gene No. 51369 Strand + 

Start • 1 End 370 

Name OJ990524_.il. 9921 .C33. ol . gp Method AAT/GAP 

Start 1 End 370 

GI 5273 1.R1084 Score 645 



24847- 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1. .370 

'4689108/gb|AAD27763.1|AF077030_l 2.0e-28 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] ' 



24725 
51370 
3260 

OJ990524_11.9921.C35.o2.gp 
3260 
3768414 
3260. .3521 

2130042/pir | IS64721 4.0e-34 Mg-chelatase chain Xantha-f - barley 
>gi_861199 (U26916) protoporphyrin IX Mg-chelatase subunit 
precursor [Hordeum vulgare] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990524 
+ 

3521 
AAT/GAP 
3521 
503 



11.9921.C35 



24725 Seq. ID 

51371 Strand 

1886 - End 
OJ990524_11. 9921.C35.ol.gp Method 

1886 End 

702592 Score 
1886.. 2139 



OJ990524_11.9921.C35 

2139 
AAT/GAP 
2139 
496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24725 
51372 
2669 

OJ990524_11. 9921.C35.ol. 

2669 

none 

2669. .2764, 2843.-2884, 
3017. .3100, 3061. .3303, 
4196. .4273, 4197. .4280 



Seq. ID 
Strand 
End 

ts Method 
End 
Score 
2942. .3013, 
3293. .4099, 



24725 
51372 
2669 

OJ990524_11 . 9921 . C35 . ol . tm 

2941 

none 



OJ990524_11. 9921.C35 
4280 

TBLASTX: Soybean 
4280 
49 

2944. .2991, 3002. .3304, 
3307. .4011, 3653. .4096, 



Seq. ID OJ990524_11.9921.C35 
Strand 

End 4280 

Method TBLASTX : Mai ze 

End 3177 

Score 265 



2941. .3117, 2942. .3118, 3064. .3177 



'•24725 
51372 
2669 

OJ990524_11. 9921.C35.ol.tc 

3239 

none 



Seq. ID OJ990524_11.9921.C35 
Strand 

End 4280 

Method TBLASTX: Cress 

End 3688 

Score 107 



3239. .3304, 3241. .3303, 3293.-3673, 3307. .3672, 3661. .3687, 
3662. .3688 



Seq. No. 24725 

Gene No. 51372 

Start 2669 

Name OJ990524_11 . 9921 . C35 . o2 . tc 

Start 3854 



Seq. ID OJ990524_11. 9921.C35 
Strand 

End 4280 

Method TBLASTX : Cres s 

End 4280 



24848 



GI 


none 








Score 


400 




Exons 


3854 . .4099, 


3856 


.4095, 


3887. 


.4099, 4196. .4279, 


4197. .4280 


Seq. No. 


24726 








Seq. ID 


OJ990524 


_11.9921.C43 


Gene No. 


51373 








Strand 


+ 




Start 


2817 








End 


3067 




Name 


OJ990524_11 


. 9921 


C43.ol 


.gp 


Method 


AAT/GAP 




Start 


2817 








End • 


3067 




GI 


none 








Score 


419 




Exons 


2817. .3067 














Seq. No. 


24726 








Seq. ID 


OJ990524 


_11.9921.C43 


Gene No. 


51374 








Strand 






Start 


4164 








End 


5427 




Name 


OJ990524 11 


.9921. 


C43.o3 


. tm 


Method 


TBLASTX : 


Maize 


Start 


198 








End 


485 




GI 


none 








Score 


54 




Exons 


198. .248, 203. .274, 240 


. .275, 


300. .485, 


353. .484 


Seq. No. 


24726 








Seq. ID 


OJ990524 


11. 9921. C43 


Gene No. 


51374 








Strand 






Start 


4164 








End 


5427 




Name 


OJ990524 11 


. 9921. 


C43.o4 


. tm 


Method 


TBLASTX : 


Mai ze 


Start 


3031 








End 


3303 




GI 


none 








Score 


108 




Exons 


3031. .3141, 


3045. 


.3137, 


3224. 


.3298, 3226. .3303, 


3226. .3303 


Seq. No. 


24726 








Seq. ID 


OJ990524 


11 . 9921 . C43 


Gene No. 


51374 








Strand 






Start 


4164 








End 


5427 




Name 


OJ990524 11 


.9921. 


C43.ol 


■ tc 


Method 


TBLASTX: 


Cress 


Start 


3037 








End 


3498 




GI 


none 








Score 


45 




Exons 


3037. .3132, 


3037. 


.3156, 


3215. 


.3295, 3224. .3298, 


3226. .3309, 




3226. .3372, 


3448. 


.3498 










Seq. No. 


24726 








Seq. ID 


OJ990524 


_11.9921.C43 


Gene No. 


51374 








Strand 






Start 


4164 . 








End 


5427 




Name 


OJ990524 11 


.9921. 


C43.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3304 








End 


4078 




GI 


none 








Score 


69 




Exons 


3304. .3372, 


3304. 


.3372, 


3312. 


.3386, 3451.. 3591, 


3454. .3591, 




3455. .3592, 


3637. 


.3741, 


3642. 


.3746, 3657. .3749, 


3786. .3914, 




3787. .3915, 


3791. 


.3919, 


3991. 


.4059, 3998. .4078, 


3998'. .4078 


Seq. No. 


24726 








Seq. ID 


OJ990524 


_11. 9921.C43 


Gene No. 


51374 








Strand 






Start 


. 4164 








-End 


5427 




Name 


OJ990524 11 


9921. 


C43.ol, 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3520 








End 


5427 




none 








Score 


82 




Exons 


3520. .3576, 


3660. 


.3722, 


3662. 


.3718, 3792.. 3902, 


3793. .3903, 




4002. .4073, 


4004. 


.4075, 


4201. 


.4251, 5065.. 5181, 


5068. .5181, 




c n "7 o friz-*'** 
-JVJ/O. . JlO^l, 


5084 . 


. 5186 , 


5346. 


.5426, 534 7. . 5427 




Seq. No. 


24726 








Seq. ID 


OJ990524 


_11.9921.C43 



24849 



Gene No. 51374 

Start 4164 

Name OJ990524_11 . 9921 .C43 . ol 

Start 3662 

GI none 

Exons 3662.. 3718, 3663.. 3722, 

Seq. No. 24726 

Gene No. 51374 

Start 4164 

Name OJ990524_11. . 992 1 . C4 3 . o2 

Start 4156 

GI none 

Exons 4156.. 4179, 4186.. 4251, 
5310. .5426, 5311. .5427, 




Strand 

End 5427 

.tw . Methp.d TBLASTX: Wheat 

End * 4075 

Score 53 
3792.. 3908, 3793.. 3912, 4004.. 4075 

Seq. ID OJ990524_i ; 1.9921.C43 
Strand 

End 5427 

.tm Method TBLASTX: Maize 

End 5427 

Score 7 6 
4187. .4252, 5084. .5203, 5084. .5203, 
5311. .5427 



Seq. No. 24726 Seq. ID 

Gene No. .51374 Strand 

Start 4164 End 

Name OJ990524_11 . 9921 . C43 . o2 . gp Method 

Start 4164 End 

GI none Score 

Exons 4164.. 4250, 5092.. 5200, 5313.. 5427 



OJ990524_11.9921.C43 

5427 
AAT/GAP 
5427 
553 



Seq. No. ' 24727 Seq. ID 

Gene No. 51375 Strand 

Start 268 End 

Name OJ990524_11 . 9921 .C44 . ol . gp Method 

Start 268 End 

GI none Score 

Exons 268.. 458 



OJ990524_11. 9921.C44 
458 

AAT/GAP 
458 
350 • 



Seq. No. 24728 Seq. ID OJ990524_11 . 9921 . C47 

Gene No. 51376 Strand 

Start 265 End 359 

Name OJ990524_11 . 9921 . C47 . ol . gp Method AAT/GAP 

Start 265 End 359 

GI 5273_1.R1084 Score 138 

Exons 265..3S9 

GI Descrip. ? 4689108/gb | AAD27763 . 1 | AF077030_1 2.0e-28 (AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] ■ 



Seq. No. 24728 

Gene No. 51377 

Start 264 

Name OJ990524_11 . 9921 . C47 . ol . tm 

Start 264 

GI none 

Exons 264. .359, 265. .360, 267. .359, 289. .381 



Seq. ID OJ990524_11.9921.C47 



Strand 
End 

Method 

End 

Score 



381 

TBLASTX: Maize 

381 

115 



Seq. No. 24729 Seq. ID 

Gene No. 51378 Strand 

Start 1 End 

Name OJ990604__11 . 9920 . C4 . ol . np Method 

Start 1 End 



OJ990604_11.9920.C4 
636 

AAT/NAP 
636 



24850 




GI 


2443320 




Score 


644 






Exons 


1. .636 












GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 






Seq. No. 


24729 






OJ990604 11 


.9920 


.C4 


Gene No . 


51378 




Strand 








Start 


1 




End 


636 






Name 


OJ990604 11 9920 C4 ol 


. gs 


Mpfhod 


GENSCAN 






Start 


181 ~~ 




End 


511 






GI 


none 




Score 


.48 






Exons 


181 . . 511 












Seq. No. 


24730 




Seq. ID 


OJ990604_11, 


.9920 


.C5 


Gene No. 


51379 




Strand 


+ 






Start 


76 




Fnd 


369 






Name 


fhTQ90fi04 1 1 QQ?fi PS n? 


rrn 




AAT /GAP 






Start 


76 — 




End 


369 






GI 


61605 3 R1084 




Score 


44 9 






Exons 


7 6.. 369 












GI Descrip. 


• 1402920/emb|CAA66965| 


2.0e- 


■20 (X98321) 


peroxidase 


[Arabid( 




thaliana] 1 












•Seq. No. 


?4 7 ^0 




O C LJ- • X U 


OJ9Q0604 1 1 

vU J U wl XX 1 


. 9920 


.C5 


Cpnp No 


*J X J v v 




^t* rand 


X, 






Start 


383 




End 


606 






Name 


OJ990604 11 9920 CS ol 












Start 


383 ~~ 




End 


606 






GI 


none 




Score 


.56 






Exons 


383. .606 












Seq. No. 


24731 




Seq. ID 


O 1 TQQ0fin4 1 1 

\J\j2jZ*\J\}\J 1 ± X X < 


. 9920 


.C6 


Gene No 


51381 




Strand 


-j- 






Start 


245 




End 


1390 






Name 


OJ990604 ll.9920.C6.ol. 


gs 


Method 


GENSCAN 






Start 


245 




End 


1390 






GI 


none 




Score 


.52 






Exons 


245. .349, 801. .965, 1271. .1390 








Seq. No. 


24731 




Seq. ID 


OJ990604_11. 


,9920 


.C6 


Gene No . 


51382 




Strand 


T 






Start 


12790 




End 


17351 






Name 


OJ990604 ll.9920.C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


3002 




End 


3400 






GI 


none 




Score 


189 






Exons 


3002. .3400 












Seq. No. 


24731 




Seq. ID 


OJ990604_11. 


9920 


.C6 


Gene No . 


51382 




Strand 


+ 






Start 


12790 




End 


17351 






Name 


OJ990604 ll.9920.C6.o5. 


ts 


Method 


TBLASTX : Soybean 




Start 


3750 




End 


14826 






GI 


none 




Score 


104 






Exons 


3750. .3920, 3974. .4108, 


14692. .14826 








UC4, IN U . 


£H I O J. 




Seq. ID 


OJ990604_11. 


9920 


• C6 


Gene No. 


51382 




Strand 


T 






Start 


12790 




End 


17351 







24851 




Name 


OJ990604 11.9920.C6.o4.tw 


Method 


TBLASTX: Wheat 




Start 


3914 


End 


14996 




GI 


none. 


Score 


232 




Exons 


3914.. 4210, 3929.. 4279, 14511 


. .14861, 


14515. .14862, 






14849. . 14 968, 14850. . 14 996 








Seq. No. 


24731 


Seq. ID 


OJ990604_11. 9920. 


C6 


Gene No. 


51382 


Strand 






Start 


12790 


End 


17351 




Name 


OJ990604 11.9920.C6.o5.tm 


Method 


TBLASTX : Maize 




Start 


3935 


End 


14816 




GI 


none 


Score 


98 




Exons 


3935. .4093, 14 526 .. 14597 , 14527. .14814 


, 14625.. 14816 




Seq. No. 


24731 


Seq. ID 


OJ990604 11.9920. 


C6 


Gene No. 


51382 


Strand 


+ 




Start 


12790 


End 


17351 




Name 


OJ990604' 11.9920.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


4172 


End 


15341 




GI 


none 


Score 


545 




Exons 


4172. .4633, 4172. .4564, 4321. 


.4632, 14889. .15020, 14891. 


.15007, 




15101. .15280, 15102.. 15341 








Seq. _No. 


24731 


Seq. ID 


OJ990604_11.9920. 


C6 


Gene No. 


51382 


Strand 


+ 




Start 


12790 


End 


17351 




Name 


OJ990604 11.9920.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4268 


End 


15332 




GI 


none 


Score 


173 




Exons 


4268. .4600, 14 937 .. 14 969, 14969. .15022 


, 14973. .15017, 






14973. .15203, 15081 .. 15332, 15089. .15331 




Seq. No. 


24731 


Seq. ID 


OJ990604 11.9920. 


C6 


Gene No. 


51382 


Strand 


+ 




Start 


12790 


End 


17351 




Name 


OJ990604 11.9920.C6.o5.tw 


Method 


TBLASTX: Wheat 




Start 


4331 


End 


15347 




GI 


none 


Score 


110 




Exons 


4331.. 4600/ 4601.. 4735, 15046, 


. .15135, 


15046. .15123, 






15083. .15346, 15084.. 15347 








Seq. No. 


24731 


Seq. ID 


OJ990604_11. 9920. 


C6 


Gene No. 


51382 


Strand ; 


' + 




Start 


12790 


End 


17351 




Name 


OJ990604 11. 9920.C6.o3.tm 


Method . 


TBLASTX: Maize 




Start 


4781 


End 


15790 




GI 


none 


Score 


93 




Exons 


. 4781. .5014, 15420. .15773, 15422. .15712 


, 15423. .15758, 






15473. .15790, 15734.. 15766 








Seq. No. 


24731 


Seq. ID 


OJ9?0604_11. 9920. 


C6 


Gene No. 


51382 


Strand 


+ 




Start 


12790 


End 


17351 




Name 


OJ990604_11 . 9920 . C6 . o2 . tw 


Method 


TBLASTX: Wheat 




c+- ~-+- 


a nci r\ 


End 


1585/ 




GI 


none 


Score 


77 




Exons 


4889. .5017, 15348. .15857, 15350. .15766 







24852. 




oeq . lno • 


24731 




Seq. ID 


OJ990604_11.9920 


.to 


Gene No. 


51382 




Strand 


+ 




Start 


12790 




End 


17351 




Name 


OJ990604 11. 9920. C6. 


,o2.ts 


Method 


TBLASTX : Soybean 




Start 


4940 




End 


5350 




GI 


none 




Score 


141 




Exons 


4940.. 5077, 4942.. 5091, 5098. 


.5265,. 5099. . 5350 




oeq • in (j . 


24731 




JCv^ • J. U 


fhTQQf)fin4 1 1 9Q?0 


.to 


Gene No. 


51382 




Strand 


+ ~ 




Start 


12790 




End 


17351 




Name 


OJ990604 11. 9920. C6. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


5114 




End 


5476 




GI 


none 




Score 


192 




Exons 


5114. .5476 










Seq. No. 


24731 




Seq. ID 


OJ990604JL1.9920 


.C6 




51382 




Strand 


+ 




Start 


12790 




. End 


17351 




Name 


OJ990604 11. 9920. C6. 


ol ..np 


Method 


AAT/NAP 




Start 


12790 




End 


17351 




GI 


4680179 




Score 


7296 




Exons 


12790. .17351 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




o c q • in u . 


24731 




Seq. ID 


OJ990604_11.9920 


• to 


Gene No. 


51382 




Strand 


+ 




Start 


12790 




End 


17351 




Name 


OJ990604 11. 9920. C6. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


13056 




End 


13416 




GI 


none 




Score 


.305 




Exons 


13056. .13157, 13057. 


.13416, 13182.. 13415 




JCVj< IN \J ■ 


24731 




Seq. ID 


OJ990604_11.9920 


• to 


Gene No. 


51382 




Strand 


+ 




Start 


12790 




End 


17351 




Name 


OJ990604 11. 9920. C6. 


06. tm 


Method 


TBLASTX: Maize 




Start 


13296 




End 


13593 




GI 


none 




Score 


194 




Exons 


13296. .13484, 13297. 


.13593 








Seq. No. 


24731 




Seq. ID 


OJ990604_11.9920 


.C6 


ucUc 1NO . 


51382 




Strand*' 


+ 




Start 


12790 




End 


17351 




Name 


OJ990604 11. 9920. C6. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


13936 




End 


14361 




GI 


none 




Score 


160 




Exons 


13936. .14145, 13939. 


.14082, 13986. .14084, 14 191 14361, 






14196. .14351 










Seq. No. 


24731 




Seq. ID 


OJ990604_11. 9920 


.C6 


Gene No. 


51382 




Strand 


+ 




Start 


12790 




End 


. 17351 




Name 


Oj 990 60 4 11 . 9920.C6. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


15861 




End 


16340 




GI 


none 




Score 


561 





24853 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI,, 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



15861. .16340, 15894 . .16307, 16085. .16339 



24731 Seq. ID 

51382 Strand 

12790 End 

OJ990604_11 . 9920.C6.o3.ts Method 

16128 End 

none Score 

16128. .16388, 16133.. 16387 



24731 
51382 
12790 

OJ990604_11. 9920.C6.o4 .tm 

16187 

none 

16187. .16474, 16188. .16478 

24731 
51382 
12790 

OJ990604_11.9920.C6.ol.tw 

16347 

none 

16347. .16973, 1634 9. .16972 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method ' 

End 

Score 



OJ990604_11.9920.C6 
+ 

17351 

TBLASTX: Soybean 

16388 

291 



OJ990604_11.9920.C6 
+ 

17351 

TBLASTX: Maize 

16478 

391 



OJ990604_11.9920.C6 
+ 

17351 

TBLASTX: Wheat 

16973 

721 



24731 
51382 
12790 

OJ990604_11.9920.C6.ol.tm 
16527 
none 

16527. .16688, 16535 .. 16681, 16685 .. 17113, 16686. .17126 



Seq. ID OJ990604_11. 9920.C6 
Strand + 

17351 

TBLASTX: Maize 
17126 
226 



End 

Method 

End 

Score 



24731 
51382 
12790 

6J990604_11.9920.C6, 

16973 

none 

16973. . 17026, 16974. 



Seq. ID OJ990604_11.9920.C6 
Strand + 

17351 

TBLASTX: Wheat ■ 
17341 
332 



End t : 
Method 
End 
Score 



06. tw 

.17306, 17072. .17188, 17288.. 17341 



24732 Seq. ID 

51383 Strand 

450 End 

OJ990604_11 . 9920 . C7 . ol . gs Method 

450 End 

none Score 
450. .1360 



OJ990604_11.9920.C7 
+ 

1537 
GENSCAN 
1360 
.44 



Seq. No. 24732 Seq. ID 

Gene No. 51383 Strand 

Start 450 End 

Name OJ990604_11 . 9920 . C7 . o2 . np Method 

SLcirL 553 End 

GI 4544372 Score 

Exons 553.. 1537 



OJ990604_11.9920.C7 
+ 

1537 
AAT/NAP 
1537 
425 



24854 




GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


24732 




Seq. ID 


OJ990604 


_11.9920 


.C7 


Gene No. 


51384 




Strand 








Start 


184 




End 


348 






Name 


■ OJ990604 ll.9920.C7.ol. 


np 


Method 


AAT/NAP 






Start 


184 




End 


348 






GI. 


4680183 




Score 


54 






Exons 


184 . .348 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


i nrj i pa 1 

-L. 1 1 VJ. J_ V_> d J 




Seq. No. 


24732 




JC 1 ^ • 1U 


0, 7990604 


_11.9920 


.C7 


Gene No. 


J X J O J 




JLl allH 








Start 


1 ft 96 

X O J U 




FnH 

Hi 11 LI 


^9S0 






Name 


O.T990604 1 1 99?0 CI 


I" s 
L O 


Mot" Hf^H 


1 O Jj/lO 1 A i 


Soybean 




Start 


S60 — 

J \J \J 




Hil ILi 


9Sft 

JJO 






GI 


none 




Score 


244 






1—t \J ilkJ 


560. .958 












Seq. No. 


?47?? 
. i / j 




o^rr TV) 
Otr Lj • 1U 


0,1990604 


_11.9920 


.C7 


Gene No. 


SI "3ft S 

Jl JO J 




u LI cli ILl 








Start 


1 ft 96 




£jilLi 


^9S0 






Name ' 


n,T990604 1 1 9990 ci oi 


LIU 


Mo *t~ Vi ^H 
1*1 G LI UJU 


1 OXirlO 1 A . 


Maize 




Start 


S7? ' ~~ 




FnH 


9^7 

-/J / 






GI 


none 




Score 


75 






Exons ■ 


572. .715, 713. .937 












Seq. No. 


£~ *i / J 




c prT t n 

otrq • ± U 


fl.T9 90 604 


_11.9920 


.C7 


Gene No. 


S1 ^RS 

J1JOJ 




OLI clilLi 








Start 


x o ^ u 




FnH 


^9 SO 






Name 


OJ990604 11 9990 P7 r>1 


l w 


L UUU 


1 O XirrO 1 A • 


Wheat 




Start 


71 6 ~~ 

/ 1 u 




FnH 


119 9 
X X Z 27 






GI 


none 




Score 


170 






Exons 


716. .985, 1040. .1129 












Seq. No. 


947^9 




Seq. ID 




JL1.9920 


.C7 


Gene No. 


SI "3ft S 

Jl JO J 




Strand 








Start 


1 ft 96 

10 jD 




End 


j^jU 






Name 


O.T990604 1 1 9990 P7 n9 


ts 


Method 


1 DixHO J. A . 


Soybean 




Start 


1298 




End 


1531 




GI 


none 




Score 


209 






Exons 


1298. .1531, 1309. .1437 












Seq. No. 


24732 




Seq. ID 


OJ990604 


_11. 9920 


.C7 


Gene No. 


51385 




Strand 








Start 


1896 




End 


3250 






Name 


OJ990604 ll.9920.C7.o2. 


gs 


Method 


GENS CAN 






Start 


1896 




End 


3250 






GI 


none 




Score 


.77 






Exons 


1896. .2546, 2658. .2768, 


2972. .3250 








Seq. No. 


24733 




Seq. ID 


OJ990604 


J.1.9920 


.C9 


Gene No. 


51386 




Strand 








Stsrt 


C 1 /T 
UJU 




End 


2558 






Name 


OJ990604 ll.9920.C9.ol. 


gs 


Method 


GENSCAN 






Start 


636 




End 


2558 







24855 




GI 


none 


Score 


.55 


Exons 


636.. 752, 1584.. 1705, 1799.. 1985, 2177 


..2331, 2436. .2558 


Seq. No. 


24734 


Seq. ID 


OJ990604_11. 9920. C10 


Gene No. 


51387 


Strand 




Start 


1 


End 


2013 


Name 


OJ990604 11.9920.C10.ol.np 


Method 


AAT/NAP 


Start 




End 


1761 


GI 


4680204 


Score 


'424 


Exons 


1..65, 240. .1761 






GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No. 


24734 


Seq. ID 


OJ990604_11. 9920. C10 


Gpne No 


51 ^87 


Strand . 




Start 


1 

JL 


End 


2013 


Name 


OJ990604 11 9920 CIO ol as 


Method 


GENS CAN 


Start 




End 


2013 


GI 


none 


Score 


.84 


Exons 


30. .156, 352. .552, 610. .893, 


1385. .1657, 1766. .2013 


Seq. No. 


24735 


Seq. ID 


OJ990604_11. 9920.C11 


fjpnp Ma 


51388 


Strand 




Start 


443 


End 


1543 


Name 


OJ990604 11.9920.Cll.ol.gs 


Method 


GENSCAN 


Start 


443 


End 


1543 


GI 


none 


Score 


.81 


Exons 


443. .513, 596. .731, 851. .940, 


1427. .1543 


Seq. No. 


24736 


Seq. ID 


OJ990604_11. 9920.C12 


VJ d 1 ^ IN \J . 


51389 


Strand 


+ 


Start 


85 


End 


3334 


Name 


OJ990604 11.9920.C12.ol.gs 


Method 


GENSCAN 


Start 


85 


End 


1600 


GI 


none 


Score 


.79 


Exons 


85. .161, 531. .745, 1276. .1402, 1597. .1600 


Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51389 


Strand 


+ 


Start 


85 


End 


3334 


Name 


OJ990604 11.9920.C12.ol.np 


Method 


AAT/NAP 


Start 


603 


End 


3334 


GI 


5295955 


Score 


978 


Exons 


603. .745, 1288. .1402, 2082. .2202, 2391 


..2738, 2778.. 3334 


GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V015, 




[Oryza sativa] 






Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51390 


Strand 




Start 


1765 


End 


6226 


Name 


OJ990604 11/9920. C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3 


End 


4010 


GI 


none 


Score 


55 


Exons 


3. .134, 67. .129, 171. .419, 355. .420, 3592. .3912, 3596. .3913, 




3904.. 3966, 3912.. 4010 






Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51390 


Strand 





24856 



Start 


1765 


End 


6226 


Name 


OJ990604 11.9920.C12.o3.np 


Method 


AAT/NAP 


Start 


1765 


End 


4337 • 


GI 


4115354 


Score 


295 


Exons 


1765.. 1793, 3591.. 3840, 3975. 


.4337 




GI Descrip. 


(AC005957) En/Spm-like transposon protein [Arabidopsis thai 


Seq. No. 


24736 


Seq. ID 


OJ990604__11.9920.C12 


Gene No. 


51390 


Strand 




Start 


1765 


End 


6226 


Name 


OJ990604 11.9920.C12.o2.gs 


Method 


GENSCAN 


Start 


2132 


End 


4897 


GI 


none 


Score 


.56 


Exons 


2132.. 2587, 3712.. 3912, 3999. 


.4300, 4659.-4897 


Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51390 


Strand 




Start 


1765 


End 


6226 


Name 


OJ990604 11.9920.C12.o2.np 


Method 


AAT/NAP 


Start 


3389 


End 


6226 


GI 


5911167 


Score 


505 


Exons 


3389.. 3447, 3591. .4343, 6205. 


.6226 




GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51390 ' 


Strand 




Start 


1765 


End 


6226 


Name 


OJ990604 11.9920.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


3655 


End 


4034 


GI 


none 


Score 


129 


Exons 


3655.. 3873, 3655.. 3882, 3665. 


.3883, 3912. .3968, 3984. .4034 


Seq. No. 


24736 


Seq. ID 


OJ990604_11.9920.C12 


Gene No. 


51390 


Strand 




Start 


1765 


End 


6226 


Name 


OJ990604 11.9920.C12.o2.tm 


Method 


TBLASTX: Maize 


Start 


4143 


End 


4343 


GI 


none 


Score 


86 


Exons 


4143. .4271, 4144. .4266, 4263. 


.4343, 4267. .4338 


Seq. No. 


24737 


Seq. ID 


OJ990604JL1. 9920. C13 


Gene No. 


51391 


Strand 


+ 


Start 


1 


End 


5101 


Name 


OJ990604 11.9920.C13.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


570 


GI 


101153 1.R1084 


Score 


429 


Exons 


1..26, 342. .570 






GI Descrip. 


l 5852170/emb|AL117265.1 IOST17804 l.Oe- 


115 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 ' 


Seq. No. 


24737 


Seq. ID 


OJ990604JL1. 9920. C13 


Gene No. 


51391 


Strand 


+ 


Start 


1 


End 


5101 


Name 


OJ990604_11.9920.C13.ol.gs 


Method 


GENSCAN 


OtdIL 


68 


End 


3139 


GI 


none 


Score 


.83 


Exons 


68. .121, 936. .1027, 1283. .1314, 2349.. 


3139 



24857 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24737 
51391 
1 

OJ990604 11.9920.C13.o2.gp 



Seq. ID OJ990604_11.9920.C13 

Strand + 

End 5101 

Method AAT/GAP 

End 1017 

Score 809 



588 

2428185 
588. .1017 

5852170/emb|AL117265.1|OST17*804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



24737 Seq. ID 

51391 Strand 
1 End 
OJ990604_11 . 9920 . C13 . o2 . np Method 
911 End 
4680179 Score 
911. .942, 2342. .3034 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990604_11.9920.C13 
+ 

5101 
AAT/NAP 
3034 
441 



24737 Seq. ID 

51391 Strand 

1 End 

OJ990604_11. 9920.C13.o3.np Method 

2342 End 

6063554 Score 



OJ990604_11.9920.C13 
+ 

5101 
AAT/NAP 
5101 - 
204 



2342. .2392, 3761. .4043, 4162. .4390, 4707. .4734, 5049. .5101 
(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 24737 Seq. ID 

Gene No. 51391 Strand 

Start 1 End 

Name OJ990604_11 . 9920 . C13 . o4 . gp Method 

Start 4201 End 

GI 101153_1.R1084 Score 

Exons 4201.. 4390, 4707.. 4935 

GI Descrip. 1 5852170/emb | AL117265 . 1 1 OST17804 1.0e-115 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 1 



OJ990604_11.9920.C13 
+ 

5101 
AAT/GAP 
4935 
584 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24737 
51391 
1 

OJ990604_11.9920.C13.o5.gp 



Seq. ID OJ990604_11. 9920.C13 

Strand + 

End 5101 

Method AAT/GAP 

End 5101 

Score 294 



4953 
2428185 
4953. .5101 

5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone:t!7804 



24737 Seq. ID 

51392 Strand 

154 5 v End 

OJ9906G4_11. 9920.C13.o3.gp Method 

1545 End 

61605 3.R1084 Score 



OJ990604_11. 9920.C13 

1855 
AAT/GAP 
1855 
450 



24858 




Exons 1545.. 1855 

GI De scrip. 1 1402920/emb I CAA66965 1 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 


24737 




Seq. ID 


OJ990604_11. 


9920 


.C13 


Gene No. 


51393 




Strand 








Start 


4097 




End 


4542 






Name 


OJ990604 ll.9920.C13.ol 


. tm 


Method 


TBLASTX : Maize 




Start 


2420 




End 


2731 






GI 


none 




Score 


206 






Exons 


2420. .2680, 2434. .2595, 


2645. 


.2731 








Seq. No. 


24737 




Seq. ID 


OJ990604_11. 


9920 


.C13 


Gene No. 


51393 




Strand 








Start 


4097 




End 


4542 






Name 


OJ990604 ll.9920.C13.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


2420 




- End 


2714 






GI 


none 




Score 


248 






Exons 


2420. .2680, 2434. .2610, 


2649. 


.2714 








Seq. No. 


24737 




Seq. ID 


OJ990604_11. 


9920 


.C13 


Gene No. 


51393 




Strand 








Start 


4097 




End 


4542 






Name 


OJ990604 ll.9920.C13.o2 


.gs 


Method 


GENSCAN 






Start 


4097 




End 


4481 






GI 


none 




Score 


.92 






Exons 


4097. .4421, 4426. .4481 












Seq. No. 


24737 




Seq. ID 


OJ990604_11. 


9920 


.C13 


Gene No. 


51393 




Strand 








Start 


4097 




End 


4542 






Name 


OJ990604 ll.9920.C13.ol 


.np 


Method 


AAT/NAP 






Start 


4171 




End 


4542 






GI 


5852180 




Score 


297 






Exons 


4171. .4542 












GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


24738 




Seq. ID 


OJ990604 11. 


9920 


.C14 


Gene No. 


51394 




Strand 


+ 






Start 


72 




End 


1076 






Name 


OJ990604 ll.9920.C14.ol 


. gs 


Method 


GENSCAN 






Start 


72 




End 


1076 






GI 


none 




Score 


.41 






Exons 


' 72. .270, 900. .1076 












Seq. No. 


24739 




Seq. ID 


OJ990604_11. 


9920 


.C15 


Gene No. 


51395 




Strand 








Start 


.109 




End 


.1194 






Name 


OJ990604 11.9920..O15,ol, 


• gs 


Method 


GEJ4SCAN v ; - 






Start" 


109-":"" ' 




'End ' 


1194" . ■ 






GI 


none 




Score 


.92 






Exons 


109. .217, 895. .1194 












Seq. No. 


24739 




Seq. ID 


OJ990604_11. 


9920 


.C15 








Strand 








Start 


1799 




End 


2721 






Name 


OJ990604_ll.9920.C15.o2, 


.gs 


Method 


GENSCAN 







24859 



Start 


1799 


End 


2530 


GI 


none 


Score 


.4 


Exons 


1799.. 2530 






Seq. No. 


24739 


Seq. ID 


OJ990604_11.9920.C15 


Gene No. 


51396 


Strand 


- 


Start 


1799 


End 


2721 


Name 


OJ990604 11.9920.C15.ol.np 


Method 


AAT /NAP 


Start ' 


2021 


End 


2721 


GI . 


2522230 


Score 


322 


Exons 


2021. .2721 






GI Descrip. 


(AB007467) retrotransposon-like gene; 


the first amino acid 1 




determined to be leucine [Vicia faba] 




Seq. No. 


24739 


Seq. ID 


OJ990604_11.9920.C15 


Gene No .' 


51396 


Strand 




Start 


1799 


End 


2721 


Name 


OJ990604 11.9920.C15.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2336 


End 


2691 


GI 


none 


Score 


78 


Exons 


2336.. 2479, 2337.. 2444, 2473 


..2505, 2548.. 2691 


Seq. No. 


24740 


Seq. ID 


OJ990604_11.9920.C16 


Gene No. 


51397 


Strand 


+ 


Start . 


7939 


End 


8507 


Name 


OJ990604 11.9920.C16.ol.gp 


Method 


AAT /GAP 


Start 


7939 


End 


8507 


GI 


4879016 


Score 


820 


Exons 


7939. .8507 






GI Descrip. 


6041757/gb|AC011806. 1 IAC011806 0.0e+00 


Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 






Seq. No. 


24740 


Seq. ID 


OJ990604_11.9920.C16 


Gene No. 


51398 


Strand 




Start 


668 


End 


8445 


Name 


OJ990604 11.9920.C16.ol.np 


Method 


AAT /NAP 


Start' 


656 


End 


4460 ' 


GI 


2443320 


Score 


5037 


Exons 


656. .4460 






GI Descrip. 


(D85597) polyprotein [Oryza 


australiensis] 


Seq. No. 


24740 


Seq. ID 


OJ990604_11.9920.C16 


Gene No. 


51398 


Strand 




Start 


668 


End 


8445 


Name 


OJ990604 11.9920.C16.ol.gs 


Method 


GEN SCAN 


Start 


668 


End 


8445 


GI 


none 


Score 


.64 


Exons 


'668.. 1453, "1651. .-2152, 2281: 


.-3551-; 3735. .-4460,. 5514 . ..568.6," 




6835". :t6971/ 7038. .7246, 7252 


. .7627, 8282. .8445 • 


Seq. No. 


24740 


Seq. ID 


OJ990604_11. 9920.C16 


Gene No . 


51398 


Strand 




Start 


668 


End 


8445 




GJ 930604 11. 9920.C16.o3.rw 


Method 


TBLASTX: Wheat 


Start 


695 


' End 


1183 


GI 


none 


Score 


423 



24860 



+ • 



Exons 


695. . 1183, 


696. . 


1178, 1063.. 


1182 






Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name 


OJ990604 11 


.9920 


.C16.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


707 








End 


1294 




GI 


none 








Score 


99 




Exons 


707. .901, 920. .1126, 1175. .1294 






Seq. No. 


24740 








• Seq. ID 


OJ990604_11.9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name 


OJ990604 11 


.9920 


.C16.o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


791 








End 


1285 




GI 


none 








Score 


220 




Exons 


791. .895, 923. .1285 










Seq. No. 


24740 








Seq. ID 


OJ990604_11. 9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name 


OJ990604 11 


.9920 


.C16.ol 


. tw 


Method * 


TBLASTX: Wheat 




Start 


1256 








End 


2056 




GI 


none 








Score 


110 




Exons 


1256. . 1456, 


1272 


. . 1448, 


1453 


..1719, 1454. .1711, 1462. .1719, 




1644 . .2045, 


1705 


. .2052, 


1705 


..2055, 1709.. 2056 




Seq. No. 


24740 








Seq. ID 


OJ990604_11. 9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name 


OJ990604 11 


. 9920 


.CI6.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


1618 ~ 








End 


2050 




GI 


none 








.Score 


144 




Exons 


1618 . . 2031, 


.1706 


. .2050 










Seq. No. 


24740 








Seq. ID 


OJ990604_11. 9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End' 


8445 




Name 


OJ990604 11 


.9920 


.CI6.0I 


. ts 


Method 


TBLASTX : Soybean 




Start 


1732 








End 


2186 




GI 


5509260 








Score 


86 




Exons 


1732. .2121, 


1736 


. .1894, 


1928 


..2092, 2127. .2186 




GI Descrip. 
















Seq. No. 


24740 








Seq. ID 


OJ990604_11. 9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name . 


OJ990604 11 


.9920 


.CI6.0I 


tc 


Method 


TBLASTX: Cress 




Start / 


1831 . ■ . 








End 


2095 - ' 




GI' 


none 








Score 


115 




Exons 


1831. .2094, 


1919 


> .2095 










Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


Gene No. 


51398 








Strand 






n j j_ 


668 








End 


8445 




Name 


OJ990604 11 


.9920 


CI6.06. 


tw 


Method 


TBLASTX: Wheat 




Start 


2057 








End 


2252 





24861 




GI 


none 








Score 


53 




Exons 


2057. .2116, 


2059 


. .2121, 


2126. 


.2245, 2127.. 2243, 2127.. 2252 


Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


Gene No. 


51398 








Strand 


_ 




Start 


668 








End 


8445 




Name 


OJ990604 11 


. 9920 


.C16.o2 


. tc 


Method 


TBLASTX: Cress 




Start 


2394 








End 


2918 




GI 


none 








Score 


119 




Exons 


2394 . .2606, 


2625 


. .2702, 


2712 . 


.2918 






Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


Gene No. 


51398 








Strand 


_ 




Start 


668 








End 


8445 




Name 


OJ990604 11 


. 9920 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2481 








End 


2981 




GI 


none 








Score 


180 




Exons 


2481. .2636, 


2622 , 


. .2699, 


2718 . 


.2981 






Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


. . Gene No . 


51398 








Strand 






"" '* Start 


668 








End 


8445 




Name , 


OJ990604_11 


. 9920. 


,C16.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


2499 








End 


3164 




□ GI 


none 








Score 


568 




! :3 Exons 


2499. .3164, 


2518 , 


. .3138, 


2624 . 


.3148, 3033. .3161 




-is Seq. No. 


24740 








Seq. ID 


OJ990604_11.9920 


.C16 


\Z Gene No. 


51398 








Strand 






: ^ Start 


668 








End 


8445 




Name 


OJ990604_11 


. 9920. 


.C16.o3, 


. ts 


Method 


TBLASTX: Soybean 




k j Start 


2499 








End 


2930 




MI GI 


none 








Score 


90 




Exons 


2499. .2636, 


2622, 


, . 2702, 


2703. 


.2930, 2704. .2928 




! 1 O XT 

; : ; Seq. No. 


24740 








Seq. ID 


OJ990604JL1.9920 


.C16 


'"4 Gene No. 


51398 








Strand 






= * Start 


- 668 








"End 


8445 




t 3 Name 


OJ990604_11 , 


. 9920. 


C16.o4 , 


, ts 


Method 


TBLASTX: Soybean 




**• Start 


2940 








End 


3323 




\i gi 


none 








Score 


107 




sa? Exons 


2940 . . 3164, 


3189. 


. 3323 










Seq. No. 


24740 








Seq. ID 


OJ990604_11. 9920 


.C16 


Gene No. 


51398 








Strand 






Start 


668 








End 


8445 




Name 


OJ990604 11, 


. 9920 . 


C16.o4 . 


, tw 


Method 


TBLASTX: Wheat 




Start 


3165 








End 


3467 




GI 


none' 








Score • 


120 




Exons 


3165. .3386, 


3184 . 


.3330, 


3194 . 


.3340, 3384. .3467 




Seq. No. 


24740 








Seq. ID 


OJ990604JL1. 9920 


.C16 


Gene No. 


51398' 








Strand 






Start 


668 : 








End 


8445 




Name 


OJ990604 11. 


, 9920 . 


Cib.o5 . 


tw 


Method _ 


TBLASTX: Wheat 




Start 


3916 








End 


4262 




GI 


none 








Score 


69 





24862 




Exons 


3916. . 4 128, 3918. . 42 62 








Seq. No. 


24740 


Seq. ID 


OJ990604_11 . 9920 


.C16 


Gene No. 


51398 


Strand 






Start 


668 


End 


8445 




Name 


OJ990604 11 . 9920 . C16 . o7 . tw 


Method 


TBLASTX: Wheat 




Start 


6905 


End 


7314 




GI 


none 


Score 


103 




Exons 


6905. .6994, 6977. .7093, 7096 


..7182, 7198. .7314 




Seq. No. 


24741 


Seq. ID 


OJ990604_11.9920 


.C17 


Gene No. 


51399 


Strand 


+ 




Start 


333 


End 


3792 




Name 


OJ990604 11.9920.C17.ol.gs 


Method 


GENSCAN 




Start 


333 


End 


3736 




GI 


none 


Score 


.66 




Exons 


333. .419, 656. .862, 919. .3066, 3105.. 


3299, 3363.. 3736 




Seq. No. 


24741 


Seq. ID 


OJ990604_11.9920 


.C17 


Gene No. 


51399 


Strand 


+ 




Q +- +• 


333 


End 


3792 




Name 


OJ990604 11.9920.C17.ol..np 


Method 


AAT/NAP 




Start 


1442 


End 


3792 




GI 


6498441 


Score - 


2871 




Exons 


1442.. 2506, 2837.. 3299, 3363. 


.3792 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) . 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24741 








Seq. ID 


OJ990604_11.9920.C17 


Gene No. 


51399 








Strand 


+ 


Start 


333 








End 


3792 


Name 


OJ990604 11 


.9920 


.C17.o3 


.tw 


Method 


TBLASTX : Wheat 


Start 


1591 








End 


1983 


GI 


none 








Score 


58 


Exons 


1591. .1638, 


1645 


. .1743, 


1650. 


.1742, 1710. .1949, 1726. .1983 


Seq. No. 


24741 








Seq. ID 


OJ990604_11.9920.C17 


Gene No. 


51399 








Strand 


+ 


Start 


333 








End 


3792 


Name 


OJ990604 11 


.9920 


.C17.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1596 








End 


1881 


GI 


none 








Score 


198 


Exons 


1596. .1880, 


1633 


. .1881 








Seq. No. 


24741 








Seq. ID 


OJ990604_11. 9920.C17 


Gene No. 


51399 








Strand 


+ 


Start 


333 








End ■ 


3792 


Name 


OJ990604 11 


9920 


.C17.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


2721 








End 


3206 


GI 


none 








Score 


314 


Exons 


2721. .2894, 


2722 


. .3087, 


.2916. 


.3077, 3078. .3206, 3107. .3175 


Seq. No. 


24741 








Seq. ID 


OJ990604_11. 9920.C17 




c 1 1 r\n 








Strand 


+ 


Start 


333 








End 


3792 


Name 


• OJ990604 11. 


9920 


C17.ol 


. tw 


Method 


TBLASTX: Wheat 



24863. 



Start 


3371 


End 


3791 


GI 


none 


Score 


540 


Exons 


3371.. 3790, 3372.. 3791, 3372 


. .3791 




Seq. No. 


24741 


Seq. ID 


OJ990604_11.9920 




ji j j j 


91- rsnH 
on di iu 




Start 


333 


End 


3792 


Name 


OJ990604 11.9920.C17.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3411 


End 


3776 


GI 


none 


Score 


116 


Exons 


3411. .3635, 3642. .3776 






Seq. No. 


24741 


Seq. ID 


OJ990604_11.9920 




S1399 


O Li Q.11U 


+ 


Start 


333 


End 


3792 


Name 


OJ990604 11.9920.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


3501 


End 


3791 


GI 


none 


Score 


317 


Exons 


3501. .3791, 3536. .3790 






Seq. No. 


24742 


Seq. ID 


OJ990624_13.9921 


Gene No. 


51400 


Strand 




Start 


1 


End 


94 


Name 


OJ990624 13.9921.C2.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


94 


GI 


5777617 


Score 


69 


Exons 


1..94 






GI Descrip. 


(AJ245900) CAA30375. 1 protein [Oryza sativa] 


Seq. No. 


24743 


Seq. ID 


OJ990624_13.9921 


UCUC IN\J . 


51401 


Strand 




Start 


717 


End 


3028 


Name 


OJ990624 13.9921.C3.ol.gs 


Method 


GEN SCAN 


Start 


717 


End 


3028 


GI 


none 


Score 


.48 


Exons 


717. .863, 1171. .1265, 1844.. 


2031, 2886 


. .3028 


Seq. No. 


24744 


Seq. ID 


OJ990624_13.9921 


Gene No. 


51402 


Strand 


+ 


Start 


1 


End 


256 


inch Lie 


OJ990624 13.9921.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


256 


GI 


3242730 


Score 


154 


Exons 


1..256 






GI Descrip. 


(AC003040) putative acetone- 


cyanohydrin lyase [Arabidop 




thaliana] 






Seq. No. 


24744 


Seq. ID 


OJ990624_13.9921 


Hon o ■ Kfo ■ 


51402 


Strand, 


+ 


Start 


1 


End 


256 


Name 


OJ990624 13.9921.C5.ol.gs 


Method 


GENSCAN 


Start 


101 


End 


253 


GI 


none 


Score 


.74 


Exons 


101. .253 






Seq. No. 


24744 


Seq. ID 


OJ990624 13.9921 


Gene No. 


51403 


Strand 





24864 



Start 


5030 


End 


5259 


Name 


OJ990624 13.9921. C5.o2.np 


Method 


AAT/NAP 


Start 


5030 


End 


5259 


GI 


2498779 


Score 


195 


Exons 


5030. .5259 






GI Descrip. 


PIR7B PROTEIN gi | 629801 | pir 


IS47087 pir7b protein - rice 




gi| 4 98745 | emb | CAA84026 | (Z34271) Pir7b 


[Oryza sativa] 


Seq. No. 


24744 


Seq.. ID 


OJ990624_13.9921.C5 


Gene No . 


51404 


Strand 


- 


Start 


707 


End 


1040 


Name 


OJ990624 13-9921. C5.o2.gs 


Method 


\J Hi IM O vlili 


Start 


707 


End 


1040 


GI 


none 


Score 


.48 


Exons 


707. . 934, 981. . 1040 






Seq. No. 


24744 


Seq. ID 


OJ990624__13.9921.C5 


No. 


51405 


Strand 


- 


Start 


4988 


End 


5119 


Name 


OJ990624 13.9921.C5.o3.gs 


Method 


GENSCAN 


Start 


4988 


End 


5119 


GI 


none 


Score 


.52 


Exons 


4988 . .5119 






Seq. No. 


24745 


Seq. ID 


OJ990624_13.9921.C6 


Gene No. 


51406 


Strand 


+ 


Start 


1 


End 


374 


Name 


OJ990624 13.9921.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


371 


GI 


3242722 


Score 


260 


Exons 


1 . . 371 






GI Descrip. 


(AC003040} nutative aretnne- 


cyanohydrin lyase [Arabidopsis 




thaliana ] 






Seq. No. 


24745 


Seq. ID 


OJ990624_13.9921.C6 


Gene No . 


51406 


Strand 


+ 


Start 


1 


End 


374 


Name 


OJ990624 13.9921.C6.ol.gs 


Method 


GENSCAN 


Start 


57 


End 


374 


GI 


none 


Score 


1 


Exons 


57. .374 






Seq. No. 


24745 


Seq. ID 


OJ990624_13.9921.C6 


Gene No. 


51407 


Strand 


+ 


Start 


4477 


End 


8646 


Name 


OJ990624 13.9921.C6.o2.np 


Method 


AAT/NAP 


Start 


4477 


End 


8646 


GI 


4234852 


Score 


4441 


Exons 


4477. .4637, 4680. .8646 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] u 


Seq. No. 


24745 


Seq. ID 


OJ990624_13.9921.C6 


Gene No. 


51408 


Strand 




Start 


1120 


End 


3602 


Name' 


Oj 990 62 4 13 . 9921 .Cb. ob . tm 


Method 


TBLASTX: Maize 


Start 


8 


End 


254 


GI 


none 


Score 


227 



24865 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8. .106, 9.-254, 155. .244, 156. .254 

24745 Seq. ID 

51408 Strand 

1120 " End 

OJ990624_13 . 9921 . C6 . o2 . tc Method 

39 End. 

none Score 

39. .353, 44. .94, 165. .332, 170. .352 



OJ990624_13.9921.C6 

3602 

TBLASTX: Cress 

353 

224 



24745 
51408 
1120 

OJ990624_13 . 9921 . C6 . o2 . gs 

1120 

none 

1120. .1189, 1218. .1439, 2718, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2828, 3469.. 3602 



OJ990624_13.9921.C6 

3602 
GENSCAN 
3602 
.66 



Seq. No. 24745 

Gene No. 51409 

Start 4569 

Name OJ990624_13 . 9921 . C6 . ol . tm 

Start 4569 

GI none 

Exons 4569.. 5147, 4570.. 5178, 5188.. 5319, 5259.. 5300, 5424 
5515. .5580 



Seq. ID OJ990624_13.9921.C6 
Strand 

End 5580 

Method TBLASTX : Mai ze 

End 5580 

Score 588 

5474, 



Seq. No. 24745 ' Seq. ID 

Gene No. 51410 Strand 

Start 5500 End 

Name OJ990 624_13 . 992 1 . C6 . o4 . tw Method 

Start 5500 End 

GI none Score 

Exons 5500.. 5697, 5767.. 5937 



OJ990624_13.9921.C6 
6621 

TBLASTX: Wheat 

5937 

115 



Seq. No. 24745 Seq. ID 

Gene No. 51410 Strand 

Start 5500 End 

'Name OJ990624_13 . 9921 . C6 . o2 . ts Method 

Start 5794 End 

GI none Score 

Exons 5794.. 6180, 5805.. 6011 



OJ990624_13.9921.C6 
6621 

TBLASTX : Soybean 

6180 

344 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24745 
51410 
5500 

OJ990624_13.9921.C6.o2.tw 

5956 

none 



Seq. ID OJ990624_13.9921.C6 
Strand 

End 6621 

Method TBLASTX : Wheat 

End 6618 

Score 252 



5956. .6195, 5970. .6194, 6235. .6540, 6258. .6518, 6519. .6593, 
6520. .6618 



Seq. No. 24745 

Gene No. 51410 

fi4--..j. r- i- i-\ r\ 

o iai i_ JJUU 

Name OJ990624_13 . 9921 . C6 . o4 . tm 

Start 5971 



Seq. ID OJ990624_13. 9921.C6 
Strand 

£nd 6621 

Method TBLASTX: Maize 

End 6429 



24866 




GI 


none 








Score 


128 




Exons 


5971. .6195, 


6244 


. .6429, 


6246. 


. 6407 






Seq. No. 


24745 








Seq. ID 


OJ990624__13.9921 


.C6 


Gene No . 


51410 








Strand 






Start 


5500 








End 


6621 




Name 


OJ990624 13 


9921 


,C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


6235 








End 


6615 




GI 


none 








Score 


123 




Exons 


6235. . 6435, 


6448 


. .6615 










Seq. No. 


24745 








Seq. ID 


OJ990624_13.9921 


.C6 


Gene No. 


51410 








Strand 






Start 


5500 








End 


6621 




Name 


OJ990624 13. 


9921 


,C6.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


6235 








End 


6621 




GI 


none 








Score 


186 




Exons 


6235. . 6444, 


6237 


. . 6416, 


6448. 


. 6621 






Seq. No. 


24745 








Seq. ID 


OJ990624_13. 9921 


-C6 


Gene No. 


51411 








Strand 






Start 


7132 








End 


8607 




Name 


OJ990624 13.. 


9921 


.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7132 








End 


7569 




GI 


5509260 








Score 


365 




Exons 


7132. .7569, 


7221 


. .7493, 


7536. 


.7568 






GI Descrip. 


— 














Seq. No. 


24745 








Seq. ID 


OJ990624_13. 9921 


.C6 


Gene No . 


51411 








Strand 






Start 


7132 








End 


8607 




Name 


OJ990624 13. 


9921 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7219 








End 


7479 




GI' 


none 








Score 


249 




Exons 


7219. .7479, 


7221 


. .7457 










Seq. No. 


24745 








Seq. ID 


OJ990624_13. 9921 


.C6 


Gene No. 


51411 








Strand 






Start 


7132 






* 


End 


8607 




Name 


OJ990624 13. 


9921 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7260 








End 


8040 




GI 


none 








Score 


364 




Exons 


7260. .7607, 


7261 


. .7605, 


7261. 


.7614, 7590. .8036, 7591. .8040 


Seq. No. 


24745 








Seq. ID 


OJ990624_13.9921 


.C6 


Gene No . 


51411 








Strand 






Start 


7132 








End 


8607 




Name 


OJ990624 13. 


9921 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


•7261 








End - ■ 


-7704 




GI 


none 


* 






Score 


275 




Exons 


7261. .7569, 


7278 


. .7568, 


7603. 


.7704 






Seq. No. 


24745 








Seq. ID 


OJ990624_13. 9921 


.C6 


Gene No. 


51411 








Strand 






Start 


11 "DO 
/ J- *J£- 








hind 


S607 




Name 


OJ990624 13. 


9921 


.C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


7705 








End 


8136 





24867 




GI 


none 








Score 


81 






Exons 


7705. .7866, 


7840. 


. 8136, 


7980. 


.8135 . 








Seq. No. 


24745 








Seq. ID 


OJ990624 


_13. 9921. 


C6 


Gene No. 


51411 








Strand 








Start 


7132 








End 


8607 






Name 


OJ990624_13 


. 9921. 


C6.o3. 


ts 


Method 


TBLASTX : 


Soybean 




Start 


8026 








End 


8592 






GI 


none 








Score 


131 






Exons 


8026. .8208, 


8217. 


.8318, 


8221. 


.8412, 8 


401 . . 8592 






Seq. No. 


24745 








Seq. ID 


OJ990624 


_13. 9921. 


C6 


Gene No. 


51411 








Strand 








Start 


7132 








End 


8607 






Name 


OJ990624 13 


.9921. 


C6.06. 


tm 


Method 


TBLASTX : 


Maize 




Start 


8149 








End 


8607 






GI 


none 








Score 


55 






Exons 


8149. .8208, 


8191. 


.8367, 


8416. 


.8607 









Seq. No. 24745 Seq. ID 

Gene No. 51411 Strand 

Start - 713*2 End 

Name OJ990 624_13 . 9921 . C6 . o3 . tw Method 

Start 8196 End 

GI none Score 

Exons 8196.. 8429, 8200.. 8595 



OJ990624_13.9921.C6 
8607 

TBLASTX .-Wheat 

8595 

278 



Seq. No. 24746 

Gene No. 51412 

Start 1007 

Name OJ990624_13 . 9921 . C7 . ol . gs 

Start 1007 

GI none 

Exons 1007.. 1243, 1278.. 1430, 2465. 

3043.. 3112, 3209.. 3287, 3377. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2632, 



OJ990624_ 
+ 

4134 
GENSCAN 
4134 
.56 

2716. .2782, 



13. 9921. C7 



2859. .2970, 



.3597, 3736. .4134 



Seq. No. 24746 

Gene No. 51413 

Start 4913 

Name OJ990624_13 . 9921 .C7 . ol . gp 

Start 4913 

GI 4219_1.R108.4 

Exons 4913. .5163 

GI Descrip. 1 4490321/emb | CAB38705 . 1 | 
[Arabidopsis thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990624_ 
+ 

5163 
AAT/GAP 
5163 
450 



13. 9921. C7 



2.0e-09 (AJ011604) nitrate transporter 



Seq. No. 24747 Seq. ID 

Gene No. 51414 Strand 

Start .219 " . -■ End 

Name OJ990624_13 . 9921 . C10 . ol . gs' Method 

Start 219 End 

GI none Score 

Exons 219.. 393, 1705.. 1757 



OJ990624_13. 9921. C10 

1757 
GENSCAN 
1757 
.49 



Gene No. 
Start 



51415 
1804 



Seq. id 

Strand 

End 



OJ990b^4 13 . 9921 .Cll 



1934 



24868 



Name 


OJ990624 13.9921.Cll.ol.gs 


Method 


GENSCAN 






Start 


1804 


End 


1934 






GI 


none 


Score 


.84 






Exons 


1804. .1934 










Seq. No. 


24749 


Seq. ID 


OJ990624 13 


.9921 


.C12 


Gene No. 


51416 


Strand 


+ 






Start 


1374 


End 


1603 






Name 


OJ990624 13.9921.C12.ol.np 


Method 


AAT/NAP 






Start 


1374 . 


End 


1603 






GI 


4150908 


Score 


128 






Exons 


1374. .1603 










GI Descrip. 


(Y18166) calmodulin [Suberites domuncula] 






Seq. No. 


24750 


Seq. ID 


OJ990624_13 


.9921 


.C14 


Gene No . 


51417 


Strand 


+ 






Start 


77 


End 


108 






Name 


OJ990624 13.9921.C14.ol.gs 


Method 


GENSCAN 






Start 


77 


End 


108 






GI 


none 


Score 


.76 






Exons 


77. .108 










Seq. No. 


24750 


Seq. ID 


OJ990624_13 


9921 


.C14 


Gene No. . 


51418 


Strand 


+ 






Start 


857 


End 


936 






Name 


OJ990624 13.9921.C14.ol.gp 


Method 


AAT/GAP 






Start 


857 


End 


936 






GI 


3761683 


Score 


122 






Exons 


857. .936 










GI Descrip. 


2760834/gb|AAB95302.1| l.Oe- 


12 (AC003105) putative 


nitrate 




transporter [Arabidopsis thaliana] 








Seq. No. 


24751 


Seq. ID 


OJ990624_13 


9921 


.C16 


Gene No. 


51419 


Strand 


+ 






Start 


578 


End. 


747 






Name 


OJ990624 13.9921.C16.ol.gs 


Method 


GENSCAN 






Start 


578 


End 


747 






GI 


none 


Score 


.73 






Exons 


578.-665, 732.. 747 










Seq. No. 


24751 


Seq. ID 


OJ990624_13. 


9921 


.C16 


Gene No. 


51420 


Strand 








Start 


1 


End 


809 






Name 


OJ990624 13.9921.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


809 






GI 


1196998 


Score 


854 






Exons 


1. .809 










.GI Descrip. 


(J01829) unknown protein [Transposon TnlO] 







gi|5103202 | dbj |BAA78838.1| (AP000342) -transposase of.TnlO 
[Plasmid R100] gi | 5706382 | dbj | BAA8 3097 . 1 1 (AB026428) ' transposase 
[Methylomonas aminof aciens] gi | 5738092 | gb | AAD50250 . 1 | AF162223_9 
(AF162223) ISlO-right transposase [Shigella flexneri] 
gi|6721110|gb|AAF26764.1|AC007396_13 (AC007396) T4012.21 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



24752 
51421 



Seq. ID 
Strand 



OJ990624 13.9921.C17 



24869 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



629 



End 

Method 
End 
Score 



1198 
AAT/GAP 
1198 
847 



OJ990624_13.9921.C17.ol.gp 
629 

4879016 
629.. 1198 

6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20/ Lemont Strain, Complete Sequence, 
complete sequence 



24753 Seq. ID 

51422 Strand 
2612 End 
OJ990624_13.9921.C18.ol.gp Method 
2612 End 
LIB3431-028-P1-N1-A7 Score 
2612. .2820 

■ 6041757/gb|AC011806.1|AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990624_13.9921.C18 
+ 

2820 
AAT/GAP 
2820 
398 



Sea No 


24753 








Seq. ID 


OJ990624 


Gene No. 


51423 








Strand 


+ 


Start 


4708 








End 


7742 


Name 


OJ990624 13 


.9921. 


C18 .o3 


.gs 


Method 


GENSCAN 


Start 


4708 








End 


7742 


GI 


none 








Score 


. 64 


Exons 


4708. .4719, 


4939. 


.5079, 


5433. 


.5519, 6731. .6927, 




7508. .7742 












Seq. No. 


24753 








Seq. ID 


OJ99.0624 


Gene No. 


51424 








Strand 




Start 


2831 








End 


3604 


Name 


OJ990624 13 


.9921. 


C18.o2 


. tm 


Method 


TBLASTX: 


Start 


2805 








End 


3545 


GI 


none 








Score 


44 


Exons 


2805. .2828, 


2834 . 


.2947, 


2864. 


.3070, 2937.. 3017, 




3178. .3264, 


3316. 


.3423, 


3317. 


.3412, 3417. .3545 


Seq. No. 


24753 








Seq. ID 


OJ990624 


Gene No. 


51424 








Strand 




Start 


2831 








End 


3604 


Name 


OJ990624 13 


.9921. 


C18.ol 


.np 


Method 


AAT/NAP 


Start 


2828 








End 


3557 


GI 


4127348 








Score 


510 


Exons 


2828. .3264, 


3295. 


.3557 








GI Descrip. 


(AJ010449) 


glutathione transferase [Alopecurus ] 


Seq. No. 


24753 








Seq. ID 


OJ990624 


Gene No. 


51424 . 








Strand 




Start 


2831 








End 


3604 


Name 


OJ990624 13 


.9921. 


C18.o2 


.gs 


Method 


GENSCAN 


Start 


2831 






End 


3581 


GI 


none 








Score 


.86 


Exons 


2831. .2972, 


3200. 


.3367, 


3394. 


.3581 




Seq. No. 


24753 








Seq. ID 


OJ990624_ 


Gene No. 


51424 








Strand 





24870 



Start 


2831 






End 


3604 


Name 


OJ990624 13 


.9921.C18.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


2903 






End 


3545 


GI 


none 






Score 


71 


Exons 


2903. .3064, 


3325.-3423, 


3326. 


.3409, 3417. .3545 


Seq. No. 


24753 






Seq. ID 


OJ990624_13. 9921.C18 


Gene No. 


51424 






Strand 




Start 


2831 






End 


3604 


Name 


OJ990624 13, 


.9921.C18.o2 


■ gp 


Method 


AAT/GAP 


Start 


3185 






End 


3604 


GI 


LIB3431-028- 


-P1-K1-A7 




Score 


753 


Exons 


3185. .3604 










GI Descrip. 


, 4127348/emb|CAA09188 | ( 


5.0e-26 (AJ010449) glutathione 




transferase 


[Alopecurus 


myosuroides] • 




Seq. No. 


24753 






Seq. ID 


OJ990624__13.9921.C18 


Gene No. 


51424 






Strand 




Start 


2831 






End 


3604 


Name 


OJ990624 13, 


•9921.C18.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


3316 






End 


3557 


GI 


none 






Score 


120 


Exons 


3316. .'3423, 


3317. .3412, 




.3435, 3417. .3467, 3424. .3465, 




3456. .3557, 


3465. .3545 








Seq. No. 


24753 






Seq. ID 


OJ990624_13. 9921.C18 


Gene No . 


51424 






Strand 




Start 


2831 






End 


3604 


Name 


OJ990624 13. 


9921.C18.o2, 


,ts 


Method 


TBLASTX: Soybean 


Start 


JJlO 






End 


3542 


GI 


none 






Score 


93 


Exons 


3316. .3423, 


3317. .3412, 




.3542, 3417. .3539 


Seq. No. 


24753 






Seq. ID 


OJ990624_13.9921.C18 


Gene No. 


51425 






Strand 




Start 


7186 






End 


7686 


Name 


OJ990624 13. 


9921.C18.ol. 


,tm 


Method 


TBLASTX: Maize 


Start 


7186 






End 


7686 


GI . 


none 






Score 


128 


Exons 


7186. .7311, 


7329. .7376, 


7330. 


.7377, 7387. .7440, 7477. .7542, 




7497. .7616, 


7540. .7629, 


7540. 


.7686, 7541. .7684 


Seq. No. 


24753 






Seq. ID 


OJ990624_13.9921.C18 


Gene No 


51425 






Strand 




Start 


7186 






End 


7686 


Name 


OJ990624 13. 


9921.C18.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7219 






End 


7654 


GI 


none 






Score 


81 


Exons 


7219. .7341, 


7477. .'7506, 


7505. 


.7654, 7505.. 7606, 7507. .7626 


Seq. No. 


24754 






Seq. ID 


OJ990624_13 . 9921 .C19 


Gene No. 


51426 






Strand 


+ 


Start 


213 






End 


3294 


Name 


OJ990624_13. 


9921.C19.ol. 


np 


Method 


AAT/NAP 


S tar 


J. ~J 






End 


3294 


GI 


3702805 






Score 


348 


Exons 


213. .327, 403. .462, 581. 


.670, 


1232. .1359, 1593. .1678, 



24871 



2208. .2292, 2374. .2518, 2595.-2699, 2891. .2971, 3063. .3124, 
3222.. 3294 ' v * ■ 

GI Descrip. (AF056335) NADP-specif ic glutamate dehydrogenase [Bacillus 

licheniformis] gi | 3822407 (AF092086) NADP-specif ic glutamate 
dehydrogenase [Bacillus licheniformis] 



Seq. No. 24754 Seq. ID 

Gene No. 51426 Strand 

Start 213 End 

Name OJ990624_13 . 9921 . C19 . ol . gs Method 

Start 241 End 

GI none Score 
Exons 



OJ990624_13. 9921.C19 
+ 

3294 
GENSCAN 
2977 
.67 



241. .327, 403. .462, 581. .667, 1232. .1303, 1456. .1511, 
1593. .1678, 2208. .2298, 2374. .2531, 2608. .2699, 2891. .2977 



Seq. No. 24754 Seq. ID OJ990624_13 . 9921 . C19 

Gene No. 51427 Strand 

Start 3319 End 3603 

Name OJ990624_13 . 9921 . C19. ol . gp Method AAT/GAP 

Start 3319 End 3603 

GI uC-osflM2020117h06al Score 562 

Exons 3319. .3603 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 24754 Seq. ID 

Gene No. 51428 Strand 

Start 4070 End 

Name„ OJ990624_13 . 9921 . C19 . ol . tm Method 

Start 207 .." End 

GI " none Score 
Exons 



OJ990624_13.9921.C19 
10167 

TBLASTX: Maize 

1503 

95 



207. .308, 211. .315, 218. .331, 242. .328, 380. .463, 400. .483, 
402. .482, 578. .667, 578.-667, 579. .668, 586. .672, 1229. .1306, 
1229.. 1306, 1231.. 1338, 1456.. 1503 



Seq. No. 24754 

Gene No. 51428 

Start 4070 

Name OJ990624_13 . 9921 . C19 . ol . ts 

Start 211 

GI none 
Exons 



Seq. ID OJ990624_13.9921.C19 
Strand 

End 10167 

Method TBLASTX : Soybean 

End 2627 

Score 130 



211. .315, 227. .325, 400. .462, 400. .462, 402. .482, 578.-667, 
586. .666, 604. .669, 1229. .1306, 1231. .1356, 1455. .1514, 
1456.. 1512, 1590.. 1676, 1591.. 1677, 2201.. 2299, 2206.. 2295, 
2372.. 2530, 2401.. 2529, 2603.. 2626, 2604.. 2627 



Seq. No. 

Gene, No. 

Start 

Name 

Start 

GI 

Exons 



24754 
51428 
4070 

OJ990624_13.9921.C19.o2.ts 

2890 

none 



Seq. ID * OJ990624_13. 9921.C19 
Strand 

End 10167 

Method ' TBLASTX: Soybean 

End 3297 

Score 88 



2890.. 2973, 2891.. 2971, 3059.. 3136, 3060.. 3137, 3223.. 3297, 
3228. .3287 



Seq. No. 
Gene No. 



24754 
51428 



Seq. ID 
Strand 



OJ990624 13.9921.C19 



24872 



Start 
Name 
Start 
GI 

Exons 



4070 End 

OJ990624_13 . 9921 . C19 . o2 . gp Method 

3757 End 

699958 Score 
3757. .4056 



. 10167 
* AAT/GAP 

4056 

538 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24754 
51428 
4070 

OJ990624_13 . 9921 . C19 . o2 . gs 
4070 



OJ990624 13.9921.C19 



none 
4070. 
6034. 
7595. 



Seq. ID 
Strand 

End 10167 
Method GEN SCAN 
End ' 10167 
Score .73 

4131, 4237. .4309, 4589. .4673, 4812. .4903, 5260. .5388, 
6091, 6229. .6298, 6424. .6457, 6631. .6698, 6878. .7079, 
7645, 10046. .10167 



Seq. No. 24754 

Gene No. 51428 

Start 4070 

Name OJ990624_13 . 9921 . C19 . o3 . gp 

Start 6017 

GI 4968586 

Exons 6017.. 6091, 6229.. 6298, 6424. 
7036. .7103 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990624_13. 9921.C19 

10167 
AAT/GAP 
7103 
539 



,6457, 6631. .6698, 6838. .6903, 



Seq. No. . 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24755' 
51429 
24 

OJ990624_13. 9921. C23.ol. tin 
12 

none 



Seq. ID OJ990624 13.9921.C23 



Strand 
End 

Method 

End 

Score 



+ 

1733 

TBLASTX: Maize 

1374 

282 



12. .206, 13. .207, 13. .207, 1194. .1373, 1205. .1372, 1216. .1374 



24755 Seq. ID 

51429 Strand 

24 End 

OJ990624_13.9921.C23.ol.np Method 

24 End 

6714422 Score 
24. .206, 1204. .1733 

(AC012328) hypothetical protein [Arabidopsis thaliana] 



OJ990624_13. 9921.C23 
+ 

1733 
AAT/NAP 
1733 
286 



Seq. No. 


24755 










Seq. ID 


OJ990624 


Gene No. 


51429 










Strand 


+ 


Start 


24 










End 


1733 


Name 


OJ990624 


13.9921 


.C23, 


.ol. 


.gs 


Method 


GENS CAN 


Start 


112 










End 


1326 


GI 


none 










Score 


.66 


Exons 


112. .206, 


1204. . 


1326 










Seq. No. 


24756 










Seq. ID 


OJ990624 


Gene No. 


51430 










Strand 




Start 


140 










End 


295 


Name 


OJ990624 


13.9921 


.C24. 


.ol. 


.gs 


Method 


GENSCAN 


Start 


i a n 

J- "3 \J 










End 


295 


GI 


none 










Score 


.73 


Exons 


140. .295 















24873 




Seer. No. 


24757 






Seq. ID 


OJ990624 13 9921 


C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name 


OJ990624 


_13.9921.C25.ol 


.gs 


Method 


GENS CAN 




Start 


42 






End 


809 




GI 


none 






Score 


.45 




Exons 


42. .809 












Seq. No. 


24757 






Seq. ID 


OJ990624 13 9921 


.C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name 


OJ990624 


_13.9921.C25.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


111 






End 


803 




GI 


none 






Score 


162 




Exons 


111. .332, 


112.. 285, 363 


. .437, 


367. .456 


, 516. .803, 694.. 


786 


Seq. No. 


24757 






Seq. ID 


OJ990624 13.9921 


-C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name 


OJ990624 


_13.9921.C25.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


111 






End 


803 




GI 


none 






Score 


180 




Exons 


111. .437, 


112. .297, 504 


. .803, 


.69.4. .789 






Sea. No. 


24757 






Seq. ID 


OJ990624 13 9921 


. C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name . 


OJ990624 


_13.9921.C25.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


111 






End 


813 




GI 


none 






Score 


368 




Exons 


111. .437, 


112. .510, 430 


. .462, 


457. .813 


, 495. .806 




Seq. No. 


24757 






Seq. ID 


OJ990624 13 9921 


. C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name 


OJ990624 


13.9921.C25.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


111 






End • 


462 




GI 


none 






Score 


252 




Exons 


111. .332, 


118. .300, 348 


.434, 


360. .440 


, 367.. 462 




Seq. No. 


24757 






Seq. ID 


OJ990624_13.9921 


-C25 


Gene No . 


51431 






Strand 






Start 


42 • 






End 


1220 




Name 


OJ990624 


13.9921.C25.ol 


gp 


Method 


AAT/GAP 




Start 


117 




End 


333 




GI 


LIB3431-060-P1-K1-F11 




Score 


357 




Exons 


117. .333 












GI Descrip. 


'3068713 


2.0e-56 (AF049236) unknown [Arabidopsis thaliana] ' 


Seq. No. 


24757 






Seq. ID 


OJ990624JL3.9921 


.C25 


Gene No. 


51431 






Strand 






Start 


42 






End 


1220 




Name 


OJ990624 


13.9921.C25.ol. 


np 


Method 


AAT/NAP 




Start 


X J. / 




End 


1^20 




GI 


3063392 






Score 


623 




Exons 


117. .803, 


1174. .1220 











24874 



GI Descrip. (AB012932) Ca2+/H+ exchanger [Vigna radiata] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990624_13.9921.C26 
Strand 

End 2458 

Method AAT/NAP 

End 2289 

Score 224 



24758 
51432 
1 

OJ990624_13.9921.C26.ol.np 
1 

3335365 , 
1..95, 198. .265, 2004. .2289 

(AC003028) high affinity Ca2+ antiporter [Arabidopsis thaliana] 



24758 
51432 
1 

OJ990624_13.9921.C26.ol.gs 
67 

none 

67. .95, 198. .265, 2004. .2261 



Seq. ID OJ990624_13.9921.C26 
Strand 

End 2458 

Method GENS CAN 

End 2261 

Score .52 



Seq. No. 24758 

Gene No. 51432 

Start 1 

Name 0 J990 624_1 3 . 992 1 . C2 6 . ol . tm 

Start 68 

GI none . 
Exons 



Seq. ID OJ990624_13.9921.C26 
Strand 

End 2458 

Method TBLASTX: Maize 

End 2198 

Score 94 

68. .94, 177. .266, 197. .268, 198. .266, 2001. .2162, 2002. .2139, 
2142. .2198 



Seq. No. 24758 

Gene No. 51432 

Start 1 

Name OJ990624_13 . 9921 . C26 . ol . tc 

Start 180 

GI none 
Exons 



Seq. ID OJ990624_13.9921.C26 . 
Strand 

End 2458 

Method TBLASTX: Cress 

End 2196 

Score 62 



180. .257, 197. .292, 2010. .2195, 2026. .2196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24758 
51432 
1 

OJ990624_13.9921.C26.ol.gp 
186 

10446_1.R1084 
186. .265, 2004. .2458 

'3335365 9.0e-21 (AC003028) high affinity calcium antiporter 
[Arabidopsis thaliana] 1 



Seq. ID OJ990624_13.9921.C26 
Strand 

End 2458 

Method AAT/GAP 

End 2458 

Score 953 



24758 
51432 
1 

OJ990624_13.9921.C26.ol.ts 

197 

none 



Seq. ID OJ990624_13.9921.C26 
Strand 

End 2458 ' 

Method TBLASTX: Soybean 

End 2195 

Score 84 



197. .262, 2010. .2195, 2011. .2190 



.Gene No. 
Start 



51433 
1 



Seq. ID OJ990624_13.9y21.C27 
Strand + 
End 2265 



24875 



# • 



Name 


OJ990624 13.9921.C27.ol 


.np 


Method 


AAT/NAP 








Start 


1 


End 


2265 








GI 


5852093 




Score 


63 








Exons 


1..32, 413. .518, 2245.. 


2265 












GI Descrip. 


(AL117264) zwhl6.1 [Oryza sativa] 










Seq. No. 


24759 




Seq. ID 


OJ990624 


_13, 


. 9921 


.C27 


Gene No. 


51434 




Strand 










Start 


3094 




End 


6208 








Name 


OJ990624 13.9921.C27.o2 


.np 


Method 


AAT/NAP 








Start 


3094 




End 


6208 








GI 


5917666 




Score 


124 








Exons 


3094. .3241, 3902.. 4188, 


4983. 


.5066, 5712.. 6208 








GI Descrip. 


(AF159297) extensin-like protein [Zea 


mays] 








Seq. No. 


24759 




Seq. ID 


OJ990624 


_13, 


. 9921 


.C27 


Gene No. 


51434 




Strand 


— 








Start 


3094 




End 


6208 








Name 


OJ990624 13.9921.C27.o2 


.gs 


Method 


GENS CAN 








Start 


3671 




End 


5969 








GI 


none 




Score 


. 61 








Exons 


3671. .3742, 3933. .4070, 


4262. 


.4327, 48 


86. .5013, 


5463. .5591, 




5911 . . 5969 














- 

Seq. No. 


24760 




Seq. ID 


OJ990624 


_13. 


.9921 


.C28 


Gene No . 


51435 




St rand 


+ 








Start 


247 




End 


1243 








Name 


OJ990624 13.9921.C28.ol 


.gs . 


Method 


GENSCAN 








Start 


247 




End 


1243 








GI 


none 




Score 


.53 








Exons 


247 852, 1016 1243 














Seq. No. 


24760 




Seq. ID 


OJ990624 


_13. 


.9921 


.C28 


Gene No. 


51435 




Strand 


+ 








Start 


247 




End 


1243 








Name 




.tm 


Method 


TBLASTX:] 


Maize 




Start 


429 




End 


752 








GI 


none 




Score 


56 








Exons 


429. .461, 536. .736, 537 


. .752 












Seq. No. 


24761 




Seq. ID 


OJ990624 


_13. 


9921 


.C29 


Gene No. 


51436 




Strand 


+ 








Start 


4300 




End 


8686 








Name 


OJ990624 13.9921.C29.o3, 


.np 


Method 


AAT/NAP 








Start 


4300 




End 


8686 








GI 


5091513 




Score 


1148 








Exons * 


4300. .4350, 6978. .8132, 


8622. 


.8686. 










GI Descrip. 


(AB023482) Hypothetical 


protein [Oryza 


sativa] 








Seq. No. - 4 ■ 


24761 




Seq. ID 


OJ990624 


_13. 


9921 


.C29 


Gene No. 


51436 




Strand 


+ 








Start 


4300 




End 


8686 








Name 


OJ990624 13. 9921.C29.o3, 


. gs 


Method 


GENSCAN 








Start 


7508 




End 


7954 








GI 


none 




Score 


. 99 








Exons 


7508. .7954 















24876 



# 



Seq. No. 


24761 




Gene No . 


51437 




Start 


5612 




Name 


OJ990624 13 


9921.C29.o4 


Start 


163 




GI 


none 




Exons 


163. .294/ 167. .313, 292 


Seq. No. 


24761 




Gene No . 


51437 




Start 


5612 




Name 


OJ990624 13. 


9921.C29.o5 


Start 


739 




GI 


none 




Exons 


739. .918, 815. .937, .936 


Seq. No. 


24761 




Gene No. 


51437 




Start 


5612 




Name 


OJ990624 13. 


9921.C29.o4 


Start 


1163 




GI 


none 




Exons 


1163. . 1333, 


1167 . . 1340 


Seq. No. 


24761 




Gene No. 


51437 




Start 


5612 




Name 


OJ990624 13. 


9921.C29.ol 


Start 


1425 




GI 


none 




Exons 


1425 1586. 


1448 1588 




1913 2050 




Seq. No. 


24761 




Gene No. 


51437 




Start 


5612 




Name 


OJ990624 13. 


9921.C29.o3 


Start 


1473 




GI 


none 




Exons 


1473. .1589, 


1583. .1750, 




1726. .1791 




Seq. No. 


24761 




Gene No. 


51437 




Start 


5612 




Name 


OJ990624 13. 


9921.C29.o6 


Start 


1792 




GI ■ 


none 




Exons 


1792. .1866, 


1794. .1871, 


Seq. No. 


24761 




Gene No. 


51437 




Start ' 


5612 




Name 


OJ990624JL3. 


9921.C29.ol 


Start 


1 no c 
j — v -/ 





GI none 

Exons 1995.. 2051, 2136.. 2348, 






Seq. ID 


OJ99062"4_13. 9921 


.C29 




Strand 








End 


7337 




tw 


Method 


TBLASTX: Wheat 






End 


517 






Score 


100 




.384, 


293. . 517 


, 436. .513 






Seq. ID 


OJ990624_13. 9921 


.C29 




Strand 








End 


7337 




tw 


Method 


TBLASTX: Wheat 






End 


1149 






Score 


80 




.1139, 937.. 1149 






Seq. ID 


OJ990624_13.9921 


.C29 




Strand 








End 


7337 




tm 


' Method 


TBLASTX: Maize 






End 


1340 






Score 


197 






Seq. ID. 


OJ990624_13.9921 


.C29 




Strand 








End 


7337 




tm 


Method 


TBLASTX: Maize 






End 


2390 






Score 


153 




1504 . 


.1902, 1584. .1868, 1881. .2390, 




Seq. ID 


OJ990624_13.9921 


.C29 




Strand 








End 


7337 




tw 


Method 


TBLASTX: Wheat 






End 


1791 






Score 


140 




1584. 


.1724, , 1585. .1788, 1587. .1751, 




Seq. ID 


OJ990624_13.9921 


.C29 




Strand . 








End 


7337 




tw 


Method 


TBLASTX: Wheat 






End 


2138 






Score 


82 




1914 . 


.2066, 2058.. 2138 






Seq. ID 


OJ990624_13.9921 


.C29 




Strand 








End 


7337 




ts 


Method 


TBLASTX: Soybean 






End 


2522 






Score 


56 





2337. .2522 



24877 




Seq. No. 


-24761 








Seq. ID 


OJ990624 


13.9921.C29 


Gene No. 


51437 








Strand 






Start 


5612 








End 


7337 




Name 


OJ990624_13. 


. 9921 


.C29..o2< 


. tw 


Method 


TBLASTX : 


Wheat 


Start 


2145 








End 


2696 




GI 


none 








Score 


286 




Exons 


2145 . .2507, 


2354 


. .24 94, 


2514 . 


.2552, 2598.. 2696 




Seq. No. 


24761 








Seq. ID 


OJ990624 


_13. 9921 .C29 


Gene No. 


51437 








Strand 






Start 


5612 








End 


7337 




Name 


OJ990624_13. 


9921 


.C29.o2, 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2594 








End 


3065 




GI 


none 








Score 


338 




Exons 


2594 . .2782, 


2595 


. .2966, 


2595. 


.2966, 2979. .3065, 


2984 . . 3064 


Seq. No. 


24761 








Seq. ID 


OJ990624 


13. 9921. C29 


Gene No. 


51437 








Strand 






Start 


5612 








End 


7337 




Name 


OJ990624_13. 


9921 


.C29.ol. 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


2790 








End 


3155 




GI 


none 








Score 


351 




Exons 


2790. .3155, 


2793 


; .3041 










Seq*, No. 


24761 








Seq. ID 


OJ990624 


13 . 9921. C29 


Gene No. 


51437 








Strand 






Start 


5612 








End 


7337 




Name 


OJ990624_13. 


9921 


.C29.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3236 








End 


3530 




GI 


none 








Score 


198 




Exons 


3236. .3418, 


3237 


. .3434, 


3429. 


.3530 






Seq. No. 


24761 








Seq. ID 


OJ990624 


13.9921.C29 


Gene No. 


51437 








Strand 






Start 


5612 








End 


7337 




Name 


OJ990624_13. 


9921 


.C29.o2. 


gs 


Method 


GENSCAN 




Start 


5612 ~; ; 








End 


• 7337 




GI 


none 








Score 


.6 




Exons 


5612. .5790, 


6494 


. . 6777, 


6863. 


.7031, 7082. .7210, 


7259. .7337 


Seq. No. 


24762 








Seq. ID 


OJ990624 


13. 9921.C30 


Gene No. 


51438 








Strand 


+ 




Start 


294 








End 


551 




Name 


OJ990624 13. 


9921, 


.C30.ol. 


gs 


Method 


GENSCAN 




Start 


294 








End 


551 




GI 


none 








Score 


.73 




Exons 


294 . .551 














Seq. No. 


24762 








Seq. ID 


OJ990624 


_13.9921.C30 


Gene No. 


51439 








Strand 






Start 


1 








End 


190 




Name 


OJ990624 13. 


9921. 


.C30.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


190 




GI 


5091512 








Score 


r\ /- r\ V 




Exons 


1. .190 















GI Descrip. (AB023482) Similar to Plasmodium vivax circumsporozoite protein 

24878 



gene, complete cds. (M11926) [Oryza sativa] 



Seq. No. 24762 

Gene No. 51440 

Start 2687 

Name OJ990624_13 . 9921 . C30 . o3 . gs 

Start 2687 

GI none 
Exons 



Seq. ID OJ990624_13.9921.C30 
Strand 

End 5217 

Method GEN SCAN 

End 5217 

Score . 62 



2687. .2778, 3160. .3362, 4441. .4598, 5044. .5217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990624_13.9921.C33 

Strand + 

End 78 

Method AAT/GAP 

End 78 

Score 120 



24763 
51441 
1 

OJ990624_13.9921.C33.ol.gp 
1 

LIB3479-006-Q6-K1-B11 
1. .78 

'5734616/dbj | AP000391 . 1 | AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



24763 
51442 
1608 

O J990624_13 . 9921 . C33 . ol . gs 

1608 

none 

1608.. 2124, 2193.. 2920 



Seq. ID OJ990624_13. 9921.C33 

Strand + 

End 2920 

Method GENSCAN 

End 2920 . 

Score .62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 

Exons 



24763 
51443 
1 

OJ990624_13.9921.C33.ol.np 
1 

6630699 
1..80, 366... 624 

(AP000969) hypothetical protein [Oryza sativa] 

gi |.6721536|dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990624_13. 9921.C33 
Strand 

624 

AAT/NAP 
624 
80 



End 

Method 

End 

Score 



24764 
51444 
495 

OJ990624_13.9921.C34.ol.gp 

495 

none 

495. .895 



Seq. ID OJ990624_13.9921.C34 

Strand 

End 895 

Method AAT/GAP 

End 8 95 

Score 775 



Seq. No. 24765 

Gene No. 51445 

Start 1 

Name OJ990624_13 . 9921 .C35 . ol . np 

Start 1 

GI 2760834 

Exons 1..682 

^1 Descrip. (AC003105) putative nitrate transporter [Arabidopsis thaliana] 



Seq. ID OJ990624_13.9921.C35 

Strand 

End 682 

Method AAT/NAP 

End 682 

Score 697 



Seq. No. 



24765 



Seq. ID OJ990624_13. 9921 .C35 



24879 




Gpri^ No 


51445 




Strand 






Start 


1 




End 


682 




Name 


OJ990624 13.9921.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


112 




End 


495 




GI 


none 




Score 


286 




Exons 


112. .495 










Seq. No. 


24765 




Seq. ID 


OJ990624_13.9921 


.C35 


fipnp No - 


51445 




Strand 






Start 


. 1 




End 


682 




Name 


OJ990624 13.9921.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start • 


118 




End 


682 




GI 


none 




Score 


95 




Exons 


118. .492, 122. .271, 392. 


.493, 


508. .681 


, 509. .682 




Seq. No. 


24765 




Seq. ID 


OJ990624_13.9921 


.C35 


fipnp No 


51445 




Strand 






Start 


1 




End 


682 




Name 


OJ990624 13.9921.C35.ol. 


gs 


Method 


GENS CAN 




Start 


145 




End 


660 




GI 


none 




Score 


.9 




Exons 


145. .660 










Seq. No. 


24765 




Seq. ID 


OJ990624_13.9921 


.C35 


Gpnp No 

vj 1 1 v l » \y . 


51445 




Strand 






Start 


1 




End 


682 




Name 


OJ990624 13.9921.C35.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


277 




End 


682 




GI 


none 




Score 


96 




Exons 


277. .522, 392. .454, 505. 


.681, 


506. .682 






Seq. No. 


24765 




Seq. ID 


OJ990624_13.9921 


.C35 


Gene No. 


51445 




Strand 






Start 


1 




End 


682 




Name 


OJ990624 13.9921.C35.ol. 


gp 


Method 


AAT/GAP 




Start 


527 




End 


682 




GI 


3761683 




Score 


270 




Exons 


527.. 682 - 










GI Descrip. 


2760834/gb|AAB95302.1| 1 


.0e-12 (AC003105) putative nitrate 




transporter [Arabidopsis 


thaliana] 






Seq. No. 


24766 




Seq. ID 


OJ990624_13.9921 


.C37 


Gpnp No 


51446 




Strand 


+ 




Start 


126 




End 


395 




Name 


OJ990624 13.9921.C37.ol. 


gs 


Method 


GENSCAN 




Start 


126 




End 


395 




GI 


none 




Score 


.51 




Exons 


126. .395 










Seq. No. 


24767 




Seq. ID 


OJ990324_10.9922 


.CI 


Gene No. 


51447 




Strand 






Start 


139 




End 


453 




Name 


OJ990324 10. 9922.Cl.ol.gs 


Method 


GENSCAN 




Start 


139 




End 


453 




GI 


none 




Score 


. 94 




Exons 


139. .328, 425. .453 











24880 



Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24768 
51448 
773 

OJ990324_10.9922.C3.ol.np 
773 

5257279 
773. .1318, 
7285. .7506 
(AP000364) 
homologues . 



1667. .1902, 



Seq. ID 
Strand 
. End 
Method 
End 
Score 
2539.. 5257, 5474 



OJ990324_10.9922.C3 
+ 

7506 
AAT/NAP 
7506 
6890 
5632, 



5747. .6347, 



Similar to Transposon MAGGY gag and pol gene 
(L35053) [Oryza sativa] 



24768 Seq. ID 

■51448 Strand 

773 End 

OJ990324_10 . 9922 . C3 . ol . gs Method 

974 End 

none Score 

974. .1630, 1697. .1802, 1819. .2016, 2379 
6269. .6550 



OJ990324_10.9922.C3 
+ 

7506 
GENSCAN 
6550 
.41 

3422, 3450.. 6220, 



Seq. No. 


24768 








Seq. ID 


• OJ990324_10.9922.C3 


Gene No. 


51448 








Strand 


+ 


Start 


773 








End 


7506 


Name 


OJ990324 10 


.9922. 


C3.o8. 


tw 


Method 


TBLASTX: Wheat 


Start 


,2432 








End 


2818 


GI 


none 








Score 


158 


Exons 


2432. .2647, 


2454. 


.2492, 


2476. 


.2637, 2672.. 2818 


Seq. No. 


24768 








Seq. ID 


OJ990324_10.9922.C3 


Gene No. 


51448 








Strand 


+ 


Start 


773 








End 


7506 


Name 


OJ990324 10 


.9922. 


C3.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


3365 








End 


3690 


GI 


none 








Score 


207 


Exons 


3365. .3688, 


3412. 


.3513, 


3556. 


.3690 




Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9922.C3 


Gene No. 


51448 








Strand 


+ 


Start 


773 








End 


7506 


Name 


OJ990324 10 


.9922. 


C3.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


3370 








End 


3748 


GI 


none 








Score 


137 


Exons 


3370. .3492, 


3371. 


.3592, 


.3590. 


.3742, 3626.-3748, 3637.. 3747 


Seq. No. 


24768 








Seq. ID 


OJ990324_10.9922.C3 


Gene No. 


51448 








Strand 


+ 


Start 


773 








End 


7506 


Name 


OJ990324 10 


.9922. 


C3.ol. 


gp 


Method 


AAT/GAP 


Start 


3729 








End 


5090 


GI 


4107139 








Score 


2540 


Exons 


3729. .5090 












GI Descrip. 


5257279/dbj 


IBAA81778.il 


0.0e+00 (AP000364) Similar to Transposon 




MAGGY gag and pol 


gene 


homologues. (L35053) [Oryza sativa] 


a • w " 


o ah co 








Seq. iu 


OJ990324_1U . 9922 . C3 


Gene No. 


51448. 








Strand 


+ 


Start 


773 








End 


7506 



,24881 



Name 


OJ990324 10 


.9922. 


C3.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


. 3823 








End 


3985 




GI 


none 








Score 


189 




Exons 


3823. .3984, 


3824. 


.3985 










Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9922 


.C3 


Gene No . 


51448 








Strand 


+ 




Start 


773 








End 


7506 ■■' 




Name 


OJ990324 10 


. 9922 . 


C3.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


3920 








End 


4402 




GI 


none 








Score 


538 




Exons 


3920. .4402, 


3931. 


. 4227, 


3980. 


.4369, 4255.. 4398 




Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9922 


.C3 


Gene No . 


51448 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10 


.9922. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


3986 








End 


4456 




GI 


none 








Score 


401 




Exons 


3986. .4456 














Seq. No. 


24768 








Seq.- ID 


OJ990324 10.9922 


.C3 


Gene No . 


51448 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10 


.9922. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4343 








End 


4738 




GI 


none 








Score 


54 




Exons 


4343.-4375, 


4373. 


.4708, 


4374. 


.4532, 4379. .4738, 4381. .4737 


Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9922 


.C3 


Gene No . 


51448 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10 


. 9922. 


C3.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4451 








End 


4753 




GI 


none 








Score 


401 




Exons 


4451. .4753, 


4451. 


.4687, 


4453. 


.4737 






Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9.922 


-C3 


Gene No . 


51448 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10 


.9922. 


C3.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4457 








End 


4620 




GI 


none 








Score 


203 




Exons 


4457. .4618, 


4457. 


.4612, 


4462. 


.4620 






Seq. No. 


24768 








Seq. ID 


OJ990324_10. 9922 


.C3 


Gene No. 


51448 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10, 


.9922. 


C3.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4624 








End 


5065 




GI 


none 








Score 


458 




Exons 


4624. .5052, 


4625. 


.5065 










Seq. No. 


24768 








Seq. ID 


OJ990324_10.9922 


.C3 


Gen° 


c; 1 A A o 

wf j. -i -x V 








Strand 


+ 




Start 


773 








End 


7506 




Name 


OJ990324 10. 


.9922. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 





24882 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4754 End 

none Score 

4754. .5218, 4782. .5012, 4789. .5166 

24768 Seq. ID 

51448 Strand 

773 End 

OJ990324_10.9922.C3.o3.ts Method 

4760 End 

none Score 
4760. .5005 



5218 
581 



OJ990324_10.9922.C3 
+ 

7506 

TBLASTX : Soybean 

5005 

209 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24768 
51448 
773 

OJ990324_10 . 9922 . C3 . o2 . tw 

5219 

none 

5219. .5746, 5248. .5742 

24768 
51448 
773 

OJ990324JL0. 9922.C3.ol.tc 

5453 

none 



Seq. ID OJ990324_10.9922.C3 

Strand + 

End 7506 

Method TBLASTX : Wheat 

End 5746 

Score 622 



Seq. ID OJ990324_10. 9922.C3 
Strand 
End 

Method 
End 
Score 



+ 

7506 

TBLASTX: Cress 

5770 

107 



5453. .5620, 5453. .5620, 5627. .5770, 5629.-5769 



Seq. No. 24768 Seq. ID 

Gene No. 51448 Strand 

Start 773 End 

Name OJ990324_10 . 9922 . C3 . o2 . ts Method 

Start 5545 End 

GI none Score 

Exons 5545.. 5790, 5546.. 5791 

Seq. No. 24768 Seq. ID 

Gene No. 51448 Strand 

Start 773 End 

Name OJ990324_10 . 9922 . C3 . o4 . tm Method 

Start 5593 End 

GI none Score 

Exons 5593.. 5880, 5594. .5884 



OJ990324_10.9922.C3 
+ 

7506 

TBLASTX : Soybean 

5791 

274 



OJ990324_10.9922.C3 
+ 

7506 

TBLASTX: Maize 

5884 

370 



Seq. No. 24768 

Gene No, 51448 

Start 773 

Name OJ990324_10 . 9922 . C3 . ol . tw 
Start ' 5753 . 

GI none 

Exons 5753.. 6379, 5755.. 6378 

Seq. No. 24768 

Gene No. 51448 

Start 773 

Name OJ990324_10 . 9922 . C3 . ol . tm 

Start 5936 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990324_10. 9922.C3 
+ 

7506 

TBLASTX: Wheat 

6379 

680 



OJ990324_10.9922.C3 

+ - 

7506 

TBLASTX: Maize 
6520 



24883 



GI none Score 218 

Exons 5936.. 6094, 5938.. 6090, 5964.. 6098, 6032.. 6232, 6087.. 6233, 

6091.. 6450, 6091. .6507, 6092. .6520 



Seq. No. 24768 

Gene No. 51448 

Start 773 

Name OJ990324_10. 9922.C3.o6. tw 

Start 6379 

GI none 

Exons 6379.. 6495, 6380.. 6517, 6546. 



Seq. ID OJ990324 10. 9922. C3 



Strand 
End 

Method 
End 
Score 
.6710 



+ 

7506 

TBLASTX: Wheat 

6710 

172 



Seq. No. 


24769 




Seq. ID 


OJ990324_ 


10 


9922 


.C4 


Gene No. 


51449 




Strand 


+ 








Start 


3907 




End 


4170 








Name 


OJ990324 10. 


9922.C4.ol.gs 


Method 


GENSCAN 








Start 


3907 




End 


4170 








GI 


none 




Score 


.55 








Exons 


3907. .4170 














Seq. No. 


24769 




Seq. ID 


OJ990324_ 


10 


9922 


.C4 


Gene No. 


51450 




Strand 


+ 








Start 


5505 




End 


12377 








Name 


OJ990324 10. 


9922.C4-.o2.gs 


Method 


' GENSCAN 








Start 


5505 




End 


12377 








GI 


none 




Score 


.47 








Exons 


5505. .5655, 


7006.. 7260, 8963 


..9033, 11961. .12377 








Seq. No. 


24769 




Seq. ID 


OJ990324_ 


10. 


9922 


.C4 


Gene No. 


51451 




Strand 










Start 


13388 




End 


17086 








Name 


OJ990324 10. 


9922.C4.o3.gs 


Method 


GENSCAN 








Start 


13388 




End 


17086 








GI 


none 




Score 


.79 








Exons 


13388. .13501 


, 15200. .15328, 


15805. .16023, 16815. 


.17086 





Seq. No. 24770 . * Seq. ID OJ990324_10 . 9922 . C5 

Gene No. 51452 Strand + 

Start 205 End 304 

Name OJ990324_10 . 9922 . C5 . ol . np Method AAT/NAP 

Start 205 End 304 

GI 5922634 Score 118 

Exons 205.. 304 

GI Descrip. (AP000492) hypothetical protein [Oryza ' sativa] 

gil 6016867 | dbj IBAA85210.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24770 
51453 - 
430 

OJ990324_10.9922.C5.ol.gs 

430 

none 



Seq. ID OJ990324_10. 9922.C5 

Strand + 

End. 4 955 

Method GENSCAN 

End 4955 

Score .8 



430. .1315, 2343. .2521, 2618. .2828, 4930. .4955 



Seq. No. 
Gene No. 



24770 
51453 



Seq. ID OJ990324_10. 9922.C5 
Strand + 



24884 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



430 

OJ990324_10.9922.C5.ol.tc 
1057 
none 
1057. , 
2923. . 
3778. . 

24770 
51453 
430 " 

OJ990324_10.9922.C5.ol.ts 
2414 
none 



End 

Method 

End 

Score 



4955 

TBLASTX: Cress 

4425 

88 



,1119, 2414. .2527, 2458. .2559, 2615. .2827, 2617. .2841, 
.3102, 2924. .3160, 2944. .3162, 3770. .3886, 3770. .3886, 
,3894, 4184.. 4396, 4282.. 4425 

Seq. ID OJ990324_10.9922.C5 
Strand + 
End 4 955 

Method TBLASTX : Soybean 
End 4396 
Score 104 

2414. .2521, 2458. .2514, 2615. .2827, 2617. .2841, 2945. .3160, 
2950. .3162, 3766. .3882, 3767. .3916, 4175. .4396 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24770 Seq. ID 

51453 Strand 
430 End 
OJ990324_10 . 9922 . C5 . o2 . np Method 
2426 End 
5734728 Score 
2426. .2521, 2618. .2828, 2925. .3162, 3766. .3876, 4165. .4480 
(AC007259) Very similar to receptor-like protein kinases 
[Arabidopsis thaliana] 



OJ990324__10.9922.C5 
+ 

4955 
AAT/NAP 
4480 
808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24770 
51453 
430 

OJ990324_10.9922.C5.ol.tm 

2615 

none 



Seq. ID OJ990324 10. 9922. C5 



Strand 
End 

Method 

End 

Score 



+ 

4955 

TBLASTX: Maize 

3160 

291 



2615. .2827, 2617. .2826, 2887. .3159, 2924. .3160 



24770 
51453 
430 

OJ990324_10 . 9922 .C5.ol.tw 
2743 
none 

2743. .2826, 2746. 
2924.. 3154, 2942. 



Seq. ID OJ990324_10.9922.C5 

Strand + 

End 4 955 

Method TBLASTX : Wheat 

End 3154 

Score 54 
2826, 2750.. 2827, 2750.. 2827, 2923.. 3126, 
3139 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene Mo . 

Start 

Name 



24770 
51453 
430 

OJ990324_10.9922.C5.o2.tm 

3756 

none 

3756. .3902, 3766. .3876, 3767. 
4184. .4444, 4248. .4346, 4282. 

24771 
51454 
275 

OJ990324_10.9922.C6.ol.gs 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3916, 3770 
.4434, 4430 



OJ990324_10.9922.C5 
+ 

4955 

TBLASTX: Maize 
4495 
68 

3916, 4183. .4239, 
4495 



Seq. ID OJ990324_JL0.9922.C6" 

Strand 4- 

End 5219 

Method GENSCAN 



24885 



Start 275 End 5219 

GI none Score .58 

Exons 275. .321, 380. .476, 1156. .1272, 4138. .4318, 4353. .4463, 

4707. .4899, 5216. .5219 



Seq. No. 


24771 


Seq. ID 


OJ990324_ 


10. 


9922 


.C6 


Gene No. 


51455 


Strand 


+ 








Start 


13034 


End 


14459 








Name 


OJ990324 10.9922.C6.o3.np 


Method 


AAT/NAP 








Start 


13034 


End 


14459 








GI 


5852084 


Score 


72 








Exons 


13034 . .13236, 14376.. 14459 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


24771 


Seq. ID 


OJ990324_ 


10. 


9922 


.C6 


Gene No. 


51456 


Strand 


+ 








Start 


15150 


End 


17806 








Name 


OJ990324 10.9922.C6.o4.np 


Method 


AAT/NAP 








Start 


15060 


End 


17806 








GI 


5042454 


Score 


2326 








Exons 


15060. .15210, 15560. .15666, 


15722. .17135, 17770. 


.17 


806 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 









Seq. No. 24771 

Gene No. 51456 

Start 15150 

Name OJ990324_10 . 9922 . C6 . o4 . gs 

Start 15150 

GI none 
Exons 



Seq. ID OJ990324_10. 9922.C6 

Strand + 

End 17806 

Method GENSCAN 

End 17766 

Score .41 



15150. .15283, 15498. .15666, 15722 .. 16007 , 16043. .17766 



Seq. No. 24771 

Gene No. 51457 

Start 5399 

Name OJ990324_10 . 9922 . C6 . o2 . gs 

Start 5399 

GI none 

Exons 5399.. 5840, 
9887. .9942, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_10.9922.C6 

11084 
GENSCAN 
11084 
.52 



7128.. 7283, 7380.. 7501, 7755.. 8980, 9125.. 9676, 
10063. .10243, 11003. .11084 



Seq. No. 24771 

Gene No. 51457 

Start 5399 

Name OJ990324_10. 9922 .C6. ol .np 

Start 7308 

GI 479357 

Exons 7308.. 8951, 9019.. 9227 

GI Descrip. hypothetical protein 612 - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_10. 9922.C6 

11084 
AAT/NAP 
9227 
999 



maize transposon MuA2 



gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990324_10. 9922.C6 
Strand 
End 

Method 
End 
Score 

7950. .8225, 7963. .8220, 8233. .8298, 8235.-8297, 8326..8S68, 



24771 
51458 
11601 

OJ990324_10.9922.C6.ol.tm 

7950 

none 



13064 

TBLASTX: Maize 

8573 

80 



24886 




8328. .8573 



Seq. No.* 


24771 




Seq. ID 


OJ990324 


_10.9922 


.C6 


Gene No. 


51458 




Strand 


- 






Start 


11601 




End 


13064 






Name 


OJ990324_10. 9922.C6 


. o3 . gs 


Method 


GEN SCAN 






Start 


11601. 




End 


13061 






GI 


none 




Score 


1 






Exons 


11601. .13061 












Seq. No. 


24771 




Seq. ID 


OJ990324 


_10.9922 


.C6 


Gene No. 


51458 




Strand 








Start 


11601 




End 


13064 






Name 


OJ990324 10. 9922. C6 


o2 . np 


Method 


AAT/NAP 






Start 


11618 




End 


13064 






GI 


3928543 




Score 


631 






Exons 


11618. .13064 












GI Descrip. 


(AB016819) UDP-glucose glucosyltransf erase [Arabidopsis 






thaliana] 












Seq. No. 


24771 




Seq. ID 


OJ990324 


_10.9922 


.C6 


Gene No. 


51458 




Strand 








Start 


11601 




End 


13064 






Name 


OJ990324 10. 9922. C6. 


ol. tc 


Method 


TBLASTX: 


Cress 




Start 


11.653 




End 


13038 






GI 


none 




Score 


34 - 






Exons 


11653. .11694, 11754. 


.11990, 


11755. .11958, 12054 


. .12248, 






12076. .12189, 12273. 


.12443, 


12555. .12704, 12583 


. .12705, 






12744. .12878, 12793. 


.12879, 


12912. .13037, 12931 


. .13038 




Seq. No. 


24771 




Seq. ID 


OJ990324 


_10.9922 


.C6 


Gene No. 


51458 




Strand 








Start 


11601 




End 


13064 






Name 


OJ990324 10. 9922. C6. 


o2.tm 


Method 


TBLASTX: 


Maize 




Start 


11686 




End 


12231 






GI 


none 




Score 


196 






Exons 


11686. .11991, 11754. 


.11990, 


12051. .12215, 12054 


. .12215, 






12076. .12231 












Seq. No. 


24771 




Seq. ID 


OJ990324 


_10.9922 


.C6 


Gene No. 


51458 




Strand 








Start 


11601 




End 


13064 






Name 


OJ990324 10. 9922. C6. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


11755 




End 


13037 






GI 


none 




Score 


143 






Exons 


11755. .11985, 11757. 


.11990, 


12069. .12248, 12076 


. .12249, 






12285. .12443, 12555. 


.12740, 


12604. .12723, 12799 


. .12879, 






12840. .12878, 12912. 


; 13037 










Seq. No. 


24771 




Seq. ID 


OJ990324_ 


_10.9922 


,C6 


Gene No. 


51458 




Strand 








Start 


11601 




End 


13064 






Name 


OJ990324 10. 9922. C6. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11818 




End- 


12215 






GI 


none 




Score 


158 






Exons 


11818. .11991, 11823. 


.11996, 


11826. .11996, 12063 


. .12215, 






12078. .12182, 12079. 


.12210 











24887 



Seq. No. 24771 

Gene No. 51459 

Start 16393 

Name OJ990324__10 . 9922 . C6 . ol . tw 

Start 16393 

GI none 

Exons 16393. .16440, 16447 .. 16545, 
16528. .16785 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990324_10.9922.C6 
16785 

TBLASTX: Wheat 

16785 

58 



16452. .16544, 16512 16751,. 



Seq. No. 24771 Seq. ID 

Gene No. 51459 Strand 

Start 16393 End 

Name OJ990324_10 . 9922 -C6.o3.tm Method 

Start 16398 End 

GI none Score 

Exons 16398. .16682, 16435.. 16683 

Seq. No. 24771. Seq. ID 

Gene No. . 51460 Strand 

Start ' 17335 End 

Name OJ990324_10 . 9922 . C6 . o3 . tw Method 

Start 17335 End 

GI - none Score 

Exons 17335. .17655, 17502.. 17654 



OJ990324_10.9922.C6 
16785 

TBLASTX: Maize 

16683 

190 



OJ990324_10.9922.C6 
17655 

TBLASTX: Wheat 

17655 

210 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24772 Seq. ID OJ990324_10 . 9922 . C7 

51461 Strand + 

1 End 1767 

OJ990324_10 . 9922 . C7 . ol . np Method AAT/NAP 

1 End 1767 

6498441 Score 1553 

1..70, 134. .507, 691. .825, 1000. .1353, 1546. .1767 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


24772 






Seq. ID 


OJ990324 


_10.9922 


.C7 


Gene No. 


51461 






Strand 


+ 






Start 


1 






End 


1767 






Name 


OJ990324 


10. 9922. C7 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start 


141 






End 


604 






GI 


none 






Score 


199 






Exons 


141. .584, 


142. .597, 


143. .604, 


143. .598 








Seq. No. 


24772 






Seq. ID 


OJ990324 


_10. 9922 


.C7 


Gene No. 


51461 






Strand 


+ 






Start 


1 






End 


1767 






Name 


OJ990324 


10. 9922. C7 


. o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


182 






End 


547 




GI 


none 






Score 


119 






Exons 


182. .406, 


413. .547 












Seq. No. 


24772 






Seq. ID 


OJ990324 


_10.9922 


.C7 




CI A C 1 






5 Lraiid 


r 






Start 


1 






End 


1767 






Name 


OJ990324_ 


10. 9922. C7 


.ol.gs 


Method 


GENSCAN 







24888 



Start 


197 


End 


1747 




GI 


none • 


Score 


.48 




Exons 


197. .1098, 1464. .1747 








Seq. No. 


24772 


Seq. ID 


OJ990324_10.9922 


.C7 


Gene No . 


51461 


Strand 


+ 




Start 


1 


End 


1767 




Name 


OJ990324 10.9922.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


272 


End 


628 




GI 


none 


Score 


392 




Exons 


272. .628, 307. .618, 323.-628 






Seq. No. 


24772 


Seq. ID 


OJ990324_10.9922 


.C7 


Gene No . 


51461 


St rand 

OLIO! 1U 


+ 




Start 


1 


End 


1767 




Name 


OJ990324 10.9922 C7 o2 tm 




TBLASTX: Maize 




Start 


655 ~" 


FnH 


1039 




GI 


none 


Score 


355 




Exons 


655. .1020, 656. .1039 








Seq. No. 


24772 


Cprr TD 


OJ990324_10. 9922 


.C7 


Gene No 


51461 


J Li dl IKJL 






Start 


1 


End 


1767 




Name ;* - 


OJ990324 10 9922 CI o? tw 




TBLASTX: Wheat 




Start 


712 ~~ 


End 


1132 




GI 


none 


Score 


483 




Exons 


712 . . 1107, 713. . 1132 








Seq. No. 


24772 


Seq. ID 


OJ990324_10.9922 


.C7 


Gene No . 


51461 


Strand 






Start 


1 


End 


1767 




Name 


OJ990324 10.9922.C7.ol.ts 


Method 


TBLASTX : Soybean 




Start 


791 


End 


1162 




GI 


none 


Score 


274 




Exons 


791. .1162, 808. .951 








Seq. No. 


24773 


- Seq. ID 


. OJ990324JL0.9922 


.C8 


Gene No. 


51462 


Strand 


+ 




Start 


1 


End 


2774 




Name 


OJ990324 10.9922.C8.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2774 




GI 


6498441 


Score 


615 




Exons 


1..28, 200. .618, 1661. .1815, 


2753. .2774 




GI Descrip. 


(AP000815) EST C72786 (E2258) 


corresponds to a region of 


the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 




Seq. No. 


24773 


Seq. ID 


OJ990324_10.9922 


.C8 


Gene Wn 


51462 


Strand 


+ 




Start 


1 


End 


2774 




Name 


OJ990324 10.9922.C8.ol.gs • 


Method 


GENSCAN 




Start 


233 


End 


624 




GI 


none 


Score 


.95 




Exons 


233.. 624 








Seq. No. 


24773 


Seq. ID 


OJ990324_10.9922, 


.C8 


Gene No. 


51463 


Strand 







24889 



Start 


1587 




End 


2487 




Name 


OJ990324 10. 


9922.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


26 




End 


486 




GI 


none 




Score 


133 




Exons 


26. .142, 31. 


.141, 229. .486, 


231. .419 






Seq. No. 


24773 




Seq. ID 


OJ990324_10.9922 


.C8 


Gene No. 


51463 




Strand 






Start 


1587 




End 


2487 




Name 


OJ990324 10. 


9922.C8.o2.gs 


Method 


GEN SCAN 




Start 


1587 




End 


2487 




GI 


none 




Score 


.85 




Exons 


1587. .2044, 


2091. .2487 








Seq. No. 


24774 




Seq. ID 


OJ990324_10.9922 


.CIO 


Gene No. 


51464 




Strand 


+ 




Start 


94 




End 


386 




Name 


OJ990324 10. 


9922. CIO. ol.gs 


Method 


GENSCAN 




Start 


94 




End 


386 




GI 


none 




Score 


.99 




Exons 


94. .386 










Seq. No. 


24775 




Seq. ID 


OJ990324_10.9922 


.C12 


Gene No. 


51465, 




Strand 


- 




Start 


1 




End 


687 




Name 


OJ990324 10. 


9922.C12.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


687 




GI 


5257279 




Score 


739 




Exons 


1. .687 










GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


gag and pol gene 






homologues . 


(L35053) [Oryza 


sativa] 






Seq. No. 


24775 




Seq. ID 


OJ990324_10.9922 


.C12 


Gene No. 


51465 




Strand 






Start 


1 




^ End 


687 




Name 


OJ990324 10. 


9922.C12.ol.tm 


Method 


TBLASTX .-Maize 




Start 


62 




End 


416 




GI 


none 




Score ■ 


39 




Exons 


62. .106, 75. 


.101, 108. .416, 


121. .414 






Seq. No. 


24775 




Seq. ID 


OJ990324_10. 9922 


.C12 


Gene No . 


51465 




Strand 






Start 


1 




End 


687 




Name 


OJ990324 10. 


9922.C12.ol.tw 


Method 


TBLASTX: Wheat 




Start 


108 




End 


473 




GI 


none 




Score 


248 




Exons 


108. .473, 124. .444 








Seq. No. 


24775 




Seq. ID 


OJ990324_10. 9922. 


.C12 


Gene No. 


51465 




Strand 






Start 


1 . 




End 


687 




Name 


OJ990324 10. 


9922.C12.ol.gp 


Method 


AAT/GAP 




Start 


152 




End 


474 




GI 


4107139 




Score 


552 





GI Descrip. 5257279/dbj | BAA81778 . 1 1 0.0e+00 (AP000364) Similar to Transposon 
MAGGY gag and pol gene homologues. (L35053) [Oryza sativa] 



24890 



Seq. No. 


24775 






Seq. ID 


OJ990324 10.9922 


.C12 


Gene No. 


51465 






Strand 






Start 


1 






End 


687 




Name 


OJ990324 10 


. 9922 


.C12.ol. ts 


Method 


TBLASTX : Soybean 




Start 


237 






End 


464 




GI 


none 






Score 


201 




Exons 


237. .464 












Seq. . No . 


24776 






Seq. ID 


OJ990414 09.9922 


,C2 


Gene No. 


51466 






Strand 






Start 


1293 






End 


2096 




Name 


OJ990414 09, 


. 9922 


.C2.ol.gs 


Method 


GEN SCAN 




Start 


1293 






End 


2096 




GI 


none 






Score 


.93 




Exons 


1293. .1412, 


2037 


. .2096 








Seq. No. 


24777 






Seq. ID 


OJ990414 09.9922 


.C3 


Gene No. 


51467 






Strand 


+ _ 




Start 


1039 






End 


1203 




Name 


OJ990414 09, 


. 9922 


. C3 . ol . gs 


Method 


GENSCAN 




Start 


1039 






End 


1203 




GI 


none 






Score 


.99 




Exons 


10.39. . 1203 












Seq. No. 


247.78 






Seq. ID 


OJ990414 09.9922 


.C4 


Gene No. 


51468 






Strand 


+ — 




Start 


317 






End 


2159 




Name 


OJ990414 09. 


,9922 


. C4 . ol . gs 


Method 


GENSCAN 




Start 


317 






End 


2159 




GI 


none 






Score 


.96 




Exons 


317. .593, 1666.. 


1826, 1990.. 


2159 






Seq. No. 


24778 






Seq. ID 


OJ990414 09.9922 


.C4 


Gene No. 


51469 






Strand 






Start 


2966 






End 


3861 




Name 


OJ990414 09. 


9922 


. C4 . o2 . gs 


Method 


GENSCAN 




Start 


2966 






End 


3861 




GI 


none 






Score 


.65 




Exons 


2966. .3087, 


3672 


. .3861 








Seq. No. 


24778 






Seq. ID 


OJ990414 09.9922 


. C4 


Gene No. 


51470 






Strand 






Start 


8666 






End , . . 


13134 




Name * 


OJ990414 09. 


9922 


-C4.o3.tm 


Method 


TBLASTX: Maize ■ 




Start 


5676 






End 


5975 




GI 


none 






Score 


84 




Exons 


5676. .5975, 


5677 


..5727, 5797 


. .5943 






Seq. No. 


24778 






Seq. ID 


OJ990414_09. 9922 


.C4 


Gene No. 


51470 






Strand 






Start 


8666 






End 


13134 




Name 


OJ990414 09. 


9922 


.C4 .o4 .gs 


Method 


GENSCAN 




Start 


8666 




End 


13134 




GI 


none 






Score 


. 77 




Exons 


8666. .8671, 


8799 


..9137, 9448 


..9645, 10098. .10166, 10629, 


. . 10730, 



11103. .11246, 11378. .11494, 11694 11915, 12053 .. 12235, 



24891 



12317. .12532, 12698 .. 12877, 12970.. 13134 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24778 Seq. ID 

51470 Strand 

8666 End 
OJ990414_09. 9922.C4.o2.tm Method 

9393 End 

none Score 

9393.-9476, 9395. .9643, 9403. .9645, 



OJ990414_09.9922.C4 
13134 

TBLASTX: Maize 
10169 
226 

9407. .9646, 9537. .9668, 



10095. .10169, 10095. .10166, 10096.. 10167 



24778 
51470 
8666 

OJ990414_09.9922.C4.ol.np 
9430 
2832649 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 09. 9922. C4 



13134 
AAT/NAP 
13077 
1186 

9430. .9645, 10629 .. 10730, 11103 .. 1124 6, 11694 11915 , 
12053. .12235, 12317 .. 12532, 12698 12829, 12892.. 13077 
(AL021710) adenylosuccinate lyase - like protein [Arabidopsis 
thaliana] 



24778 
51470 
8666 

OJ990414_09. 9922.C4.o3.ts 

9571 

none 



Seq. ID OJ990414_09.9922.C4 



Strand 
End 

Method 

End 

Score 



13134 

TBLASTX : Soybean 

11398 

92 



9571. .9642, 10098 .. 10166, 10626 .. 1074 5 , 10627 .. 1074 6, 
11103. .11249, 11104. .11247, 11114 .. 11251, 11378. .11398 



Seq. No. 24778 

Gene No. 51470 

Start 8666 

Name OJ9904 14_09 . 9922 . C4 . o5 . tm 

Start 10622 

GI . none 

Exons 10622. .10732, 10626 .. 10733, 
10630. .10776, 11103. .11249, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10626. .10745, 
11104. .11247, 



OJ990414 09. 9922. C4 



13134 

TBLASTX: Maize 
11410 
106 

10627. .10746, 
11375. .11410 



Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 



24778 Seq. ID 

51470 . Strand 

8666 End 
OJ990414_09.9922.C4.ol.tc Method 
11155 End 
none Score 

11155. .11247, 11163. .11249, 11373 11429/ 11378 

11423. .11506, 11430. .11495, 11691 11822 , 11691 

11698. .11916, 11704. .11916, 11873. . 11962, 11874 

12041. .12133, 12042. .12080 



OJ990414 09. 9922. C4 



13134 

TBLASTX: Cress 
12133 
101 



,11428, 
,11915, 
,11918, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



24778 
51470 
8666 

OJ 9904 14 

11399 

none 



09 . 9922 .04 .o2 . ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_09.9922.C4 
13134 

TBLASTX : Soybean 

12124 

62 



24892 



Exons 


11399. . 11506, 11400 


. . 11495, 


11691. .11915, 11701 


. . 11916, 






11702. . 11917, 11735 


. . 11917, 


12041.. 12124 






Seq. No. 


24778 




Seq. ID 


OJ990414 


_09. 9922 


.C4 


Gene No. 


51470 




Strand 








Start 


8666 




End 


13134 






Name 


OJ990414 09. 9922. C4 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


11411 




End 


12421 






GI 


none 




Score 


79 






Exons 


11411. .11506, 11412 


. . 11495, 


11691. .11915, 11698 


. . 11916, 






11698 . . 11916, 11699 


. . 11917, 


12036. .12236, 12041 


. . 12238, 






12042. .12239, 12058 


. . 12288, 


12272. .12421, 12308 


. . 12421 




Seq. No. 


24778 




Seq. ID 


OJ990414 


_09. 9922 


.C4 


Gene No. 


51470 




Strand 








Start 


8666 




.'End 


13134 






Name 


OJ990414 09. 9922. C4 


.ol.gp 


Method 


AAT/GAP 






Start 


11814 




End 


12371 






GI 


uC-osflM202097d03bl 




Score 


636 






Exons 


11814. .11915, 12053 


. .12235, 


12317. .12371 






GI Descrip. 


, 2832649/emb|CAA16724 | 6.0e- 


-37 (AL021710) adenylosuccinate 




- like protein [Arabidopsis 


thaliana] 1 








Seq. No. 


24778 




• Seq. ID 


OJ990414 


^09. 9922 


.C4 


Gene No. 


51470 




Strand 








Start 


8666 




End 


13134 






Name 


OJ990414 09. 9922. C4 


.ol. ts 


Method 


TBLASTX: 


Soybean 




Start . 


12131 




End 


12506 






GI 


none 




Score 


93 






Exons 


12131. .12238, 12132 


. .12236, 


12308. .12505, 12315 


. .12506 




Seq. No. 


24778 




Seq. ID 


OJ990414 


_09.9922 


.C4 


Gene No. 


51470 




Strand 








Start 


8666 




End 


13134 






Name 


OJ990414 09. 9922. C4 


. o4 . tm 


Method 


TBLASTX:! 


Maize 




Start 


12425 




End 


13017 






GI 


none 




» Score 


102 






Exons 


12425. .12535, 12425 


. .12511, 


12441. .12530, 12672 


. .12860, 






12686. .12871, 12699 


. .12872, 


12973. .13017 






Seq. No. 


24779 




Seq. ID 


OJ990414 


_09.9922 


.C5 


Gene No. 


51471 




Strand 








Start 


66 




End 


1616 






Name 


OJ990414 09. 9922. C5 


.ol.gs 


Method 


GENS CAN 






Start 


66 




End 


1616 






GI 


none 




Score 


.63 






Exons 


66. .247, 481. .676, 1109. .1201, 1433. .1616 






Seq. No. 


24780 * 




Seq. ID 


OJ99'0414_ 


_09.9922 


.C6 


Gene No. 


51472 




Strand 


+ 






Start 


23 




End 


263 






Name 


OJ990414 09. 9922. C6, 


. ol . gs 


Method 


GEN SCAN 






Start 


23 




End 


263 






GI 


none 




Score 


.58 






Exons 


23. .131, 172. .263 












Seq. No. 


24781 




Seq. ID 


OJ990414_ 


_09.9922 


.C7 



24893 



Gene No. 51473 Strand 

Start 616 End 

Name . OJ990414_09 . 9922 . C7 . ol . gs Method 

Start 616 End 

GI none Score 

Exons 61 6.. 8 97 



+ 

897 

GEN SCAN 

897 

.69 



Seq. No. 24782 Seq. ID OJ9904 14_09 . 9922 . C8 

Gene No. 51474 Strand + 

Start 1 End 3826 

Name OJ990414_09. 9922.C8.ol.np Method AAT/NAP 

Start 1 End 3754 

GI 5832750 Score 188 

Exons 1..86, 1019. .1128, 1382. .1444, 1543. .1839, 2603. .2782, 

3693.. 3754 

GI Descrip. (Z50070) similar to poly (A) polymerase; cDNA EST yk484e9.3 
comes from this gene [Caenorhabditis elegans] 
gi|6425432|emb|CAB60582.1J (AL032651) similar to poly (A) 
polymerase; cDNA EST yk484e9.3 comes from this gene 
[Caenorhabditis elegans] 



Seq. No. 24782 

Gene No. 51474 

Start . 1 

Name OJ990414_09 . 9922 . C8 . ol . tm 

Start 1373 

GI none 
Exons 



Seq. ID OJ990414__09.9922.C8 

Strand + 

End 3826 

Method TBLASTX : Mai ze 

End 3059 

Score 131 



1373. .1453, 1378. .1458, 1381. .1455, 1540. .1704, 1543. .1710, 
1705. .1860, 1711. .1839, 2583. .2765, 2601. .2747, 2608. .2769, 
2609. .2770, 2834. .2962, 2845. .3057, 2847. .3059 



Seq. No. 


24782 








Seq. ID 


OJ990414 


_09, 


.9922 


.C8 


Gene No. 


51474 








Strand 


+ 








Start 


1 








End 


3826 








Name 


OJ990414 09.9922 


.C8. 


ol. 


gp 


Method 


AAT/GAP 








Start 


3328 








End 


3826 








GI 


none 








Score 


• 978 








Exons 


3328. .3826 


















Seq. No. 


24783 








Seq. ID 


OJ990414_ 


_09. 


.9922 


.Cll 


Gene No. 


51475 








Strand 


+ 








Start 


104 








End 


1556 








Name 


OJ990414 09.9922 


.Cll 


.ol 


. gs 


Method 


GENSCAN 








Start 


104 






End 


1556 








GI 


none 








Score . 


.77 








Exons 


104. .246, 1424.. 


1556 
















Seq. No. 


24783 








Seq. ID 


OJ990414_ 


_09. 


,9922 


.Cll 


Gene No. 


51476 








Strand 










Start 


3162 








End 


3262 








Name 


OJ990414 09.9922 


.Cll 


.o2 


. gs 


Method 


GENSCAN 








Start 


3162 








End 


3262 








GI 


none 








Score 


.57 








Exons 


3162. .3262 


















Seq. No. 


24784 








Seq. ID 


OJ990414_ 


_09. 


9922 


.C12 


Gene No. 


51477 








Strand 


+ 









24894 





i u i y 


End 


O C "7 C 

ZD ID 




Name 


OJ990414 09.9922.C12.o2.gp 


Mettiod 


AAT/GAP 




. Start 


1019 


End 


1810 




GI 


LIB3477-004-Pl T Kl-C9 


Score 


909 




Exons 


1019. .1407, 1718. .1810 








GI Descrip. 


•3913425/sp|022899|DD15 ARATH 


1.0e-35 


PUTATIVE PRE-MRNA 


SPLICING 




FACTOR ATP-DEPENDENT RNA HELICASE >gi 


2275203 (AC002337; 


1 RNA 




helicase isolog [Arabidopsis 


thaliana] 1 




O ^» NT a 

beq. no. 


O A 1 Q A 

ZH /o4 


Seq. ID 


OJ990414J)9.9922, 


. C12 


Gene No. 


014 / / 


Strand 


+ 




Start 


iuiy 


End 


2575 




Name 


OJ990414 09.9922.C12.o2.tm 


Method 


TBLASTX: Maize 




Start 


1116 


End 


1326 




GI 


none 


Score 


114 




Exons 


1116. .1187, 1117. .1188, 1236. 


.1325, 1237. .1326 




beq. no. 


24784 


Seq. ID 


OJ990414JD9.9922. 


. C12 


Gene No . 


C T A H ^ 
C)14 / / 


Strand 


+ 




Start 


1019 


End 


2575 




Name 


OJ990414 09.9922.C12.o2.ts 


Method 


TBLASTX: Soybean 




otarr 


1116 " : 


End 


1840 




GI 


none 


Score 


83 




Exons 


111/" IT/"/" I'll*"? 111"! i o >l O 

1116. .1166, 1117. .1173, 1242. 


.1328, 1242. .1403, 1243 . . 14 10 ,'• 




1000 -i /IOC 1 1 1 C i n (i i 1 T "1 *1 

1288. .1425, 1715. .1741, 1733. 


.1840, 1762. .1821 




Seq. No. 


24784 


Seq. ID 


OJ990414JD9.9922. 


,C12 


Gene No. 


ri inn 

51477 


Strand 


+ 




*Start 


1U19 


End 


2575 




Name 


OJ990414 09.9922.C12.ol.gs 


Method 


GEN SCAN 




btart 


1117 


End 


2481 




GI 


none 


Score 


.9 




Exons 


1117. .1407, 1718. .1905, 2049. 


.2481 






Seq. No. 


24784 


Seq. ID 


OJ990414_09.9922. 


C12 


Gene No . 


51477 


Strand 


+ 




O LcLl. U 


1019 


End 


2575 




Name 


OJ990414 09.9922.C12.ol.np 


Method 


AAT/NAP 




Start 


1117 


End 


2575 




GI 


3913425 


Score 


1304 




Exons 


1117. .1407, 1718. .1905, 2049. 


.2575 






GI Descrip. 


PUTATIVE PRE-MRNA SPLICING FACTOR ATP- 


DEPENDENT RNA HELICASE 



gi I 2275203 | gb | AAB63825 . 1 1 (AC002337) putative pre-mRNA splicing 
factor RNA helicase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24784 
51477 
1019 

OJ990414_09.9922.C12.ol.tc 

1282 

none 



Seq. ID OJ990414_09.9922.C12 

Strand + 

End 2575 

Method TBLASTX : Cres s 

End 2574 

Score 125 



1282. .1410, 1733. .1906, 1735. .1935, 1944. .2246, 1999. .2553, 
2044. .2574, 2283. .2558 



Seq, No. 
Gene No. 
Start 



24734 
51477 
1019 



Ge^ . ID GJ33C4 14_G9 . 3322 . CI 2 



Strand 
End 



+ 

2575 



24895 



Name 

Start 

GI 

Exons 



OJ990414_09.9922.C12.o3.tm Method 

2043 End 

none ;> v - Score 

2043. .2213, 2044. .2217 



TBLASTX: Maize 

2217 

195 



Seq. No. 24784 
Gene No. ~ 51477 . 

Start 1019 

Name OJ990414_09. 9922.C12.ol. ts 

Start 2134 

GI none 

Exons 2134.. 2475, 2134.. 2460, 2136. 



Seq. ID OJ990414 09.9922.C12 



Strand 
End 

Method 
End 
Score 
.2474 



+ 

2575 

TBLASTX: Soybean 

2475 

542 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24784 Seq. ID 

51477 Strand 

1019 End 

OJ9904 14_09 . 9922 . C12 . ol . tm Method 

2222 End 

none Score 



OJ990414_09.9922.C12 
+ 

2575 

TBLASTX: Maize 

2574 

419 



2222. .2566, 2223. .2570, 2223. .2573, 2224. .2574 



Seq. No. 


24785 






Seq. ID 


OJ990414 


_09. 9922.C13 


Gene No. 


51478 






Strand 


+ 




Start 


99 






End 


1222 




Name 


OJ990414 09.9922 


.C13.ol 


.gs 


Method 


GENSCAN 




Start 


99 






End 


1222 




GI 


none 






Score 


.51 




Exons 


99. .173, 1027. .1222 










Seq. No. 


24785 






Seq. ID 


OJ990414 


_09. 9922.C13 


Gene No. 


51479 






Strand 






Start 


1 






End 


59 




Name 


OJ990414 09.9922 


.C13.ol 


.gp 


Method 


AAT/GAP 




Start 


1 






End 


59 




GI 


2311635 






Score 


118 




Exons 


i ; .59 












Seq. No. >:? V- 


24786 






Seq. ID 


OJ990414_ 


_09. 9922.C14 


Gene No. 


51480 






Strand 






Start 


5262 






End 


8121 




Name 


OJ990414 09.9922 


C14.o2 


.gs 


Method 


GENSCAN 




Start 


5262 




End 


8121 




GI 


none 






Score 


.76 




Exons 


5262.. 5541, 5633. 


.5,838, 


6080. 


.6370, 7216.. 7355, 


7611. .7785, 




8104. .8121 












Seq. No. 


24786 






Seq. ID 


OJ990414_ 


_09.9922.C14 


Gene No. 


51480 






Strand 






Start 


5262 






End 


8121 




Name 


OJ990414 09.9922. 


C14.ol 


.np 


Method 


AAT/NAP 




Start 


5265 






End 


7689 




GI 


2894558 






Score 


1185 




Exons 


5265.. 5541, 5633. 


.5838, 


6080. 


.6370, 6450. .6501, 


7247. .7475, 



7611. .7689 

(AL0218 90) putative protein [Arabidopsis thaiiana] 



Seq.. No. 24786 Seq. ID OJ990414_09 . 9922 . C14 



24896 




Gene No. 


51480 








Strand 




Start 


5262 








End 


8121 


Name 


OJ990414 09. 


9922. 


C14.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5510 








End 


7906 


GI 


none 








Score 


56 


Exons 


5510. .5545, 


5513. 


.5542, 


5625. 


.5843, 5633.. 5839, 6080.. 6373, 




6081. .6371, 


6089. 


.6373, 


6280. 


.6381, 7246. .7476, 7247. .7477, 




7256. .7477, 


7596. 


.7664, 


7606. 


.7725, 7607. .7693, 7612. .7701, 




7702. . 7737, 


7838 . 


.7903, 


7839. 


.7904, 7861.. 7905, 7862.. 7906 


Seq. No. 


24786 








Seq. ID 


OJ990414_09.9922.C14 


Gene No. 


51480 








Strand 




Start 


5262 








End 


8121 


Name 


OJ990414_09. 


9922. 


C14.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


5777 








End 


7320 


GI 


none 








Score 


62 . 


Exons 


5777. .5839, 


6080. 


. 6373, 


6081. 


.6371, 6121.. 6378, 7235.. 7309, 




7246. .7320 












Seq. No. 


24786 








Seq. ID 


OJ990414_09. 9922.C14 


Gene No. 


51480 








Strand 




Start 


5262 








End 


8121 


Name 


OJ990414 09. 


9922. 


C14 .ol 


.tc 


Method 


TBLASTX: Cress 


Start ■ 


7252 








End 


7680 


GI 


none 








Score 


245 


Exons 


7252. .7476, 


7253. 


.7477, 


7606. 


.7680 




Seq. No. 


24786 








Seq. ID 


OJ990414 09.9922.C14 


Gene No . 


51480 








Strand 




Start 


5262 








End 


8121 


Name 


OJ990414 09. 


9922. 


C14 .ol 


.gp 


Method 


AAT/GAP 


Start 


7339 








End 


8014 


GI 


2428147 








Score 


765 


Exons 


7339. .7475, 


7611. 


.7734, 


7839. 


. 8014 




Seq. No. 


24787 








Seq. ID 


OJ990414_09. 9922.C15 


Gene No . 


51481 








Strand 


+ 


Start 


77 








End 


2592 


Name 


OJ990414_09. 


9922. 


CIS.ol 


.gs 


Method 


GENS CAN 


Start 


77 






End 


2592 


GI 


none 








Score 


.62 


Exons 


77. .359, 371 


. .800 


, 2047 


. .2592 






Seq. No. 


24787 








Seq. ID 


OJ990414_09.9922.C15 


Gene No. 


51482 








Strand 


+ 


Start 


5121 








End 


5455 


Name 


OJ990414 09. 


9922 . 


C15.o2 


gs 


Method 


GEN SCAN 


Start 


5121 






End 


5455 


GI 


none 








Score 


.77 


Exons 


5121. .5254, 


5293. 


.5455 








Seq. No. 


24787 








Seq. ID 


OJ990414_09. 9922.C15 


Gene No. 


51483 








Strand 


+ 


Start 


6240 








End 


11922 


Name 


OJ990414 09. 


9922 . 


\* J. *J * W J. t 


i_m 


Method 


TBLASTX : Maize 


Start 


465 








End 


733 


GI 


none 








Score 


202 



24 8 97;. 



Exons 



465. .722, 465. .725, 605. .733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24787 
51483 
6240 

OJ990414 
6174 
3643271 
6174. .6529, 
(AF090872) 
(AF093570) 



_09.9922.C15.ol.np 



Seq. ID OJ990414_09.9922.C15 
Strand + 
End 11922 
Method AAT/NAP 
End 9615 
Score 7 92 

9166. .9615 
33 kDa secretory protein [Oryza sativa 
33 kDa secretory protein [Oryza sativa 



(AF097724) 33 kDa secretory protein [Oryza sativa] 



gi|3851590 
gi|4249681 



24787 
51483 
6240 

OJ990414_09.9922.C15.o2.tm 
6179 
none 

6179.. 6271, 6226.. 6273, 
6401.. 6526, 9388. .9504 



Seq. ID OJ990414_09.9922.C15 

Strand + 

End 11922 

Method TBLASTX : Maize 

End 9504 

Score 63 
6305. .6406, 6321. .6407, 6345. .6527, 



24787 Seq. ID 

51483 Strand 

624 0 End 

OJ990414_09.9922.C15.o3.gs Method 

624 0 End 

none Score 
6240. .6556, 9166. .9289, 9406. .9603, 
11665. .11922 



OJ990414_09.9922.C15 
+ 

11922 
GENSCAN 
11922 
.41 

9840. .9957, 10530 10633, 



Seq. No. 24788 Seq. ID 

Gene No. 51484 Strand 

Start 47 End 

Name ' OJ990414_09 . 9922 . C16 . ol . gs Method 

Start 47 End 

GI . none Score 

Exons 47.. 136, 232.. 411 



OJ990414_09.9922.C16 
+ 

411 

GENSCAN 

411 

.42 



Seq. No. 


24789 


Seq. ID 


OJ990414_09.9922.C17 


Gene No. 


51485 


Strand 


+ 


Start 


1862 


End 


3862 


Name 


OJ990414 09.9922.C17.o2.gs 


Method 


GENSCAN 


Start 


1862 


End 


3862 


GI 


none 


Score 


.94 


Exons 


1862. .1867, 2089. .2256, 2881.. 


3081, 3818. .3862 


Seq. No. 


24789 


Seq. ID 


OJ990414_09. 9922.C17 


Gene No. 


51486 


Strand 


+ 


Start 


8563 


End 


8775 


Name 


OJ990414 09.9922.C17.ol.np 


Method 


AAT/NAP 


Start 


8563 


End 


8775 


GI 


6069646 


Score 


126 


Exons 


8563. .8775 






n t „ _ — x _ 


(AFC00616) similar Lu putative 


reverse 


transcriptase (AC0053i5) 




[Oryza sativa] gi | 6907112 | dbj | 


BAA90639 


.11 (AP001129) Similar to 



Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 



24898 




putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


24789 


Seq. ID 


OJ990414 


_09. 


9922 


.C17 


Gene No. 


51487 


Strand 










Start 


5896 


End 


10734 








Name 


OJ990414 09.9922.C17.o3.gs 


Method 


GENSCAN 








Start 


5896 


End 


10734 








GI 


none 


Score 


.65 








Exons 


5896.. 6017, 6180.. 6320, 6852 


..6893, 7020. .7133, 


7715. .7767, 




9120. .9149, 10395. .10425, 10632.. 10734 










Seq. No. 


24789 


Seq. ID 


OJ990414 


_09. 


9922 


.C17 


Gene No. 


51488 


Strand 










Start 


13400 


End 


14468 








Name 


OJ990414 09.9922.C17.o4.gs 


Method 


GENSCAN 








Start 


13400 


End 


14468 








GI 


none 


Score 


.68 








Exons 


13400. .13518, 13651. .13924, 


14391. .14468 








Seq. No. 


24789 


Seq. ID 


OJ990414 


_09. 


9922 


.C17 


Gene No. 


51489 


Strand 










Start 


16454 


End 


17147 








.s-j. Name 


OJ990414 09.9922.C17!o5.gs 


Method 


GENSCAN 








!, =f Start 


16454 


End 


17147 








hJ GI 


none 


Score 


.71 








£FI Exons 


16454. .16512, 16952. .17052, 


17057. . 17147 








i==i Seq. No. 


24790 


Seq. ID 


OJ990414 


_09. 


9922 


.C18 


j ss g Gene No. 


51490 


Strand 


+ 








^ Start 


1688 


End 


2701 








Name 


OJ990414 09.9922.C18.ol.gs 


Method 


GENSCAN 








FLf Start 


1688 


End 


2701 








GI 


none 


Score 


.66 








Exons 


1688.. 1747, 2280.. 2369, 2387 


. .2701 










! * J 

. " Seq. No. 


24791 


Seq. ID 


OJ990414 


_09. 


9922 


.C19 


= !isSs Gene No. 


51491 


Strand 


+ 








Q Start 


142 


End 


772 








i;3 Name 


OJ990414 09. 9922.C19.ol.gs 


Method 


GENSCAN 








i-**3 Start. 


142 


End 


772 








GI 


none 


Score 


.46 








Exons 


142. .271, 407. .490, 573. .772 












Seq. No. 


24791 


Seq. ID 


OJ990414_ 


_09. 


9922 


.C19 


Gene No. 


51492 


Strand 


+ 








Start 


2237 


End 


2623 








Name 


OJ990414 09.9922.C19.o2.gs 


Method 


GENSCAN 








Start 


2237 


End 


2623 








GI 


none 


Score 


.99 








Exons 


2237.. 2260, 2453.. 2623 












Seq. No. 


24792 


Seq. ID 


OJ990414_ 


_09. 


9922 


.C20 


Gene No. 


51493 


Strand 


+ 










A C 
1 w> 


End 


5622 








Name 


OJ990414 09.9922.C20.ol.gs 


Method 


GENSCAN 








Start 


45 


End 


5622 









24899 




GI 


none 


Score 


.56 




Exons 


45. .302, 4171. .4241, 4692. .4845, 4900. 


.4992, 5435.. 5622 


Seq. No. 


24792 


Seq. ID 


OJ990414_ 


_09.9922.C20 


Gene No . 


51494 


Strand 






Start 


6138 


End 


6362 




Name 


OJ990414 09. 9922.C20.o2.gs 


Method 


GENSCAN 




Start 


6138 


End 


6362 




GI 


none 


Score 


1 




Exons 


6138.. 6362 








Seq. No. 


24793 


Seq. ID 


OJ990414 


09. 9922.C21 


Gene No. 


51495 


Strand 


+ 




Start 


247 


End 


1340 




Name 


OJ990414 09. 9922.C21.ol.gs 


Method 


GENSCAN 




Start 


247 


End 


1340 




GI 


none 


Score 


. 62 




Exons 


247. .343, 1270. .1340 








Seq. No. 


24793 


Seq. ID 


OJ990414 


09.9922.C21 


Gene No . 


51496 


Strand 


+ 




Start 


10868 


End 


11318 




Name 


OJ990414 09. 9922.C21.o3.gs 


Method 


GENSCAN 




Start 


10868 


End 


11318 




GI 


none 


Score 


. 94 




Exons 


108 68. .10900, 10977. .11318 








Seq. No. 


24793 


Seq. ID 


OJ990414_ 


09.9922.C21 


Gene No. 


51497 


Strand 






Start 


2383 


End 


13585 




Name 


OJ990414 09. 9922.C21.o2.gs 


Method 


GENSCAN 




Start 


2383 


End 


9747 




GI 


none 


Score 


.89 




Exons 


2383..2424, 2900.. 3070, 3457. 


.3603, 4093. .4340, 


4678 . . 4714, 




4968. .5060, 5478. .5585, 7991. 


.8111, 8365. .8429, 


8827 . .8928, 




9052. . 9249, 9745. . 9747 








Seq. No. 


24793 


Seq. ID 


OJ990414_ 


09.9922.C21 


Gene No. 


51497 


Strand 






Start 


2383 


End 


13585 




Name 


OJ990414 09. 9922.C21.ol.gp 


Method 


AAT/GAP " 




Start 


2669 


End 


4714 




GI 


. 2763 1.R1084 


Score 


1526 




Exons 


2669.. 3070, 3457.. 3603, 4093. 


.4340, 4678. .4714 




GI Descrip. 


, 4959460/gb|AF126053.1|AF126053 7.0e-ll Zea mays 


RACB small 




binding protein mRNA, complete cds 1 






Seq. No. 


24793 


Seq. ID 


OJ990414_ 


09.9922.C21 


Gene No. 


51497 


Strand 






Start 


2383 


End 


13585 




Name 


OJ990414 09.9922.C21.ol.np 


Method 


AAT/NAP 




Start 


4988 


End 


13585 




GI 


6066645. 


Score 


333 





Exons 4988. .5060, 5478. .5594, 5753. .5838, 5925.-5974, 6305. .6459, 

7260. .7347, 8365.-6429, 8827. .8915, 9039. .913/, 11414 .. 11516, 
11997. .12114, 12249. .12344, 13152 .. 13259, 13499.. 13585 

GI Descrip. (AL121854) hypothetical protein SCJ33.06c [Streptomyces 



24900. 




coelicolor A3 (2)] 



Seq. No. 


24793 








Seq. ID 


OJ990414__09.9922.C21 


Gene No. 


51498 








Strand 




Start 


14744 








End 


20577 


Name 


OJ990414 09. 


.9922 


,C21.o4, 


■ gs 


Method 


GENSCAN 


Start 


14744 








End 


. 20354 


GI 


none 








Score 


.•89 


Exons 


14744. .14882, 15559 .. 15701, 


16662. .16727, 17420. .17546, 




18309. .18403, 184 90 .. 1854 6, 


18629. .18729, 20120. .20354 


Seq. No. 


24793 








Seq. ID 


OJ990414_09.9922.C21 


Gene No. 


51498 








Strand 




Start 


14744 








End 


20577 


Name 


OJ990414 09. 


9922 


.C21.o3. 


• 9P 


Method 


AAT/GAP 


Start 


20198 . 








End 


20577 


GI 


none 








Score 


662 


Exons 


20198. .20577 










Seq. No. 


24793 








Seq. ID 


OJ990414_09.9922.C21 


Gene No. 


51499 








Strand 




Start 


21653 








End 


22693 


Name 


OJ990414 09. 


9922 


.C21.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2839 








End 


• 3603 


GI 


none 








Score 


210' 


Exons 


2839. .2874, 


2864 


. .3118, 


2869 


..3033, 2870.. 3070, 3455.. 3523, 




3455. .3523, 


3523 


. .3603, 


3526 


. .3603 




Seq. No. 


24793 








Seq. ID 


OJ990414_09. 9922.C21 


Gene No. 


51499 








Strand 




Start 


21653 








End 


22693 


Name 


OJ990414 09. 


9922 


.C21.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4054 








End 


4399 


GI 


none 








Score 


213 


Exons 


4054. .4188, 


4078 


. .4341, 


4083 


..4340, 4091. .4399, 4091. .4342 


Seq. No. 


24793 








Seq. ID 


OJ990414_09. 9922.C21 


Gene No. 


-51499 








Strand 




Start 


21653 








End 


22693 


Name 


OJ990414 09. 


9922 


.C21.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4664 








End 


5588 


GI 


none 








Score 


70 


Exons 


4664. .4717, 


4670 


. .4717, 


4955 


..5014, 4960. .5061, 4965. .5063, 




4977. .5069, 


5475, 


. .5585, 


5475 


. .5588 




Seq. No. 


24793 








Seq. I'D 


OJ990414_09.9922.C21 


Gene No. 


51499 








Strand 




Start 


21653 








End 


22693 


Name 


OJ990414 09. 


9922, 


.C21.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


8370 








End 


9253 


GI 


5606355 








Score 


74 


Exons 


8370. .8432, 


8371. 


. .8433, 


8827 


..8886, 8875. .8928, 8885. .8932, 




9044. .9253, 


9049. 


. .9252 









GI Descrip. 

Seq. No. 24793 Seq. ID OJ9904 14_09 . 9922 . C21 

Gene No. 51499 Strand 

24901 



Start 


21653 




End 


22693 




Name 


OJ990414 09.9922.C21 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


9068 




End 


12318 




GI 


none 




Score 


238 




Exons 


9068. .9253, 9068. .9250, 9070. .9252, 11978 .. 12115 , 11986 


. .12 




12075. .12119, 12238. 


.12318, 


12243. .12317 




Seq. No. 


24793 




Seq. ID 


OJ990414_09.9922 


.C21 


Gene No . 


51499 




Strand 






Start 


21653 




End 


22693 




Name 


OJ990414 09.9922.C21 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


11990 




End 


12115 




GI 


none 




Score 


71 




Exons 


11990.. 12112, 11991. 


. 12113, 


11992. .12114, 11993. .12115 




Seq. No. 


24793 




Seq. ID 


OJ990414JD9.9922 


.C21 


Gene No. 


51499 




Strand 






Start 


21653 




End 


22693 




Name 


OJ990414 09.9922.C21 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


15929 




End 


17534 




GI 


none 




Score 


160 




Exons 


15929. .16126, 15936. 


.16127, 


15937. .16128, 15979 16128 , 






16662 16730 16671 


. 16733, 


17411. .17518, 17412. .17534, 






17414. .17518, 17436. 


.17519' 








Seq. No. 


24793 




Seq. ID 


OJ990414_09.9922 


-C21 


Gene No. 


51499 




• Strand 






Start 


21653 




End 


22693 




Name 


OJ990414 09.9922.C21 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


18635 




End 


20271 




GI 


none 




Score 


65 




Exons 


18635. .18730, 18639. 


.18731, 


20115. .20177, 20115. .20270, 






20119. .20271 










Seq. No. 


24793 




Seq. ID 


OJ990414_09. 9922 


.C21 


Gene No. 


51499 




Strand 






Start 


21653 • 




End 


22693 




Name 


OJ990414 09.9922.C21 


. oS.gs 


Method 


GENSCAN 




Start 


21653 




End 


22693 




GI 


none 




Score 


.96 




Exons 


21653. .21842, 22638. 


.22693 









Seq. No. 24794 Seq. ID . OJ9904 14_09 . 9922 . C22 

Gene No. 51500 Strand 

Start 1 ' End 722 

Name OJ990414_09. 9922.C22.ol.np Method AAT/NAP 

Start 1 End 722 

GI 6016874 Score 141 

Exons. 1..27, 281.. 722 

GI Descrip. (AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond to a 
region of the predicted gene.; Similar to putative AC 9 
transposase. (P03010) [Oryza sativa] 



Seq. No. 

Start 
Name 



24794 



OJ990414_09.9922.C22.ol.gs 



Seq. ID 

Strand 

End 

Method 



OJ990414_09. 9922.C22 
722 

GENSCAN 



24902 



Start 228 End 

GI none Score 

Exons 228.. 356, 404. .645 

Seq. No. 24795 Seq. ID 

Gene No. 51501 Strand 

Start 625 End 

Name OJ990414_09 . 9922 . C23 . ol . gs Method 

Start 625 End 

GI none Score 

Exons 625.-824 

Seq. No. 24796 Seq. ID 

Gene No. 51502 Strand 

Start 626 End 

Name OJ990414_09 . 9922 .C26 . ol . gs Method 

Start 626 End 

GI none Score 

Exons 626 . .766 

Seq. No. 24797 Seq. ID 

Gene No. 51503 Strand 

Start 219 End 

Name OJ990414_09. 9922.C27 .ol.gs Method 

Start 219 End 

GI none Score 

Exons 219.. 348, 560.. 607 

Seq. No. 24798 Seq. ID 

Gene No. 51504 Strand 

Start 184 End 

Name OJ9904 14_09 . 9922 . C28 . ol . gs Method 

Start 184 End 

GI none Score 

Exons 184.. 357, 477.. 549 

Seq. No. 24799 Seq. ID. 

Gene No. 51505 Strand 

Start 4 95 End 

Name OJ990414_09 . 9922 . C33 . ol . gs Method 

Start 4 95 End 

GI none Score 

Exons 495.. 524 

Seq. No. 24800 Seq. ID 

Gene No. 51506 Strand 

Start 4 90 End 

Name OJ990414_09. 9922. C34 .ol.gs Method 

Start 4 90 End 

GI none Score 

Exons 490.. 595, 657.. 857, 1070.. 1371 

Seq. No. 24801 Seq. ID 

Gene No. 51507 Strand 

Start 1 End 

Name OJ9904 14_09 . 9922 . C36 . ol . np Method 

Start 1 End 



645 
.51 



OJ990414_09.9922.C23 
+ 

824 

GENSCAN 

824 

.74 



OJ990414_09.9922.C26 
766 

GENSCAN 

766 

.87 



OJ990414_09.9922.C27 
607 

GENSCAN 
607 



OJ990414_09. 9922.C28 
549 

GENSCAN 

549 

.9 



OJ990414_09. 9922.C33 
524 

GENSCAN 

524 

.83 



OJ990414_09. 9922.C34 
+ 

1371 
GENSCAN 
1371 
.87 



OJ990414_09.9922.C36 

-f ' 

5019 

AAT/NAP 

4701 



24903 



GI 6648171 Score 528 

Exons 1..51, 604. .638, 792. .882, 3198. .3291, 3746. .3815, 3917. .3967, 

4054. .4130, 4526. .4701 
GI Descrip. (AC010926) putative AP2 domain transcription factor [Arabidopsis 

thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24801 
51507 
1 

OJ990414_09.9922.C36.ol.gs 

220 

none 



Seq. ID OJ990414_09.9922.C36 

Strand + 

End 5019 

Method GENSCAN 

End 5019 

Score .99 



220. .638, 792. .874, 3199. .3287, 3742. .3815, 4054. .4130, 
4526. .5019 



Seq. No. 24801 

Gene No. 51508 

Start 5422 

Name OJ990414JD9 . 9922 . C36 . ol . tc 

Start 789 

GI none 
Exons 



Seq. ID OJ990414_09.9922.C36 
Strand 

End 6067 

Method TBLASTX : Cress 

End 4656 

Score 125 



789. .851, 790. .873, 3198. .3284, 3198. .3293, 3198. .3287, 
3745. .3816, 3869. .3967, 3906. .3971, 3915. .3968, 4040. .4132, 
4051.. 4134, 4052. ,4132, 4567.. 4656 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24801 
51508 
5422 

OJ990414_09.9922.C36.ol.ts 

790 

none 



Seq. ID OJ990414_09.9922.C36 
Strand 

End 6067" 

Method TBLASTX : Soybean 

End 4653. 

Score 147 



790. .873, 792. .854, 3198. .3293, 3198. .3293, 3198. .3284, 
3748. .3816, 3911. .3967, 3915. .3968, 4051. .4107, 4051. .4128, 
4052. .4129, 4517. .4561, 4567. .4653 



Seq. No. 24801 

Gene No. 51508 

Start 5422 

Name OJ990414_09 . 9922 . C36 . o2 . tm 

Start 3198 

GI none 
Exons 



Seq. ID OJ990414_09.9922.C36 
Strand 

End 6067 

Method TBLASTX : Mai ze 

End 4 632 .... 

Score 82 



3198. .3293, 3914. .3967, 3915. .3968, 4051. .4125, 4052. .4129, 
4543.. 4632, 4567.. 4632 



Seq. No. 24801 
Gene No. • 51508 

Start 5422 

Name OJ990414_09 . 9922 . C36 . o2 . gs 

Start 5422 

GI none 

Exons 5422.. 5516, 5884.. 6039 



Seq. ID OJ990414_09.9922.C36 
Strand 

End 6067 

Method GENSCAN 

End 6039 

Score .74 



Seq. No. 24801 

Gene No. . 51508 
Start 5422 

Name OJ990414_09 . 9922 .C36 . ol . gp 

Start 5593 



Seq. ID OJ990414_09.9922.C36 
Strand 

End 6067 

Method AAT/GAP 

End 6047 



24904 



GI • 20117_1.R1084 Score 815 

Exons' 5593.. 6047 

GI Descrip. ' 1915960/emb | CAA68913 | 3.0e-30 (Y07636) peptidylprolyl isomerase 
[Triticum aestivum] 1 



Seq. No. 


24801 








Seq. ID 


OJ990414_09.9922.C36 


Gene No. 


51508 








Strand 




Start 


5422 








End 


6067 


Name 


OJ990414 09. 


9922 


.C36.ol 


,tm 


Method 


TBLASTX: Maize 




S71 








End 


6046 


GI 


none 








Score 


150 


Exons 


5716. .5754, 


5767 


. .5793, 


5805. 


.5969, 5843. .6046, 5861. .6046 


Seq. No. 


24801 








Qprr TD 




Gene No. 


51508 








Qf- rand 




Start 


5422 








End 




Name 


OJ990414JD9. 


9922 


.C36.o2 


.tc 


Mo t" hnH 




O LClX L 


JO 








End 


6067 


GI 


none 








Score * 


60 


Exons 


5898. .5972, 


5906 


. .6046, 

• 


5927. 






Seq. No. 


24801 








Con T n 




Gene No. 


51508 








q-t- v-^nH 

OL.I CLi LKJL 




Start 


5422 








LjILkJ. 


DUO/ 


Name 


OJ990414__09. 


9922 


.C36.o2 


ts 






Q-t- a r*+- 
OLalL 










End 


604 9 


GI 


none 








Score 


69 


Exons 


5906. . 6049, 


5938 


. .6036, 


5939. 


.6046 




Seq. No. 


24802 








Seq. ID 


OJ990414__09.9922.C37 


Gene No. 


51509 








Strand 




Start 


1199 








End 


2084 


Name 


OJ990414 09. 


9922 


.C37.ol 


gs 


Method 


GENSCAN 


Start 


1199 








End 


1927 


GI 


none 








Score 


.96 


Exons 


1199. .1209, 


1591 


. .1855, 


1865. 


.1927 




Seq. No. 


24802 








Seq. ID 


OJ990414_09.9922.C37 


Gene No. 


51509 








Strand 




Start . 


1199 








End 


2084 


Name 


OJ990414 09. 


9922 


.C37.ol 


np 


Method 


AAT/NAP 


Start 


1546 








End 


2084 


GI 


2499318 








Score 


146 


Exons 


1546. .1855, 


2066 


. .2084 









GI Descrip. PUTATIVE NADH-UBIQUINONE OXIDOREDUCTASE 17.3 KD SUBUNIT (COMPLEX 
1-17. 3KD) (CI-17.3KD) gi I 3874 666 | emb | CAA9278 9 . 1 1 (Z68493) 
Similarity to Bovine NADH-ubiquinone oxidoreductase 13 KD-B 
subunit (SW:NUFM_BOVIN) ; cDNA EST EMBL:C08756 comes from this 
gene [Caenorhabditis elegans] 



Seq. No. 24802 Seq. ID 

Gene No. 51509 Strand 

Start 1199 End 

Name OJ9904 14_0 9 . 9922 . C37 . ol . gp Method 

SLcirc 1591 End 

GI 20117JL.R1084 Score 

Exons 1591.. 1708 



OJ990414_09. 9922.C37 

2084 
AAT/GAP 
1708 
213 



24905 



GI Descrip. 1 1915960/emb | CAA68913 I 3.0e-30 (Y07636) peptidylprolyl isomerase 
[Triticum aestivuin] 1 



Seq. No. 


24802 




Seq. ID 


OJ990414_09.9922 


.C37 


Gene No. 


■ 51509 




Strand 


- 




Start 


1199 




End 


2084 




Name 


OJ990414 09. 


9922.C37.ol.tc 


Method 


TBLASTX: Cress 




Start 


1592 




End 


1865 




GI 


none 




Score 


158 




P von ^ 


1592 1864, 


1593 1865 








Seq. No. 


24802 




Seq. ID 


OJ990414_09.9922 


.C37 


Gene No. 


51509 




Strand 


- 




Start 


1199 




End 


2084 




Name 


OJ990414 09. 


9922.C37.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1592 




End 


1865 




GI 


none 




Score 


141 




TTyAn c 

l—i 1 1 O 


1592 1864 


1647 1865 








Seq. No. 


24802 




Seq. ID 


OJ990414_09.9922 


.C37 


Gene No. 


51509 




Strand 


- 




Start 


1199 




End' 


2084 




Name 


OJ990414 09. 


9922.C37.ol.tm 


Method 


TBLASTX: Maize 




Start 


1592 




End 


1933 




GI 


none 




Score 


188 




Pyrin q 


1592 19H 


112? 1886 1805 


1 9?7 






Seq. No. 


24802 




Seq. ID 


OJ990414_09.9922 


.C37 


Gene No. 


51509 




Strand 


- 




Start 


1199 




End 


2084 




Name 


OJ990414 09. 


9922.C37.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1667 




End 


1957 




GI 


none 




Score 


205 




Exons 


1667. .1957, 


1722.. 1892, 1802., 


.1957' 






Seq. No. 


24803 




Seq. ID 


OJ990414_09.9922 


.C40 


Gene No. 


51510 




Strand 


+ 




Start 


'296 




End 


458 




Name 


OJ990414 09. 


9922.C40.ol.gp 


Method 


AAT/GAP 




Start 


296 


End 


458 




GI 


2763 1.R1084 




Score 


257 




Exons 


296. .458 










GI Descrip. 


■4959460/gb|AF126053.1 IAF126053 7.0e-ll Zea mays RACB small 




binding protein mRNA, complete cds ' 






Seq. No. 


24803 




Seq. ID 


OJ990414_09. 9922 


.C40 


Gene No. 


51511 




Strand 






Start 


298 




End 


444 




Name 


OJ990414 09. 


9922.C40.ol.gs 


Method 


GENSCAN 




Start 


298 




End 


444 




GI 


none 




Score 


.99 




Exons 


298. .444 










Seq. No. 


24804 




Seq. ID 


OJ990414_08.9922 


,C2 


%t _ 

ocne lmu. 


51512 




Strand 


+ 




Start 


212 




End 


743 




Name 


OJ990414_08. 


9922.C2.ol.np 


Method 


AAT/NAP 





24906 



Start 212 End 743 

GI 1170621 Score 100 

Exons 212.. 421, 510.. 743 

GI Descrip. KINESIN-LIKE PROTEIN C gi | 1084342 | pir || S48020 kinesin-related 

protein katC - Arabidopsis thaliana gi 1 1438844 | dbj | BAA04674 | 

(D21138) heavy chain polypeptide of kinesin-like protein 
[Arabidopsis thaliana] 



Seq. No. 


24804 


Seq. ID 


OJ990414_08 


9922. C2 


Gene No. 


51512 


Strand 


+ 




Start 


212 


End 


743 




Name 


OJ990414 08.9922.C2.ol.gs 


Method 


GENS CAN 




Start 


221 


End 


654 




GI 


none 


Score 


.94 




Exons 


221. .421, 510. .654 








Seq. No. 


24804 


Seq. ID 


OJ990414_08 


9922. C2 


Gene No. 


51512 


Strand 


+ 




Start 


212 


End 


743 




Name 


OJ990414 08.9922.C2.o2.gp 


Method 


AAT/GAP 




Start 


227 


End 


654 




GI 


uC-osflM202097d05bl 


Score 


615 




Exons 


227. .421, 510. .654 








GI . Descrip. 


, 1170620/sp|P46864|KATB ARATH 


4.0e-19 


KINESIN-LIKE 


PROTEIN 



>gi_1084341_pir S48019 kinesin-related protein katB - 

Arabidopsis thaliana >gi_1438842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of .kinesin-like protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24804 Seq. ID 

51512 Strand 

212 End 

OJ990414_08.9922.C2.ol.tm Method 

284 End 

none Score 



OJ990414JD8.9922.C2 
+ 

743 

TBLASTX: Maize 

655 

129 



284. .421, 292. .414, 507. .653, 509. .655, 509. .634 



24805 Seq. ID 

51513 Strand 

680 End 

OJ9904 14_08 . 9922 . C6 . ol . gs Method 

680 End 

none Score 
680. .5230 



OJ990414_08.9922.C6 
+ 

5230 
GENSCAN 
5230 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

-1 • «■* v • 

Gene No. 
Start 



24805 . Seq. ID 

51513. Strand 

680 End 

OJ990414_08 . 9922.C6.ol.np Method 

680 End 

4680179 Score 
680. .5227 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ990414_08.9922.C6 
+ 

5230 
AAT/NAP 
5227 
6764 



51513 
680 



Seq. ID 

Strand 

End 



OJyyU414 
+ 

5230 



08. 9922. C6 



24907 



Name 

Start 

GI 

Exons 



OJ9904 14_08 . 9922 . C6 . o7 . tw Method 

893 End 

none Score 
893. .1273, 913. .1272 



TBLASTX: Wheat 

1273 

304 



Seq. No. 24805 

Gene. No. 51513 

Start 680 

Name OJ990414_08 . 9922 . C6 . 06 . tm 

Start 1154 

GI none 

Exons 1154.. 1486, 1177.. 1341 

Seq. No. 24805 

Gene No. 51513 

Start 680 

Name OJ9904 14_08 . 9922 . C6 . 08 . tw 

Start 1814 

GI none 

Exons 1814.. 2038, 1828.. 1980, 2042. 

Seq. No. 24805 

Gene No. 51513 

Start 680 

Name OJ990414_08 . 9922 . C6 . 08 . tm 

Start 1852 

GI none 

Exons 1852.. 1953, 1853.. 2128 



Seq. ID OJ990414_08.9922.C6 

Strand + 

End 5230 

Method TBLASTX : Maize 

End . 1486 

Score 226 



Seq. ID OJ990414_08.9922.C6 

Strand + 

End 5230 

Method TBLASTX: Wheat 

End 2215 

Score 150 

.2215, 2075. .2134, 2116. .2184 

Seq. ID OJ990414_08.9922.C6 

Strand + 

End 5230 

Method TBLASTX : Mai ze 

End 2128 

Score 195 



Seq. No. 24805 Seq. ID 

Gene No. 51513 Strand 

Start 680 End 

Name OJ9904 14 JD8 . 9922 . C6 . o4 . tw Method 

Start 2390 End 

GI none Score 

Exons 2390.. 2872, 2494.. 2829 



OJ990414JD8. 9922.C6 
+ 

5230 

TBLASTX: Wheat 

2872 

546 



Seq. No. 24805 Seq. ID 

Gene No. 51513 Strand 

Start 680 End 

Name OJ9904 14_08 . 9922 . C6 . o5 . tm Method 

Start 2402 End 

GI none Score 

Exons 2402.. 2689, 2500.. 2691 



OJ990414_08. 9922.C6 
+ 

5230 

TBLASTX: Maize 

2691 

322 



Seq. No. 24805 

Gene No. 51513 

Start 680 

Name OJ990414_08 . 9922 . C6 . o4 . ts 

Start 2426 

GI none 

Exons 2426.. 2740, 2542.. 2739 

Seq. No. 24805 

Gene No. 51513 

Start 680 

Name OJ990414 08 . 9922 .C6 . o3 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ990414_08.9922.C6 
+ 

5230 

TBLASTX : Soybean 

2740 

183 



OJ990414__08.9922.C6 
+ 

5230 

TBLASTX: Maize 



24908 



Start 


2759 








End 


3259 


GI 


none 








Score 


157 


Exons 


2759. .2938, 


2924 


. .3259, 


3010. 


.3141, 3166.. 3213 


Seq. No. 


24805 








Seq. ID 


OJ990414_08.9922.C6 


Gene No. 


5.1513 








Strand 


+ 


Start 


680 








End 


5230 


Name 


OJ990414_08 


.9922 


.C6.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2813 








End 


3208 


GI 


none 








Score 


57 


Exons 


2813. .2845, 


2815 


. .2841, 


2849. 


.3208, 2E 


J56..2996, 2861. .3178 




2941. .3207 












Seq. No. 


24805 








Seq. ID 


OJ990414_08. 9922.C6 


Gene No. 


51513 








Strand 


+ 


Start 


680 








End 


5230 


Name 


- OJ990414 08 


. 9922 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2921 








End 


3223 


GI 


none 








Score 


396 


Exons 


2921. .3223, 


2922 


. .2999, 


2924. 


.3214, 2950.. 3222 


Seq. No. 


24805 








Seq. ID 


OJ990414 08. 9922. C6 


Gene No . 


51513 








Strand 


+ 


Start 


680 








End 


5230 


Name 


OJ990414_08 


. 9922 


.C6.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3224 








End 


3733 


GI 


none 








Score 


619 


Exons 


3224 . . 3733, 


3232 


. .3642, 


3266. 


.3646 




Seq. No. 


24805 








Seq. ID 


OJ990414 08. 9922. C6 


Gene No. 


51513 








Strand 


+ 


Start 


680 








End 


5230 


Name 


OJ990414_08 


. 9922 


.C6.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


3230 








End 


3475 


GI 


none 








Score 


209 


Exons 


3230. .3475 












Seq. No.- 


24805 








Seq. ID 


• OJ990414_08. 9922. G6 


Gene No. 


51513 ■ 








Strand 


+ 


Start 


680 








End 


5230 


Name 


OJ990414_08 


. 9922 


,C6.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


3296 








End 


3659 


GI 


none 








Score 


477 


Exons 


3296. . 3649, 


3298 


. .3642, 


3336. 


.3659 




Seq. No. 


24805 








Seq. ID 


OJ990414_08.9922.C6 


Gene No. 


51513 








Strand 


+ 


Start 


680 








End 


5230 ' 


Name 


OJ990414 08 


. 9922 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3737 








End 


4216 


GI 


none 








Score 


587 


Exons 


3737. . 4216, 


3770 


. .4180, 


3961. 


.4215 




Seq. No. 


24805 








Seq. ID 


OJ990414_08.9922.C6 


Gene No. 


SI M ^ 








Strand 


-t- 


Start 


680 








End 


5230 


Name 


OJ990414 08 


.9922 


.C6.ol. 


tc 


Method 


TBLASTX: Cress 



24909 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
• Name 
Start 
GI 

Exons 



Seq. No. 
Gene No . 
Start 
Name 



3923 
none 

3923. .4096, 

24805 
51513 
680 

OJ990414_08, 

4004 

none 

4004. .4264, 

24805 
51513 
680 

OJ990414_08. 

4063 

none 

4063. .4350, 

24805 
51513 
680 

OJ990414_08. 

4223 

none 

4223. .4849, 

24805 
51513 
680 

OJ990414_08. 

4403 

none 

4403. .4564, 
4729. .4989 

24805 
51513 
680 

OJ990414_08. 

4849 

none 

4849. -.5181, 

24805 
51513 
680 

OJ990414_08. 

4991 

none 

4991. .5203 

24806 
51514 
5650 

OJ990414 08. 



4097. .4240, 4099. 

9922.C6.o2.ts 
4009. .4263 

9922.C6.o4.tm 
4064. .4354 

9922.C6.ol.tw 
4225. .4848 

9922.C6.ol.tm 
4409. .4555, 4411. 



9922.C6.o6.tw 
4850. .5182 

9922.C6.o7.tm 



9922.C7.ol.np 



End 4240 

Score 90 
.4239 

Seq. ID OJ990414_08.9922.C6 

Strand + 

End 5230 

Method TBLASTX : Soybean 

End 4264 

Score 300 



Seq. ID OJ990414_08. 9922.C6 

Strand + 

End 5230 

Method TBLASTX : Mai ze 

End 4354 

Score 390 



Seq. ID OJ990414_08.9922.C6 

Strand • + 

End 5230 

Method TBLASTX : Wheat 

End 4849 

Score 729 



Seq. ID OJ990414_08. 9922.C6 

Strand + 

End 5230 

Method TBLASTX: Maize 

End 4990 

Score 22 6 

.4557, 4562. .4990, 4567. .4659, 



S'fQ.' ID OJ990414_08.9922.C6 

Strand + 

End 5230 

Method TBLASTX : Wheat 

End 5182 

Score' 366 



Seq. ID OJ990414_08. 9922.C6 

Strand + 

End 5230 

Method TBLASTX : Mai ze 

End< 5203 

Score 206 



Seq. ID OJ990414_08.9922.C7 

Strand + 

End 9017 

Method AAT/NAP 



24910 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5650 End 9017 

5852180 Score 651 

5650. .5708, 6692. .6809, 6861. .7271, 7971. ,8042, 8987. .9017 
(AL117265) zhbOOOlO.l [Oryza sativa] 



24806 
51515 
374 

OJ9904 14_08 . 9922 . C7 . ol . gs 

.374 

none 



Seq. ID OJ990414_08.9922.C7 
Strand 

End 2046 

Method GENSCAN 

End 2046 

Score .88 



374. .455, 939. .1057, 1464. .1600, 1923. .2046 



Seq. No. 24806 

Gene No. 51516 

Start 3046 

Name OJ990414_08 . 9922 . C7 . o2 . gs 

Start 3046 

GI none 

Exons 3046.. 4179 



Seq. ID OJ990414_08.9922.C7 
Strand 

End 4179 

Method GENSCAN 

End ■ 4179 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990414_08.9922.C7 
Strand 

5940 
AAT/GAP 
5940 
669 



24806 
51517 
5557 ■ 

OJ990414_08.9922.C7.ol.gp 
5557 

uC-osflcyp033a04bl 
5557. .5940 

1 6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



End 

Method 

End 

Score 



24806 
51518 
6373 

OJ990414_08.9922.C7.o3.gs 

6373 

none 



Seq. ID OJ990414_08.9922.C7 
Strand 

End 8738 

Method GENSCAN 

End 8738 

Score . 68 



6373. .6466, 6714. .6853, 7017. .7217, 8199. .8292, 8623.-8738 



24807 
51519 
1 

OJ990414_08. 9922.C8.ol.np 
1 

5295955 
1. .341 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555 ) 
[Oryza sativa] 



Seq. ID OJ990414_08.9922.C8 
Strand 

End 341 

Method AAT/NAP 

-^•End ' 341- 

Score 163 



24807 
51520 
250 

OJ990414_08 . 9922.C8.ol.gs 

250 

none 

250. .257 



Seq. ID OJ990414_08.9922.C8 

Strand 

End 257 

Method GENSCAN 

End 257 

Score .73 



24911 




Seq. No. 


24808 




Seq. ID 


OJ990414_08 . 9922 


.C9 


Gene No. 


51521 




Strand 






Start 


1 




End 


683 




Name 


OJ990414 08. 9922. C9. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


683 




GI 


3327856 




Score 


216 




Exons 


1. .683 










GI-Descnp. 


(AB009872) SLR1 [Orychophragmus violaceus] 




Seq. No. 


24808 




Seq. ID 


OJ990414 08.9922 


.C9 


Gene No. 


51521 




Strand 






Start 


1 




End 


683 




Name 


OJ990414 08. 9922. C9. 


ol . gs 


Method 


GENSCAN 




Start 


66 




End 


564 




GI 


none 




Score 


.49 




Exons 


66. .564 










Seq. No. 


24808 




Seq. ID 


OJ990414 08.9922 


.C9 


Gene No. 


51521 




Strand 






Start 


1 




End 


683 




Name 


OJ990414 08. 9922. C9. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


219 




End 


652 




GI 


none 




Score 


40 




Exons 


219. .284, 223. .282, 


267. .515, 


289. . 456, 


309. ..4.94, '417 . . 


482, 




465 . . 641, 517 . . 597, 


562. . 645, 


584 . . 622, 


586. . 639, 587 . . 


652 


Seq. No. 


24808 




Seq. ID 


OJ990414_08.9922 


• C9 


Gene No. 


51521 




Strand 






Start 


1 




End 


683 




Name 


OJ990414 08. 9922. C9. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


228 




End 


633 




GI 


none 




Score 


44 




Exons 


228 . . 329, 229. . 312, 


375. .485, 


375 . . 464, 


486. . 632, 550. . 


633 


Seq. No. 


24809 




Seq. ID 


OJ990414 08.9922 


.C10 


Gene No . 


51522 




Strand 


+ 




Start 


346 




End 


482 




Name 


OJ990414 08. 9922. C10 


.ol.gs 


Method 


GENSCAN 




Start 


346 


End 


482 




GI 


none 




Score 


.54 




Exons 


346. .482 










Seq. No. 


24809 




Seq. ID 


OJ990414_08.9922 


.C10 


Gene No. 


51523 




Strand 






Start 


1 




End 


437 




Name 


OJ990414 08. 9922. C10 


. o 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


437 




GI 


6539586 




Score 


230 




Exons 


1..35, 284. .437 











GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 

OJ990414_08. 9922.C11 
+ 

446 

GENSCAN 
44 6 
.7 



Seq. No. 
Gene No. 
Start 

Mama 

Start 
GI 



24810 
51524 
89 

OJ990414_08.9S22.C11. ol.gs 
89 

none 



Seq. ID 

Strand 
End 

Method 

End 

Score 



24912 



Exons 



89. .261, 378. .446 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 



24810 



51525 
3464 

OJ990414_08. 9922. Cll. o2.gs 

3464 

none 



Seq. ID OJ990414 08.9922.C11 



Strand + 
End 12149 
Method GENSCAN 
End 12129 
Score .5 

3464. .3584, 4764. .4930, 5115. .5315, 6018. .6177, 6275.-6488, 
6706. .6829, 7006. .7196, 8661. .8752, 8874. .9353, 10889 1174 1, 
11811. .12129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990414_08.9922.C11 



24810 Seq. ID 

51525 Strand 

3464 End 12149 

OJ9904 14_08 . 9922 . Cll . o2 . np Method AAT/NAP 

3467 End 6922 

1332411 Score 457 
3467. .3584, 4764. .4930, 5115 
6706.. 6922 

(D85102) dihydroflavonol 4-reductase [Rosa hybrida] 



,5315, 6018.. 6189, 6305.. 6485, 



24810 
51525 
3464 

OJ990414_08. 9922. Cll. ol.gp 
8909 

uC-osflM202039g09bl 
8909.. 9042 

, 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza s at iva " genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ990414_08. 9922. Cll 

Strand + 

End 12149 

Method AAT/GAP 

End 9042 

Score 176 



Seq. No. 


24810 


Seq. ID 


OJ990414 


_08.9922 


.Cll 


Gene No. 


51525 


Strand 


+ 






Start 


3464 


End 


12149 






Name 


OJ990414 08.9922.Cll.o3.np 


Method 


AAT/NAP 






Start 


8973 


End 


12149 






GI " 


3152576 


Score 


602 






Exons 


8973. .9353, 10889. . 11747, 11811.. 12149 








GI Descrip. 


(AC002986) Similar to liver- 


-specific transport 


protein 


gb|L; 




from Rattus norviegicus. [Arabidopsis 


thaliana] 






Seq. No. 


24810 


Seq. ID 


OJ990414 


_08.9922 


.Cll 


Gene No. 


51525 


Strand 


+ 






Start 


3464 


End 


12149 






Name 


OJ990414 08. 9922.Cll.o2.gp 


Method 


AAT/GAP 






Start 


11364 


End 


11685 






GI 


568937 


Score 


637 






Exons 


11364. .11685 










Seq. No. 


24810 


Seq. ID 


OJ990414 


_08.9922 


.Cll 


Gene No. 


51526 


Strand 


+ 






Start 


13088 


End 


15675 






Name 


OJ990414_08 . 9922. Cll. o3.gs 


Method 


GENSCAN 






Wl-Ui t 


1 JUU O 


End 


15675 






GI 


none 


Score 


.69 






Exons 


13088. .13160, 13489. .13733, 


15439. .15469, 15593 


. . 15675 





24913 



Seq. No. 24810 Seq. ID 

Gene No. 51527 Strand 

Start 17197 End 

Name OJ9904 14_08 . 9922 . Cll . o4 . gp Method 

Start 17158 End 

GI 71813_1.R1084 Score 

Exons 17158. .17356, 17475 17575, 17949.. 18038 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ? 



OJ990414_08. 9922. Cll 
+ 

18038 
AAT/GAP 
18038 
696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24810 Seq. ID 

51527 Strand 

17197 End 

OJ9904 14_08 . 9922 . Cll . o4 . np Method 

17188 End 

4262149 Score 



OJ990414_08. 9922. Cll 
+ 

18038 
AAT/NAP 
18038 
290 



17188. .17356, 17475 17575, 17949.. 18038 

(AC005275) putative xyloglucan endotransglycosylase [Arabidopsis 
ttialiana] 



Seq. No. 24810 Seq. ID 

Gene No. 51527 Strand 

Start * 17197 End 

Name OJ990414_08 . 9922 . Cll . o4 . gs Method 

Start 17197 End 

GI none Score 
Exons 



OJ990414_08. 9922. Cll 
+ 

18038 
GEN SCAN 
18023 
.76 



17197. .17356, 17475 .. 17579, 17932.. 18023 



Seq. No. 24810 Seq. ID OJ9904 14_08 . 9922 . Cll 

Gene No. 51528 Strand 

Start 1 End 5499 

Name OJ9904 14_08 . 9922 . Cll . ol . np Method AAT/NAP 

Start 1 End 54 99 

GI 6562752 Score 78 

Exons 1..38, 2431.. 2807, 5473.. 5499 

GI Descrip. (AL035475) hypothetical protein, MAL4P2.50 [Plasmodium 
falciparum] 



Seq. No. 24810 

Gene No. 51528 

Start 1 

Name OJ9904 14JD8 . 9922 . Cll . ol . tm 

Start 3451 

GI none 

Exons 3451.. 3582, 3476.. 3583, 4742. 

4764.. 4931, 5088.. 5192 



OJ990414_08. 9922. Cll 
5499 

TBLASTX: Maize 

5192 

164 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4930, 4747.. 4932, 4763. .4930, 



Seq. No. 24810 Seq. ID 

Gene No. 51528 Strand 

Start 1 End 

Name OJ9904 14_08 . 9922 . Cll . o2 . tw Method 

Start ■ 3496 . End 

GI none Score 



OJ990414_08. 9922. Cll 
5499 

TBLASTX: Wheat 

5228 

125 



343G..35S2, o^/..jooj, ,5514 . . 3:>8 $ , 4 /63. .4939, 4763. .4912, 
5112.. 5225, 5112.. 5228 



24914 



Seq. No. 24810 

Gene No. 51529 

Start 9022 

Name OJ9904 14_08 . 9922 . Cll . ol . tw 

Start 9022 

GI none 

Exons . 9022. .9168, 9023. .9169 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

End 935.5 

Method TBLASTX : Wheat 

End 9169 

Score 216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24810 
51529 
9022 

OJ990414JD8. 9922. Cll. o2.ts 
9023 
4397580 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

9355 

TBLASTX : Soybean 
9355 
185 



End 

Method 
End 
Score 

9023.. 9163, 9031.. 9165, 9239.. 9355, 9256.-9354 

3152576 6.0e-14 (AC002986) Similar to liver-specific transport 
protein gb__L27651 from Rattus norviegicus . [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24810 
51530 
9260 

OJ990414_08. 9922. Cll. ol.tc 

9260 

none 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

End 11355 

Method TBLASTX : Cress 

End 11219 

Score 65 



9260. .9355, 10881 .. 11219, 10882. .11142 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



24810 
51530 
9260 

OJ990414_08 .9922. Cll. ol.ts 

10909 

none 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

End 11355 

Method TBLASTX : Soybean 

End 11355 

Score 322 



10909. .11187, 10911. .11171, 11188 11355, 11214. .11354 



24810 
51531 
11461 

OJ990414_08. 9922. Cll. o3.ts 

11461 

none 

11461. .11742, 11809. ,11856 

24810 
51532 
17266 

OJ990414_08. 9922. Cll. o4.ts 

17266 

none 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

End 11856 

Method TBLASTX : Soybean 

End 11856 

Score 269 



Seq. ID OJ990414_08. 9922. Cll 
Strand 

End 18038 

Method TBLASTX : Soybean 

End 18038 

Score 115 



17266. .17358, 17471 .. 17581, 17473 .. 17574 , 17949. . 18038, 
17951. .18034 



Seq. No. 24811 

Gene No. 51533 

StaxL 1 

Name OJ990414JD8 . 9922 . C12 . ol . np 

Start 1 



Seq. ID OJ990414_08.9922.C12 

Strand + 

End 94 

Method AAT/NAP 

End 94 



24915 



GI 

Exons 

GI Descrip. 



4490725 Score 96 

1. .94 

(AL035709) endo-xyloglucan transf erase-like protein [Arabidopsis 
thaliana] 



Seq. No. 24811 Seq. ID 

Gene No. 51534 Strand 

Start 1 End 

Name OJ9904 14_08 . 9922 . C12 . ol . gp Method 

Start 1 End 

GI 76282_1.R1084 Score 

Exons 1 . .274 

GI Descrip. 1 4262149/gb | AAD14449 1 7.0e-17 (AC005275) putative xyloglucan 
endotransglycosylase [Arabidopsis thaliana] 1 



OJ990414_08.9922.C12 
+ 

274 

AAT/GAP 

274 

521 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



24811 
51535 
11S>0 

OJ9904 14_08 . 9922 . C12 . ol . gs 
1190 
.none 



Seq. ID OJ990414_08.9922.C12 

Strand + 

End 2639 

Method GENS CAN 

End 2639 

Score .72 



1190. .1210, 1778. .2030, 2498. .2574, 2589. .2639 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414 08.9922.C12 



24811 
51536 
4337 

OJ990414_08.9922.C12.o2.np 
4269 
531389 
4269. .5106, 9511. .9539 

(U12626) copia-like retrotransposon Hopscotch polyprotein 
mays] 



10682 
AAT/NAP 
9539 
519 



[Zea 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

■Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990414 08.9922.C12 



10682 
GENSCAN 
10682 
.74 

5753, 6120. .6217, 7098. .7141, 
8511, 9352.. 9493, 10514.. 10682 



24811 
51536 
4337 

OJ990414_08.9922.C12.o2.gs 
4337 
none 

4337. .4763, 4868. .5061, 5710. 
7488. .7607, 7737. .8105, 8361. 

24811 
51536 
4337' 

OJ990414_08.9922.C12.o2.gp 
5721 
3106943 
5721. .5921 

1019378/dbj | D17785 | RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



Seq. ID OJ990414_08.9922.C12 
Strand 



End 

Method 

End 

Score 



10682 
AAT/GAP 
5921 
299 



Seq. No. 24811 

Gene No. 51536 

Start 4337 

Name OJ990414_08 . 9922 .C12 . o3 . gp 

Start 7109 



Seq. ID 

Strand 

End 

Method 
End 



OJ990414_08.9922.C12 

10682 

AAT/GAP 

7308 



24916 



GI 

Exons 

GI Descrip. 



3106943 Score 374 

7109. .7308 

1019378/dbj | D17785 | RICNH4621 1.0e-104 Rice DNA for U3 small 
nuclear RNA, partial sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24811 



Seq. ID OJ990414 08.9922.C12 



51537 Strand 
12370 End 12814 

OJ990414_08. 9922.C12.o3.np Method AAT/NAP 
12370 End 12814 

6069646 Score 409 

12370. .12814 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. No. 


24811 








Seq. ID 


OJ990414_08.9922.C12 


Gene No. 


51538 








Strand 




Start 


14277 








End 


15934 


Name 


OJ990414 08 


.9922 


.C12:o4 


. tm 


Method 


TBLASTX: Maize 


Start 


1 








End 


144 


GI 


none 








Score 


183 


Exons 


1..144, 2.. 


127 










Sea No 


24811 








Seq. ID 


OJ990414_08.9922.C12 


Gene No. 


51538 








Strand 




Start 


14277 








End 


15934 


Name 


OJ990414 08 


.9922 


.C12.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


4255 








End 


4624 


GI 


none 








Score 


44 


Exons 


4255. .4320, 


4400 


. .4624, 


4400. 


.4624 




Seq. No. 


24811 








Seq. ID 


OJ990414JD8 . 9922 . C12 


Gene No. 


51538 








Strand 




Start 


14277 








End 


15934 


Name 


OJ990414 08 


.9922 


.C12.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4394 








End 


4926 


GI 


none 








Score 


114 


Exons 


4394. .4744, 


4395 


. .4727, 


4789. 


.4926, 4808. .4906 


Seq. No. 


24811 








Seq. ID 


OJ990414_08.9922.C12 


Gene No. 


51538 








Strand 




Start 


14277 








End ■ 


15934 


Name 


OJ990414 08 


.9922 


.C12.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4 632 








End 


5080 


GI 


none 








Score 


70 


Exons 


■ 4632.. 4739, 


4634 


. .4789, 


4635. 


.4727, 4796. .5080, 4799. .5074, 




4801. .5079 












Seq. No. 


24811 








Seq. ID 


OJ990414_08.9922.C12 


Gene No. 


51538 








Strand 




Start 


14277 








End 


15934 


Name 


fYTQan a i a no 

V ~f \J I J- S V U 


n no o 

■ ~S ^ t- 




. tw 


Me Lhod 


TBLASTX : Wheat 


Start 


4691 








End 


5079 


GI 


none 








Score 


87 



•24917 




Exons 


4691. .4777, 4801. .4947, 4802 


..4948, 4960. .5079 




Seq. No. 


24811 


Seq. ID 


OJ990414_08.9922 


-C12 


Gene No. 


51538 


Strand 






Start 


14277 


End 


15934 




Name 


OJ990414_08 . 9922.C12. o3. tm 


Method 


TBLASTX: Maize 




Start . 


12480 


End 


12818 




GI 


none 


Score 


91 




Exons 


12480.. 12 62 3, 12 613. . 127 32, 


12711. .12818 




Seq. No. 


24811 


Seq. ID 


OJ990414_08.9922 


.C12 


Gene No. 


51538 


Strand 






Start 


14277 


End 


15934 




Name 


OJ990414 08.9922.C12.o4.np 


Method 


AAT/NAP 




Start 


14277 


End 


15934 




GI 


6016874 


Score 


307 




Exons 


14277. .14313, 15679. .15934 








GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


51539 


Strand 


-f- 




Start 


3309 


End 


6611 




Name 


OJ990414 08.9922.C13.o2.gs 


Method 


GENS CAN 




Start 


3309 


End 


6611 




GI 


none 


Score 


.72 




Exons 


3309.. 3676, 3797.. 4163, 4414 


..4518, 4958. .5023, 5185. .5238, 




5382.. 5524, 6482.. 6611 








Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


51539 


Strand 


+ 




Start 


3309 


End 


6611 




Name 


OJ990414 08.9922.C13.o3.np 


Method 


AAT/NAP 




Start 


4462 


End 


5525 




GI 


4508068 


Score 


261 




Exons 


4462.J4518, 4709. .4774, 4958 


..5029, 5382.. 5525 




GI Descrip. 


(AC005882) 3063 [Arabidopsis 


thaliana] 






Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


51540 


Strand 






Start 


1 


End 


2080 




Name 


OJ990414 08.9922.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2080 




GI 


6016874 


Score 


1586 




Exons 


1..243, 361. .539, 933. .1092, 


1483. .1715, 1780. .1918, 2002. .21 


GI Descrip. 


(AP000570) ESTs C19143 (E10020) , D25076 (R3116 ) correspond 


to a 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


51540 


Strand 






Start 


1 


End 


2080 




Name 


OJ990414_08.9922.Cl,3.ol.gs 


Method 


GENS CAN 




C+- 




End 


2060 




GI 


none 


Score 


.48 




Exons 


26. .360, 933. .1092, 1483. .1715, 1780..: 


2080 





24918 



Seq. No. 24812 Seq. ID OJ9904 14_08 . 9922 . C13 

Gene No. 51540 Strand 

Start 1 End 2080 

Name OJ990414JD8 . 9922 .C13 . ol . gp Method AAT/GAP 

Start 882 End 1390 

GI- uOosflcypllOc07bl Score 966 

Exons 882.. 1390 

GI Descrip. ' 4 680178/gb | AF111709 . 1 | AF111709 5.0e-81 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 1 



Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


51541 


Strand 






Start 


2479 


End 


2636 




Name 


OJ990414 08.9922.C13.o2. 


np Method 


AAT/NAP r *. , 




Start 


2479 


End 


2 636 




GI 


6907084 


Score 


150 




Exons 


2479. .2636 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24812 


Seq. ID 


OJ990414_08.9922 


.C13 


Gene No. 


- 51542 


Strand 






Start 


8172 


End 


8492 




Name 


OJ990414 08.9922.C13.o3. 


tm * Method 


TBLASTX: Maize 




Start 


2 


End 


209 




GI 


none 


Score 


108 




Exons 


2. .199, 12. .209 









Seq. No. 


24812 






Seq. ID 


OJ990414_08.9922.C13 


Gene No. 


51542 






Strand 




Start 


8172 






End 


8492 


Name 


OJ990414 08 


.9922 


.C13.o2.tm 


Method 


TBLASTX: Maize 


Start 


877 






End 


1191 


GI 


none 






Score 


108 


Exons 


877. .1104, 


878. . 


1096, 1117.. 


1191 




Seq. No. 


24812 






Seq. ID 


OJ990414_08 . 9922 . C13 


Gene No. 


51542 






Strand 




Start 


8172 






End 


8492 


Name 


OJ990414 08 


.9922 


.C13.ol.tm 


Method 


TBLASTX: Maize 


Start 


1285 






End 


1731 


GI 


none 






Score 


101 


Exons 


1285.. 1323, 


1318 


.'.1374, 1411 


...1659, 1451. .1660, 1645. .1731 


Seq. No. 


24812 






Seq. ID 


OJ990414_08.9922.C13 


Gene No. 


51542 






Strand 




Start 


8172 






End 


8492 


Name 


OJ990414 08 


.9922 


. C13.o3. gs 


Method 


GENS CAN 


Start 


8172 




End 


8492 


GI 


none 






Score 


.67 


Exons 


8172. .8492 











Seq. No. . 24813 Seq. ID 

Gene No. 51543 Strand 

Start 889 End 

Name OJ9904 14_08 . 9922 . C14 . ol . gs Method 



OJ990414_08.9922.C14- 

4540 
GENSCAN 



.24919 



Start 
GI 

Exons 



889 End 4509 

none Score .42 

889. .1191, 1273;. 1423, 1516. .1666, 1857. .2067, 2180. .2361, 
3255. .4509 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24813 
51543 
889 

OJ990414_08.9922.C14.ol.np 
892 

836954 



Seq. ID OJ990414_08. 9922.C14 
Strand 

End 4540 

Method AAT/NAP 

End 4540 

Score 1296 



892. .1191, 1273. .1423, 1516. .1753, 1857. .2067, 2180. .2417, 
2793. .2904, 3262. .4540 

(U20948) receptor protein kinase [Ipomoea trifida] 



24813 
51543 
889 

OJ990414_08.9922.C14.ol.tc 

964 

none 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Cress 

End 2320 

Score 86 



964.. 1182, 980.. 1117, 1316.. 1417, 1327.^-141 9, 1518.. 1760, 
1519.. 1734, 1857;.. 2009, 1858.. 2067, 1928.. 2017, 2180.. 2320 



Seq. No. 

Gen£:No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24813 
51543 
889 

OJ990414_08.9922.C14.ol.ts 

965 

none 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Soybean 

End 2212 

Score 115 



965. .1180, 970. .1203, 1012. .1203, 1319. .1423, 1327. .1449, 
1328. .1423, 1518. .1769, 1519. .1755, 1542. .1769, 1849. .1881, 
1885. .2067, 1886. .2008, 1891. .2070, 2180. .2212 



24813 
51543 
889 

OJ990414_08 . 9922 .C14 .ol . tm 

979 

none 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX: Maize 

End 1911 

Score 89 



979. .1191, 980.. 1195, 1273.. 1422, 1307.. 1423, 1513.. 1755, 
1524. .1754, 1854. .1901, 1858. .1911 



Seq. No. 24813 

Gene No. 51543 

Start 889 

Name OJ990414_08 . 9922 .C14 . o3 . tw 

Start 986 

GI none 

Exons 986.. 1114, 988.. 1191" 



Seq. ID OJ990414_08. 9922.C14 
Strand 

End 4540 

Method TBLASTX : Wheat 

End 1191 

Score 68 



Seq. No. 24813 

Gene No. 51543 

Start 889 

Name OJ 9904 14_08 . 9922 . C14 . ol . tw 

Start 1273 

GI none 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Wheat 

End 1691 

Score 57 



24920 



Exons 



1273. .1419, 1273. 
1519. .1689 



.1422, 1292. .1423, 1518. .1688, 1518. .1691, 



Seq. No. 24813 

Gene No. 51543 

Start 889 

Name OJ9904 14_08 . 9922 . C14 . o2 . tw 

Start 1692 

GI none 

Exons 1692.. 1760, 1850.. 2083, 1858. 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Wheat 

End 2083 

Score 126 
.2067 



Seq. No. 24813 

Gene No. 51543 

Start 889 

Name OJ990414_08 . 9922 . 

Start 1912 

GI none 

Exons 1912.. 2067, 1913. 

2447. .2563 



, tm 



Seq. ID OJ990414_08.9922.C14 
Strand 

4540 

TBLASTX: Maize 
2563 
153 



End 

Method 
End 
Score 



C14.o2 

.2068, 1915. .2070, 2180. .2362, 2180. .2362, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24813 
51543 
889 

OJ990414_08.9922. 

3304 

none 

3304.. 3357, 3304, 
3355.. 3501, 3372, 

24813 
51543 
889 

OJ990414JD8.9922, 

3568 

none 

3568.. 3615, 3613, 
4037. .4084, 4174, 

24813 
51543 
889 

OJ990414_08.9922. 

3859 

none 

3859. .3951, 3889, 

24813 
51543 
889 

OJ990414_08.9922, 

3955 

none 

3955.. 4089, 3959. 
4348. .4413 



C14.o4.tm 



.3384, 
.3506, 



3314, 
3374. 



C14.o2.tc 



.3753, 
.4404, 



3869. 
4253. 



C14.o3.tm 



.3936, 3943. 



C14.o2.ts 



.4090, 4084. 



Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX: Maize 

End 3506 

Score 51 

.3373, 3346.. 3501, 3350.. 3502, 
.3502 

Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Cress 

End 4 4 04 

Score 65 

.3979, 3871. .4002, 4036. .4128,' 
.4384 

Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Mai ze 

End 4 341 

Score " 41 
.4341, 3965. .4333 

Seq. ID OJ990414_08.9922.C14 
Strand 

End 4540 

Method TBLASTX : Soybean 

End 4413 

Score 88 

.4191, 4108. .4368, 4264. .4338, 



Seq. No. 
Gene No. 



24814 
51544 



Seq. ID OJ990414_08. 9922.C15 
Strand 



24921 




Start 


39 


End 


1340 




Name 


OJ990414 08.9922.C15.ol.gs 


Method 


GENSCAN 




Start 


39 


End . 


1338 




GI 


none 


Score 


.85 




Exons 


39. .479, 836. .1108, 1258. .1338 






Seq. No. 


24814 


Seq. ID 


OJ990414_08.9922. 


C15 


Gene No. 


51544 


Strand 






Start 


39 


End 


1340 




Name . 


OJ990414 08.9922.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


691 


End 


1340 




GI 


none 


Score 


54 




Exons 


691. .744, 707. .742, 800. .1123, 800. .1120, 1183. .1338, 






1202. .1339, 1206. .1340 








Seq. No. 


24814 


Seq. ID 


OJ990414_08. 9922. 


C15 


Gene No. 


51544 


Strand 






Start 


39 


End 


1340 




Name 


OJ990414_08 . 9922.C15.ol.np 


Method 


AAT/NAP 




Start 


788 


End 


1340 




GI 


3021267 


Score 


269 




Exons 


788 . . 1117, 1174 . .1340 








GI Descrip. 


(AL022347) -serine/threonine 


kinase-like protein [Arabidopsi; 




thaliana] 








Seq. No. 


24814 


Seq. ID 


OJ990414_08. 9922. 


C15 


Gene No. 


51544 


Strand 






Start 


39 


End 


1340 




Name 


OJ990414 08.9922.C15.ol.ts 


Method 


TBLASTX: Soybean 




Start 


887 


End 


1326 




GI 


none 


Score 


76 




Exons 


887.. 1180,. 909.. 1115, 1238.. 


1324, 1243 


. .1326 




Seq. No. 


24814 


Seq. ID 


OJ990414_08.9922. 


C15 


Gene No. 


51544 


Strand 






Start 


39 


End 


1340 




Name 


OJ990414 08.9922.C15.ol.tc 


Method 


TBLASTX ;-0ress 




Start 


911 


End 


1339 




GI 


none 


Score 


64 




Exons 


911. .1138, 915. .1034, 1237.. 


1338, 1238 


. .1339 




Seq. No. 


24815 


Seq. ID 


OJ990414_08. 9922. 


C16 


Gene No. 


51545 


Strand 


+ 




Start 


3511 


End 


4896 




Name 


OJ990414 08.9922.C16.o2.gs 


Method 


GENSCAN 




Start 


3511 


End 


4896 




GI 


none 


Score 


. 95 




Exons 


3511.. 3569, 4275. .4445, 4815 


. .4896 






Seq. No. 


24815 


Seq. ID 


OJ990414_08.9922. 


C16 


Gene No . 


51546 


Strand 






Start 


21 


End 


6073 




Name 


OJ990414 08.9922.C16.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9 


End 


6028 




GI 


nuxie 


Score 


100 




Exons 


9. .59, 114. .332, 450. .557, 453. .554, 455. .556, 648. .779, 





649. .741, 652. .894, 653. .823, 672. .893, 1006. .1209, 1070. .1210, 



24922 





1282. .1473, 


1283. 




5557. .5676, 


5574. 




5820. .5876 




Seq. No. 


24815 




Gene No. 


51546 




Start 


21 




Name 


OJ990414 08. 


9922. 


Start 


12 




GI 


none 




Exons 


12. .335, 12. 


.332, 




5187. .5225, 


5224 . 




5550. .5705, 


5557. 


Seq. No. 


24815 




Gene No. 


51546 




Start 


21 




Name 


OJ990414 08. 


9922. 


Start 


21 




GI 


6686398 




Exons 


21. .320, 407 


. .557 




1964. .3152, 


5124. 


GI Descrip. 


(AC007234) F1E22. 


Seq. No. 


24815 




Gene No. 


51546 




Start 


21 




Name 


OJ990414 08. 


9922. 


Start 


48 




GI 


none 




Exons 


48. .320, 470 


. .557 




1964. .3218 




Seq. No. 


24815 




Gene No. 


51546 




Start 


21 




Name 


OJ990414 08. 


9922.1 


Start 


123 




GI 


none 





Seq. ID 
Strand 
End 

Method 
End 
Score 



,6028, 



OJ990414 08.9922.C16 



Exons 



6073 

TBLASTX: Maize 
5706 
244 

403. .570, 414. .581, 5127. .5168, 
3. .5431, 5523. .5558, 5544. .5699, 
3. .5706 

Seq. ID OJ990414_08. 9922.C16 
Strand 

End 6073 . 

Method AAT/NAP 
End 6071 
Score 1625 



Seq. ID OJ990414_08.9922.C16 
Strand 

End 6073 

Method GENSCAN 

End 3218 

Score .78 
987. .1197, 1282. .1463, 1541. .1642, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_08.9922.C16 
6073 

TBLASTX: Cress 

6073 

88 



123. .350, 449. .553, 450. .554, 652. .864, 672. .893, 982. .1128, 
1006. .1200, 1070. .1198, 1282. .1422, 1283. .1363, -5224.-5427, 
5234. .5356, 5553.'. 5672, 5569. .5673, 5584. .5676, 5771. .5950, 
5772. .5945, 5774. .6073 



Seq. No. 24815 

Gene No. 51546 

Start 21 

Name OJ990414_08 . 9922 . C16 . ol . tw 

Start 279 

GI none 

Exons 279. .338, 407.. 556, 435.. 557, 



Seq. ID OJ990414_08.9922.C16 
Strand 

End 6073 

Method • TBLASTX: Wheat 

End 5947 

Score 105 

651. .821, 652. .822, 672. .824, 



5553. .5675, 5569.-5676, 5774. .5947, 5775. .5945 



Seq. No. 

O >T _ 

UC11C IMKJ . 

Start 
Name 



24815 Seq. ID 

51546 Strand 
21 End 

OJ990414 08.9922.C16.o2.tm Method 



OJ990414_08.9922.C16 
6073 

TBLASTX: Maize 



24923 




Start 


709 








End 


6028 


GI 


none 








Score 


167 


Exons 


709. .888, 711. .896, 987 


..1172, 988. .1182, 1006. .1176, 




5832. .5987, 


5834, 


. .6028, 


5837. 


.6010 




Seq. No. 


24815 








Seq. ID 


OJ990414_08 .9922.C16 


Gene No. 


51546 








Strand 


— 


Start 


21 








End 


6073 


Name 


OJ990414 08 


.9922. 


,C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


825 








End 


6028 


GI 


none 








Score 


41 


Exons 


825. .893, 826. .894, 980 


. .1198 


, 1006.. 


1200, 5948.. 6028 


Seq. No. 


24815 








Seq. ID 


OJ990414_08.9922.C16 


Gene No. 


51546 








Strand 




Start 


21 








End 


6073 


Name 


OJ990414 08 


.9922. 


C16.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


1185 








End 


1632 


GI 


none 








Score 


117 


Exons 


1185. .1199, 


1271. 


. 1387, 


1282. 


.1464, 1285. .1464, 1536. . 1631, 




1537 . . 1632 












Seq. No. 


24815 








Seq. ID 


OJ990414_08. 9922.C16 


Gene No. 


51546 








Strand 




Start 


21 








End 


6073 


Name 


OJ990414 08 


. 9922 . 


C16.o4 


. tm 


Method 


TBLASTX : Maize 


Start 


2005 ' ~ 








End 


2211 


GI 


none 








Score 


62 


Exons 


2005. .2052, 


2009. 


.2077, 


2010. 


.2063, 2059. .2178, 2060. .2176, 




2064 . .2210, 


2065. 


.2211 








Seq. No. 


24815 








Seq. ID 


OJ990414_08.9922.C16 


Gene No. 


51546 








Strand 




Start 


21 








End 


6073 


Name 


OJ990414 08, 


. 9922. 


C16.o3, 


. tm 


Method 


TBLASTX: Maize 


Start 


2592 ~ 








End 


3025 


GI 


none 








Score 


40 


Exons 


2592. .2657, 


2596. 


.2655, 


2640. 


.2888, 2662. .2829,- 2682. .2867, 




2790. .2855, 


2838. 


.3014, 


2890. 


.2970, 2935. .3018, 2957. .2995, 




2959. .3012, 


2960. 


.3025 








Seq. No. 


24815 








Seq. ID 


OJ990414_08. 9922.C16 


Gene No. 


51546 








Strand 




Start 


21 








End 


6073 


Name 


OJ990414 08. 


.9922. 


C16.o2. 


,tc 


Method 


TBLASTX: Cress 


Start 


2601 








End 


3146 


GI 


none 








Score 


44 


Exons 


2601. .2702, 


2602. 


.2685, 


2748. 


.2858, 2748. .2837, 2859. .3005, 




2923. .3006, 


2997. 


.3146 








Seq. No. 


24815 








Seq. ID 


OJ990414_08.9922.C16 


Gene No. 


51546 








Strand 




Start 


.21 








End 


6073 


Name 


OJ990414_08 . 


9922. 


C16.o2. 


ts 


Method 


TBLASTX: Soybean 


r>* — j- 


^ /- /- 1 








End 


3158 


GI 


none 








Score 


75 


Exons 


2661. .2795, 


2665. 


.2793, 


2868. , 


.2948, 2907. .3008, 2969. .3010, 



24924 



3048. .3158 



Seq. No. 


.24815 


Seq. ID 


OJ990414 


Gene No. 


51546 


Strand 


- 


Start 


21 


End 


6073 


Name 


OJ990414 08.9922.C16.o3.gs 


Method 


GENSCAN 


Start 


5161 


End 


5911 


GI 


none 


Score 


. 68 


Exons 


5161. .5310, 5523. .5676, 5772. 


.5911 




Cpn No 


24816 


Seq. ID 


OJ990414 


Gene No. 


51547 


Strand 




Start 


1 


End 


2639 


Name 


OJ990414 08.9922.C17.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1590 


GI 


3056594 


Score 


307 


Exons 


1..19, 323. .466, 494. .1590 






GI Descrip. 


(AC004255) T1F9.15 [Arabidopsis thaliana] 


Cpn Mo 


24816 


Seq. ID 


n 7QQD A 1 A 


Gene No. 


51547 


Strand 




Start 


1 


End 


2639 


Name 


OJ990414 08.9922.C17.ol.gs 


Method 


GENSCAN 


Start 


194 


End 


2582 


GI 


none 


Score 


.66 


Exons 


194. .295, 375. .1156, 1209. .1562, 2026.. 


2222, 23 




2460. .2582 






Otr<-^ • ViyJ • 


24816 


Seq. ID 


OJ990414 


Gene No. 


51547 


Strand 




Start 


1 


End 


2639 


Name 


OJ990414 08.9922.C17.o2.tm 


Method 


TBLASTX: 


Start 


420 


End 


641 


GI 


none 


Score 


59 


Exons 


420. .479, 421. .495, 436. .480, 


471. . 626, 


482. .62 




498. .641 






Sea No 


24816 


Seq. ID 


OJ990414 


Gene No. 


51547 


Strand 




Start 


1 


End 


2639 


Name 


OJ990414 08.9922.C17.o2.np 


Method 


AAT/NAP 


Start 


831 


End 


2639 


GI 


4587577 


Score 


159 


Exons 


831. .853, 2171. .2639 






GI Descrip. 


(AC006550) F10O3.17 [Arabidopsis thaliana] 


JCLj i IN L/ . 


24816 


Seq. ID 


OJ990414_ 


Gene No. 


51547 


Strand 




Start 


1 


End 


2639 


Name 


OJ990414 08.9922.C17.o3.tm 


Method 


TBLASTX:! 


Start 


1036 


End 


1418 


GI 


none 


Score 


42 


Exons 


1036. .1146, 1175. .1201, 1176. 


.1226, 1199.. 1240, 




1289. .1417, 1293. .1418 . . 






Seq. No. 


24816 


Seq. ID 


OJ990414_ 


Gene No. 


51547 


Strand 





24925 




Start 


1 




End 


2639 




Name 


OJ990414 08.9922.C17.ol 


. tm 


Method 


TBLASTX : 


Maize 


Start 


2179 




End 


2588 




GI 


none 




Score 


87 




Exons 


217 9. .2232, 2181 . .2231, 


2309, 


,.2341, 2310. .2507, 


2311. .2481, 




2472. .2540, 2544 . .2588 










Seq. No. 


24816 




Seq. ID 


OJ990414 


_08.9922.C17 


Gene No . 


51547 




Strand 


— 




Start 


1 




End 


2639 




Name 


OJ990414 08.9922.C17.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


2199 




End 


2459 




GI 


none 




Score 


114 




Exons 


2199. .2231, 2277. .2459, 


2320. 


, .2457 






Seq. No. 


24817 




Seq. ID 


OJ990414 


_08. 9922. C18 


Gene No. 


51548 




Strand 


+ 




Start 


365 




End 


947 




Name 


OJ990414_08 . 9922 . C18 . ol 


.gs 


Method 


GENSCAN 




Start 


365 




End 


947 




GI 


none . 




Score 


.96 




Exons • 


365. .617, 811. .947 










Seq. No. 


24817 




Seq. ID 


OJ990414 


_08.9922^.C18 


-Gene No. 


51549 




Strand 


+ 




Start 


2224 




End 


2694 




Name 


OJ990414 08.9922.C18.ol 


■ gp 


Method 


AAT/GAP 




Start 


2224 




End 


2694 




GI 


LIB3432-020-P1-K1-H1 




Score 


889 




Exons 


2224. .2694 










GI Descrip. 


•2735017 1.0e-40 (U82481) KI 


domain interacting 


kinase 1 [Zea 




mays] 1 










Seq. No. 


24817 




Seq. ID 


OJ990414 


_08.9922.C18 


Gene No. 


51550 




Strand 






Start 


400 




End 


805 




Name 


OJ990414 08.9922.C18.ol 


. np 


Method 


AAT/NAP 




Start 


400 




End 


805;- 


♦/ 


GI 


5734709 




Score 


63 




Exons 


400. .466, 493. .805 










GI Descrip. 


(AC008075) Contains PFM 


00069 


Eukaryotic protein 


kinase domain 




[Arabidopsis thaliana] 










Seq. No. 


24817 




Seq. ID 


OJ990414 


_08 . 9922. C18 


Gene No. 


51551 




Strand 






Start 


1481 




End 


3310 




Name 


OJ990414 08. 9922.C18.o2 


.tm 


Method 


TBLASTX : ] 


Maize 


Start 


1479- 




End 


2059 




GI 


none 




Score 


182 




Exons 


1479. .1523, 1481. .1798, 


1481. 


.1798, 1552.. 1803, 


1570. .1803, 




1881. .2057, 1931. .2059, 


1933. 


.2058, 1955.. 2059 




Seq. No. 


24817 




Seq. ID 


OJ990414_ 


_08.9922.C18 


Gene No. 


51551 




Strand 






<~i j j_ 

o Lai u 


14 81 




End 


3310 




Name 


OJ990414 08.9922.C18.o2 


.gs 


Method 


GENSCAN 




Start 


1481 




End 


3011 





24926 



GI 

Exons 



none Score .8 

1481. .1783, 1893. .2043, 2177. .2414, 2519. .2762, 2833. .3011 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24817 
51551 
1481 

OJ990414_08 . 9922 .C18 . o2 . np 

1484 

3402758 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method AAT/NAP 

End 3310 

Score 850 



1484. .1783, 1893. .2043, 2177. .2414, 2519. .2729, 2833. .3017, 
3177.. 3310 

(AL031187) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 24817 

Gene No. 51551 

Start 1481 

Name OJ990414_08 . 9922 . C18 . o2 . ts 

Start 1569 

GI • none 

Exons 1569.. 1685, 1571.. 1801 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method TBLASTX : Soybean 

End 1801 

Score 71 



Seq. No. 24817 

Gene No. 51551 

Start 1481 

Name OJ990414_08 . 9922 . C18 . o2 . tc 

Start 1571 

GI none 

Exons 1571.. 1819, 1572.. 1796 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method TBLASTX : Cress 

End 1819 

Score 84- 



Seq. No. 24817 

Gene No. 51551 

Start 1481 

Name OJ9904 14_08 . 9922 . C18 . o2 . tw 

Start 1580 

GI none 
Exons 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method TBLASTX : Wheat 

End 1798 

Score 63 



1580.. 1783, .1581. .,1703, 1622.. 1798 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24817 
51551 
1481 

OJ990414_08.9922.C18.ol.ts 

1932 

none 



Seq. ID OJ990414_08. 9922.C18 
Strand 

End 3310 

Method TBLASTX : Soybean 

End .- 2904 

Score 64 



1932. .2045, 1948. .2046, 2200. .2406, 2212. .2391, 2225. .2407, 
2520. .2732, 2521. .2730, 2833. .2904 



Seq. No. 24817 

Gene No. 51551 

Start 1481 

Name OJ990414_08 . 9922 . C18 . ol . tw 

Start 2155 

GI none 
Exons 



Seq. ID OJ990414_08. 9922.C18 
Strand 

End 3310 

Method TBLASTX : Wheat 

End 2600 

Score 35 



2155. .2196, 2173. .2394, 2184. .2309, 2200. .2406, 2228 . .241.6, 
2513.. 2587, 2516.. 2590, 2520.. 2600, 2520.. 2b97 



Seq. No. 



24817 



Seq. ID OJ990414 08.9922.C18 



24927 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



51551 Strand 

1481 End 

OJ990414_08.9922.C18.ol.tm Method 

2239 End 

none Score 



3310 

TBLASTX: Maize 

2708 

178 



2239. .2412, 2251. .2415, 2510. .2704, 2515. .2703, 2520. .2708, 
2533. .2706 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24817 
51551 
1481 

OJ990414_08. 9922. C18.ol. fee 

2257 

none 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method TBLASTX : Cress 

End 2 94 0 

Score 103 



2257. .2406, 2258. .2416, 2516. .2566, 2520. .2570, 2574. .2732, 
2587. .2730, 2833.. 2940 



24817 
51551 
1481 

OJ990414_08.9922.C18.o3.tm 
2831 
none 

2831.. -3004, 2832.. 3026, 2833.. 3006, 2833.. 3027, 3215.. 3310, 
3216. .3305 



Seq. ID OJ990414_08.9922.C18 
Strand 

End 3310 

Method TBLASTX : Maize 

End 3310 

Score 135 



Seq. No. 24818 Seq. ID OJ9904 14_08 . 9922 . C19 

Gene No. 51552 Strand 

Start 1 End 475 

Name OJ990414_08 . 9922 . C19 . ol .np Method AAT/NAP 

Start 1 End 472 

GI 2252839 Score 213 

Exons 1..472 

GI Descrip. (AF013293) Similar to receptor-like protein kinase precusor 
[Arabidopsis thaliana] gi | 6049881 1 gb| AAF02796. 1 1 AF195115_16 
(AF195115) Similar to receptor-like protein kinase precusor; 
F5I10.19 [Arabidopsis thaliana] 



Seq. No. 


24818 


Seq. ID 


OJ990414_08.9922.C19 


Gene No. 


51552 


Strand 




Start 


1 


End 


475 


Name 


OJ990414 08.9922.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


427 


GI 


none 


Score 


103 


Exons 


2. .130, 39. .119, 44. .127, 46. 


.153, 123 


..308, 137. .322, 144. 




157. .312, 314. .427, 332. .424 






Seq. No. 


24818 


Seq. ID 


OJ990414_08.9922.C19 


Gene No. 


51552 


Strand 




Start 


1 


End 


475 


Name 


OJ990414 08.9922.C19.ol.gs 


Method 


GENSCAN 


Start 


24 


End 


475 


GI 


none 


Score 


.58 


Exons 


24. .475 






Seq. No. 


24818 


Seq. ID 


OJ990414_08.9922.C19 


Gene No. 


51552 


Strand 





,308, 



24928 



Start 


1 








End 


475 


Name 


OJ990414 


_08 . 


9922.C19.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


26 








End 


385 


GI 


none 








Score 


75 


Exons 


26. . 385, 


27 . 


. 161 








Seq. No. 


24819 








Seq. ID 


OJ990414_08 . 9922 . 


Gene No. 


51553 








Strand 




Start 


18 








End 


1210 


Name • . 


OJ990414_ 


_08. 


9922.C20.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


14 








End 


712 


GI 


none 








Score 


87 


Exons 


14 . . 193, 


20. 


.265, 21. .257, 350. .481, 351. .569, 403. .504, 




641. .712 












Seq. No. 


24819 








Seq. ID 


OJ990414_08.9922. 


Gene No. 


51553 








Strand 




Start 


18 








End 


1210 


Name 


OJ990414_ 


08. 


9922.C20.ol 


.gs 


Method 


GENSCAN 


Start 


18 






End 


1198 


GI 


nqne 








Score 


. 65 


Exons 


18. .255, 


655 


. .834, 898. 


.1014 


, 1144.. 1198 


Seq. No..- 


24819 * 








Seq. ID 


OJ990414_08.9922. 


Gene No. 


51553 








Strand 




Start 


18 








End 


1210 


Name 


OJ990414 


08 . 


9922.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


18 








End 


745 


GI 


none 








Score 


171 


Exons 


18. .236, 


20. 


.265, 351.. 


569, 


406. .504, 


641. .745 


Seq. No. 


24819 








Seq. ID 


OJ990414_08.9922. 


Gene No. 


51553 








Strand 




Start 


18 








End 


1210 


Name 


OJ990414 


08. 


9922.C20.ol 


.np 


Method 


AAT/NAP 


Start 


20 








End 


1210 


GI 


4455151 








Score 


561 


Exons 


20. .255, 


350 


..560, 641. 


.999, 


1147. .1210 


GI " Descrip . 


(AL022603) putative serine/threonine kinase (fragment) 




[Arabidopsis 


thaliana] 








Seq. No. 


24819 








Seq. ID 


OJ990414_08.9922. 


Gene No. 


51553 








Strand 




Start 


18 








End 


1210 


Name 


OJ990414 


08. 


9922.C20.ol 


tc 


Method 


TBLASTX: Cress 


Start 


20 








End 


724 


GI 


none 








Score 


108 


Exons 


20. .265, 


21. 


.236, 336..' 


182, 


344. .475, 


351. .569, 421. .504 




641. .724 












Seq. No. 


24819 








Seq. ID 


OJ990414_08.9922. 


Gene No. 


51553 








Strand 




Start 


18 








End . 


1210 


Name 


OJ990414_ 


08. 


9922.C20.ol, 


tw 


Method 


TBLASTX: Wheat 


S t cir 4 " 


T A T 
-L 1 J. 








End 


563 


GI 


none 








Score 


72 


Exons 


141. .305, 


143. .265, 351. 


.563, 403. .507 





24929 



Seq. No. 


24820 








Seq. ID 


OJ990414 


_08.9922.C21 


Gene No. 


51554 








Strand 


+ 




Start 


328 








End 


2192 




Name 


OJ990414 08 


.9922. 


C21.ol 


. np 


Method 


AAT/NAP 




Start 


328 








End 


2192 




GI 


5803259 








Score 


2747 




Exons 


328. .1440, 


1538. . 


2192 










GI Descrip. 


(AP000399) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24820 








Seq. ID 


OJ990414 


08 . 9922 . C21 


Gene No. 


51554 








Strand 


+ 




Start 


328 








End 


2192 




Name 


OJ990414 08 


. 9922 . 


C21 ,ol 


• qs 


Met hod 


GENSCAN 




Start 


404 








End 


2120 




GI 


none 








Score 


.63 




Exons 


404. .1440, 


1538. . 


2120 










Seq. No. 


24821 








Seq. ID 


OJ990414 


08 . 9922 .C22 


Gene No. 


51555 








Strand 


+ 




Start 


25 








End 


546 




Name 


OJ990414 08 


. 9922 . 


C22 . ol 


. qs 


Method 


GENSCAN 




Start 


25 






End 


546 ■ 




GI 


none 








Score 


.65 




Exons 


25. .546 














Seq. No. 


24821 








Seq. ID 


OJ990414 


_08.9922.C22 


Gene No. 


51556 








Strand 






Start 


1186 








End 


8403 




Name 


OJ990414 08 


.9922. 


C22.o2 


. qs 


Method 


GENSCAN 




Start 


1186 








End 


8403 




GI 


none 








Score 


.67 




Exons 


1186. .1632, 


1642. 


.4713, 


4732. 


.4914, 4993. .5569, 


5669. .7359, 




7416. .7520, 


7880. 


.7923, 


8319. 


.8403 






Seq. No. 


24821 








Seq. ID 


OJ990414_ 


_08.9922.C22 


Gene No. 


51556 








Strand 






Start 


1186 








End 


8403 




Name 


OJ990414 08 


.9922. 


C22.ol* 


. np 


Method 


AAT/NAP 




Start 


1189 






End 


6836 




GI 


6498441 








Score 


6905 




Exons 


1189. .1470, 


1564. 


.2961, 


3133. 


.3429, 3622.. 4048, 


4223. .4357, 




4541. .4914, 


4978. 


.5441, 


5772. 


.6836 







GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a reqion of the 
predicted qene.; Similar to Sorqhum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 24821 

Gene No. 51556 

Start 1186 

Name OJ9904 14_08 . 9922 . C22 . o2 . np 

Start 7573 

GI 5042454 

Exons. 7573.. 7626, 7880.. 8056 

GI Descrip. (AC00773 9 ) putative poiyprotein [Oryza sativa] 



Seq. ID OJ990414_08.9922.C22 
Strand 

End 8403 

Method AAT/NAP 

End 8056 . 

Score 186 



Seq. No. 



24821 



Seq.. ID OJ990414_08.9922.C22 



24930 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



51557 Strand 
8394 End 
OJ990414_08. 9922.C22.o6.tw Method 
1198 End 
none Score 
1198. .1323, 1202. .1324, 1498. .1800, 1517. .1795 



11137 

TBLASTX: Wheat 
1800 
74 



OJ990414 08.9922.C22 



24821 Seq. ID 

51557 Strand 

8394 End 
OJ990414_08 . 9922 . C22 . o4 . tw Method 

1801 End 

none Score 

1801. .2181, 1832. .2080, 1840. .2181, 2126. .2182, 6350. .6430 



11137 

TBLASTX: Wheat 

6430 

169 



24821 
51557 
8394 

OJ990414_08. 9922.C22.o3.tm 

1957 

none 

1957.. 2004, 1996.. 2319, 2009. 



24821 
51557 
'8394 

OJ990414_08. 

2512 

none 

2512. .2772, 



24821 
51557 
8394 

OJ990414_08, 

2827 

none 

2827. .2976, 
3037. .3261, 

24821 
51557 
8394 

OJ990414_08. 

3886 

none 

3886. .4257, 

24821 
51557 
8394 

OJ990414_08. 

3916 

none 

3916 . . 4335, 



9922.C22.o8.tw 



2726. .2824 



9922.C22.o5.tw 



2828. .2965, 2830. 
3369. .3389 



9922.C22.ol.ts 
4097. .4240 

9922.C22.o2.tw 
3923 . . 4336 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2290 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_08.9922.C22 
11137 

TBLASTX: Maize 

2319 

192 



OJ990414_08.9922.C22 
11137 

TBLASTX: Wheat 

2824 

60 



Seq. ID OJ990414_08.9922.C22 
Strand 

End 11137 

Method TBLASTX : Wheat 

End 3389 

Score 88 

.2967, 3011.. 3196, 3037. .3246, 



Seq. ID OJ990414_08. 9922.C22 
Strand 

End 11137 

Method TBLASTX : Soybean 

End 4257 

Score 8 9 



Seq. ID OJ990414_08. 9922.C22 
Strand 

End 11137 

Method TBLASTX : Wheat 

End 4336 

Score 310 



Seq. No. 



24821 



Seq. ID OJ990414_08. 9922.C22 



24931 






51557 








Strand 






Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


4009 








End 


4393 




GI 


none 








Score 


226 




Exons 


4009. .4392, 


4028. 


.4393 










Seq. No. 


24821 








Seq. ID 


OJ990414_08.9922 


.C22 


fipne No . 


51557 








Strand 






Start 


. 8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4420 








End 


4776 




GI 


none 








Score 


133 




Exons 


4420. .4725, 


4420. 


.4776, 


4430. 


.4741 






Seq. No. 


24821 








Seq. ID 


OJ990414_08.9922 


.C22 


Gonp Mo . 


51557 








Strand 






Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


4444 








End 


4907 




GI 


none 








Score 


219 




Exons . 


4444. .4905, 


4450. 


.4905, 


4451. 


.4906, 4464. .4907 




Seq. No. 


24821 








Spo ID 


OJ990414 08 9922 


.C22 


Hpnp No 


51557 








"Strand 






'Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


4501 








End 


4866 




GI 


none 








Score 


111 




Exons 


4501. .4635, 


4642. 


.4866 










Seq. No. 


24821 








Seq. ID 


OJ990414_08.9922 


.C22 


\j cue \y » 


51557 








Strand 






Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5098 








End 


5557 




GI 


none 








Score 


175 




Exons 


5098. .5556, 


5102. 


.5362, 


5420. 


.5557 






Seq. No. 


24821 








Seq. ID 


OJ990414_08.9922 


.C22 


VJ UllC I 1 ! \S a 


51557 








Strand 






Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.o5 


. tm 


Method 


. TBLASTX: Maize 




Start 


6397 








End 


6682 




GI 


none 








Score 


108 




Exons 


6397. .6645, 


6398. 


.6682 










Seq. No. 


24821 








Seq. ID 


OJ990414_08. 9922 


.C22 


Ccinp No 

UC11C INU • 


51557 








Strand 






Start 


8394 








End 


11137 




Name 


OJ990414 08 


.9922. 


C22.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


6431 








End 


6687 




GI 


none 








Score 


77 . 




Exons 


6431. .6568, 


6433. 


.6552, 


6535. 


.6633, 6536.. 6628, 6640.. 6687 


Seq. No. 


24821 








Seq. ID 


OJ990414_08.9922 


.C22 


Gene No. 


51557 








Strand 







24932 




Start 8394 End 11137 

Name OJ990414_08 . 9922 .C22 .o3.np Method AAT/NAP 

Start 8394 . End 11137 

GI 5732928 Score 373 

Exons 8394.. 8435, 9682.. 9802, 9920.. 10093, 10268 104 39, 10568 .. 10771 , 

10948. .11137 

GI Descrip. (AF169801) dihydrof lavonol-4-reductase [Lilium hybrid cultivar 
VII cv. 'Acapulco'] 



Seq. No. 


24821 


Seq. ID 


OJ990414_08. 9922 


.C22 


Gene No . 


51557 


Strand 






Start 


8394 


End 


11137 




Name 


OJ990414 08.9922.C22.o3.gs 


Method 


GEN SCAN 




Start 


8771 


End 


11109 




GI 


none 


Score 


.93 




Exons 


8771.. 8905, 9481.. 9502, 9682 


..9795, 9910. .10123, 10280. 


.104 




10568. .10771, 10948.. 11109 








Sea No 


24821 


Seq. ID 


OJ990414_08. 9922 


.C22 


Gene No. 


51557 


Strand 






Start 


8394 


End 


11137 ■ 




Name 


OJ990414 08.9922.C22.ol.gp " 


Method 


AAT/GAP 




Start 


9*659* 


End 


10017 




GI 


2797550 


Score 


444 




Exons 


9659.. 9795, 9910.. 10017 








Seq. No. 


24821 


Seq. ID 


OJ990414JD8.9922 


.C22 




51557 


Strand 






Start 


8394 


End 


11137 




Name 


OJ990414 08.9922.C22.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9717 


End 


10082 




GI 


none 


Score 


54 




Exons 


9717.. 9794, 9718.. 9792, 9909 


. .10082, 


9913. .10080 




Seq. No. 


24821 


Seq. ID 


OJ990414_08.9922 


.C22 


Gene No. 


51557 


Strand 






Start 


8394 


End 


11137 




Name 


OJ990414 08.9922.C22.o9.tw 


Method 


TBLASTX: Wheat 




Start 


10656 


End 


11115 




GI 


none 


Score 


109 




Exons 


10656. .10763, 10661 .. 10774 , 


10661. .10774, 10767. .10805, 






10951. .11115, 10966.. 11115 








Seq. No. 


24821 


Seq. TD 


OJ990414_08.9922 


.C22 


Gene No. 


51557 


Strand 






Start 


8394 


End 


11137 




Name 


OJ990414 08.9922.C22.o4.tm 


Method 


TBLASTX: Maize 




Start 


10694 


End 


11136 




GI 


none 


Score 


68 




Exons 


10694. .10774, 10695 107 69, 


10946. .11131, 10947. .11114, 






10948. .11136, 10948. .11115 








Seq. No. 


24822 


Seq. ID 


OJ990414_08.9922 


.C23 


Gene No. 


51558 


Strand 






CM . ~--u 


± 


End 


6560 




Name 


OJ990414 08.9922.C23.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


503 





24933 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2239260 Score 90 

1. .20, 272. .503 

(Y13734) cinnamoyl CoA reductase [Zea mays] 



24822 
51558 
1 

OJ990414_08.9922.C23.ol.tw 

312 

none 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method TBLASTX : Wheat 

End 5666 

Score 100 



312. .404, 313. .405, 4819. .4914, 4821. .4934, 5037. .5219, 
5053. .5211, 5063. .5242, 5069. .5212, 5574. .5660, 5579.-5665, 
5580. .5666 



Seq. .No. 24822 . Seq. ID OJ9904 14_08 . 9922 . C23 

Gene No. ' 51558 Strand 

Start 1 End 6580 

Name OJ990414_08 . 9922 .C23.ol . gs Method GENSCAN 

Start 317 End 6580 

GI none Score . 6 

Exons 317. .502, 2470. .2594, 3276. .3389, 3486. .3723, 4025. .4184, 
4731. .4931, 5045. .5211, 5578. .5779, 6482. .6580 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

nj — — j_ 
JLOl L 



GI 

Exons 



24822 
51558 
1 

OJ990414_08.9922.C23.ol.tc 

318 

none 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method TBLASTX : Cress 

End 5707 

Score 84 



318. .392, 381. .437, 4803. .4934, 5045. .5200, 5579. .5707 



24822 
51558 
1 

OJ990414_08. 9922.C23.o2.np 

3236 

6689826 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method AAT/NAP 

End 5710 

Score. 643 



3236. .3389, 3489. .3723, 4025 .. 4184/ 4731 4931, 5045. .5211, 
5578. .5710 

(AF092912) DFR-like protein [Arabidopsis thaliana] 



24822 
51558 
1 

OJ990414_08. 9922.C23.o2.tm 

3248 

none 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method TBLASTX : Maize 

End 3533 

Score 141 



3248. .3370, 3249. .3371, 3254. .3391, 3256. .3375, 3481. .3516, 
3486.. 3533, 3486.. 3530, 3488.. 3532 



24822 
51558 
1 

OJ990414_08.9922.C23.ol.ts 

-> -» 1 1 
JJ11 

none 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method TBLASTX : Soybean 

End 3691 

Score 80 



3311. .3388, 3488. .3577, 3626. .3691 



.24934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24822 
51558. 
1 

OJ990414_08.9922.C23.ol.tm 

4794 

none 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Metho'd TBLASTX: Maize 

End 5170 

Score 112 



4794. .4934, 4813. .4932, 5045. .5170, 5045. .5170 



24822 
51558 
1 

OJ990414_08. 9922.C23.ol.gp 
4830 

17023 1.R1084 



Seq. ID OJ990414_08.9922.C23 
Strand 

End 6580 

Method AAT/GAP 

End 5823 

_ Score 861 

4830. .4931, 5045. .5211, 5578. .5823 

M508073/gb|AAD21417.1| 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



24823 
51559 
1583 

OJ990414_08 . 9922 . C24 . ol . gs 

1583 

none 



Seq. ID OJ990414_08.9922.C24 
Strand 

End 4744 

Method GENSCAN 

End 4696 

Score .92 



1583. .1841, 1942. .2179, 2589. .2748, 3613. .3813, 4067. .4285, 
4574. .4696 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24823 
51559 
1583 

OJ990414_08.9922.C24.o2.np 

1636 

1706370 



Seq. ID OJ990414_08.9922.C24 
Strand 

End 4744 

Method AAT/NAP 

End 4744 

Score 317 



1636. .1841, 1942. .2179, 2589. .2748, 3613. .3813, 4067. .4233, 
4574. .4744 

DIHYDROFLAVONOL- 4 -REDUCTASE (DFR) ( DIHYDROKAEMPFEROL 

4 -REDUCTASE) gi 1 1067127 | emb | CAA91 924 | (Z67983) dihydrof lavonol 

4-reductase [Dianthus caryophyllus] 



Seq. No. 


24823 




Seq. ID 


OJ990414_08.9922.C24 


Gene No. 


51559 




Strand 




Start 


1583 




End 


4744 


Name 


OJ990414 08 


.9922.C24.ol.np 


Method 


AAT/NAP 


Start 


1680" 




End 


4708 


GI 


6689826 




Score 


570 


Exons 


1680. .1841, 


1945.. 2179, 2589 


..2748, 3613. .3813, 4067. .4233, 




4574. .4708 








GI Descrip. 


(AF092912) 


DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


24823 




Seq. ID 


OJ990414_08. 9922.C24 


Gene No. 


51560 




■Strand 




Start 


7322 




End 


7574 


Name 


OJ990414_08 


. 9922.C24.ol.tw 


Method 


TBLASTX: Wheat 


n a — . ~--u 

O l_CU- l_ 


J/UU 




End 


4664 


GI 


none 




Score 


74 


Exons 


3700. .3816, 


3701. .3856, 3701 


..3784, 3703. .3816, 4059. .4241, 



24935 




4091. .4234, 4569. .4622, 4570. .4623, 4622. .4663, 4623. .4664 



Seq. No. 


24823 


Seq. ID 


OJ990414 


08. 9922. C24 


Gene No. 


51560 


Strand 






Start 


7322 


End 


7574 




Name 


OJ990414_08. 9922 . C24 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


3736 


End 


4709 




GI 


none 


Score 


208 




Exons 


3736. .3816, 4023. .4241, 4067. 


.4234, 4566. .4622, 


4570. .4620, 




4 622 ..4708, 4626. .4709 








Seq. No. 


24823 


Seq. ID 


OJ990414 


_08.9922.C24 


Gene No. 


51560 


Strand 






Start 


7322 


End 


7574 




Name 


OJ990414 08.9922.C24.o3.np 


Method 


AAT/NAP 




Start 


7322 


End 


7574 




GI 


3894187 


Score 


114 




Exons 


7322.. 7574 ' 








GI Descrip. 


(AC005662) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


24824 


Seq. ID 


OJ990414 


08. 9922.C25 


Gene No. 


51561 


Strand 


+ 




Start 


382 


End 


1595 




Name 


OJ990414 08.9922.C25.o2.np 


Method 


AAT/NAP 




Start 


382 


End 


1595 




GI 


6721543 


Score 


90 




Exons 


382. .510, 1161. .1236, 1555. .1595 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24824 


Seq. ID 


OJ990414 


08 . 9922 .C25 


Gene No. 


51562 


Strand 






Start 


128 


End 


228 




Name 


OJ990414 08.9922.C25.ol.np 


Method 


AAT/NAP 




Start 


128 


End 


228 




GI 


5777617 


Score 


80 




Exons 


128. .228 








GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


24824 


Seq. ID 


OJ990414 


_08.9922.C25 


Gene No. 


51563 


Strand 






Start 


1020 


End 


6970 




Name 


OJ990414 08.9922.C25.ol.gp 


Method 


AAT/GAP 




Start 


742 


End 


1195 




GI 


LIB3431-045-P1-N1-A10 


Score 


836 




Exons 


742. .1195 








GI Descrip. 


? 5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza 


sativa genomic 




DNA, chromosome 2, clone : P0437H03 (contig b) 1 




Seq. No. 


24824 


Seq. ■ ID 


OJ990414 


_08.9922.C25 


Gene No. 


51563 


Strand 






Start 


1020 


End 


6970 




Name 


OJ990414 08.9922.C25.ol.gs 


Method 


GENS CAN 




Start 


1020 


End 


6970 




GI 


none 


Score 


.47 




IT -T « 


i n o n i i o n i n -i t r n 11 — ia 

J-\J£.\J . .XXUVJ, • J. .J O J , UJO . 


i — * /-\ — ■ a /~\ -t *— + rs f\ 

. 1 O O O , J.042..J./0U, 


2027 . . 2124 , 




2151. .2276, 2369. .2575, 2754. 


.3005, 3096.. 3506, 


3681. .3927, 



4033.. 4183, 4630.. 4919, 5120.. 6271, 6330.. 6970 



24936 



Seq. No. 24824 Seq. ID 

Gene No. 51563 Strand 

Start 1020 End 

Name OJ990414_08. 9922.C25.o3.np Method 

Start 1299 End 

GI 5441880 Score 

Exons 1299.. 1533, 
3591.. 3927, 

GI Descrip. 



1649. .1780, 2027. .2124, 2369 
4033.. 4183, 4744.. 5058, 5317 



OJ990414 08.9922.C25 



6970 
AAT/NAP 
6799 
4708 

2627, 2707. .3005, 
5348, S793..6799 



(AP000367) EST C28952 (C62945) .corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 24824 Seq. ID OJ990414_08 . 9922 . C25 

Gene No. 51563 Strand 

Start 1020 End 6970 

Name OJ990414_08 . 9922 . C25 . o2 . gp Method AAT/GAP 

Start 2377 End 2879 

GI LIB3475-007-P1-K1-G8 Score 794 

Exons 2377.. 2627, 2707.. 2879 

GI Descrip. ' 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C62 945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR- mudrA protein. (AC003981) [Oryza sativa] 1 



Seq. No. 


24824 








Seq. ID 


OJ990414_08. 9922.C25 


Gene No. 


51563 








Strand 




Start 


1020 








End 


6970 


Name 


OJ990414 08 


.9922 


.C25.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5563 








End 


5943 


GI 


none 








Score 


79 


Exons 


5563. .5739, 


5593 


. .5739, 


5624 


..5743, 5737. .5931, 5749. .5943 


Seq. No. 


24824 








Seq. ID 


OJ990414_08. 9922.C25 


Gene No. 


51563 








Strand 




Start 


1020 








End 


6970 


Name 


OJ990414 08 


.9922 


C25.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


5641 








End 


6237 


GI 


none 








Score 


145 


Exons 


5641. .5712, 


5776 


.6075, 


5837 


..6058, 6109. .6237, 6131.. 6229 


Seq. No. 


24824 








Seq. ID 


OJ990414_08. 9922.C25 


Gene No. 


51563 








Strand 




Start 


1020 








End. 


6970 


Name 


OJ990414 08 


9922. 


C25.o3 


.gp 


Method 


AAT/GAP 


Start 


5763 








End 


6194 


GI 


5701669 








Score 


829 


Exons 


5763. .6194 












GI Descrip. 


5441880/dbj 


BAA82378.il 


5.0e 


-75 (AP000367) EST C28952 (C62945 ) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 24825 Seq. ID 

Gene No. 51564 Strand 

Start * 174 End 

Name OJ9904 14_08 . 9922 . C26 . ol . gs Method 

Start 174 End 

GI none Score 



OJ990414_08.9922.C26 
+ 

363 

363 
.81 



24937 



Exons 



174. .363 



Seq. No. 24825 

Gene No. 51565 

Start 6604 

Name OJ9904 14_08 . 9922 . C26 . o3 . gp 

Start 6604 

GI uC-osflM202097dl0bl 

Exons 6604.. 6675 

GI Descrip. 1 4062935/dbj | AB0034 95. 1 | ABO 034 95 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds 1 



Seq. ID OJ990414_08.9922.C26 

Strand + 

End 6675 

Method AAT/GAP 

End 6675 

Score 101 



Seq. No. 


24825 




Seq. ID 


OJ990414_08.9922.C26 


Gene No. 


51566 




Strand 


+ 


Start 


9366 




End 


9602 


Name- , 


OJ990414 08.9922.C26.o4 


.gs 


Method 


GENSCAN 


Start 


9366 




End 


9602 


GI 


none 




Score 


.67 . 


Exons 


9366. .9602 








Seq. No. 


24825 




Seq. ID 


OJ990414_08.9922.C26 


Gene No. 


51567 - 




Strand 




Start 


680 




End 


7908 


Name 


OJ990414 08.9922.C26.o2 


.gs 


Method - 


GENSCAN ■ 


Start 


680 




End 


3432 


GI 


none 




Score 


.84 


Exons 


680. .844, 846. .1036, 1670. .1728, 1850. 


.1984, 2060.. 2279, 




2393.-2552, 2650.. 2859, 


2943 


..3118, 3309.. 3432 


Seq. No. 


24825 




Seq. ID 


OJ990414_08. 9922.C26 


Gene No . 


51567 




Strand 




Start 


680 




End 


7908 


Name 


OJ990414 ^08.9922.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


1653 




End 


2301 


GI 


33857 1.R1084 




Score 


901 


Exons 


1653.. 1984, 2060.. 2301 








GI Descrip. 


' 4508073/gb|AAD21417.1 | 


5.0e 


-22 (AC005882) 43220 [Arabidops 




thaliana] 1 








Seq. No. 


24825 




Seq. ID 


OJ990414_08. 9922.C26 


Gene No . 


51567 




Strand 




Start 


680 




End 


7908 


Name 


OJ990414 08.9922.C26.ol 


.np 


Method 


AAT/NAP 


Start 


1828 




End 


7756 


GI 


6689826 




Score 


598 


Exons 


1828. .1992, 2074. .2268, 


2382 


..2553, 6227. .6440, 7188. .7354, 




7624. .7756 








GI Descrip. 


(AF092912) DFR-like protein 


[Arabidopsis thaliana] 


Seq. No. 


24825 




Seq. ID 


OJ990414_08.9922.C26 


Gene No. 


51567 




Strand 




Start 


680 




End 


7908 


Name 


OJ990414 08.9922.C26.ol 


ts 


Method 


TBLASTX : Soybean 


Start 


1903 




End 


5535 


GI 


none 




Score 


97 


Exons 


1903. .1968, 2071. .2226, 


2075 


..2227, 5193. .5258, 5368. .5460, 



5458. .5535 



24938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 " 

51567 

680 

OJ990414_08.9922.C26.o2.tm 

2107 

none 



Seq. ID OJ990414_08.9922.C26 
Strand 

End 7908 

Method TBLASTX: Maize 

End 6102 

Score 7 5 



2107. .2226, 2108. .2215, 2128. .2241, 2138. .2284, 2230. .2283, 
2385. .2525, 2386. .2523, 5405. .5449, 5424. .5450, 5464. .5556, 
5468. .5554, 5965. .6102, 5966. .6070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 
51567 
680 

OJ990414_08.9922.C26.o2.ts 

2385 

none 



Seq. ID OJ990414_08.9922.C26 
Strand 

End 7908 

Method TBLASTX : Soybean 

End 77 60 

Score 80 



2385. .2552, 2659. .2718, 2749. .2862, 2976. .3068, 3316. .3405, 
3317. .3409, 5944. .6129, 6231. .6290, 6315. .6443, 7188. .7304, 
7628.. 7717, 7632.. 7760 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 
51567 
680 

OJ990414_08.9922.C26.ol.tm 

2739 

none 



Seq. ID OJ990414_08.9922.C26 
Strand 

End 7908 

Method TBLASTX : Maize 

End 7325 

Score 132 



2739. .2861, 2746. .2862, 2776. .2862, 2940. .3077, 2976. .3077, 
2977. .3090, 3072. .3101, 3073. .3102, 6300. .6443, 6301. .6441, 
6303. .6470, 7182. .7310, 7188. .7325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 
51567 
680 

OJ990414_08.9922.C26.ol.tw 
2744 



End 

Method 
End 

none Score 
2744. .2833, 2746. .2862, 2776. .2862, 2976. .3119, 2976 
3304.. 3396, 3305.. 3397, 6330.. 6443, 6331.. 6417, 7191 
7206.. 7355, 7619.. 7711, 7620.. 7712 



Seq. ID OJ990414_08.9922.C26 
Strand 

7908 

TBLASTX: Wheat 
7712 
108 



.3119, 
.7358, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 
51567 
680 

OJ990414_08.9922.C26.ol.tc 

2749 

none 



Seq. ID OJ990414_08.9922.C26 



Strand 
End 

Method 

End 

Score 



7908 

TBLASTX: Cress 

7753 

64 



2749. .2862, 2964. .3119, 3310. .3417, 6312. .6443, 6331. .6414, 
7182.. 7406, 7188.. 7358, 7625.. 7753 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24825 
51567 
680 

OJ990414_08.9922.C26.o2.gp 

o no a 
i. 1 

uC-osflcyp017f04bl 
2994. .3118, 3309. .3541 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_08. 9922.C26 

7908 
AAT/GAP 
3541 
612 



.24939 




GI Descrip. ' 4508073/gb | AAD21417 . 1 | 2.0e-17 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



Seq. No. 


24825 


Seq. ID 


OJ990414 


_08.9922.C26 


Gene No. 


51567 


Strand 






Start 


680 


End 


7908 




Name 


OJ990414_08 . 9922 . C26.o3. gs 


Method 


GENSCAN 




Start 


5121 


End 


7908 




GI 


none 


Score 


.97 




Exons 


5121.. 5274, 5357.. 5576, 5970 


. .6129, 6222. . 6440, 


7188 . .7354, 




7624. .7774, 7813. .7908 








Seq. No. 


24826 


Seq. ID 


OJ990414 


_08.9922.C27 


Gene No. 


51568 


Strand 


+ 




Start 


704 


End 


7435 




Name 


OJ990414 08 . 9922. C2 7 .ol.gs 


Method 


GENSCAN 




Start 


704 


End 


7435 




GI 


none 


Score 


.43 




Exons 


704. .755, 1212. .1469, 2076.. 


2117, 2697 


..6857, 7086. .7435 


Seq. No. 


24826 


Seq. ID 


OJ990414 


08 . 9922. C27 


Gene 1 No. 


51568 


Strand 


+ 




Start 


704 


End 


7 4 35 




Name 


OJ990414 QB.9922.C27.ol.np 


Method 


AAT/NAP 




Start 


2705 


End 


6874 ' 




GI 


4234852 


Score 


4441 




Exons 


2705. .2865, 2908. .6874 








GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


24826 


Seq. ID 


OJ990414 


_08.9922.C27 


Gene No. 


51569 


Strand 


+ 




Start 


16564 


End 


18000 




Name 


OJ990414 08.9922.C27.o4.gs 


Method 


GENSCAN 




Start 


16564 


End 


18000 




GI 


none 


Score 


.8 - 




Exons 


16564. .16969, 17882.. 18000 








Seq. No. 


24826 


Seq. ID\ 


OJ990414 


_08.9922.C27 


Gene No. 


51570 


Strand 


+ 




Start 


19505 


End 


20035 




Name 


OJ990414 08.9922.C27.o5.gs 


Method 


GENSCAN 




Start 


19505 


End 


20035 




GI 


none 


Score 


.58 




Exons 


19505. .19522, 19748.. 20035 








Seq. No. 


24826 


Seq. ID 


OJ990414_ 


_08.9922.C27 


Gene No. 


51571 


Strand 






Start 


6934 


End 


9982 




Name 


OJ990414 08.9922.C27.o2.np 


Method 


AAT/NAP 




Start 


6934 


End 


9965 




GI 


5852933 


Score 


348 




Exons 


6934.. 6993, 7580.. 7703, 7794 


..8044, 8155. .8343, 


8631. .8809, 




9518.. 9684, 9848.. 9965 








GI Descrip. 


(AF167556) dihydrof lavonol-4 


-reductase 


DFR1 [Glycine max] 


Seq. No. 


24826 


Seq. ID 


OJ990414_ 


_08.9922.C27 


Gene No. 


51571 


Strand 







.24940 ■ 



Start 
Name 
Start 
GI 

Exons 



6934 

OJ990414_08.9922.C27.o2.gs 

7577 

none 

7577. .7727, 7818. .8052, 8155. 
9848. .9968 



End 9982 
Method GEN SCAN 
End 9968 
Score . 93 

.8296, 8600.. 8809, 9518.. 9684, 



Seq. No. 24826 

Gene No. 51571 

Start 6934 

Name * OJ990414_08 . 9922 . C27 . ol . gp 

Start 9526 

GI 17023_1.R1084 

Exons 9526.. 9684, 9848.. 9982 

GI Descrip. ' 4508073/gb | AAD214 17 . 1 | 1.0e-15 (AC005882) 43220 [Arabidopsis 
thaliana] 1 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 9982 

Method AAT/GAP 

End 9982 

Score 422 . 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ990414_08 . 9922 .C27 . ol . tm 

Start 2797 

GI none 

Exons 2797.. 3375, 2798.'. 3406, 3416. 
3743. .3808 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 15551 

Method TBLASTX: Maize 

End 3808 

Score 586 

.3547, 3487. .3528, 3652. .3702, 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ9904 14_08 . 9922 . C27 . o5 . tw 

Start 3728 

GI none 

Exons 3728.. 3925, 3995.. 4165 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 15551 

Method TBLASTX : Wheat 

End 4165 

Score 110 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ9904 14_08 . 9922 . C27 . o2 . ts 

Start 4022 

GI none 

Exons 4022.. 4408, 4033.. 4239 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 15551 

Method TBLASTX : Soybean 

End 4 408 

Score 344 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ990414_08 . 9922 . C27 . o2 . tw 

Start 4184 

GI none 

Exons 4184.. 4423, 4198.. 4422, 4463. 
4748. .4846 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 15551 

Method TBLASTX : Wheat 

End 4846 

Score . 252 

.4768, 4486. .4746, 4747. .4821, 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ 9904 14_0S . 9922 . C27 . o5 . tm 

Start 4199 

GI none 



Seq. ID OJ990414_08.9922.C27 
Strand 

End 15551 

Method TBLASTX : Mai ze 

End 4 657 

Score 128 



24941 




Exons 


4199. .4423, 


4472 


. .4657, 


4474 . 


.4635 






Seq. No. 


24826 








Seq. ID 


OJ990414_08 . 9922 


.C27 


Gene No . 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


. 9922 


.C27.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


4463 








End 


4843 




GI 


none 








Score 


123 




Exons 


4463. .4663, 


4676 


. . 4843 










Seq. No. 


24826 








Seq. ID 


OJ990414_08 . 9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


. 9922 


.C27.o5 


. ts 


Method 


TBLASTX : Soybean 




Start 


4463 








End 


4849 




GI 


none 








Score 


186 




Exons 


4463. .4672, 


4465 


. .4644, 


4676. 


. 4849 






Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


.9922 


.C27.ol 


. ts. 


Method 


TBLASTX : Soybean 




Start 


5360 








End 


5797 




GI 


5509260 








Score 


365 




Exons 


5360. .5797, 


5449 


. .5721, 


5764 . 


.5796 






GI Descrip. 


— 














Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


. 9922 


.C27 .o2 


tc 


Method 


TBLASTX: Cress 




Start 


5447 








End 


5707 




GI 


none 








Score 


249 




Exons 


5447. .5707, 


5449 


. .5685 










Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551,- 




Name 


OJ990414 08 


.9922 


,C27.ol 


tw 


Method 


TBLASTX: Wheat 




Start 


5488 








End 


6268 




GI 


none 








Score 


359 




Exons 


5488. .5835, 


5489 


. .5833, 


5489. 


.5842, 5818. .6264, 5828. .6268 


Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


. 9922 


,C27 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


5489 








End 


5932 




GI 


none 








Score 


275 




Exons 


5489. .5797, 


5506 


.5796, 


5831. 


.5932 






Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No-.; 


51572 








Strand 






Start 


10687 








End 


15551 




U1LLC 


a Tfinn 1 a r\ r\ 
WU J^UI X*i VJO 




*T - -> 


till 


Method 


TBLASTX :i v iaize 




Start 


5933 








End 


6364 




GI 


none 








Score 


81 





24942 




Exons 


5933. . 6094, 


6068, 


. .6364, 


6208: 


.6363 






Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


.9922, 


,C27.o4 


.ts 


Method 


TBLASTX : Soybean 




Start 


6254 








End 


6820 




GI 


none 








Score 


131 




Exons 


6254. .6436,.. 


6449, 


. .6640, 


6629. 


.6820 






Seq. No. 


24826 








Seq. ID 


OJ990414_08.9922 


.C27 


Gene No. 


51572 








Strand 






Start 


10687 








End 


15551 




Name 


OJ990414 08 


.9922. 


,C27.o9 


. tm 


Method 


TBLASTX : Maize 




Start 


6377 








End 


6835 




GI 


none 








Score 


55 




Exons 


6377. .6436, 


6419. 


, .6595, 


6644. 


.6835 







Seq. No. 24826 Seq. ID 

Gene No. 51572 Strand 

Start 10687 End 

Name OJ990414J38 . 9922 .C27 .o3 . tw Method 

Start 6424 ^ End 

GI none Score 

Exons 6424.. 6657, 6428.-6823 



OJ990414_08.9922.C27 
15551 

TBLASTX: Wheat 

6823 

278 



Seq. No. 24826 Seq. ID 

Gene No. 51572 ' Strand 

Start 10687 End 

Name OJ990414_08 . 9922 .C27 ,o4 . tw Method 

Start 8699 End 

GI none Score 

Exons 8699.. 8812, 8700.. 8783, 9518.. 9676, 

9574. .9681, 9843.-9935, 9844. .9936 



OJ990414_08.9922.C27 
15551 

TBLASTX: Wheat 
9936 
106 

9522.-9677, 9536.-9682, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24826 
51572 
10687 

OJ990414 08.9922.C27.o6.tm 



8732 
none 

8732. .8818, 8732. 
9840. .9950, 9841. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8812, 9515. .9682, 9518 
10008, 9850.. 9954 



OJ990414 08.9922.C27 



15551 

TBLASTX: Maize 
10008 
73 

9685, 9522. .9686, 



Seq. No. 24826 Seq. ID OJ9904 14_08 . 9922 . C27 

Gene No. 51572 Strand 

Start 10687 End 15551 

Name OJ990414_08 . 9922 .C27 . o2 . gp Method AAT/GAP 

Start 10687 End 11148 

GI 2442924 Score 556 

Exons 10687. .10962, 11108.. 11148 

GI Descrip. 5262763/emb | CAB45911 . 1 | 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 



Gene No. 
Start 



51572 
10687 



Seq. ID 

Strand 

End 



OJ990414 08.9S322.C27 



15551 



24943 



Name 

Start 

GI 

Exons 



OJ990414 08.9922.C27.o3.np Method AAT/NAP 



10816 End 15532 

4850399 Score 1597 

10816. .10962, 11108. .11215, 11314 .. 11373, 11407. 

11542. .11954, 12024. .12228, 12283. 

13039. .13113, 13209. .13268, 13602. 

14119. .14268, 14373. .14505, 14573. 
15134. .15532 



12408, 12902. 
13706, 13976. 
14697, 14826. 



.11445, 
,12955, 
,14029, 
.15002, 



GI Descrip. (AC007357) F3F19.18 [Arabidopsis thaliana] 



Seq. No. 24826 

Gene No. 51572 

Start 10687 

Name OJ990414_08 . 9922.C27 .o7 . ts 

Start 10843 

GI none 

Exons 10843. .10962, 10866 
11100. .11216, 11308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Gene No. 
Start 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_08.9922.C27 
15551 

TBLASTX : Soybean 

11583 

65 



10970, 10894. .10965, 11099 .. 11215, 
11385, 11542.. 11583 



24826 

51572 

10687 

OJ9904 

11168 

none 

11168. 

11538. 

11938. 

12027. 

12330. 

12903. 

13209. 

13876. 

14119. 



14 08.9922.C27.o2.tm 



11215, 
11771, 
12021, 
12230, 
12410, 
12956, 
13274, 
13926, 
14190, 



11308. 
11541. 
11948. 
12295. 
12351. 
13036. 
13595. 
13973. 
14126. 



.11415, 
.11771, 
.12025, 
.12405, 
.12407, 
.13134, 
.13699, 
.14032, 
.14188 



Seq. I 

Strand 

End . 

Method 

End 

Score 

11313. .1 

11841 

12016 

12296 

12867 



13039. .1 



13602. 
13974. 



D OJ990414_08.9922.C27 
15551 

TBLASTX: Maize 
14190 
110 

1471, 11315. .11422, 
1909, 11922. .12026, 
2228, 12025. .12231, 
2406, 12305. .12406, 
2956, 12899. .12958, 
3113, 13206. .13274, 
3700, 13603. .13698, 
4030, 13975. .14031, 



24826 Seq. ID 

51572 Strand 

10687 " End 
OJ9904 14_08 . 9922 . C27 . o3 . gs Method 
11464 ' End 
none Score 



OJ990414_08.9922.C27 

15551 
GENSCAN 
15544 
.8 



11464. .12255, 12307 .. 12408, 13976 .. 14 029, 14119 .. 14268, 
14373. .14505, 14573. . 14697, ' 14826. . 15002, 15134. .15544 



24826 
51572 
10687 

OJ990414_08.9922.C27.o3.gp 
11960 
427365 

11960. .12228, 12307.. 12396 
4850399/gb|AAD31069.1|AC007357 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990414_08.9922.C27 

15551 
AAT/GAP 
12396 
681 



18 1.0e-13 (AC007357) F3F19.18 



51572 
10687 



Seq. ID 

Strand 

End 



OJ99G414 Ud.9922.C27 



15551 



24944 



Name 

Start 

GI 

Exons 



OJ990414_08. 9922.C27.o6.ts 

12304 

none 

12304. .12405, 12305 .. 12409, 
13036. .13134, 13039. .13113, 



Method TBLASTX : Soybean 

End 13241 

Score 117- 
12902. .12958, 12905 .. 12955, 
13206. .13241 



Seq. No. 


24826 




Seq. ID 


OJ990414_08.9922.C27 


Gene No. 


51572 




Strand 




Start 


10687 




End 


15551 


Name 


OJ990414 08 . 9922 .C27 . 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


14409 




End 


14700 


GI 


none 




Score 


101 


Exons 


14409. .14504, 14417.. 


14503, 


14463. .14507, 14470 .. 14508, 




14 542.. 147 00, 14546.. 


14695, 


14571. .14 699, 14572. .14700 


Seq. No. 


24826 




Seq. ID 


OJ990414_08. 9922.C27 


Gene No. 


51572 




Strand 




Start 


10687 




End 


15551 


Name 


OJ990414 08.9922.C27. 


o3 . ts 


Method 


TBLASTX : Soybean 


Start 


14563 




End 


14943 


GI 


none 




Scor^e 


93 


Exons 


14563. . 14712, 14573. . 


14695, 


14826T.14942, 14842.. 14943 


Seq. No. 


24826 




.. Seq. ID 


OJ990414_08.9922.C27 


Gene No. 


51572 




Strand 




Start 


10687 




End 


15551 


Name 


OJ990414 08.9922.C27. 


ol. tc 


Method 


.TBLASTX: Cress 


Start 


15143 




End 


15475 


GI 


none 




Score 


114 


Exons 


15143. . 15313, 15344 . . 


15475 






Seq. No. 


24826 




Seq. ID 


OJ990414_08.9922.C27 


Gene No. 


51572 




Strand 




Start 


10687 




End 


15551 


Name 


OJ990414 08. 9922.C27. 


08 . tm 


Method 


TBLASTX: Maize 


Start 


15386 




End 


15551 


GI 


none 




Score 


93 


Exons 


15386. .15550, 15438.. 


15551 






Seq. No. 


24827 




Seq. ID 


OJ990414_08.9922.C28 


Gene No. 


51573 




Strand 


+ 


Start 


1 




End 


4104 


Name 


OJ990414 08.9922.C28. 


ol.np 


Method 


AAT/NAP 


Start 


1 




End 


3578 


GI 


1170619 




Score 


1478 


Exons 


1..235, 323. .530, 621 


. .826, 


902. .976, 


1059. .1205, 1344 . . 1485, 




1595. .1704, 2057. .2215, 2293 


..2494, 2782. .2863, 3019. .3123, 




3205.. 3309, 3402.. 357 


8 






GI Descrip. 


KINESIN-LIKE PROTEIN 


A gi| 479594 |pir| | 


S34830 kinesin-related 



protein katA - Arabidopsis thaliana gi | 303502 | dbj | BAA01972 | 
(D11371) kinesin-like motor protein heavy chain [Arabidopsis 
thaliana] gi | 2911084 | emb I CAA1754 6 . 1 | (AL021960) kinesin-related 
protein katA [Arabidopsis thaliana] 



Seq. No. 24827 Seq. ID OJ9904I4_08 . 9922 . C28 

Gene No. 51573 Strand + 

Start 1 End 4104 



24945 



Name 

Start 

GI 

Exons 



OJ9904 14_08 . 9922 . C28 . ol . tm Method TBLASTX : Maize 
114 " End 1712 

none Score 162 

114. .233, 116. .244, 169. .237, 317. .523, 322. .528, 323. .532, 
579. .797, 596. .826, 622. .828, 623. .880, 891. .932, 897. .959, 
901. .963, 901. .1005, 1053. .1160, 1058. .1159, 1152. .1208, 
1161. .1205, 1343. .1402, 1344. .1487, 1439. .1492, 1585. .1629, 
1593.. 1628, 1649.. 1666, 1665.. 1712, 1665.. 1712 



Seq. No. 24827 Seq. ID 

Gene No. 51573 Strand 

Start 1 End 

Name OJ9904 14_08 . 9922 . C28 . ol . gs Method 

Start 116 End 

GI none Score 
Exons 



OJ990414_08.9922.C28 
+ 

4104 
GEN SCAN 
4104 
.91 



116. .235, 323. .526, 617. .826, 902. .976, 1059. .1205, 1344. .1485, 
1595. .1704, 2057. .2215, 2293. .2459, 2782. .2863, 3019. .3123, 
3205.. 3309, 3402.. 3503, 3961.. 4104 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



24827 
51573 
1 

OJ990414_08.9922.C28.ol.tc 

332 ■ 
none 

332. .529, 337. .465, 623. .826, 
1344. .1400, 1389. .1487, 1569. 
2054.. 2119, 2114.. 2224, 2125. 
2368.-2436, 2439.-2495, 2776. 
3016.. 3123, 3202.. 3309, 3204. 

24827 
51573 
1 

OJ990414J38. 9922.C28.o3.ts 
358 
none 

358. .468, 359. .532, 623. .739, 628. .738 



OJ990414_08. 9922.C28 
+ 

4104 , 

TBLASTX: Cress 
3587 
159 

901. .975, 1056. .1205, 1061. .1207, 
.1712, 1585. .1722, 1618. .1728, . 
.2217, 2287. .2367, 2289.. 2336, 
.2862, 2777. .2863, 3012. .3119, 
.3302, 3378.-3587, 3392. .3541 

Seq. ID OJ990414_08.9922.C28 



Strand 
End 

Method 

End 

Score 



+ 

4104 

TBLASTX : Soybean 

739 

120 



24827 Seq. ID 

51573 Strand 

1 End 

OJ990414_08. 9922.C28.o2.ts Method 

1398 End 

none Score 



OJ990414_08.9922.C28 
+ 

4104 

TBLASTX : Soybean 

2439 

65 



1398. .1490, 1594. .1722, 1601. .1705, 1605. .1712, 1609. .1728, 
2036. .2113, 2054. .2134, 2114. .2224, 2131. .2217, 2287. .2340, 
2289. .2333, 2377. .2439, 2379.-2438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24827 Seq. ID OJ990414JD8 . 9922 . C28 

51573 Strand + 

1 End 4104 

OJ9904 14_08 . 9922 . C28 . o2 . tm Method TBLASTX : Mai ze 

2028 End 2363 

none Scoxe 261 

2028. .2213, 2054. .2224, 2054. .2215, 2288. .2362, 2288.-2362, 
2289. .2363 



24946 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24827 
51573 
1 

OJ990414_08.9922.C28.o3.tm 
3016 . 
none 



End 

Method 
End 
Score 

3016. .3120, 3030. .3119, 3063..3125> 3201. .3299, 3204. .3302, 
3205. .3309, 3208. .3315, 3378. .3449, 3392. .3451 



Seq. ID OJ990414_08.9922.C28 
Strand + 

4104 

TBLASTX: Maize 
3451 
146 



24827 
51573 
1 

OJ990414_08 . 9922 . C28 . ol .gp 
3081 

25545_1.R1084 

3081.. 3123, 3205.. 3309, 3402, 



OJ990414_08.9922.C28 
+ 

4104 
AAT/GAP 
3900 
1247 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3900 

5.0e-47 KINESIN-LIKE PROTEIN A 



, 1170619/sp|Q07970 | KATA_ARATH 

>gi_479594_pir S34830 kinesin-related protein katA - 

Arabidopsis thaliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_CAA1754 6. 1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



Seq. No. 


24827 








Seq. ID 


OJ990414 


_08.9922.C28 


Gene No. 


51573 








Strand 


+ 




Start 


1 








End 


4104 




Name 


OJ990414 08 


.9922 


.C28.ol 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


3088 








End 


3584 




GI 


none 








Score 


55 




Exons 


3088. .3120, 


3090 


. .3119, 


3204. 


.3302, 3205.. 3309, 


3205. .3315, 




3378. .3584, 


3392 


. .3553 










Seq. No. 


24827 








Seq. ID 


OJ990414 


_08.9922.C28 


Gene No. 


51573 








Strand 


+ 




Start 


1 








End 


4104 




Name 


OJ990414 08 


.9922 


,C28.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3452 








End 


3783 




GI 


none 








Score 


166 




Exons 


3452. .3556, 


3453 


. .3611, 


3453. 


.3617, 3664.. 3762, 


3664. .3783 


Seq. No. 


24828 








Seq. ID 


OJ990414 


_08.9922.C29 


Gene No. 


51574 








Strand 






Start 


1104 








End 


1303 




Name 


OJ990414 08 


.9922 


.C29.ol 


. gs 


Method 


GENSCAN 




Start 


1104 








End 


1303 




GI 


none 








Score 


.6 




Exons 


1104. .1303 














Seq. No. 


24829 








Seq. ID 


OJ990414 


_08.9922.C30 


Gene No. 


51575 








Strand 


+ 




Start 


354 








End 


445 




Name 


OJ990414 08 


.9922 


.C30.ol 


.gs 


Method 


GENSCAN 




Start 


' 354 








End 


445 






none 








Score 


.84 




Exons 


354. .445 















24947 



Seq. No. 


24830 




Seq. ID 


OJ990414_08 . 9922 


.C33 


Gene No. 


51576 




Strand 


+ 




Start 


1 




End 


574 




Name 


OJ990414_08.9922.C33.ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


574 




GI 


4 680179 




Score 


865 




Exons 


1 . . 574 










GI Descrip. 


(AF111709) polyprotein 


[Oryza sativa subsp. indica] 




Seq. No. 


24830 




Seq. ID 


OJ990414_08.9922 


.C33 


Gene No. 


51576 




Strand 


+ 




Start 


1 




End 


574 




Name 


OJ990414 08 . 9922 . C33 . ol 


. gs 


Method 


GENSCAN 




Start 


70 




End 


439 




GI 


none 




Score 


.55 




Exons 


70 . . 439 










Seq. No. 


24830 




Seq. ID 


OJ990414_08.9922 


.C33 


Gene No. 


51576 




Strand 


+ 




Start 


1 




End 


574 




Name 


OJ990414 08 . 9922 . C33 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


98 




End 


389 




GI 


none 




Score 


133 




Exons 


98. .178, 100. .180, 101. 


.184, 


188. .376, 


196. .279, 216. .389 


Seq. No. 


24830 




Seq. ID 


OJ990414 08.9922 


.C33 


Gene No. 


51576 




Strand 


+ ~~ 




Start 


1 




End 


574 




Name 


OJ990414_08 . 9922 . C33 . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


197 




End 


574 




GI 


none 




Score 


157 




Exons 


197. .376, 362. .574, 448 


. .567 








Seq. No. 


24830 




Seq. ID 


OJ990414_08.9922 


.C33 


Gene No. 


51576 




Strand 


+ 




Start 


1 




End 


574 




Name 


OJ990414_08 . 9922 . C33 . ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


251 




End " 


574 




GI 


none 




Score ' 


57 




Exons 


251. .283, 253. .279, 287 


. .574, 


294 . .434 


, 379.. 567 




Seq. No. 


24830 




Seq. ID 


OJ990414_08.9922 


.C33 


Gene No. 


51576 




Strand 


+ 




Start 


1 




End 


574 




Name 


OJ990414_08 . 9922 . C33 . o2 , 


.tw 


Method 


TBLASTX: Wheat 




Start 


391 




End 


574 




GI 


none 




Score 


239 




Exons 


391. .567, 392. .574 










Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51577 




Strand 


+ 




o La. IT U 


3414 




End 


9722 




Name 


OJ990414 02.9923.C2i-ol.gp 


Method 


AAT/GAP 




Start 


3294 




End 


3706 




GI 


702095 




Score 


715 




Exons 


3294. .3706 






GI Descrip. 


4 4 90338/emb ICAB38620.il 


3.0e- 


11 (AL035656) putative 





24948 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



auxin-induced protein [Arabidopsis thaliana] 



24831 
51577 
3414 

OJ990414_02. 9923.C2.ol.np 



Seq. ID 
Strand 
End 

_ Method 
3408 " End 

416692,--. Score 
3408. ."3603, 9619.. 9692 
AUXIN-INDUCED PROTEIN 6B gi | 81764 | pir | UQ1098 auxin-induced 
protein 6B - soybean gi | 255577 |bbs | 113700 (S44175) orf 6B 
[Glycine max=soybeans, cv. Wayne, Peptide, 90 aa] [Glycine max] 



OJ990414_02.9923.C2 
+ 

9722 
AAT/NAP 
9692 
173 



24831 
515*77 
3414 

OJ990414_02.9923.C2.o2.gs 

3414 

none 



Seq. ID OJ990414 02. 9923. C2 



Strand 
End 

Method 

End 

Score 



+ 

9722 
GENSCAN 
8770 
.49 



3414. .3621, 3800. .3975, 4146. .4166, 4303. .4394, 8115. .8253, 
8405. .8613, 8674. .8770 



Seq. No. 24831 Seq. ID OJ990414 

Gene No. 51577 Strand + 

Start 3414 End 9722 

Name OJ9904 14_02 . 9923 . C2 . o3 . gs Method GENSCAN 

Start 9414 End 9722 

GI none Score . 7 

Exons 9414 . . 9722 . 



02. 9923. C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gi Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

CI . ~-J- 

GI 

Exons 



24831 Seq. ID 

51578 Strand 

10746 End 

OJ9904 14_02 . 9923 . C2 . o2 . np Method 

10746 End 

6091724 Score 



OJ990414_02.9923.C2 
+ 

18456 
AAT/NAP 
12657 
301 



10746. .11099, 12185. .12325, 12472. .12657 

(AC010797) putative adenylate kinase [Arabidopsis thaliana] 



24831 
51578 
10746 

OJ990414_02. 9923.C2.o4 .gs 
10746 
none 
10746. 
13276. 
14770. 
17008. 



.10960, 11869. .11947, 

.13424, 13590. .13660, 

.14891, 15029. .15275, 

.17097, 17291. .17449, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12185 

13749 



OJ990414_02.9923.C2 
+ 



18456 
GENSCAN 
18456 
.69 

12325, 12472. 
13795, 14194. 



15358. . 15415, 15491, 
17525. .17646, 18357, 



,12723, 
,14690, 
15580, 
18456 



24831 
51578 
10746 

OJ99'0414_02 . 9923 . C2 . o3 . np 



Seq. ID OJ990414_02.9923.C2 

Strand + 

End 18456 

Method AAT/NAP 

End 18352 



1001955 Score 615 

15362. .15415, 154 91 .. 15583, 16542 .. 16604 , 17008 .. 17097, 



24949 






17291. .17449, 17525. 


. 17646, 


18195. .18352 




GI Descrip. 


(U19099) unknown protein [Lycopersicon 


chilense ] 




Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51578 




Strand 


+ 




Start 


10746 




End 


18456 




Name 


OJ990414 .02. 9923. C2. 


o2 . gp 


Method 


AAT/GAP 




Start 


16991 




End 


17678 




GI 


286880 




Score 


678 




Exons 


16991. .17097, 17291. 


.17449, 


17525.. 17678 




GI Descrip. 


1001955 3.0e-53 (U19099) unknown protein [Lycopersicon 
] 


chi. 


Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51579 




Strand 


+ 




Start 


19886 




End 


23437 




Name 


OJ990414 02. 9923. C2. 


o5 . gs 


Method 


GENSCAN 




Start 


19886 




End 


23437 




GI 


none 




Score 


.75 




Exons 


19886. .20064, 20200. 


.20445, 


20483. .20510, 21650 .. 21752, 






22389. .22444, 22568. 


.22744, 


23108.. 23437 




Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51579 




Strand 


+ 




Start 


19886 




End 


23437 




Name 


OJ990414 02. 9923. C2. 


o4 .np 


Method 


AAT/NAP 




Start 


21645 




End 


23197 




GI 


4585994 




Score 


214 




Exons 


21645. .21752, 22389. 


.22446, 


22583. .22744, 2287 1 .. 22984 , 






23108. .23197 










GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51580 




Strand 


+ 




Start 


24009 




End 


26534 




Name 


OJ990414 02. 9923. C2. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11028 




End 


12724 




GI 


none 




Score 


95 




Exons 


11028. .11102, 11031. 


.11102, 


12146. .12322, 12182 .. 12325, 






12184. .12330, 12463. 


.12723, 


12473. .12508, 12501 .. 12722, 






12560. .12724 










Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51580 




Strand 


+ 




Start 


24009 




End 


26534 




Name 


OJ990414 02. 9923. C2. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13252 




End 


13464 




GI 


none 




Score 


234 




Exons 


13252. .13464, 13271. 


.13432, 


13323. .13436 




Seq. No. 


24831 




Seq. ID 


OJ990414_02.9923 


.C2 


Gene No. 


51580 - . 




Strand 


+ 




Start 


24009 




End 


26534 




Name 


OJ990414_02.9923.C2. 


ol . tw 


Method 


TBLASTX: Wheat 




Star t 


14482 




End 






GI 


none 




Score 


216 




Exons 


14482. .14643, 14483. 


.14644, 


14770. .14892, 1477 1 .. 14 902, 





24950 





15035. 


.15166, 15036. 


. 15167, 


15037. .15168, 15040 


. . 15168 




Seq. No. 


24831 






Seq. ID 


OJ990414 


_02. 9923 


.C2 


Gene No. 


51580 






Strand 


+ 






Start 


24009 






End 


26534 






Name 


OJ990414 02. 9923. C2. 


o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


14482 






End 


15183 






GI 


none 






Score 


229 






Exons 


14482. 


.14643, 14483. 


. 14644, 


14770. .148 


92, 14771 


. . 14890, 






15031. 


.15165, 15031.. 


. 15183, 


15036. .15182 






Seq. No. 


24831 






Seq. ID 


OJ990414 


_02 . 9923 


.C2 


Gene No. 


51580 






Strand 


+ 






Start 


24009 






End 


26534 






Name 


OJ990414 02. 9923. C2. 


o2.tc 


Method 


TBLASTX: 


Cress 




Start 


14837 






End 


15258 






GI 


none 






Score 


57 






Exons 


14837. 


.14950, 15013. 


. 15258, 


15013. .15252 






Seq. No. 


24831 






Seq. ID 


OJ990414 


_02 . 9923 


. C2 


Gene No. 


51580 






Strand 


+ 






Start 


24009 






End 


26534 






Name 


OJ990414 02. 9923. C2. 


ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15181 






End ""■ 


17452 






GI 


none 






Score 


141 






Exons 


. 15181. 


.15282, 15359. 


.15415, 


15359. .15415, 15493 


. . 15579, 






15494. 


.15580, 16548. 


.16610, 


17005. .17097, 17290 


. . 17448, 






17293. 


.17397, 17303. 


.17452 










Seq. No. 


24831 






Seq. ID 


OJ990414 


_02 . 9923 


. C2 


Gene No. 


51580 






Strand 


+ 






Start 


24009 






End 


26534 






Name 


OJ990414 02. 9923. C2. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


15186 






End 


17620 






GI 


none 






Score 


91 






Exons 


15186. 


.15272, 15187. 


.15273, 


15187. .152 


82, 15356 


. .15415, 






15362. 


.15415, 15363. 


. 15416, 


15482. .15580, 15490 


. . 15582, 






, 15491. 


.15583, 16539. 


.16613, 


17005. .17097, 17290 


. . 17517, 






17293. 


.17439, 17303. 


.17452, 


17523. .17618, 17524 


. . 17619, 






17525. 


.17620 












Seq. No. 


24831 






Seq. ID 


OJ990414 


_02 . 9923 


. C2 


Gene No..,7 


.: 51580 




- - 


Strand 


+ • 








:*'v2406S- 






'" -End > .-. ■ 


26534' 






Nami ' ; ~s . 


Cfa99'0414 02. 9923. C2. 


b 1 . t c • 


Method 


TBLASTX: 


Cress ■ • 




Start 


15344 






End 


18318 






GI 


none 






Score 


62 






Exons 


15344. 


.15421, 15359. 


. 15418, 


15496. .15579, 15497 


. . 15580, 






17236. 


.17325, 17327. 


.17452, 


17333. .174 


49, 17525 


. .17653, 






17525. 


.17668, 18193. 


. 18318 










Seq. No. 


24831 






Seq. ID 


OJ990414 


_02.9923 


.C2 


Gene No. 


51580 






Strand 


+ 






Start 


24009 






End 


26534 






vr 


■A TftAA A 
\JU Z> D \J *± 


1 a r>t /~i n. r\ r\ ^ r\ 


u6 . y s 


Method 


GEN SCAN 






Start 


24009 






End 


26534 






GI 


none 






Score 


.5 







24951 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24009. .24061, 25962 .. 26314, 26316. .26534 



24832 
51581 
1 

OJ990414_02.9923.C3.ol.np 
1 

4585994 



Seq. ID OJ990414_02.9923.C3 

Strand + 

End 2743 

Method AAT/NAP 

End 2590 

Score 198 



1..49, 1369. .1480, 1624. .1679, 1809. .1982, 2136. .2249, 
2501. .25.90 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


24832 








Seq. ID 


OJ990414 


Gene No. 


51581 








Strand 


+ 


Start 


1 








End 


2743 


Name 


OJ9904l4_02 , 


, 9923. 


C3. ol . 


gs 


Method 


GENSCAN 


Start 


1377 








End 


2743 ■ 


GI 


none 








Score 


.8 


Exons 


1377. .1436, 


1809. 


.1982, 


2136. 


,.2249, 2501. .2743 


Seq. No. 


24832 








Seq. ID 


OJ990414 


Gene No. 


51582 








Strand 


+ 


Start 


3428 








End 


3843 


Name 


OJ990414_02 . 


9923. 


C3 . o2 . 


gs 


Method 


GENSCAN 


Start 


3428 








End 


, 3843 


GI 


none 








Score 


.88 


Exons 


3428. .3437, 


3722. 


.3843 








Seq. No. 


24832 








Seq. ID 


OJ990414 


Gene No. 


51583 








Strand 


+ 


Start 


4552 








End 


5032 


Name 


OJ990414_02 . 


9923. 


C3.o3. 


gs 


Method 


GENSCAN 


Start 


4552 








End 


5032 


GI 


none 








Score 


.8 . 


Exons 


4552 . . 4 618 , 


4 926 . 


. 5032 








Seq. No. 


24832 








Seq. ID 


OJ990414 


Gene No. 


51584 








Strand 


+ 


Start 


5659 








End 


8421 


Name 


OJ990414 02; 


9923. 


C3.o4. 


gs 


Method 


GENSCAN 


Start 


5659 








End 


8421 


GI 


none 








Score 


.81 


Exons 


.5659. ..63.51, 


6504. 


.6612, 


7479-. 


..7534, 7693. .7854, 




'8323. .84^1- 












Seq. No. 


24832 








Seq. ID 


OJ990414_ 


Gene No. 


51584 








Strand 


+ 


Start 


5659 








End 


8421 


Name 


OJ990414 02. 


9923. 


C3 . o2 . 


np 


Method 


AAT/NAP 


Start 


5694 








End 


8412 


GI 


4585994 








Score 


197 


Exons 


5694. .5856, 


6504. 


.6612, 


7479. 


.7534, 7693. .7854, 



GI Descrip. 

Seq. No. 
Gene No. 



8323. .8412 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



24832 
51584 



Seq. ID OJ990414_02.9923.C3 
Strand + 



24952 



Start 


5659 


End 


8421 




Name 


OJ990414 02.9923.C3.ol.gp 


Method 


AAT/GAP 




Start 


7320 


End- 


7561 




GI 


2797269 


Score 


4 65 




Exons 


7320. .7561 








Seq. No. 


24832 


Seq. ID 


OJ990414 02.9923 


.C3 


Gene No. . 


51585 


Strand 


+ 




Start 


10278 


End 


11897 




Name 


OJ990414_02 . 9923 .C3 .o5 ,gs 


Method 


GENSCAN 




Start 


10278 


End 


11897 




GI 


none 


Score 


. 69 




Exons 


10278 . . 10417, 1114 3. . 11311, 


11487. .11897 




Seq. No. 


24832 


Seq. ID 


OJ990414J32.9923 


.C3. 


Gene No. 


51586 


Strand 






Start 


10516 


End 


11231 




Name 


OJ990414 02.9923.C3.o3.np 


Method 


AAT/NAP 




Start 


10516 


End 


11231 




GI 


6815109 


Score 


141 




Exons 


10516. .10878, 11127.. 11231 








GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


24833 


Seq. ID 


OJ990414_02.9923 


.C4 


Gene No. 


51587 


Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990414 02.-9923.C4 .ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


121 




GI 


LIB3434-04 6-P1-K1-F8 


Score 


208 




Exons 


1. .121 








GI Descrip. 


'4558666/gb|AAD22684.1|AC007063 10 1.0e-ll (AC007063) putative 




Na/H antiporter isolog [Arabidopsis thaliana] ' 




Seq. No. 


24833 


Seq. ID 


OJ990414_02.9923 


.C4 


Gene No. 


51587 


. Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990414 02.9923.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


595 




GI 


4678259 


Score 


629 




Exons 


1. .595 








GI Descrip. 


(AL049657) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


24833 


Seq. ID 


OJ990414JD2.9923 


.C4 


Gene. No. V 


51587 ' 


Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990414 02.9923.C4.ol.gs 


Method 


GENSCAN 




Start 


47 


End 


604 




GI 


none 


Score 


1 




Exons 


47. .604 








Seq. No. 


24833 


Seq. ID 


OJ990414J32.9923 


.C4 


Gene No. 


51587 


Strand 


+ 




Start 


1 


End 


604 




Name 


OJ990414_02.9923.C4 .ol.ts 


Method 


TBLASTX : Soybean 




Start 


nc 


End 


4 4 5 




GI 


none 


Score 


235 





Exons 



175. .417, 176. .445 



24953 




Seq. No. 


24833 




Seq. ID 


OJ990414 02.9923 


.C4 


Gene No. 


51587 




Strand 


+ 




Start 


1 




End 


604 




Name 


OJ990414 02.9923.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


256 




End 


568 




GI 


none 




Score 


83 




Exons 


256. .315, 257. .313, 319 


i. .417, 


320. .493 


, 460. .495, 542... 


568 


Seq. No. 


24834 




Seq. ID 


OJ990414_02. 9923 


.C5 


Gene No. 


51588 




Strand 


+ 




Start 


1288 




End 


5738 




Name 


OJ990414_02 . 9923.C5.ol . 


gs 


Method 


GENSCAN 




Start 


1288 




End 


5738 




GI 


none 




Score 


.79 




Exons 


1288 . . 1372, 2736. . 2855, 


3085. 


.3130, 4243..4326, 5506.. 5738 


Seq. No. 


24835 




Seq. ID 


OJ990414_02.9923 


.C7 


Gene No. 


51589 




Strand 






Start 


377 




End 


468 




Name 


OJ990414_02. 9923.C7 .ol. 


gs 


Method 


GENSCAN 




Start 


377 




End 


468 


- 


GI 


none 




Score 


.73 




Exons 


377 . . 468 










Seq. No. 


24836 




Seq. ID 


OJ990414 02.9923 


.C9 


Gene No. 


51590 




Strand 






Start 


297 




End 


521 




Name 


OJ990414 02. 9923.C9.ol. 


gs 


Method 


GENSCAN 




Start 


297 


End 


521 




GI 


none 




Score 


.59 




Exons 


297 . . 521 










Seq. No. 


24837 




Seq. ID 


OJ990414 02.9923 


. Cll 


Gene No. 


51591 




Strand 






Start 


111 




End 


331 




Name 


OJ990414 02. 9923.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


111 


End 


331 




GI 


none 




Score 


.58 




Exons 


111. .331 










Seq. No. 


24838 




Seq. ID 


OJ990414_02. 9923 


.C13 


Gene No. 


51592 




Strand 


+ 




Start 


438 . ' • ■ . ' 




End 


579 • 




Name 


OJ990414 '02. 9923.C13.ol 


.np 


Method 


AAT/NAP 




Start 


438 




End 


579 




GI 


6721516 




Score 


146 




Exons 


438. .579 










GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


24839 




Seq. ID 


OJ990414_02. 9923 


.C15 


Gene No. 


51593 




Strand 






Start 


39 




End 


319 




Name ' 


OJ990414 02. 9923.C15.ol 


.gs 


Method 


GENSCAN 




Start 




End 


319 




GI 


none 




Score 


.57 




Exons 


39. .127, 205. .319 











24954 



Seq. No. 


24840 




Seq. ID 


OJ990414 


_02, 


. 9923. 


C17 


Gene No. 


51594 




Strand 










Start 


1 




End 


220 








Name 


cjjyyu4i4 Uz . yy23 . C17 . ol 


. np 


Method 


AAT/NAP 








Start 


-i 
l 




End 


220 










/TO 1 CI AO 

do loiuy 




Score 


147 








Exons 


1 O O A 














(ji uescrip. 


(AFUUlUol) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


24841 




Seq. ID 


OJ990414 


02. 


, 9923. 


C18 


Gene No. 


51595 




Strand 


+ 








Of *>f 

otart 


1 DO 




End 


303 








Name 


OJ990414_02. 9923.C18 .ol 


. gs 


Method 


GENSCAN 








btart 


168 


End 


303 










none 




Score 


.46 








Exons 


icq on o. 














Seq. No. 


24842 




Seq. ID 


OJ990414_ 


_02. 


9923. 


C22 


Gene No. 


51596 




Strand 










Start 


316 




End 


434 








Name 


OJ990414 02. 9923.C22.ol, 


.gs 


Method 


GENSCAN 








Start 


316 


End " 


434 








GI 


none 




Score 


.72 








Exons 


316. .434 















Seq. No. 24843 Seq. ID 

Gene No. . 51597 Strand 

Start 312 End 

Name OJ9904 14_02 . 9923 . C23 . ol . gp Method 

Start 312 End 

GI 576771 Score 

Exons 312.. 461 

GI Descrip. 57 6771/gb | U16256 | OSU16256 0.0e+00 Oryza sativa cone SRI 
sucrose-regulated mRNA, 3 f -end sequence 



OJ990414_02. 9923.C23 
+ 

461 

AAT/GAP 
461 
230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No 

Start 

Name 



24844 
51598 
1 

OJ990414__02. 9923.C24.ol.np 
1 

2244749 

1..302, 396. .669 



24844 
51598 . 
1 

OJ990414_02.9923.C24.ol.ts 
40 

none 



Seq. ID OJ990414 02.9923.C24 



24844 



OJ990414_02.9923.C24.ol.gp 



Strand 


+ 




End 


669 




Method 


AAT/NAP 




End 


669 




Score 


408 




fe'rase ■ [Arabidopsis 


thaliana] 


Seq. ID 


OJ990414 


_02.9923.C24 


Strand 


+ . 




End 


669 




Method 


TBLASTX : 


Soybean 


End 


448 




Score 


396 




394. .438, 


395. .448 




Seq. ID 


OJ990414 


_02.9923.C24 


Strand 






End 


669 




Method 


AAT/GAP 





24955 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45 End 451 

82_3.R1084 Score 529 

45.. .302, 396.. 451 

f 2244749/emb|CAB10172.1| 5.0e-61 (Z97335) 
hydroxymethyltransferase [Arabidopsis thaliana] 1 



24844 
51598 
1 

OJ990414_02.9923.C24.ol.tm 
46 

none 



Seq. ID OJ990414_02.9923.C24 

Strand + 

End 669 

Method TBLASTX: Maize 

End 455 

Score 435 



46. .303, 47. .304, 47. .310, 96. .311, 394. .438, 395. .448, 399. .455 



24844 
51598 
1 

OJ990414_02.9923.C24.ol.tw 
50 

none 



Seq. ID OJ990414_02.9923.C24 

Strand + 

End 669 

Method TBLASTX : Wheat 

End 442 

Score 286 



50. .304, 50. .298, 235. .303, 383. .442 



24844 
51598 - :: 
1 

OJ990414_02. 9923.C24 .ol.gs 
99 

none 
99. .302 



Seq. ID OJ990414_02. 9923.C24 

Strand + 

End 669 

Method GENSCAN 

End 302 

.Score .42 



Seq. No. 24844 

Gene No. 51598 

Start 1 

Name OJ990414_02 . 9923 . C24 . ol . tc 

Start 143 

GI none 

Exons 143.. 304, 143.. 313, 159.. 314, 
395,. 448 



Seq. ID OJ990414_02. 9923.C24 

Strand + 

End 669 

Method TBLASTX : Cress 

End 448 

Score 239 

159. -.326, 383. .448, 394. .435, 



Seq. No. 24845 
Gene No. 51599 
Start 1 

Name OJ990414_02 . 9923 . C25 . ol . np 

Start - 1 . ' * 

GI 6041833 
Exons 1..327 

GI Descrip. (AC009853) unknown protein [Arabidopsis thaliana] 

gi|6642634|gb|AAF20215.1|AC012395_2 (AC012395) unknown protein 
[Arabidopsis thaliana] 



Seq. ID OJ990414_02.9923.C25 
Strand 

End 370 

Method AAT/NAP.. 

End . 327 * V ' 

Score' 168 



Seq. No. 

Gene No. 

Start 

Name 
c+- >~+- 

GI 

Exons 



24845 
51599 
1 

OJ990414_02.9923.C25.ol.ts 
none 

96. .362, 98. .325, 179. .370 



Seq. ID OJ990414_02.9923.C25 

Strand 

End . 370 

Method TBLASTX: Soybean 

End 370 

Score 14 6 



24956 



Sea. No. 


24845 








Seq. ID 


OJ990414_02 


.9923 


.C25 


Gene No. 


51599 








Strand 








Start 


1 








End 


370 






Name 


OJ990414 02.9923 


.C25. 


ol. 


tc 


Method 


TBLASTX: Cress 




Start 


107 








End 


334 






GI 


none 








Score 


210 






Exons 


107. .334 
















Seq. No. 


24846 








Seq. ID 


OJ990414_02 


. 9923 


.C30 


Gene No. 


51600 








Strand 


+ 






Start 


197 








End 


297 






Name 


OJ990414 02.9923 


C30. 


ol. 


gs 


Method 


GEN SCAN 






Start 


197 








End 


297 






GI 


none 








Score 


.59 






Exons 


197. .297 
















Sea. No. 


24847 








Seq. ID 


OJ990414_02 


. 9923 


.C32 


Gene No. 


51601 








Strand 


— 






Start 


289 








End 


403 






Name 


OJ990414 02.9923 


C32. 


ol. 


gs 


Method 


GENSCAN 






Start 


289 








End 


403 






GI 


none 








Score 


.57 






Exons 


289. .403 
















Seq. No. 


24848 








Seq. ID 


OJ990414JD2 


.9923 


.C35 


Gene No. 


51602 








Strand 


+ 






Start 


63 








End 


364 






Name 


OJ990414 02.9923 


C35. 


ol. 


gp 


Method 


AAT/GAP 






Start 


63 








End 


364 






GI 


61605 3.R1084 








Score 


419 






Exons 


63. .364 
















GI Descrip. 


, 1402920/emb|CAA66965 


1 2 


,0e 


-20 (X98321) 


peroxidase 


[Arabidopsis 




thaliana] ' 
















Seq. No. 


24849 








Seq. ID 


OJ990414_02 


.9923 


.C39 


Gene No. 


51603 








Strand 


+ 






Start 


349 








End 


556 






Name 


OJ990414 02.9923. 


C39. 


ol. 


np 


Method 


AAT/NAP 






Start 


349 








End 


556 






GI 


5724765 








Score 


90 







Exons 349.. 556 

GI Descrip. (AF160181) contains similarity to Pfam family PF00078 -943 
Reverse transcriptase (RNA-dependent DNA polymerase); score 
65.8, E=9.4e-16, N=l; may be a pseudogene [Arabidopsis thaliana] 



Seq. No. 


24849 


Seq. ID 


OJ990414 


_02 


9923 


.C39 


Gene No. 


51604 


Strand 










Start 


374 


End 


446 








Name 


OJ990414 02.9923.C39.ol.gs 


Method 


GENSCAN 








Start 


374 


End 


446 








GI 


none 


Score 


.8 








Exons 


374. .446 












O ~ ~ 


*-\ a r» r r\ 


Seq. ID 


Oj9904i4 


J) 2 


9923 


.C43 


Gene No. 


51605 


Strand 


+ 








Start 


205 


End 


387 









24957 



Name 

Start 

GI 

Exons 



OJ9904 14_02 . 9923 . C4 3 . ol . gs Method 

205 End 

none Score 
205. .387 



GEN SCAN 

387 

.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24851 Seq. ID OJ990414_02 . 9923 . C44 

51606 Strand + 

259 End 443 

OJ990414_02 . 9923 . C4 4 . ol . np Method AAT/NAP 

259 End 443 

417745 Score 105 

259. .443 

ADENOS YLHOMOCYSTE INASE (S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) 
(ADOHCYASE) gi 1170773 (L11872) S-adenosyl-L-homocysteine 
hydrolase [Triticum aestivum] 



24852 
51607 
262 

OJ990414_02.9923.C4 6.ol.gs 

262 

none 

262. .377 



Seq. ID OJ990414_02.9923.C46 

Strand + 

End 377 

Method GENSCAN 

End 377 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Start 
Name 



24853 
51608 
1 

OJ990414_02.9923.C4 9.ol.np 
1 

480314 
1. .177 

UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397567 | emb | CAA81057 | (Z25802) UDP 
rhamnose : anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. ID OJ990414_02.9923.C49 

Strand 

End 395 

Method AAT/NAP 

End 177 

Score 102 



24853 
51608 
1 

OJ990414_02. 9923.C4 9.ol.gs 
61 

none 

61. .158, 224. .395 



Seq. ID OJ990414_02.9923.C49 

Strand 

End 395 

Method GENSCAN 

End 395 

Score * .95 



24854 
51609 
1 

OJ990414_02.9923.C52.ol.np 
1 

2160322 
1.-87, 180. .386 

(D16139) cytokinin binding protein CBP57 [Nicotiana sylvestris] 



Seq. ID OJ990414_02.9923.C52 

Strand + ■ 

End 4 63 

Method AAT/NAP 

End 386 

Score 372 



24854 



OJ990414 02.9923.C52.ol.tc 



Seq. ID OJ990414_02.9923.C52 

SLraud -t- 

End 4 63 

Method TBLASTX : Cress 



24958 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



54 End 389 

none Score 62 

54. .101, 55. .90, 177. .389, 177. .359, 179. .385 



24854 
51609 
1 

OJ9904 14_02 . 9923 . C52 . ol . tw 
54 

none 



Seq. ID OJ990414_02.9923.C52 

Strand + 

End 4 63 

Method TBLASTX : Wheat 

End 413 

Score 62 



54. .89, 55. .90, 177. .413, 179. .397 



24854 
51609 

1 . 

OJ990414_02.9923.C52.ol.tm 
54 

none 



Seq. ID OJ990414JD2. 9923.C52 

Strand + 

End 4 63 

Method TBLASTX : Maize 

End 399 

Score 62 



54. .89, 55. .90, 177. .395, 178. .390, 179. .394, 343. .399 



Seq. No. 24854 

Gene No. 51609 

Start 1 

Name * OJ990414_02 . 9923 . C52 . ol . ts 

Start 54 

GI none 
Exons 



Seq. ID OJ990414_02. 9923.C52 

Strand + 

End 4 63 

Method TBLASTX : Soybean 

End 398 

Score 62 



54. .89, 55. .90, 177. .398, 177. .359, 179. .388 



Seq. No. 24854 
Gene No. 51609 
Start 1 

Name OJ990414_02 . 9923.C52.ol.gp 

Start 55 
GI 2131_1.R1084 
Exons 55..87, 180.. 463 

GI Descrip. ' 417745/sp | P32112 | SAHH_WHEAT 0.0e+00 ADENOSYLHOMOCYSTEINASE 
( S-ADENOSYL-L-HOMOCYSTEINE HYDROLASE) (ADOHCYASE) >gi_170773 
(L11872) S-adenosyl-L-homocysteine hydrolase [Triticum 
aestivum] 1 



Seq. ID OJ990414_02.9923.C52 

Strand + 

End 4 63 

Method AAT/GAP 

End 4 63' 

Score *. 543 



Seq. No. 24854 

Gene No. 51609 

Start 1 

Name ' OJ990414_02 . 9923 1C52 . ol . gs 

Start 180 

GI none 

Exons 180.. 389 



Seq. ID OJ990414_02. 9923.C52 

Strand + 

End 4 63 

Method GENSCAN 

End 389 

Score .96 



Seq. No. 24855 

Gene No. 51610 

Start 136 

Name OJ990414_02 . 9923 .C53 . ol . gs 

Start 136 

GI none 

RynnQ 1 1£ 2 61 



Seq. ID OJ990414_02. 9923.C53 

Strand + 

End 261 

Method GENSCAN 

End 261 

Score .96 



Seq. No. 



24856 



Seq. ID OJ990414_02.9923.C55 



24959 



# • 

Gene No. 51611 Strand 

Start 1 End 227 

Name OJ990414_02 . 9923 . C55 . ol . gp Method AAT/GAP 

Start 1 End 227 

GI LIB3434-038-P1-K1-F1 Score 377 

Exons 1. .227 



GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 0.0e+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 


24857 


Seq. ID 


OJ990414_02 . 9923.C59 


Gene No. 


51612 


Strand 




Start 


337 


End 


738 


Name 


OJ990414 02.9923.C59.ol.tm 


Method 


TBLASTX: Maize 


Start 


337 


End 


738 


GI 


none 


Score 


113 


Exons 


337.. 738, 500.. 637 






Seq. No. 


24858 


- Seq. ID 


OJ990414JD2. 9923.C60 


Gene No. 


51613 


Strand 




Start 


1 


End 


757 


Name 


OJ990414 02.9923.C60.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


757 


GI 


6041833 


Score 


177 


Exons 


1.-314, 737. .757 






GI Descrip. 


(AC009853) unknown protein 


[Arabidopsis thaliana] 




gi|6642634|gb|AAF20215.1|AC012395 2 (AC012395) unknown proti 




[Arabidopsis thaliana] 






Seq. No. 


24858 


Seq. ID 


OJ990414_02. 9923.C60 


Gene No. 


51613 


Strand 




Start 


1 


End 


757 


Name 


OJ990414 02.9923.C60.ol.ts 


Method 


TBLASTX : Soybean 


Start 


74 


End 


348 


GI 


none 


Score 


154 


Exons 


74. .340, 76. .303, 88. .348 






Seq. No. 


24858 


..-•Seq. ID 


OJ990414_02. 9923.C60 


Gene No. 


51613 


""Strand 




Start 


1 


End ' 


757 


Name 


OJ990414 02.9923.C60.ol.tc 


Method 


TBLASTX: Cress 


Start 


85 


End 


312 


GI 


none 


Score 


215 


Exons 


85. .312 







Seq. No. 


24859 








Seq. ID' 


OJ990414 


_02. 


9923 


.C61 


Gene No. 


51614 








Strand 










Start 


182 








End 


375 








Name 


OJ990414 


02.9923.C61 


.ol 


. gs 


Method 


GEN SCAN 








Start 


182 . 








End 


375 








GI 


none 








Score 


. 68 








Exons 


182. .287, 


334. .375 
















Seq. No. 


24860 








Seq. ID 


OJ990414 


_02. 


9923 


.C62 


Gene No. 


51615 • 








Strand 


+ 








0 4- „ w 4_ 


O A -7 


















U WO.JL L. 


^ KJ t 








End 


702 








Name 


OJ990414 


02.9923.C62 


.ol 


. np 


Method 


AAT/NAP 








Start 


207 






End 


702 









24960 



GI 

Exons 

GI Descri'p. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6539570 Score 177 

207.. 4.00, 569.. 702 

(AP000836) ..hypothetical protein [Oryza sativa] 



24860 Seq. ID 

51616 Strand 

207 End 
OJ990414_02. 9923.C62.ol.gs Method 

207 End 

none Score 
207. .320 



OJ990414_02.9923.C62 
320 

GENSCAN 

320 

.41 



Seq. No. 24861 Seq. ID 

Gene No. 51617 Strand 

Start 9 End 

Name OJ990414_02 . 9923 . C63 . ol . gs Method 

Start 9 End 

GI none Score 

Exons 9.-252 



OJ990414_02.9923.C63 
252 

GENSCAN 

252 

1 



Seq. No. 24862 Seq. ID 

Gene No. 51618 Strand 

Start 53 End 

Name OJ990414_02 . 9923 .C64 . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 401 



OJ990414_02.9923.C64 
401 

GENSCAN 

401 

.84 



Seq. No. 24863 Seq. ID OJ990414JD2 . 9923 . C65 

Gene No. 51619 Strand + 

Start 182 End 729 

Name OJ990414_02 . 9923 .C65 . ol .np Method AAT/NAP 

Start 182 End 729 

GI 6539555 Score 325 

Exons 182.. 729 

GI Descrip. (AP000836) Similar to mariner transposase (AF078934) [Oryza 

sativa] gi | 6539592 | dbj | BAA88208 . 1 | (AP000837) Similar to mariner 
transposase (AF078934) [Oryza sativa] 



Seq. No. 


24864 












Seq. ID 


OJ990414 


Gene No. 


51620 












Strand 


+ 


Start 


315 












End 


402 


Name 


OJ990414 


02. 


9923 


.C66. 


ol, 


.gs 


Method 


GENSCAN 


Start - • 


315 












End 


402 


GI 


none 












Score 


.7 


Exons 


315. .402 
















Seq. No. 


24865 












Seq. ID 


OJ990414 


Gene No. 


51621 












Strand 




Start 


284 












End 


520 


Name 


OJ990414 


02. 


9923 


.C69. 


ol. 


.gs 


Method 


GENSCAN 


Start 


284 












End 


520 


GI 


none 












Score 


.72 


Exons 


284. .520 
















Seq. No. 


24866 












Seq. ID 


OJ990414 


Gene No. 


51622 












Strand 


+ 



24961 



Start 
Name 
Start 
GI 

Exons 



138 . End 

OJ9904 14_02 . 9923 . C70 . ol . gs Method 

138 End 

none Score 
138. .409 



409 

GENSCAN 

409 

.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



24867 Seq. ID 

51623 Strand 

39 End 
OJ9904 14_02 . 9923 . C72 . ol . gs Method 

39 End 

none Score 

39. .129, 170. .177 



OJ990414_02.9923.C72 
+ 

177 

GENSCAN 

177 

.95 



OJ990414 02.9923.C73 



24868 Seq. ID _ 

51624 Strand 
1 End 37 4 

OJ990414_02.9923.C73.ol.np Method AAT/NAP 
1 End 156 

480314 Score 103 

1.-156 

UDP rhamnose — anthocyahidin-3-glucoside rhamnosyltransf erase - 
garden petunia (fragment) gi | 397 567 | emb | CAA8 1057 | (Z25802) UDP 
rhamnose: anthocyanidin-3-glucoside rhamnosyltransf erase 
[Petunia x hybrida] 



Seq. No. 


24868 




Seq. ID 


OJ990414_ 


Gene No. 


51624 




Strand 




Start 


1 




End 


374 


Name 


OJ990414 02.9923.C73.ol. 


gs 


Method 


GENSCAN 


Start 


40 




End 


374 


GI 


none 




Score 


.74 


Exons 


40. .197, 203. .374 








Seq. No. 


24869 




Seq. ID 


OJ990414_ 


Gene No. 


51625 




Strand 




Start 


371 




End 


496 


Name 


OJ9904 14. .02 . 9923 . C74 . ol . 


gs 


Method 


GENSCAN 


Start 


371 




End 


496 


GI 


none 




Score 


.59 


Exons 


371. .496 








Seq.. No. 


24870. 




Seq. ID 


OJ990414_ 


Gene No. 


51626 




Strand 


. + 


Start 


1 




End 


746 


Name 


OJ990414 02.9923.C76.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


482 


GI 


82 3.R1084 




Score 


660 


Exons 


1..285, 379. .482 








GI Descrip. 


' 224474 9/emb I CAB10172.1 | 


5. 


Oe-61 (Z97335) 




hydroxymethyltransf erase 


[Arabidopsis 


thaliana] ' 


Seq. No. 


24870 




Seq. ID 


OJ990414_ 


Gene No. 


51626 




Strand 


+ 


ni ji_ 

u Lai u 


1 




End 


746 


Name 


OJ990414 02.9923.C76.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


746 



02.9923.C76 



24962 



# • 



bi 


00 A A 1 A Q 
Z Z fi ft / fl 27 




Score 


498 


L ' v c 


1 OpR 


379. .482, 714. .746 






ul UcbCiip. 


I y / jjj ) 


hydroxymethyltransferase [Arabidopsis thaliana] 


oeq • lno * 


0 A Q i n 
z f± o / u 




Seq. ID 


OJ990414_02. 9923.C7 6 


Gene No. 


51626 




Strand 


+ 


Start 


1 




End 


746 


Name 


_? .7 U fx J. fi 


_02.9923.C76.ol.ts 


Method 


TBLASTX : Soybean 


OLalt 


Z J 




End 


484 




none 




Score 


403 


Exons 


9 "3 9P £ 
Z O . .ZOO/ 


30. .287/ 127. .294/ 


377. .484/ 


378. .482, 385. .483 




9 / P 70 
Z ft o / U 




Seq. ID 


OJ990414_02.9923.C76 


ucllc INO . 


D ± OZ D 




Strand. 


+ 


Start 


1 




End 


746 


Name 


OJ990414 


_02.9923.C76.ol.tm 


Method 


TBLASTX: Maize 


o Lai. C 


9 Q 
Z _? 




End 


484 




none 




Score 


442 




9Q 9P £ 

Z Z7 . .ZOO/ 


30. .287/ 30. .293/ 


127. .294, 366. .479, 377. .484, 




Q7 p / P9 
O / 0 . • ft OZ 








oeq. in o • 


Z 4 O / U 




Seq. ID 


OJ990414_02.9923.C76 


Gene No. 


51626 




Strand 


+ ■ 


Start 


1 




End 


746 


Name 


Uu j J U ft J. ft 


_02.9923.C76.ol.tw 


Method 


TBLASTX: Wheat 


Olail 


J J 




End 


461 




none 




Score 


293 


Exons 


JJ. . ZO / / 


44..14Z, zlo..zoo, 


366. .461 




o e q . in o . 


z ft o / u 




Seq. ID 


OJ990414_02.9923.C7 6 


Gene No. 


51626 




Strand 


+ 


Start 


1 




End 


746 


Name 




_02.9923.C76.ol.gs 


Method 


GENSCAN 




P 9 
0 Z 




End 


480 




none 




Score 


.65 


Exons 


P 9 OfiR 
0 Z . .ZOO/ 


379. .480 






Con NIo 


9 4 ft 70 

z ft o / u 




Seq. ID 


OJ990414_02.9923.C76 


bene ino • 


ci £9£ 
O J. OZ 0 




Strand 


+ 


O L. CLX L. 


1 

X 




End 


746 


Name 


OJ990414 


_02.9923.C76.ol.tc 


Method 


TBLASTX: Cress 


Start 


126 




End 


484 


GI 


none 




Score 


239 


Exons 


126. .287 


, 126. .296, 142. .297/ 142. .309 


, 366. .482, 377. .472/ 




377. .484 


, 378. .482 







Seq. No. 24871 Seq. ID 

Gene No. 51627 Strand 

Start 4 60 End 

Name OJ990414_02 . 9923 .C77 . ol . gs Method 

Start 4 60 End 

GI none Score 

Exons 4 60. .651 



OJ990414_02.9923.C77 
+ 

651 

GENSCAN 

651 

.72 



~ - * - • - - 

Gene No. 
Start 



24872 
51628 
511 



> r-r t n c\ t Ci Ci f\ a i a no n n n -> m n 
-v^. j. is s~/u y y kj -i ± i \j £~ . y y /l. . ) y 



Strand 
End 



+ 

573 



24963 




Name 


OJ990414 02 . 9923 . C79 . ol . gs 


Method 


GEN SCAN 


Start 


511 


End 


573 


GI 


none 


Score 


.71 


Exons 


511 . . 573 






Seq. No. 


24873 


Seq. ID 


OJ990414_02. 9923. C85 


Gene No. 


51629 


Strand 


+ 


Start 


361 


End 


510 


Name 


OJ99U4 14_U2 .9923.Coo.Ol.gs 


Method 


GENS CAN 


Start 


361 


End 


510 


GI 


none 


Score 


. 95 


Exons 


361 . . 510 






Seq. No. 


24874 


Seq. ID 


OJ990414_02. 9923.C88 


Gene No. 


51630 


Strand 




Start' 


121 


End 


234 


Name 


A TOflrt >l 1 A AO AAOO /""OA « 1 ~ — , 

OJ99U414 02 . 9923 . Coo . ol . gs 


Method 


GENS CAN 


Start 


1 A 1 

121 


End 


234 


GI 


none 


Score 


. 43 


Exons 


121 . . 234 






Seq. No. 


O VI O "7 C 

24875 


Seq. ID 


OJ990414_02. 9923.C89 


Gene No. 


51631 


Strand 


+ 


Start 


1 


End 


369 ^ ' 


Name 


OJ990414_02.9923.C89.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


369 


GI 


5852180 


Score 


36 


Exons 


1. .21, 280. .369 






GI Descrip. 


/T\T 1 1 TO/"C \ — l—l-.AAA'IA "I r /^\ 

(AL117265) zhbOOOlO.l [Oryza 


sativa] 




Seq. No. 


24876 


Seq. ID 


OJ990414_02 . 9923.C91 


Gene No. 


51632 


Strand 


+ 


Start 


A O C 

426 


End 


683 


Name 


OJ990414 02.9923.C91.ol.gp 


Method 


AAT/GAP 


Start 


426 


End 


683 


GI 


61605 3.R1084 


Score 


438 


Exons 


A O /TO ") 

426 . . 683 






GI Descrip. 


ii viaoaoa / — _ 1 i ot\ n /"/"nrc i o a — 

' 1402920/emb 1 CAA66965 | 2 . Oe- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ? 






Seq. No. 


24877 


Seq. ID 


OJ990414_02. 9923.C92 


Gene No. 


51633 


Strand 


+ 


Start.- 


209 . 


End 


287 


Name 


OJ990414_02 .9923.C92.ol.gs 


Method 


GENSCAN 


Start 


209 


End 


287 


GI 


none 


Score 


. 77 


Exons 


AAA O O "1 

209 . . 287 






Seq. No. 


24877 


Seq. ID 


OJ990414_02. 9923.C92 


Gene No. 


51634 


Strand 




otart 


14 


End 


188 


Name 


OJ990414 02.9923.C92.ol.np 


Method 


AAT/NAP 


Start 


14 


End 


188 


GI 


6063554 


Score 


227 


FvAn o 


1 A 1 OO 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7185C 


I (E0464) ,C98611 (E0464) 



correspond to a region of the predicted gene.; hypothetical 



24 9,64 



protein [Oryza sativa] 

Seq. No. 24878 

Gene No. 51635 

Start 24 9 

Name OJ990414_02 . 9923 .C94 .ol .gs 

Start 249 

GI none 

Exons 249.. 312, 593.. 710 

Seq. No. 24879 

Gene No. 51636 

Start 534 

Name OJ990414_02 . 9923 . C95 . ol . gs 

Start 534 

GI none 

Exons . --,534 . . 655 



Seq. ID OJ990414_02.9923.C94 
Strand 

End 710 

Method GENSCAN 

End 710 

Score . 65 



Seq. ID OJ990414_02. 9923.C95 

Strand + 

End 655 

Method GENSCAN 

.End 655 ■ 

Score .79 



Seq. No. 24880 Seq. ID OJ990414 02.9923.C100 

Gene No. 51637 

Start 27 6 

Name OJ990414_02 . 9923.C100 .ol.np 

Start 276 , 

GI 5257279 

Exons 276.-522 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ990414_02, 
Strand 

End 522 

Method AAT/NAP 

End 522 

Score 320 



Seq. No. 


24881 






Seq. ID 


OJ990414 


_02. 


9923. 


C103 


Gene No. 


51638 






Strand 










Start 


124 






End 


604 








Name 


OJ990414 02.9923 


.C103.O1 


.gs 


Method 


GENSCAN 








Start 


124 






End 


604 








GI 


none 






Score 


.5 








Exons 


124. .265, 460. .604 














Seq. No. 


24882 






Seq. ID 


OJ990414 


_02. 


9923. 


C104 


Gene No. 


51639 " 






Strand 










Start 


1 






End 


637 








Name 


OJ990414 02.9923 


.C104.O1, 


.np 


Method 


AAT/NAP 








Start 


1 






End 


637 








GI 


6691193 






Score 


244 








Exons 


1..301, 607. .637 
















GI Descrip. 


(AC007534) F7F22 


.17 [Arabidopsis thaliana] - 








Seq. No. 


24882 






Seq. ID 


OJ990414 


_02. 


9923. 


C104 


Gene No. 


51639 






Strand 










Start 


1 






End 


637 








Name 


OJ990414 02.9923 


.C104.ol. 


.gs 


Method 


GENSCAN 








Start 


68 






End 


292 








GI 


none 






Score 


.87 








Exons 


68. .292 
















Seq. No. 


24883 






Seq. ID 


OJ990414_ 


_02. 


9923. 


C105 


Gens Ho • 


51640 






pi. j 

jli anu 


t 








Start 


146 






End 


411 








Name 


OJ990414_02.9923, 


.ClOS.ol. 


gp 


Method 


AAT/GAP 









24965 



Start 
GI 

Exons 



146 

2431225 
146. .411 



End 
Score 



411 
512 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24883 
51641 
481 

OJ990414_02.9923.C105.ol.gs 

481 

none 

481. .589 



Seq. ID OJ990414_02.9923.C105 

Strand + 

End 589 

Method GENSCAN 

End 589 

Score . 67 



24884 
51642 
1 

OJ990414_02.9923.C106.ol.np 
1 

421948 
1. .435 

UDP rhamnose — anthocyanidin-3-glucoside rhamnosyltransf erase 
garden petunia 



Seq. ID OJ990414_02.9923.C106 

Strand + 

End 4 35 

Method AAT/NAP 

End 435 

Score 312 



24884 
51642 
1 

OJ990414_02.9923.C106.ol.ts 
36 

none 

36. .263, 37. .282 

24884 
51642 
1 

OJ990414_02.9923.C106.ol.gs 
93 

none 
93. .426 



Seq. ID OJ990414_02.9923.C106 

Strand' + 

End 4 35 

Method TBLASTX : Soybean 

End • 282 

Score 257 



Seq. ID OJ990414_02. 9923.C106 

Strand + 

End 435 

Method GENSCAN 

End - 426 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



24885 
51643 
1 

OJ990414_02.9923.C107.ol.np 
1 

5922619 
1..44, 391.. 490 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016852 |dbj | BAA85195.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ990414_02.9923.C107 

Strand + 

End 4 90 

Method AAT/NAP 

End 4 90 

Score 103 



24885 
51644 
629 

OJ990414_02.9923.C107.o2.np 
629 



Seq. ID OJ990414_02.9923.C107 
Strand 

End 699 

Method AAT/NAP 

End 699 

Score 61 
629. .699 

(AP000969) hypothetical protein [Oryza sativa] 



24966 



gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


24886 




Seq. ID 


OJ990414_02, 


,9923. C108 


Gene No. 


51645 




Strand 


- 




Start 


72 




End 


615 




Name 


OJ990414 02.9923.C108.ol 


.gs 


Method 


GEN SCAN 




Start 


72 




End 


591 




GI 


none 




Score 


.5 




Exons 


72. . 118, 430. . 591 










Seq. No. 


24886 




Seq. ID 


OJ990414JD2. 


.9923.C108 


Gene No. 


51645 




Strand 






Start 


72 




End 


615 




Name 


OJ990414 02.9923.C108.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


403 




End 


615 




GI 


none 




Score 


178 




Exons 


403. .615, 431. .544, 435. 


.596 








Seq. No. 


24887 




Seq. ID 


OJ990414_02. 


9923. C110 


Gene No. 


51646 




Strand 


- 




Start 


1 




End 


398 




Name 


OJ990414 02. 9923. C110. ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


398 




GI 


1001955 




Score 


104 




Exons 


1..269, 345. .398 










GI Descrir* 


(U19099} unknown Drnfpin 


[Lycopersicon 


chilense ] 




Seq. No. 


24887 




Seq. ID 


OJ990414_02. 


9923. C110 


Gene No. 


51646 




Strand 






Start 


1 




End 


398 




Name 


OJ990414 02. 9923. C110. ol. 


.gs 


Method 


GENS CAN 




Start 


180 




End 


269 




GI 


none 




Score 


.87 




Exons 


180. .269 










Seq. No. 


24888 




Seq. ID 


OJ990414 02. 


9923. Clll 


Gene No. 


51647 




Strand 


+ 




'Start 


1 




End 


972 




Name 


OJ990414 02. 9923. Clll. ol. 


,np 


Method 


AAT/NAP 




Start 


1 




End 


972 




GI 


4678349 




Score 


952 




Exons 


1. .972 










GI Descrip. 


(AL049659) putative protein [Arabidopsis thaliana] 




Seq. No. 


24888 




Seq. ID 


OJ990414_02. 


9923. Clll 


Gene No. 


51647 




Strand 


+ 




Start 


1 




End 


972 




Name 


OJ990414 02. 9923. Clll. ol. 


gp 


Method 


AAT/GAP 




Start 


250 




End 


549 




GI 


36220 1.R1084 




Score 


574 




Exons 


250. .549 










GI Descrip. 


M678259/emb|CAB41120. 1| 


l.Oe- 


-65 (AL049657) putative protein 




[Arabidopsis thaliana] 1 










Seq. No. 


24888 




Seq. ID 


OJ990414_02. 


9923. Clll 


Gene No. 


51647 




Strand 


+ 





24967 



Start 1 -End 972 

Name OJ990414_02 . 9923 . Clll . o2 . gp Method AAT/GAP 

Start 515 End 943 

GI LIB3477-008-P1-K1-F11 Score 743 

Exons 515. . 943 

GI Descrip. ' 4 67834 9/emb | CAB4 1159 . 1 1 2.0e-57 (AL049659) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 24888 

Gene No. 51648 

Start 1626 

Name OJ990414_02 . 9923 . Clll . o2 . gs 

Start 1626 

GI none 
Exons 



Seq. ID OJ990414_02. 9923. Clll 

Strand + 

End 6501 

Method GENS CAN 

End 6501 

Score .58 



1626. .1763, 3428. .3588, 3689. .4061, 5180. .5210, 5268. .5303, 
5699.. 5715, 6286.. 6501 



Seq. No. 24888 

Gene No. 51648 

Start 1626 

Name OJ990414_02 . 9923 .Clll . o4 . gp 

Start 5687 

GI LIB3431-024-P1-K1-H9 

Exons .5687 . . 6134 

GI Descrip. '1001955 3.0e-53 (U19099) unknown protein [Lycopersicon chilense 
] ' 



Seq. ID OJ990414_02. 9923. Clll 

Strand + 

End 6501 

Method AAT/GAP 

End 6134 

Score 844 



Seq. No. 24888 

Gene No. 51649 

Start 1046 

Name OJ9904 14_02 . 9923 . Clll . o3 . gp 

Start 1046 

GI none 

Exons 1046.. 1342 



Seq. ID OJ990414_02. 9923. Clll 
Strand 

End 1342 

Method AAT/GAP 

End 1342 

Score 567 



Seq. No. 24888 

Gene No. 51650 

Start 7583 

Name OJ990414_02 . 9923 .Clll . ol . tc 

Start 250 

GI none 

Exons 250.. 987, 252.. 956, 619.. 765 



Seq. ID OJ990414_02. 9923. Clll 
Strand 

End 12425 

Method TBLASTX : Cress . 

End 987 

Score 964 



Seq. No. 24888 

Gene No. 51650 

Start 7583 

Name OJ990414_02 . 9923 . Clll . ol . ts 

Start 250 

GI none 
Exons 



Seq. ID OJ990414_02. 9923. Clll 
Strand 

End 12425 

Method TBLASTX : Soybean 

End 999 

Score 1016 



250. .954, 252. .953, 667. .954, 835. .999, 854. .973 



Seq. No. 
Gene No. 
Start 

M 

Start 
GI 



24888 
51650 
7583 

r\ ta f 

250 
none 



Seq. ID OJ990414_02.9923.C111 
Strand 

End 12425 

Method TBLASTX : Maize 

End 978 

Score 1144 



24968 




Exons 


250. .978, 251. .976, 252. 


.977, 


334 . . 444 


, 619. .765, 826. . 954 


Seq. No. 


24888 




Seq. ID 


OJ990414_02. 9923. Clll 


Gene No. 


51650 




Strand 




Start 


7583 




End 


12.425 


Name 


OJ99U414 02 . 9923 . Clll . Ol 


. tw 


Method 


TBLASTX : Wheat 


Start 


262 




End 


588 


GI 


none 




Score 


501 


Exons 


O O COO *~l C COO 

262. .588, 262. .588 








Seq. No. 


24888 




Seq. ID 


OJ990414__02 . 9923 .Clll 


Gene No. 


51650 




Strand 




Start 


7583 




End 


12425 


Name 


OJ990414 02. 9923. Clll. o5 


.gp 


Method 


AAT/GAP 


Start 


7331 




End 


8001 


GI 


3766775 




Score 


1260 


Exons 


7331. .8001 









Seq. No. 24888 Seq. ID 

Gene No. 51650 Strand 

Start 7583 End 

Name OJ990414_02 . 9923 .Clll .o3 . gs Method 

Start 7583 End 

GI none Score 
Exons 



OJ990414_02. 9923. CI 11 

12425 
GENS CAN 
11796 
.89 



7583. .8217, 8636. .8860, 9001. .9186, 9441. .9645, 9761. .10936, 
11364. .11391, 11633. .11796 



Seq. No. 24888 

Gene No. 51650 

Start 7583 

Name OJ990414_02 . 9923 . Clll . o4 . tm 

Start 7982 

GI none 
Exons 



Seq. ID OJ990414_02. 9923. Clll 
Strand 

End '12425 

Method TBLASTX : Mai ze 

End 8219 

Score 41 



7982. .8218, 7991. .8020, 8012. .8077, 8079. .8219 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24888 
51650 . 

,;7'583 

: OJ9904 14_02 . 9923 . Clll . o2 . np 
8045 
4220511 



Seq. ID OJ990414JD2. 9923. Clll 
Strand 

End 12425 
Method AAT/NAP 
End 12425 
Score 862 

8045. .8217, 8636. .8851, 9037. .9183, 9429. .9645, 9761. .10472, 
12317.. 12425 

(AL035356) DNA polymerase III like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



fiT no o ^ n 



24888 Seq. ID 

51650 Strand 

7583 End 
OJ990414_02. 9923. Clll. o3.np Method 

8045 End 

4220511 Score 
8045. .8217, 



OJ990414J32. 9923. Clll 

12425 
AAT/NAP 
10962 
872 



8636. .8851, 9037. .9183, 9429. .9645, 9761. .10466, 



10848. .10962 



thaliana] 



niX7 7\ , 1 



LMXciJJXUOpSIS 



24969 




Seq. No. 


24888 




Seq. ID 


^-v -r n n n a i a n n /\ n 

OJ990414_02 .9923 


.cm 


Gene No. 


51650 




Strand 






Start 


7583 




End 


12425 




Name 


OJ990414_02 . 


9923.Clll.o3.ts 


Method 


TBLASTX : Soybean 




Start 


8079 




End 


8219 




GI 


none 




Score 


178 




Exons 


8079. . 8219, 


n n n 1 O 1 

8081 . . 8218 








Seq. No. 


24888 




Seq. ID 


OJ990414_02 .9923 


. cm 


Gene No. 


51650 




Strand 






Start 


7583 




End 


12425 




Name 


OJ990414_02 . 


n Ann /-i -1 -I -I _ r- i 

9923 . Clll . o5 . tm 


Method 


TBLASTX: Maize 




Start 


9050 




End 


9645 




GI 


none 




Score 


72 




Exons 


n n r~ n ni nA 

9050 . .9190, 


n n r" n n i n a j « n 

9053 . . 9193, 9448 


. .9645, 9452. .9604 




Seq. No. 


24888 




Seq. ID 


OJ990414_02.9923 


.cm 


Gene No. 


51650 




Strand 






Start 


7583 




End 


12425 




Name 


OJ990414_02. 


9923. Clll. o2.tm 


Method 


TBLASTX: Maize 




Start 


10039 




End 


10489 




GI 


none 




Score 


311 




Exons 


10039. . 10359 


, 10043. . 10372, 


10044. .10373, 10051. .10377, 






10364 . . 10489 


, 10365. . 10487 








Seq. No. 


2 4 88 8 




Seq. ID 


OJ990414_02.9923 


.cm 


Gene No. 


51650 




Strand 






Start 


7583 




End 


12425 




Name 


OJ990414 02. 


9923. Clll. o2.ts 


Method 


TBLASTX : Soybean 




Start 


10188 




End 


10502 




GI 


none 




Score 


159 




Exons 


10188. .10502 


, 10199.. 10468 









Seq. No. 24888 Seq. ID 

Gene No. 51650 Strand 

Start 7583 End 

Name OJ990414_02 . 9923 .Clll . o3 . tm Method 

Start 10688 End 

GI none Score 
Exons 



OJ990414_02. 9923. Clll 
12425 

TBLASTX: Maize 

10948 

58 



10688. .10738, 10688. 
10828. .10917 



,10738, 10739. .10948,* 10770 .. 10916, 



Seq. No. 24889 Seq. ID 

Gene No. 51651 Strand 

Start 107 End 

Name OJ9904 14_02 . 9923 . C112 . ol . gs Method 

Start 107 End 

GI none Score 
Exons 



OJ990414_02. 9923.C112 
+ 

13907 
GENS CAN 
13907 
.4 



107. .159, 3184. .3316, 3380. .3442, 4051. .4179, 5250. .5549, 
7326. .7403, 8526. .8649, 9757. .10612, 11204 .. 11211 , 11269 .. 11960, 
13286. .13319, 13858.. 13907 



Seq. No. 24889 Seq. ID OJ9904 14_02 . 9923 . C112 

Gene No. 51652 Strand + 

Start 16147 End 19250 

Name OJ9904 14_02 . 9923 . C112 . ol . gp Method AAT/GAP 

Start 16093 End 18099 



24970 



GI 70_1.R1084 Score 24 66 

Exons 16093. .16820, 17561.. 18099 

GI Descrip. • 5688945/dbj | BAA82748 . 1 | 1.0e-174 (AB017427) mitochondrial 

ribosomal protein S14 [Oryza sativa] >gi_5688 950_dbj_BAA82751 . 1_ 
(AB017429) mitochondrial ribosomal portein S14 [Oryza sativa] 1 



Seq. No. 


24889 


Seq. ID 


OJ990414 


_02. 


9923 


.C112 


Gene No. 


51652 


Strand 


+ 








Start 


16147 


End 


19250 








Name 


OJ990414 02.9923.C112.ol.np 


Method 


AAT/NAP 








Start 


16147 


End 


17936 








GI 


5688945 


Score 


1830 








Exons 


16147. .16820, 17561.. 17936 












GI Descrip. 


(AB017427) mitochondrial ribosomal protein S14 


[Oryza sativa 




gi|5688 950|dbj | BAA82751.il 


(AB017429) 


mitochondrial 


. ribosoma. 




portein S14 [Oryza sativa] 












Seq. No. 


24889 


Seq. ID 


OJ990414 


_02. 


9923 


.C112 


Gene No. 


51652 


Strand 


+ 








Start 


16147 


End 


19250 








Name 


OJ990414 02.9923.C112.o2.gs 


Method 


GENSCAN 








Start 


16147 


End 


19250 








GI 


none 


Score 


.94 








Exons 


16147. .16820, 17561. .17935, 


19079. .19250 








Seq. No. 


24889 


* Seq. ID 


OJ990414 


_02. 


9923 


.C112 


Gene No. 


51653 


Strand 


+ 








Start 


20211 


End 


20804 ■ 








Name 


OJ990414 02.9923.C112.o3.gs 


Method 


GENSCAN . 








Start 


20211 


End 


20804 








GI 


none 


Score 


.54 








Exons 


20211. .20804 












Seq. No. 


24889 


Seq. ID 


OJ990414_ 


_02. 


9923 


.C112 


Gene No. 


51653 


Strand 


+ 








Start 


20211 


End 


20804 








Name 


OJ990414 02.9923.C112.o2.np 


Method 


AAT/NAP 








Start 


20232 


End 


20804 








GI 


6728861 


Score 


328 








Exons 


20232. .20804 












GI Descrip. 


(AC008113) F12A21.11 [Arabidopsis thaliana] 








Seq. No. 


24889 


.Seq. ID 


OJ990414_ 


_02. 


9923 


-C112 


Gene No. 


51654 


Strand 


+ 








Start 


'24112 


■ End 


25139 








Name 


OJ990414 02.9923.C112.o5.gs 


Method 


GENSCAN 








Start 


24112 


End 


25139 








GI 


none 


Score . 


.96 








Exons 


24112. .24798, 24876. .25139 












Seq. No. 


24889 


Seq. ID 


OJ990414_ 


_02. 


9923 


.C112 


Gene No. 


51655 


Strand 










Start 


20065 


End 


21007 








Name 


OJ990414 02.9923.C112.o2.gp 


Method 


AAT/GAP 








Start 


20065 


End 


X \J V / 








GI 


1193 1.R1084 


Score 


1726 








Exons 


20065. .21007 













24971 



GI Descrip. 1 6093830/sp | P80470 | PSBY_SPIOL 3.0e-16 PHOTOSYSTEM II CORE 

COMPLEX PROTEINS PSBY PRECURSOR (L-AME) [CONTAINS : PHOTOSYSTEM 
II PROTEIN PSBY-1; KD PHOTOSYSTEM II PROTEIN PSBY-2] >gi_3337435 
(AF060198) PsbY precursor; putative photosytem II peptide 
[Spinacia oleracea] 1 



Seq. No. 


24889 


Seq. ID 


OJ990414_02. 9923 


.C112 


Gene No. 


51656 


Strand 






Start 


21341 


End 


23277 




Name 


OJ990414 02.9923.C112.o4.gs 


Method 


GENSCAN 




Start 


21341 


End 


23277 




GI 


none 


Score 


.59 




Exons 


21341. .21390, 22079. .22220, 


22380. .22435, 22509 .. 22730 , 






23121. .23277 








Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923 


.C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02 . 9923 .CI 12 .o2 .tm 


Method 


TBLASTX: Maize 




Start 


16275 


End 


16475 




GI 


none 


Score 


320 




Exons 


16275. .16475, 16282.. 16473 








Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923 


.C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923.C112.o3.tc 


Method 


TBLASTX: Cress 




Start 


16279 


End 


16476 




GI 


none 


Score 


68 




Exons 


16279. .16329, 16335 .. 164 69, 


16336. .16476 




Seq. No. 


24889 


Seq. ID 


OJ990414JD2. 9923 


-C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923.C112.ol.ts 


Method 


TBLASTX : Soybean 




Start 


16291 


End 


19247 




GI 


none 


Score 


64 




Exons 


16291. .16332, 16333 .. 16659, 


16335. .16658, 1664 5 .. 16824 , 






16656. .16883, 19076. . 19234, 


19077. .19247, 19078. .19239 




Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923 


.C112 


Gene No. 


51657 


Strand ' 






Start " 


26313 


End 


26467 




Name 


OJ9904 14 02 . 9923 . CI 12 . oT'. tm 


Method 


TBLASTX: Maize 




Start 


16476 


End 


19247 




GI 


none 


Score 


528 




Exons 


16476. .16826, 16477 .. 16824 , 


19031. .19246, 19077. .19247 




Seq. No. 


24889 


Seq. ID 


OJ990414_02. 9923 


.C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02. 9923.C112.ol.tc 


Method 


TBLASTX: Cress 




Start 


16477 


End 


16829 




GI 


none 


Score 


459 




Exons 


16477. .16824, 16479. .16029 








Seq. No. 


24889 


Seq. ID 


OJ990414_02. 9923 


.C112 



24972 



• 



Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02. 9923.C112.o2. tc 


Method 


TBLASTX: Cress 




Start 


17642 


End 


17943 




GI 


none 


Score 


369 




Exons 


17642. .17938, 17 64 6 .. 17942, 


17646. .17939, 17650. .17943 




Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923.C112.o4.tc 


Method 


TBLASTX: Cress 




Start 


19088 


End 


19240 




GI 


none 


Score 


205 




Exons 


19088. .19234, 19089 .. 19238, 


19091. .19240 




Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand 






Start 


26313 " 


End 


26467 




Name 


OJ990414 02.9923.C112.ol.tw 


Method 


TBLASTX: Wheat 




Start 


19133 


End 


19259 




GI 


none 


Score 


193 




Exons 


19133. .19255, 19134. .19259 








Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923.C112.o3.trri 


Method 


TBLASTX: Maize 




Start 


20458 


End 


20833 




GI 


none 


Score 


40 




Exons 


20458. .20508, 20458. .20508, 


20477. .20560, 204 92 .. 20521, 






20492. .20566, 20508 .. 20567, 


20508. .205 


35, 20508. .20570, 






20573. .20644, 20628 20804 , 


20655. .20798, 20720 .. 20797, 






20720. .20794, 20747.. 20833 








Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand. 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923. C112.o2.ts 


Method 


TBLASTX : Soybean 




Start 


20477 


End 


20804 




GI 


none 


Score 


96 




Exons 


20477. .20620, 20508 20564 , 


20508. .20567, 20667 .. 20804, 






20691. .20798, 20717 .. 20797, 


20729. .20794 




Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand 






Start 


26313 


End 


26467 




Name 


OJ990414 02.9923.C112.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20477 


End 


20902 




GI 


none 


Score 


97 




Exons 


20477. .20563, 20508 .. 20564 , 


20652. .20804, 20720 20797, 






20749. .20805, 20872 .. 20901, 


20879. .20902 




Seq. No. 


24889 


Seq. ID 


OJ990414_02.9923. 


C112 


Gene No. 


51657 


Strand^ 






Start 


, 1 -i "i 

Z. DJ1J 


End 


26467 




Name 


OJ990414 02.9923.C112.o5.tc 


Method 


TBLASTX: Cress 




Start 


20486 


End 


20798 





24973 



GI 

Exons 



none Score 89 

20486. .20596, 20508 .. 20570, 20508 .. 20564 , 20643 .. 207 95 , 

20664. .20798, 20720 .. 2079*7 



Seq. No. 24889 

Gene No. 51657 

Start 26313 

Name OJ9904 14_02 . 9923 . C112 . 06 . gs 

Start 26313 

GI none 

Exons 26313. .26467 



Seq. ID OJ990414_02.9923.C112 
Strand 

End 26467 

Method GEN SCAN ' 

End 26467 

Score .49 



Seq. No. 24890 Seq. ID 

Gene No. 51658 Strand 

Start 80 End 

Name OJ990414_02 . 9923 . C113 . ol . gs Method 

Start 80 End 

GI none Score 

Exons 80.. 2 10 



OJ990414_02.9923.C113 
210 

GENSCAN 

210 

.44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24891 
51659 
1540 

OJ990714_05.9924.C2.o2.np 

1540 

3880303 



Seq. ID OJ990714_ 
Strand + 
End 11511 
Method AAT/NAP 
End 6213 
Score . 118 
1540. .1621, 3348. .3509, 4367. .4781, 6031. .6213 
(Z54238) T28C6.1 [Caenorhabditis elegans] 



05. 9924. C2 



24891 
51659 
1540 

OJ990714_05 . 9924 .C2 ,o2 .gs 

6059 

none 



Seq. ID OJ990714_05.9924.C2 



Strand 
End 

Method 

End 

Score 



+ 

11511 
GENSCAN 
11507 
.8 



6059. .6625, 8006. .8485, 8968. .9597, 9682. .9748, 9815.. 9925, 
10001.. 11507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24891 
51659 
1540 

OJ990714_05.9924 .C2.o3.np 
8232 
6899940 

8232.. 8260, 10885 .. 11331 , 11380.. 11511 

(AL138651) putative protein [Arabidopsis thaliana] 



Seq. ID OJ990714_05. 9924.C2 

Strand + 

End 11511 

Method AAT/NAP 

End 11511 

Score 194 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714 05. 9924. C2 



24891 
51660 
1 

OJ990714_05.9924.C2.ol.np 
1 

4191779 

1..231, 966.. 1053, 1892.. 2062 

(AC005917) puLacive recA protein [Arabidopsis thaliana J 



4892 
AAT/NAP 
2062 
482 



Seq. No. 



24891 



Seq. ID OJ990714 05. 9924. C2 



24974 



Gene No . 


51660 Strand 




Start 


1 End 


4892 


Name 


OJ990714_05 . 9924 . C2 . ol . gs Method 


GENSCAN 


b cart 


59 End 


4892 


GI 


none Score 


. 57 


Exons 


59.. 231, 966.. 1053, 1892.. 2109, 2672.. 


2729, 3296. . 3375, 




34 38. .3689, 4 41^. . 4553 , 4 836. . 4 8 92 




beg. no. 


^4891 Seq. ID 


OJ990714_05 . 9924 .C2 


Gene No . 


51661 Strand 




Start 


5506 End 


5713 


Name 


OJ990714_05. 9924 .C2.ol.ts Method 


TBLASTX: Soybean 


otart 


62 End 


1042 


GI 


none Score 


77 


Exons 


o^..^U8, bo. .146, /0..213, 84. .233, 98 


. .238, 964 . . 1041, 




9 DO . . 1042 




beq. No. 


24891 Seq. ID 


OJ990714 05. 9924. C2 


Gene No. 


51661 Strand 




Start 


5506 End 


5713 


Name 


OJ99Q714_05 . 9924 . C2 . ol . tc Method 


TBLASTX: Cress 


Start 


952 End 


2120 


GI 


none Score 


111 


Exons 


952. .1053, 962. .1054, 1892. .2107, 1896 


. .2057, 1902 . . 2120 


Seq. No. 


24891 Seq. ID 


OJ990714_05 . 9924 .C2 


Gene No. 


51661 Strand 




b cart; 


55Uo End 


5713 


Name 


OJ990714 05.9924.'C2.ol.gp Method 


AAT/GAP 


Start 


5506 End 


5713 




55o__l.R1084 Score 


208 


Exons 


5506 . . 5713 




GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 


Seq. No. 


24892 Seq. ID 


OJ990714_05 . 9924 -C3 


Gene No. 


51662 . Strand 


+ 


Start 


2691 End 


5012 


Name 


OJ990714 05.9924.C3.ol.gs Method 


GENSCAN 


Start 


2691 End 


5012 




none ' Score 


.67 


Exons 


2691. .2975, 4189. .4327, 4421. .4708, 4795. .4863, 4999. .5012 


Seq. No. 


24892 Seq. ID 


OJ990714_05. 9924.C3 


Gene No. 


51663 Strand 




Start 


4275 End 


10222 


Name 


OJ990714 05. 9924.C3-ol.np Method 


AAT/NAP 


Start 


4275 End 


8981 


GI 


4835244 Score 


139 


Exons 


4275. .4308, 6271. .6486, 6718. .6848, 8960. .8981 


GI Descrip. 


(AL049862) putative mitochondrial protein [Arabidopsis thaliana] 


Seq. No. 


24892 Seq. ID 


OJ990714_05. 9924.C3 


Gene No. 


51663 Strand 






a o n c f, i 




~tt* » ^ HiiU 


10222 


Name 


OJ990714 05. 9924.C3.ol.gp Method 


AAT/GAP 


Start 


5629 End 


5738 



24975 



GI 

Exons 



3763212 
5629. .5738 



Score 



146 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
'Name 
Start 
GI 

Exons 

GI Descrip. 



24892 
51663 
4275 

OJ990714_05.9924.C3.o2.gs 

5802 

none 



Seq. ID OJ990714_05.9924.C3 
Strand 

End 10222 

Method GENSCAN 

End 10222 

Score .51 



5802.. 6380, 6909.. 7044, 7960.. 8151, 9939.. 10038, 10099.. 10222 



24893 
51664 
565 

OJ990714_05. 9924 .C4 .ol.gs 

565 

none 



Seq. ID OJ990714_05. 9924 .C4 

Strand + 

End 6809 

Method GENSCAN 

End 6809 

Score .57 



565. .627, 1014. .1221, 2336. .2482, 2866. .3080, 3152. .3201, 
3773. .4167, 4275. .4469, 5517. .5729, 6653. .6809 



24893 
51664 
565 

OJ990714_05.9924.C4.o2.np 

2090 

4678262 



Seq. ID" OJ990714_05. 9924 .C4 

Strand + 

End 6809 

Method AAT/NAP 

End 4 592 

Score 586 



2090. .2141, 3689. .3832, 4183. .4592 

(AL04 9657) argininosuccinate synthase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990714_05.9924.C4 

Strand + 

End 6809 

Method AAT/NAP 

End 4592 

Score 588 



24893 
51664 
565 

OJ990714_05.9924.C4.ol.np 
3685 
4678262 
3685.. 3832, 4183.. 4592 

(AL04 9657) argininosuccinate synthase-like protein [Arabidopsis 
thaliana] 



24893 
51665 
8928 

OJ990714_05.9924.C4.o3.gp 

8928 

2428157 

8928. .9393 



Seq. ID OJ990714_05.9924.C4 

Strand + 

End 9393 

Method AAT/GAP 

End 9393 

Score 876 



Seq. No. 24893 Seq. ID 

Gene No. 51666 Strand 

Start 14991 End 

Name OJ990714_05. 9924 .C4 .o4 .gs Method 

Start 14991 End 

GI none Score 



OJ990714_05.9924.C4 
+ 

16396 
GENSCAN 
16396 
.66 



Seq. No. 



24893 



Seq. ID OJ990714_05. 9924 .C4 



24 976 



Gene No. 


51667 


Strand 


+ 




Start 


17974 


End 


22411 




Name 


OJ990714 05. 9924 .C4 .oS.gs 


Method 


GENSCAN 




Start 


17974 


End 


20321 




GI 


none 


Score 


.94 




Exons 


17974 .. 18071, 19417. .19551, 


19659. .19833, 19887 


. .20321 


Seq. No. 


24893 


Seq. ID 


OJ990714 


_05. 9924 ,C4 


Gene No. 


51667 


Strand 


+ 




Start 


17974 


End 


22411 




Name 


OJ990714 05.9924.C4.o4.np 


Method 


AAT/NAP 




Start 


19993 


End 


22411 




GI 


5902928 


Score 


226 




Exons 


19993. .20094, 20556 .. 20643, 


20760. .20869, 22390 


. .22411 


GI Descrip. 


(AB029509) small GTP-binding protein OsRac2 [Oryza sativa] 


Seq. No. 


24893 


Seq. ID 


OJ990714 


JDS. 9924. C4 


Gene No. 


51667 


Strand 


+ 




Start 


17974 


End 


22411 




Name 


, OJ990714 05.9924.C4.o4.gp 


Method 


AAT/GAP 




Start 


20556 


End 


20869 




GI ■ 


145 3.R1084 


Score 


286 




Exons 


20556. .20643, 20760. .20869 








GI Descrip. 


'5902928/dbj IBAA84493.il 1. 


Oe-121 (AB029509.) small GTP-binding 




protein OsRac2 [Oryza sativa] ' 






Seq. No. 


24893 


Seq. ID 


OJ990714 


_05.9924.C4 


Gene No. 


51668 


Strand 


+ 




Start 


30459 


End 


33984 




Name 


OJ990714 05.9924.C4.o7.gs 


Method 


GENSCAN 




Start 


30459 


End 


33924 




GI 


none 


Score 


.9 




Exons 


30459. .30461, 31023 .. 31191, 


31612. .32323, 32400 


. .32758, 




32824. .33023, 33098 .. 33287 , 


333S9..33463, 33537 


. .33613, 




33703.. 33924 








Seq. No. 


24893 


Seq. ID 


OJ990714 


_05.9924.C4 


Gene No. 


51668 


Strand 


+ • ' 




Start 


30459 


End 


33984 




Name 


OJ990714 05.9924.C4.o6.np 


Method 


AAT/NAP 




Start 


31062 


End 


33984 




GI 


6691716 


Score 


2429 




Exons 


31062. .31950, 32146 .. 32323, 


32400. .32502, 32579 


. .32758, 




32836. .33023, 33098 .. 33193, 


33343. .33463, 33537 


. .33984 


GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi | 6691717 | dbj | BAA89397 . 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


24893 


Seq. ID 


OJ990714_ 


JDS. 9924. C4 


Gene No. 


51669 


Strand 






Start 


1223 


End 


1823 




Name 


OJ990714 05.9924.C4.ol.gp 


Method 


AAT/GAP 




Start 


1223 


End 


1823 




GI 


none 


Score 


1169 














Seq. No. 


24893 


Seq. ID 


OJ990714_ 


_05.9924.C4 



24977 



+ # 



Gene No. 


51670 


Strand 






Start 


1998 


End 


3193 




Name 


OJ990714 05.9924.C4.o2.gp 


Method 


AAT/GAP 




Start 


1998 


End 


3193 




GI 


uC-osflm202113h08bl 


Score 


985 




Exons 


1998.. 2118, 2594.. 2681, 278£ 


3. .2850, 2934. .3193 




GI Descrip. 


' 4521194 /dbj |AB013613.1|AB013613 6.0e- 


-4 0 Oryza sativa DNA, 




centromere sequence RCB11 1 








Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51671 


Strand 






Start 


7747 


End 


16355 




Name 


OJ990714 05.9924.C4.o2.gs 


Method 


GEN SCAN 




Start 


7747 


End 


10515 




GI 


none 


Score 


.71 




Exons 


7747.. 8043, 8745. .8831, 8984. .9076, 9138.. 9308, 10429.. 


105 


Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51671 


Strand 






Start 


7747 


End 


16355 




Name 


OJ990714 05.9924.C4.o3.np 


Method 


AAT/NAP 




Start 


7750 


End 


16355 




GI 


2921304 


Score 


781 




Exons 


7750. .8045/ 15561. .16355 








GI Descrip. 


(AF033496) herbicide safener • binding protein [Zea mays] 




Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


-C4 


Gene No. 


51671 


Strand 






Start 


7747 


End 


16355 




Name 


OJ990714 05.9924.C4.o3.gs 


Method 


GENSCAN 




Start 


12028 


End 


12267 




GI 


none 


Score 


.41 




Exons 


12028. .12074, 12129. .12267 








Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51672 


Strand 






Start 


23946 


End 


28348 




Name 


OJ990714 05.9924.C4.o6.gs 


Method 


GENSCAN 




Start 


23946 


End 


28319 




GI 


none 


Score 


.51 




Exons 


23946. .26900, 27825 .. 27995, 


28088. .28231, 28269.. 28319 




Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51672 


Strand 






Start 


23946 


End 


28348 




Name 


OJ990714 05.9924.C4.o5.np 


Method 


AAT/NAP 




Start 


24228 


End 


28348 




GI 


6682245 


Score tft g 


.322 




Exons 


24228. .24287, 26217 .. 26759, 


28318. .28548 . 




GI Descrip. 


(AC016661) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


24893 


Seq. ID 


OJ990714_05.9924 


■ C4 


Gene No. 


51673 


Strand 






Start 


29615 


End 


30025 






GJ390714 05 . 3924 . C4 . o5 . gp 


Method 


AAT/GAP 




Start 


29615 


End 


30025 




GI 


5816562 


Score 


662 





24978 



Exons 29615. .30025 

GI Descrip. 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 



Seq. No. 24893 

Gene No. 51674 

Start 34317 

Name OJ990714_05 . 9924 . C4 . ol . ts 

Start 3675 

GI none 
Exons 



Seq. ID OJ990714_05.9924.C4 
Strand 

End 37263 

Method TBLASTX : Soybean 

End 4595 

Score 72 



3675.. 3818, 3691.. 3843, 3691.. 3960, 3692.. 3973, 3942.. 4088, 

3954. .4082, 3962. .4087, 4067. .4138, 4078. .4137, 4141. .4521, 

4141. .4431, 4161. .4511, 4304. .4513, 4459. .4533, 4497. .4580, 

4508. .4588, 4524. .4595 



Seq. No. 24893 

Gene No. 51674 

Start 34317 

Name OJ990714_05 . 9924 . C4 . ol . tm 

Start 3687 

GI none 
Exons 



Seq. ID OJ990714_05.9924.C4 
Strand 

End 37263 

Method TBLASTX : Mai ze 

End 4595 

Score 207 



3687. .3959, 3691. .3960, 3691. .3960, 3692 3973, 3692 .. 3970, 

3909. .4082, 3941. .4111, 3942. .4112, 4067. .4138, 4078. .4137, 

4096. .4140, 4141. .4521, 4142. .4516, 4158. .4529, 4524. .4595, 
4526.-4588 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24893 
51674 
34317 

OJ990714_05. 9924 .C4 .ol .tc 
3737 



OJ990714 05. 9924. C4 



none 

3737. 

3937. 

4141. 

4524. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

3910, 3751. .3912, 3776. .3871, 3781. .3909, 3911. .3943, 
4047, 3950. .4078, 3959. .4087, 3960. .4118, 4067. .4156, 
4260, 4161. .4259, 4219. .4521, 4294. .4518, 4296. .4520, 
4586 



37263 

TBLASTX: Cress 

4586 

163 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24893 
51674 
34317 

OJ990714_05.9924.C4.o6.tw 

7715 

none 



Seq. ID OJ990714_05.9924.C4 
Strand 
End 

Method 
End 
Score 



37263 

TBLASTX: Wheat 

15864 

238 



7715. .7864, 7741. .8037, 7748, .8035, 1557 1 15630, 15574 15627 , 
15666. .15863, 15666 .. 15863, 15667.. 15864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24893 
51674 
34317 

OJ990714_05.9924.C4.o8.tm 

7738 

none 



Seq. ID OJ990714_05.9924.C4 
Strand 
End 

Method 
End 
Score 



37263 

TBLASTX: Maize 

15624 

136 



7738. .7917, 7747. .7914, 7748. .7921, 7937. .8038, 7954. .8037, 
15574. .15624 



Seq. No. 
Gene No. 



24893 
51674 



Seq. ID 
Strand 



OJ990714 05. 9924. C4 



24979 



Start 


34317 




End 


37263 




Name 


OJ990714 05. 9924. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




.Start 


15666 




End 


16340 




GI 


none 




Score 


167 




Exons 


15666. . 15728, 15696 


. . 15761, 


15765. .15863, 15834 .. 15902, 






15921. . 16010, 16090 


. . 16254, 


16092. .16340, 16257.. 16328 




Seq. No. 


24893 




Seq. ID 


OJ990714_05. 9924 


-C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




Name 


OJ990714 05. 9924. C4 


,o5.ts 


Method 


TBLASTX : Soybean 




Start 


15666 




End 


16322 




GI 


none 




Score 


169 




Exons 


15666. .15782, 15873 


. . 15902, 


15909. .16007, 16101.. 16322 




Seq. No. 


24893 




Seq. ID 


OJ990714_05. 9924 


-C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




Name 


OJ990714_05.9924.C4 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start - 


15918 




End 


16334 




GI 


none 




Score 


63 




Exons 


15918. .16001, 15918 


. . 16004, 


16075. .16254, 16083 .. 16334 , 






16254. .16322 










Seq. No. 


24893 




Seq. ID 


OJ990714_05.9924 


. C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




Name 


OJ990714 05. 9924. C4 


. o6.tm. 


Method 


TBLASTX: Maize 




Start 


20554 




End 


20869 




GI 


none 




Score 


106 




Exons 


20554 . .20637, 20555 


. .20638, 


20555. .20644, 20556 20660, 






20757. .20798, 20759 


. .20869, 


20759. .20869 




Seq. No. 


24893 




Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




Name 


OJ990714_05.9924.C4 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20555 




End 


20869 




GI 


none 




Score 


152 




Exons 


20555. .20644, 20556 


. .20660, 


20569. .20655, 20759 .. 208 69, 






20800. .20865 










Seq. No. 


24893 




Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




Name 


OJ990714 05. 9924. C4, 


. o4 . ts 


Method 


' TBLASTX : Soybean 




Start 


20555 




End 


20869 




GI 


none 




Score 


153 




Exons 


20555. .20644, 20556 


. .20660, 


20755. .20865, 20757 .. 208 67 , 






20759. .20869, 20759 


. .20869 








Seq. No. 


24893 




Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51674 




Strand 






Start 


34317 




End 


37263 




•K7 


GJ990714 05 . 9924 . C4 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


24121 




End 


24934 




GI 


none 




Score 


141 





24980 




Exons 


24121 . . 


24255, 24122. 


. .24262, 


24123. .24296, 24 38 6 .. 24571, 






24391. . 


A 1 PTA Aj J A^ 

24579, 24393. 


. .24578, 


24554 . .24640, 24 636 .. 24 923, 






24649. . 


24912, 24656. 


. .24934 








Seq. No. 


24893 






Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


. OJ . ts 


Method 


TBLASTX : Soybean 




Start 


26467 






End 


2 d / b3 




GI 


none 






Score 


1 CO 

loo 




Exons 


26467. . 


26763, 26475. 


. . ZD/62 








Seq. No. 


24893 






Seq. ID 


OJ990714_05.9924 


. C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


, o9 . tw 


Method 


TBLASTX : Wheat 




Start 


31182 






End 


314 72 




GI 


none 






Score 


19 / 




Exons 


31182. . 


31472 










Seq. No . . 


24893 






Seq. ID 


OJ990714_05.9924 


. C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


08 . gs 


Method 


GENS CAN 




Start 


34317 






End 


36659 




GI 


none 






Score 


. 98 




Exons 


34317. . 


36659 










Seq. No. 


24893 






Seq. ID 


OJ990714_05.9924 


.C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


o7 .np 


Method 


AAT/NAP 




Start 


34320 






End 


37263 




GI 


5902445 




Score 


3990 




Exons 


34320. . 


35299, 35375. 


.37263 








GI Descrip. 


(AB030283) GAG-POL precursor 


■ [Oryza sativa] 




Seq. No. 


24893 






Seq. ID- 


OJ990714_05.9924 


. C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


34329 






End 


34943 




GI 


none 






Score 


85 




Exons 


34329. . 


34460, 34452. 


.34943, 


34654. .34782, 34834. .34923 




Seq. No. 


24893 






Seq. ID 


OJ990714_05.9924 


. C4 


Gene No. 


51674 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4 . 


o7.tm 


Method 


TBLASTX: Maize 




Start 


34368 






End 


34631 




GI 


none 






Score 


102 




Exons 


34368. . 


34469, 34369. 


.34470, 


34449. .34631, 34450. .34575 




Seq. No. 


24893 






Seq. ID 


OJ990714JD5.9924 


.C4 




c i cn a 

\y x u f *} 






Strand 






Start 


34317 






End 


37263 




Name 


OJ990714 05. 9924. C4. 


o9. tm 


Method 


TBLASTX: Maize 





24981 



Start 34713 End. 34986 

GI - none Score 55 

Exons 34713. .34799, 34809 34892, 34822 34896, 34887 34 985, 
34888. .34986 

Seq. No. 24893 Seq. ID OJ990714J)5 . 9924 . C4 

Gene No. 51674 Strand 

Start 34317 End 37263 

Name OJ990714_05 . 9924 . C4 . o4 . tw Method TBLASTX : Wheat 

Start 34945 End 35387 

GI none Score 207 

Exons 34945. .35307, 34 947 .. 35312, 3514 8 35312 , 35316.. 35387 

Seq. No. 24893 Seq. ID OJ990714_05 . 9924 .C4 

Gene No. 51674 Strand 

Start . 34317 End 37263 

Name OJ990714_05 . 9924 . C4 . o5 . tm Method TBLASTX : Maize 

Start 35139 End 35526 

GI none Score 172 

Exons 35139. .35330, 35140 35331, 35316 .. 35525/ 35317 .. 3552 6 

Seq. No. 24893 Seq. ID OJ990714_05 . 9924 . C4 

Gene No. 5167-4 ■ Strand 

Start 34317' r End 37263 

Name OJ990714_05 . 9924 . C4 . o7". tw Method TBLASTX: Wheat 

Start 35481 End 35822 

GI none Score 61 

Exons 35481. .35621, 35501 .. 35632, 35503 .. 35625 , 35675 .. 35785, 
35688.. 35822 

Seq. No. 24893 Seq. ID OJ990714_05 . 9924 . C4 

Gene No. 51674 Strand 

Start 34317 End 37263 

Name OJ990714_05 . 9924 . C4 . o2 . tw Method TBLASTX : Wheat 

Start 35838 End 36260 

GI none Score 235 

Exons 35838. .36260, 35914.. 36255 

Seq. No. 24893 Seq. ID OJ990714_05 . 9924 . C4 

Gene No. 51674 Strand 

Start 34317 End 37263 

Name OJ990714_05 . 9924 . C4 . 06 . ts Method TBLASTX : Soybean 

Start . 35881 End 36269 

GI none Score 122 

Exons 35881. .36129, 35883 36125, 36165 .. 36269, 36175.. 36261 

Seq. No. 24893 Seq. ID OJ990714_05 . 9924 . C4 

Gene No. 51674 Strand 

Start 34317 End ' 37263 

Name OJ990714_05 . 9924 . C4 . olO . tm Method TBLASTX : Maize 

Start 35934 End 36206 

GI none Score 133 

Exons * 35934. .36032, 36036.. 36206 

Seq. No. 24893 Seq. ID Oj 990/ 14_05 . 9924 . C4 

Gene No. 51674 Strand 

Start 34317 End 37263 



24982 



Name 

Start 

GI 

Exons 



OJ9907 14_05 . 9924 . C4 . 08 . tw Method 
36261 End 
none Score 



TBLASTX: Wheat 

36534 

59 



36261. .36356, 36264.-36467, 36438 36524 , 3644 1 36533, 
36469. .36534 



Seq. No. 24893 

Gene No. 51674 

Start 34317 

Name OJ990714_05 . 9924 .C4 .o2 . ts 

Start 36384 

GI none 

Exons 36384. .36884, 36724.. 36867 

Seq. No. 24893 

Gene No. 51674 

Start 34317 

Name OJ990714_05. 9924 .C4 .o4 . tm 

Start 36384 

GI none 
Exons 



Seq. ID OJ990714_05.9924.C4 
Strand 

End 37263 

Method TBLASTX : Soybean 

End 36884 

Score 129 



Seq. ID OJ990714_05.9924.C4 
Strand 

End 37263 

Method TBLASTX : Maize 

End 36816 

Score 55 



36384. .36410, 36408 .. 36479, 364 68 .. 36539, 36469 .. 3654 0, 
36558. .36815, "36561 . 36815, 36562.. 36816 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24893 
51674 
34317 

OJ990714_05. 9924 .C4 .o3. tw 

36538 

none 



Seq. ID- OJ990714_05. 9924 .C4 
Strand 

End 37263 

Method TBLASTX : Wheat 

End 36918 

Score 262 



36538. .36918, 36541 .. 36861, 36543.. 36917 



24894 
51675 
65 

OJ990714_05.9924.C7.ol.gs 
65 

none 
65. .167 



Seq. ID OJ990714_05.9924.C7 

Strand + 

End 167 

Method GEN SCAN 

End 167 

Score .72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



24895 
51676 
245 

OJ990714JD5.9924 .C8.ol.gs 

245 

none 



Seq. ID OJ990714_05. 9924 .C8 

Strand + 

End 2373 

Method GEN SCAN 

End 2373 

Score . 65 



245.. 377, 600.. 979, 1007.. 1807, 1923.. 2373 



24895 
51677 
3854 

OJ990714_05.9924.C8.o2.gs' 

3854 

none 

3854 . .4577, 4794. .4927 

24895 
51678 



Seq. ID OJ990714_05. 9924 .C8 

Strand +' 

End 4 927 

Method GENSCAN 

End 4927 

Score .48 



Seq. ID OJ990714_05. 9924.C8 
Strand + 



24983 



Start 
Name 
Start 
GI 

Exons 



7801 End 

OJ990714_05 . 9924 . C8 . o4-. gs Method 

7801 . End 

none Score 



12606 
GENSCAN 
12606 
.68 



7801. .8746, 8797. .8925, 9046. .9144, 9662. .10335, 104 67 .. 10750, 
10835. .11209, 11387. .11544, 11702 .. 11934 , 12115.. 12606 



Seq. No. 24895 Seq. ID 

Gene No. 51678 Strand 

Start 7801 End 

Name OJ990714_05 . 9924 . C8 . ol . np Method 

Start 9388 End 

GI 4416302 Score 

Exons 9388.. 10837, 10911.. 12606 

GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



OJ990714_05.9924.C8 
+ 

12606 
AAT/NAP 
12606 
3680 



Seq. No. 


24895 








Seq. ID 


OJ990714_05.9924 


.C8 


Gene No . 


51679 








Strand 






Start • 


5902 








End 


6767 




Name 


OJ990714 05. 


9924 


.C8 ,o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1398 








End 


1763 • 




GI 


none 








Score 


203 




Exons 


1398. .1763 














Seq. No. 


24895 








Seq. ID 


OJ990714_05. 9924 


.C8 


Gene No. 


51679.. 








Strand 






Start 


5902 








End 


6767 




Name 


OJ990714 05. 


9924 


.C8.o7. 


tm 


Method 


TBLASTX.r-Maize 




Start 


4160 * 








End 


4555 




GI 


none 








Score 


193 




Exons 


4160. .4450, 


4199 


. .4423, 


4472. 


.4555 






Seq. No. 


24895 








Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51679 








Strand 






Start 


5902 








End 


6767 




Name 


OJ990714 05. 


9924 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


5902 ' 








End 


6767 




GI 


none 








Score 


.93 




Exons 


5902. .5992, 


6582 


. .6667, 


6759. 


.6767 






Seq. No. 


24895 








Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51680 








Strand 






Start 


9580 








End 


10622 




Name 


OJ990714 05. 


9924 


.C8.o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


9580 








End 


9975 




GI 


none 








Score 


130 




Exons 


9580. .9699, 


9697 


. .9975, 


9697; 


.9972, 9705. .9974 





Seq. No. 24895 

Gene No. 51680 

Start 9580 

Name OJ990714_05 . 9924 . C8 . ol . tw 

Start 9739 

GI none 

Exons 9739..99S7, 9741.. 9368, 39; 

10036. .10095, 10126.. 10308 



Seq. ID OJ990714_05.9924.C8 
Strand 
End 

Method 
End 
Score 
. 10025, 



10622 

TBLASTX: Wheat 
10311 
261 

9999. . 10025, 10027 .. 10311, 



24984 




Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51680 




Strand 






Start 


9580 




End 


10622 




Name 


OJ990714_05.9924.C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


9975 




End 


10622 




GI 


none 




Score 


106 




Exons 


9975. . 10049, 9976. . 


10047, 10047.. 10385 


, 10048. .10389, 






10385. . 10585, 10389 


. . 10598, 


10389. .10622 




Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51680 




Strand 






Start 


9580 




End 


10622 




Name 


OJ990714 05. 9924. C8 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


10156 




End 


10577 




GI 


none 




Score 


169 




Exons 


10156. . 10365, 10395 


. . 10577 








Seq. No. 


24895 




' Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51680 




Strand 






Start 


9580 




End 


10622 




Name 


OJ990714 05. 9924. C8 


. o4.tw 


Method 


TBLASTX: Wheat 




Start 


10386 




End 


10598 




GI 


none 




Score 


73 




Exons 


10386. . 10436, 10436 


. .10585, 


1044 9. .10598, 1044 9. .10598 




Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51681 




Strand 






Start 


10908 




End 


11703 




Name 


OJ990714 05. 9924. C8 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10908 




End 


11237 




GI 


none 




Score 


407 




Exons 


10908. .11237, 10944 


. .11234, 


10946. .11236 




Seq. No. 


24895 




Seq. ID 


OJ990714_05. 9924 


.C8 


Gene No. 


51681 




Strand 






Start ■ 


10908 




End 


11703 




Name 


OJ990714 05. 9924. C8 


. ol . ts 


• Method 


TBLASTX: Soybean 




Start 


10970 




End 


11575 




GI 


5509260 




Score 


226 




Exons 


10970. . 11191, 10971 


. .11189, 


10971. .11201, 11195. .11533, 






11196. .11534, 11531 


. . 11575, 


11534.. 11575 




GI Descrip. 


— 










Seq. No. 


24895 




Seq. ID 


, "OJ990714_05.9924 


.C8 


Gene No. 


51681 




Strand 






Start 


10908 




End 


11703 




Name 


OJ990714 05. 9924. C8 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11096 




End 


11563 




GI 


none 




Score 


87 




Exons 


11096. .11188, 11112 


. .11189, 


11199. .11534, 11218. . 11535, 






11219. .11533, 11531 


. .11563 








Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51681 




Strand 






Start 


i nnno 

J- V \J <J 




End 


11703 




Name 


OJ990714 05. 9924. C8. 


,o2. tc 


Method 


TBLASTX: Cress 




Start 


11178 




End 


11459 





. 24985 



GI 


none 




Score 


196 




Exons 


11178. .11459, 11183. 


. 11440 








Seq. No. 


24895 




Seq. ID 


OJ990714_05. 9924 


.C8 


Gene No. 


51681 




Strand 






Start 


10908 




End 


11703 




Name 


OJ990714 05. 9924. C8-. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


11238 




End 


11703 




GI 


. none 




Score 


385 




Exons 


11238. . 11534, 11240 . 


. 11593, 


11332. .11535, 11336. .11542, 






11531. .11635, 11533. 


. 11628, 


11590. .11700, 11635. .11703, 






11645. . 11701 










Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


. C8 


Gene No. 


51682 




Strand 






Start 


11725 




End 


11928 




Name 


OJ990714_05 . 9924 . C8 . 


06. tm 


Method 


TBLASTX: Maize 




Start 


11725 




End 


11928 




GI 


none 




Score 


236 




Exons 


11725. . 11928, 11745 . 


. 11927 








Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


.C8 


Gene No. 


51683 




Strand 






Start 


11929 




End 


12612 




Name 


OJ990714_05 . 9924 . C8 . 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11929 




End 


12612 




GI 


none 




Score 


978 




Exons 


11929. . 12612, 11938 . 


. 12228, 


11940. .12539, 12295.. 12612 




Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


. C8 


Gene No. 


51683 




Strand 






Start 


11929 




End 


12612 




Name 


OJ990714_05 . 9924 .C8 . 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


11947 




End 


12588 




GI 


none 




Score 


281 




Exons 


11947. . 12345, 12156. 


. 12335, 


12355.. 12588 




Seq. No. 


24895 




. Seq. ID 


OJ990714_05.9924 


. C8 


Gene No. 


51683 




Strand 






Start 


11929 




End 


12612 




Name 


OJ990714_05 . 9924 .C8 . 


ol . tc 


Method 


TBLASTX: Cress 




Start 


12127 




End 


12585 




GI 7; 


none .. 




Score 


59 




Exons 


12127'. . 12204, 12220. 


. 12354, 


12373.. 12585 




Seq. No. 


24895 




Seq. ID 


OJ990714_05.9924 


. C8 


Gene No. 


51683 




Strand 






Start 


11929 




End 


12612 




Name 


OJ990714 05. 9924. C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12136 




End 


12540 




GI 


none 




Score 


126 




Exons 


IzlJb. . 1zj4Z; ±zz4U. 




12364. .12540, 12423.. 12539 




Seq. No. 


24896 




Seq. ID 


OJ990714_05. 9924 


.C9 


UCIIC V*\J . 


r i /- r>, a 
J 1004 




Strand 


+ 




Start 


175 




End • 


5709 




Name 


OJ990714_05.9924.C9. 


ol.gs 


Method 


GENS CAN 





24986 




Start 


175 


End 


1835 


GI 


none 


Score 


.78 


Exons 


175... 1105, 1126. .1835 






Seq. No. 


24896 


Seq. ID OJ990714 05. 9924. C9 


Gene No. 


51684 


Strand 


+ 


Start 


175 


End 


5709 


Name 


OJ990714 05.9924.C9.ol.np 


Method 


AAT/NAP 


Start 


1066 


End 


5709 


GI 


4263831 


Score 


617 


Exons 


1066. .1085, 3604. .4575, 4687. 


.5038, 1 


5306. .5709 


GI Descrip. 


(AC006067) putative retroelement pol 


polyprotein [Arabidopsis 



thaliana] 



Seq. No. 24896 

Gene No. 51684 

Start 175 

Name OJ990714_05 . 9924 .C9. o2.gs 

Start 2538 

GI none 

Exons 2538.. 2599, 2766.. 2877, 3187, 
5116. .5453 



Seq. ID OJ990714JD5.9924.C9 

Strand + 

End 5709 

Method GENSCAN 

End 5453 

Score .58 

.3269, 3S75..3938, 3971.. 4801, 



Seq. No. 24896 Seq. ID 

Gene No. 51684 Strand 

Start 175 End 

Name OJ9907 14_05 . 9924 . C9 . o2 . np Method 

Start 3595 End 

GI '4378066 Score 

Exons 3595.. 5709 

GI Descrip. (AF098806) polyprotein [Sorghum .bicolor] 

gi| 4 680208 | gb | AAD27571 . 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



OJ990714_05.9924.C9 

+- 

5709 
AAT/NAP 
5709 
870 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24896 
51684 
175 

OJ990714_05.9924.C9.ol.tw 

3615 

none 



Seq. ID OJ990714_05.9924.C9 



Strand 
End 

Method 

End 

Score 



+ 

5709 

TBLASTX: Wheat 

3951 

415 



3615.. 3950, 3623.. 3949, 3627.. 3950, 3634.. 3951 



Seq. No. 24896 

Gene No. 51684 

Start 175 

Name OJ990714_05, 9924 . C9 . o2 . tm 

Start 3618 

GI none 

Exons 3618.. 3836, 3618.. 3818, 3623.-3835 



Seq. ID OJ990714_05.9924.C9 



Strand 
End 

Method 
End 
Score 



+ 

5709 

TBLASTX: Maize 

3836 

270 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24896' 
51684 
175 

OJ990714JD5 . 9924 . C9 . ol . tm 

-D o o n 

JU J f 

none 



Seq. ID OJ990714_05.9924.C9 



Strand 
End 

Method 

End 

Score 



+ 

5709 

TBLASTX: Maize 

42 97 

162 



3837. .3950, 3839. .3949, 3955. .4296, 3962.-4297 



24987 




Seq. No.' 


24896 








-Seq. ID 


OJ990714_05.9924.C9 


Gene No. 


51684 








Strand 


+ 


Start 


175 








End 


C ^ ft ft 

5/09 


Name 


ATftftATI A ft C 

OJ990714 05. 


ft ft ft / 


r*ft * ft 

. C9 . o2 . 


tw 


Method 


TBLASTX : Wheat 


Start 


ft ft C ft 

3953 








End 


A "D C C 

4 3dd 


GI 


none 








Score 


ft 1 c 

215 


Exons 


one o Aftoo 
3953 . . 42oo , 


3yoo 


A ft A O 

. . 424 o , 


A ft O O 

42o J 


A ft C C 

. . 4 ODD 




Seq. No. 


24896 








Seq. ID 


OJ990714_05.9924 .C9 


Gene No. 


51684 








Strand 


+ 


Start 


1 /O 








End 


5709 


Name 


OJ990714 05. 


ft ft ft A 

9924 


r*ft i 
. C9 . ol . 


ts 


Method 


TBLASTX : Soybean 


Start 


3983 








End 


4453 


GI 


none 








Score 


210 


Exons 


OQOO A ft C A 

oyoo . . 42o4 , 


4 U21 


^ ft A C 

. .424 3, 


A O CO 

42 bo 


..4453, 4309. .4422 


Seq. No. 


24896 




- 




Seq. ID 


OJ990714_05.9924.C9 


Gene No. 


51684 








Strand 


+ 


Start 


1 *"7 C 

175 








End 


5709 


Name , 


OJ990714 05. 


ft ft ft A 

9924 


. C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


4604 








End 


4986 




none 








Score 


136 


Exons 


A C ft A A 1 A 1 

4 604 . . 4741, 


A C ft C 

4 606 


.. .4737, 


4762 


..4932, 4763. .4930, 4927. .4986 


Seq. No. 


ft A ft ft f~ 

24896 








Seq. ID 


OJ990714_05.9924.C9 


Gene No . 


51684 








Strand 




Start 


175 








End 


5709 


Name 


OJ990714 05. 


9924 


,C9.o3. 


np 


Method 


AAT/NAP 


Start 


5345 








End 


5709 


GI 


629693 








Score 


211 


Exons 


5345. .5709 












GI Descrip. 


probable integrase - common 


tobacco (fragment) 




gi | 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana taba< 


Seq. No. 


24896 








Seq. ID 


OJ990714_05.9924.C9 


Gene No. 


51684 








Strand 


+ 


Start 


175 








End 


5709 


Name 


OJ990714 05. 


9924 


,C9.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


5383 








End 


5663 


GI 


none 








Score 


124 


Exons 


5383.-5523, 


5529 


. .5663, 


5570 


..5662 




Seq. No. 


24897 








Seq. ID 


OJ990714_05.9924 .Cl( 


Gene No. 


51685 








Strand 


+ 


Start 


1 








End 


466 


Name 


OJ990714 05. 


9924 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


466 


GI 


4544372 








Score 


177 


Exons 


1. .466 













GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 24897 Seq. ID OJ990714_05 . 9924 . C10 

Gene No. 51696 Strand + 

Start 5822 End 7071 

Name OJ990714 05 . 9924 . C10 . o2 . tw Method TBLASTX: Wheat 



24988 




Start 


43 




End 


451 


GI 


none 




' Score 


77 


Exons 


43 - . 17 4, 194.. 451, -259 . 


. 417 






Seq. No. 


24897 




Seq. ID 


OJ990714 05. 9 92 4. C10 


Gene No. 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ990714 05 . 9924 . CIO . Ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


227 




End 


466 


GI 


none 




Score 


237 


Exons 


227. .466, 229. .399, 436 


A £ C 

. . 4 65 






Seq. No. 


24897 




Seq. ID 


OJ990714 05. 9 92 4. C10 


Gene No. 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ9907 14_05 . 9924 . CIO . o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


5741 




End 


6106 


GI 


none 




Score 


191 


Exons 


5741 . . 6106 








Seq. No. 


24897 ' 




Seq. ID 


OJ990714_05. 9924 .C10 


Gene No. 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ990714__05 . 9924 . CIO .o3 , 


.gs 


Method 


•GENSCAN 


Start 


5822 




End 


. 6925 


GI 


none 




Score 


. 55 


Exons 


r* o /"\ -i r- /~ *~\ /~ s~ /""AAA 

5822. .6150, 6266. .6444, 


6644 . 


. 6925 




Seq. No. 


24897 




Seq. ID 


OJ990714_05 . 9924 .C10 


Gene No. 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ990714 05. 9924. CIO. o3. 


.np 


Method 


AAT/NAP 


Start 


5898 




End 


7071 


GI 


4544372 




Score 


377 


Exons 


5898. .6050, 6352. .7071 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 








Seq. No. 


24897 




Seq. ID 


OJ990714_05. 9924. C10 


Gene No. 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ990714 05. 9924. CIO. ol. 


,tw 


Method 


TBLASTX: Wheat 


Start 


6676 _ 




End 


7071 


GI 


none 




Score 


81 


Exons 


6676.. 6732, 6681.. 6722, 


6727. 


.6870, 6735. .6866, 6736. .6870, 




6858. .7028, 6865. .7071, 


6865. 


.7071 




Seq. No. 


24897 




Seq. ID 


OJ990714_05. 9924. C10 


Gene No . 


51686 




Strand 


+ 


Start 


5822 




End 


7071 


Name 


OJ990714 05. 9924. C10. ol. 


tm 


Method 


TBLASTX : Maize 


Q-|- -3 y-j- 


6730 




End 


6986 


GI 


none 




Score 


175 


Exons 


6730. .6870, 6735. .6866, 


,6739. 


.6870, 6858. .6986, 6864. .6980, 












Seq. No. 


24898 




Seq. ID 


OJ990714_05. 9924 .Cll 



24989 



Gene No. 51687 Strand 

Start 89 End 

Name OJ9907 14_05 . 9924 . Cll . ol . gs Method 

Start 89 End 

GI none Score 

Exons 89.. 605 



+ 

2640 
GENSCAN 
605 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24898 



Seq. ID OJ990714 05.9924.C11 



51687 Strand + 

89 End 2640 

OJ990714_05 . 9924 . CI 1 . ol . np Method AAT/NAP 

497 End 1687 

4544372 Score 565 
497. .1687 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24898 Seq. ID 

51687 Strand 
89 End 
OJ990714_05 . 9924 . Cll . o2 . np Method 
574 End 
629693 Score 
574. .1690, 2596. .2640 

probable integrase - common tobacco (fragment) 

gi I 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ990714_05. 9924. Cll 
+ 

2640 
AAT/NAP 
2640 
517 



24898 Seq. ID 

51687 Strand 

89 End 
OJ990714_05 . 9924 . Cll . o2 . gs Method 

815 End 

none Score 
815. .1708 



OJ990714_05. 9924. Cll 
+ 

2640 
GENSCAN 
1708 
.98 



Seq. No. 24898 Seq. ID 

Gene No. 51688 Strand 

Start 2106 End 

Name OJ9907 14_05 . 9924 . CI 1 . o2 . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 256, 3.. 254 



OJ990714_05. 9924 . Cll 
12891 

TBLASTX : Soybean 

256 

201 



Seq. No. 24898 Seq. ID 

Gene No. 51688 Strand 

Start 2106 End 

Name OJ990714_05 . 9924 . Cll . o2 . tw Method 

Start 18 End 

GI none Score 

Exons 18. .380, 29. .94, 128. .265 



OJ990714_05. 9924 .Cll 
12891 

TBLASTX: Wheat 

380 

191 



Seq. No. 
Gene No. 
Start 

KT am o 

Start 
GI 



24898 
51688 
2106 

ATOf 
v/u -/ _ 

705 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990714_05. 9924. Cll 
12891 

TBLASTX: Maize 

1084 

53 



24990 



Exons 


705 . . 827, 860 . . 1084 








Seq. No. 


24898 




Seq. ID 


OJ990714_05 . 9924 .CI 1 


Gene No. 


51688 




Strand 




Start 


2106 




End 


12891 


Name 


OJ990714_05.9924.Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


1 f\ o 




End 


1105 


GI 


none 




Score . 


60 


Exons 


708. .830, 830. .1105 








Seq. No. 


24898 




Seq. ID 


OJ990714_05 . 9924 . Cll 


Gene No. 


51688 




Strand 




Start 


2106 




End 


12891 


Name 


OJ990714 05.9924.Cll.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


862 




End 


1228 


GI 


none 




Score 


168 


Exons 


862. .945, 863. .1120, 1187. .1228 




Seq. No. 


24898 




Seq. ID 


OJ990714_05 . 9924 . Cll 


Gene No. 


51688 




Strand 




Start 


2106 




End 


12891 


Name 


OJ990714 05.9924.Cll.ol 


.tw 


Method 


TBLASTX: Wheat ■ 


Start 


1265 




End 


1672 


GI 


none 




Score 


216 


Exons 


1265.. 1672, 1495. .1638 








Seq. No. 


24898 




Seq. ID 


OJ990714_05 . 9924 . Cll 


Gene -No . 


51688 




Strand 




Start 


2106 




End 


12891 


Name 


OJ990714 05.9924.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


1448 




End 


1698 


GI 


none 




Score 


240 


Exons 


1448. .1693, 1450. .1581, 


1660. 


.1698 




Seq. No. 


24898 




Seq. ID 


OJ990714 05 . 9924 .Cll 


Gene No . 


51688 




Strand 




Start 


2106 




End 


12891 


Name 


OJ990714 05.9924.Cll.o3, 


.gs 


Method 


GENSCAN 


Start 


2106 




End 


12891 


GI 


none 




Score 


.64 


Exons 


2106.. 2759, 2842.. 2955, 


3235. 


.3364, 3739. .4146, 4234. .4333, 




4595. .5129, 5226. .5356, 


5546. 


.5781, 7209. .7348, 7383. .7448, 



7610. .7725, 7774. .7939, 8017. .8657, 8994. .9306, 9575. .9645, 
9895. .10130, 10988. .11192, 12003 .. 12085, 12815.. 12891 



Seq. No. 24899 Seq. ID 

Gene No. 51689 Strand 

Start 1055 End 

Name OJ990714_05 . 9924 . C12 . ol . gp Method 

Start 1055 End 

GI uC-osflcyp033a04bl Score 

Exons 1055.. 1436 

GI Descrip. ' 601684 5/dbj | AP000570 . 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ990714_05.9924.C12 
+ 

1436 
AAT/GAP 
1436 
631 



Seq. No. 
Gene No. 



24899 
51690 



Seq. ID 
Strand 



OJ990714 05.9924.C12 



24991 




Start 


1 


End 


5221 


Name 


OJ990714_05.9924.C12.o2.np 


Method 


AAT/NAP 


Start 


1 


bna 


3517 


GI 


4680203 


Score 


542 


Exons 


1 . . 23/ 2886. . 3517 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


24899 


Seq. ID 


OJ990714 


Gene No. 


51690 


Strand 




o tar l. 


1 


End 


R 0 0 1 


Name 


OJ990714 05.9924.C12.ol.np 


Method 


AAT/NAP 


Start 


988 


End 


5221 


GI 


4680186 


Score 


349 


Exons 


988. .1188, 2028. .2082, 5159.. 


5221 




GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24899 



Seq. ID OJ990714 05.9924.C12 



51690 Strand 
1 " End 
OJ990714_05.9924.C12.ol.tw Method 
2887 ^ End 

none Score 
2887.. 3078, 2888.. 3070, 3061.. 3162 



5221 

TBLASTX: Wheat 

3162 

148 



Seq. No. 


24900 






Gene No. 


51691 






Start 


4925 






Name 


OJ990714 05. 


9924. 


C13.o2.gs " 


Start 


4925 






GI 


none 






Exons 


4925. .5085, 


5181. 


.5241, 5345 




6777. .6864, 


7335. 


.7445, 9312 




10876. .10951 


., 11995. .12131 


Seq. No. 


24900 






Gene No. 


51691 






Start 


4925 






Name 


OJ990714 05. 


9924. 


C13.ol.gp 


Start 


5022 






GI 


none 






Exons 


5022. .5085, 


5181. 


.5353, 5547 


Seq. No. 


24900 






Gene No. 


"51692 






Start 


48 






Name 


OJ990714 05. 


9924. 


C13.ol.gs 


Start 


48 






GI 


none 






Exons 


48. .98, 485. 


.685, 


909. .1258, 




3300. .3615, 


3972. 


.4037 



Seq. ID OJ990714_05.9924.C13 

Strand + 

End 12131 

Method GENSCAN 

End 12131 

Score .74 

.5507, 5547.. 5630, 5989.. 6043, 
.9503, 10090. .10187, 10598 10766, 



Seq. ID OJ990714_05.9924.C13 

Strand + 

End 12131 

Method AAT/GAP 

End 7438 

Score 7 62 



Seq. ID OJ990714_05.9924.C13 
Strand 

End 64 62 

Method GENSCAN 

End 4037 

Score .49 



Seq. No. 
Gene No. 
Start 

Start 
GI 



24900 
51692 
.48 

OJ990714_05. 9924 .C13.ol.np 
443 

3242717 



Seq. ID 

-Strand 
End 

Method 

End 

Score 



OJ990714_05.9924.C13 

6462- 
AAT/NAP 
3546 
150 



24992 



Exons 



443. .647, 925;. 1091, 3478. .3546 



GI Descrip. 


(AC003040) 


putative GDSL-motif lipase/hydrolase [Arabidopsi 




thaliana] 












Seq. No. 


24900 








Seq. ID 


OJ990714_05.9924.C13 


Gene No. 


51692 








Strand 




Start 


4.8 








End 


6462 


Name 


ojyyo/14 05 


. 9924 , 


.C13.o2 


.np 


Method 


AAT/NAP 


Start 


2310 






End 


6462 


GI 


6691191 








Score 


329 


Exons 


2310 . . 2834 , 


6397 . 


. .6462 








GI Descrip. 


(AC007534 ) 


F7F22 , 


.15 [Arabidopsis thaliana] 


Seq. No. 


24900 








Seq. ID 


OJ990714_05. 9924 .C13 


Gene No. 


51693 








Strand 




Start 


10626 








End 


11061 


Name 


OJ990714 05 


.992'4. 


■C13.o3 


. QP 


Method 


AAT/GAP 


Start 


10626 








End 


11061 


GI 


none 








Score 


828 


Exons 


10626. .11061 










Seq. No. 


24900 








Seq. ID 


OJ990714 05.9924.C13 


Gene No. 


51694 








Strand 




Start 


13763 








End 


16726 


Name 


OJ990714 05 


.9924.C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2326 








End 


2677 


GI 


none 








Score 


74 


Exons 


2326. .2583, 


2342. 


.2458, 


2597. 


.2677 




Seq. No. 


24900 








Seq. ID 


OJ990714_05.9924.C13 


Gene No. 


51694 








Strand 




Start 


13763 








End 


16726 


Name 


OJ990714 05 


.9924. 


C13.o2, 


.ts 


Method 


TBLASTX: Soybean 


Start 


2326 








End 


2677 


GI 


none 








Score 


69 


Exons 


2326. .2367, 


2367. 


.2387, 


2404. 


.2583, 25 


82. .2677 


Seq. No. 


24900 








Seq. ID 


OJ990714_05.9924.C13 


Gene No. 


51694 








Strand 




Start 


13763 








End 


16726 


Name 


OJ990714 05 


.9924.C13.ol, 


, tm 


Method 


TBLASTX: Maize 


Start 


5233 








End 


10808 


GI 


none 








Score 


206 


Exons 


5233. .5376, 


5237. 


.5353, 


5544. 


.5630, 5544. .5630, 5546. .5632, 




5546. .5635, 


6820. 


.6867, 


7208. 


.7252, 7344. .7448, 7358. .7447, 




9303. .9503, 


9303. 


.9503, 


10087 


. .10197, 


10090. . 10188, 




10094. .10189, 10568.. 10E 


J07, 10596.. 10808 


Seq. No.. 


24900 








Seq. ID 


OJ990714_05. 9924 .C13 


Gene No. 


51694 








Strand 




Start 


13763 








End 


16726 


Name 


OJ990714 05 


.9924. 


C13.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5234 








End 


9449 


GI 


none 








Score 


181 


T7>,, 


5234 . . 5362, 


5236 . 


. 5400, 


5544 . 


.5633, 5549. .5635, 7323. .7448, 




7332. .7445, 


7334. 


.7450, 


9314. 


.9448, 9315. .9449 



24993 



Seq. No. 24900 

Gene No. 51694 

Start 13763 

Name OJ990714_05 . 9924 .C13 . ol . tc 

Start 9410 

GI none 
Exons 



Seq. ID. OJ990714_05.9924.C13 
Strand 

End 16726 

Method TBLASTX : Cress 

End 10764 

Score 132 



9410.. 9502, 9414.. 9503, 10090 10188, 10092 .. 10187, 
10602. .10763, 10613. .10762, 10618.. 10764 



Seq. No. 


"1 A A A A 

2.4 900 


Gene No. 


51694 


Start 


13763 


Name 


OJ99U/14 Uo.99z4.C13.oJ.gs 


Start 


13763 


GI 


none 


Exons 


13763 .. 14005, 14303 .. 14506, 1 


Seq. No. 


24901 


Gene No. 


51695 


Start 


1446 


Name 


OJ990714_05. 9924.C14.ol.np 


Start 


144 6 


GI 


4680183 


Exons 


1446.-. 1535 


GI Descrip. 


(AF111709) gag-pol protein [0: 


Seq. No. 


24901 


Gene No. 


51696 


Start 


6502 


Name 


/^TAAATIjI AC AAOjI /~i 1 a _ *■) 

OJ990714 05 . 9924 . C14 . o2 . np 


Start 


6478 


GI 


4191779 


Exons 


6478.. 6888, 7061.. 7198, 8455. 


GI Descrip. 


(AC005917) putative recA prot< 


Seq. No. 


24901 


Gene No. 


51696 


Start 


6502 


Name 


OJ990714_05. 9924 . CI 4 . o2 . gs 


Start 


6502 


GI 


none 


Exons 


6502. .6888, 7061. .7195 


Seq. No. • 


24901 


Gene No. 


51696 


Start 


6502 


Name 


OJ990714 05.9924.C14.ol.tm 


Start 


6628 


GI 


none 


Exons 


6628.-6738, 6736. .6894, 6740. 




7071. .7169 


Seq. No. 


24901 


Gene No. 


51696 


Start 


C C A O 


Name 


OJ990714 05.9924.C14.ol.ts 


Start 


6715 



Seq. ID OJ990714_05.9924.C13 
Strand 

End 16726 

Method GENSCAN 

End 16726 

Score .7 



Seq. ID -OJ990714_05.9924.C14 

Strand + 

End 1535 

Method AAT/NAP 

End 1535 

Score 123 



Seq. ID OJ990714_05.9924.C14 
Strand 

End 8505 

Method AAT/NAP 

End 8505 

Score 414 



Seq. ID OJ990714_05.9924.C14 
Strand 

End 8505 

Method - GENSCAN 

End 7195 

Score .94 



Seq. ID OJ990714_05.9924.C14 
Strand 

End 8505 

Method TBLASTX : Mai ze 

End 7169 

Score 95 



Seq. ID OJ990714_05.9924.C14 
Strand 

End 8oUo 

Method TBLASTX : Soybean 

End 7186 



24994 



GI 

Exons 



none Score 7 8 

6715.. 6894, 6734.. 6868, 6745.. 6891, 7049.. 7186, 7062.. 7178 



Seq. No. 24902 

Gene No. 51697 

Start 43 

Name OJ990604_06 . 9920 . CI . ol . gs 

Start 43 

GI none 

Exons 43.. 132 



Seq. ID OJ990604_06.9920.C1 
Strand 

End 132 

Method GEN SCAN 

End 132 

Score . 67 



Seq. No. 24903 

Gene No. 51698 

Start 100 

Name OJ990604_06. 9920.C2.ol .tm 

Start 69 

GI none 

Exons 69.. 359, 70.. 360 



Seq. ID OJ990604_06.9920.C2 

Strand + 

End 667 

Method TBLASTX : Mai ze 

End 360 

Score 313 



Seq. No. 24903 

Gene No. 51698 

Start 100 

Name . OJ990604_06 . 9920 . C2 . ol . tw 
Start . *>-• 69 

GI none 

Exons 69.. 362, 70.. 366, 328.. 429 



Seq. ID OJ990604_06.9920.C2 

Strand + 

End . 667 

Method TBLASTX : Wheat 

End 429 

Score 184 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24903 
51698 
100 

OJ990 604_06 . 9920 . C2 . ol . ts 
82 

none 



Seq. ID OJ990604_06.9920.C2 

Strand + 

End 667 

Method TBLASTX : Soybean 

End 503 

Score 204 



82. .327, 82. .288, 84. .332, 328. .486, 372. .503 



Seq. No. 24903 

Gene No. 51698 

Start 100 

Name OJ990604_06 . 9920 . C2 . ol . gs 

Start 100 

GI none 

Exons 100.. 177, 612.. 667 



Seq. ID OJ990604_06.9920.C2 

Strand + 

End 667 

Method GENSCAN 

End 667 

Score .47 



Seq. No. 24904 

Gene No. 51699 

Start 774 

Name OJ990604_06 . 9920 . C4 . ol . gs 

Start 774 

GI none 

Exons 774.. 1114 



Seq. ID ' OJ990604_06.9920.C4 
Strand 

End 1114 
Method GENSCAN 
End 1114 
Score .94 



Seq. No. 
Gene No. 
Start 
Nam ^ 
Start 
GI 



24905 
51700 
336 



.J ^/ \J \J \J U K> . 3 VJ . ,J . (J L . lip 



336 

6063554 



Seq. ID OJ990604_06. 9920.C5 
Strand 

End . 661 

Method AAT/NAP 

End 661 

Score 127 



24 995 




Exons 336.. 509, 613.. 661 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


24905 


Seq. ID 


OJ990604_06.9920.C5 


Gene No. 


51700 


Strand 




Start 


336 


End 


661 


Name 


OJ990604 06.9920.C5.o2.gp 


Method ■ 


AAT/GAP 


Start 


496 


End 


661 


GI 


2428185 


Score 


272 


Exons 


496. .661 






GI Descrip. 


5852170/emb|AL117265. 1 IOST17804 1.0e-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAC clone:tl7804 


Seq. No. 


24906 


Seq. ID 


OJ990604_06.9920.C6 


Gene No. 


51701 


Strand 


+ 


Start 


387 


End 


941 


Name 


OJ990604 06.9920. C'6.ol.gs 


Method 


GENSCAN 


Start 


387 


End 


711 




none 


Score 


.82 


Exons 


387.. 513, 708.. 711 






Seq. No. 


24906 


Seq. * ID 


OJ990604 06. 9920. C6 


Gene No. 


51701 


Strand 


+ 


Start 


387 


End 


941 


Name 


OJ990604 06.992Q.C6.ol.np 


Method 


AAT/NAP 


Start 


398 


End 


941 


GI 


5295955 


Score 


151 


Exons 


398. .513, 911. .941 






bi Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


24907 


Seq. ID 


OJ990604_06.9920.C7 


Gene No. 


51702 


Strand 


+ 


Start 


378 


End 


1232 


Name 


OJ990604 06.9920.C7.ol.np 


Method 


AAT/NAP 


Start 


378 


End 


1232 


GI 


5295955 


Score 


270 


Exons 


378.-498, 577. .870, 950. .1012 


, 1052.. 1232 


GI Descrip. 


(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


24908 


Seq. ID 


OJ990604_06.9920.C8 


Gene No . 


51703 


Strand 


+ 


Start 


80 


End 


195 


Name 


OJ990604 06.9920.C8.ol.gs 


Method 


GENSCAN 


Start 


80 


End 


195 


GI 


none 


Score 


.7 


Exons 


80. .195 






Seq. No. 


24909 


Seq. ID 


OJ99"0604_06.9920.C9 


Gene No. 


51704 


Strand 


+ 


Start 


1 


End 


1950 


Name 


O-J990604 06. 992G.C9.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


1950 


GI 


4544372 


Score 


458 



24996 



Exons 1. .62, 982. .1950 . 

GI Descrip. (AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 24909 

Gene No. 51704 

Start 1 

Name OJ990604_06 . 9920 . C9 . ol . gs 

Start 111 

GI none 

Exons 111.. 273, 860.. 1773 



Seq. ID OJ990604_06.9920.C9 

Strand + 

End 1950 

Method GENSCAN 

End 1773 

Score .93 



Seq. No. 24909 

Gene No. 51705 

Start 1 

Name OJ990604JD6. 9920.C9.ol .np 

Start 1 

GI 4680183 

Exons 1..78, 688.. 758, 7935.. 7993 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990604_06.9920.C9 
Strand 

End 7993 

Method AAT/NAP 

End 7 993 

Score 166 



Seq. No. 24909 

Gene No. 51705 

Start • 1 

Name OJ990604_06 . 9920 . C9 . ol . ts 

Start 970 

GI none 

Exons 970.. 1368 



Seq. ID : OJ990604_06. 9920.C9 
Strand 

End 7993 

Method TBLASTX : Soybean 

End 1368 

Score 244 



Seq. No. 24909 

Gene No. 51705 

Start 1 

Name OJ990604_06 . 9920 . C9 . ol . tm 

Start 982 

GI none 

Exons 982.. 1125, 1123.. 1347 



Seq. ID OJ990604_06. 9920.C9 
Strand 

End 7993 

Method TBLASTX : Mai ze 

End 1347 

Score 75 



Seq. No. 24909 

Gene No. ■ 51705 

Start 1 

Name OJ990604_06 . 9920 . C9 . o2 . tw 

Start 1126 

GI none 

Exons 1126.. 1395, 1450.. 1491 



Seq. ID OJ990604_06. 9920.C9 
Strand 

End 7993 

Method TBLASTX: Wheat 

End 1491 

Score 170 



Seq. No. 24909 

Gene No. 51705 

Start 1 

Name OJ990604_06 . 9920 . C9 . ol . tw 

Start 1528 

GI none 

Exons 1528.. 1935, 1758.. 1934 



Seq. ID OJ990604_06. 9920.C9 
Strand 

End 7993 

Method TBLASTX : Wheat 

End 1935 

Score 211 



Seq. No. 

Start 
Name 



24909 



OJ990604 06. 9920 . C9 . o2 . ts 



Seq. ID OJ990604_06.992O.C9 
Strand 

End ' 7993 

Method TBLASTX : Soybean 



24997 




Start 


1711 


End 


1944 - 


GI 


none 


Score 


209 


Exons 


1711. .1944, 1722. .1850 






Seq. No. 


24909 


Seq. ID 


OJ990604JD6. 9920.C9 


Gene No. 


51705 


Strand 




Start 


1 


End 


7993 


Name 


OJ990604_06.9920.C9.o2.gs 


Method 


GENSCAN 


Start 


2309 


End 


7072 


GI 


none 


Score 


. 6 


Exons 


2309.. 2959, 3071.. 3181, 3385 


..3687, 3891. .3916, 4040. .5071, 




5222.. 5333, 5417.. 5596, 6123 


..6150, 6792. .7072 


Seq. No. 


24910 


Seq. ID 


OJ990604_06. 9920. C10 


Gene No. 


51706 


Strand 




Start 


345 


End 


1141 


Name 


OJ990604 06.9920.C10.ol.gs 


Method 


GENSCAN 


Start 


345 


End 


1141 


GI 


none 


Score 


.76 


Exons 


345. .515, 609. .795, 987. .1141 




Seq. No. 


24911 


Seq. ID 


OJ990604_06. 9920.C11 


Gene No. 


51707 


Strand 




Start 


134 


End 


1963 '■ 


Name 


OJ990604 06.9920.Cll.ol.gs 


' Method 


GENSCAN 


Start 


134 


End 


1963 


GI 


none 


Score 


.47 


Exons 


134. .886, 1147. .1228, 1335.. 


1607, 1716 


. .1963 


Seq. No. 


24911 


Seq. ID 


OJ990604_06.9920.C11 


Gene No. 


51707 


Strand 




Start 


134 


End 


1963 


Name 


OJ990604 06.9920.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


914 


End 


1319 


GI 


none 


Score 


71 


Exons 


914. .1009, 915. .1010, 1091.. 


1312, 1112 


. .1315, 1131. .1319 


Seq. No. 


24912 


Seq. ID 


OJ990604_06.9920.C12 


Gene No. 


51708 


Strand 




Start 


310 


End 


1794 


Name 


OJ990604 06.9920.C12.ol.np 


Method 


AAT/NAP 


Start . 


310 


End 


1794 


GI 


4680203 


Score 


515 


Exons 


310. .1234, 1717. .1794 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


24912 


Seq. ID 


OJ990604_06. 9920.C12 


Gene No. 


51708 


Strand 




Start 


310 


End 


1794 


Name 


OJ990604 06.9920.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


476 


End 


1189 


GI 


none 


Score 


54 



Exons 476. .517, 533. .637, 564. .632, 650. .694, 651. .701, 701. .751, 

744. .839, 760. .903, 772. .888., 836. .898, 940. .1188, 1124. .1189 

Seq. No. 24913 Seq. ID OJ990604_06 . 9920 . C13 

Gene No. 51709 Strand + 



24998 



Start 
'Name 
Start 
GI 

Exons 



67 End 

OJ990604_06. 9920 . C13 . ol . gs Method 

67 End 

none Score 
67. .128 



128 

GENSCAN 

128 

.43 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



24913 
51710 
298 

OJ990604_06.9920.C13.ol.np 
298 

5852175 

298. .346, 917. .1017, 
(AL117265) zhbOOOS.l 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1356. .1461 
[Oryza sativa] 



OJ990604_ 
+ 

1461 
AAT/NAP 
1461 
158 



06.9920.C13 



24913 Seq. ID 

51710 Strand 
298 End 
OJ990604_06.9920.C13.ol.gp Method 
323 End 
10115"3_1.'R1084 Score 
323.. 551 

'5852170/61^^117265. 1IOST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 ? 



OJ990604_06.9920.C13 
+ 

14 61 
AAT/GAP 
551 
401 



24913 Seq. ID 

51710 Strand 
298 End 
OJ990604_06 . 9920 . C13 . o2 . gp Method 
569 End 
2428185 Score 
569. .998 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17 8 04 



OJ990604_06.9920.C13 
+ 

1461 
AAT/GAP 
998 
809 



Seq. No. 


24914 






Seq. ID 


OJ990604 


_06.9920 


.C14 


Gene No. 


51711 






Strand 








Start 


1 






End 


789 






Name 


OJ990604 


_06.9920.C14.ol. 


np 


Method 


AAT/NAP 






Start 


1 






End 


789 






GI 


5902445 






Score 


880 






Exons 


1. .789 














GI Descrip. 


(AB03028 


3) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


24914 






Seq. ID 


OJ990604 


_06.9920 


.C14 


Gene No. 


51711 






Strand 








Start 


1 






End 


789 






Name 


OJ990604 


_06.9920.C14.o2. 


tm 


Method 


TBLASTX : 


Maize 




Start 


43 






End 


416 






GI 


none 






Score 


195 






Exons 


43. .141, 


137. .415, 138.. 


416 










Seq. No. 


24914 






Seq. ID 


OJ990604 


_06.9920 


.C14 


Gene No. 


51711 






Strand 








Start 


1 






T7> J 


78 9 






Name 


OJ990604 


_06.9920.C14.ol. 


gs 


Method 


GENSCAN 






Start 


125 






End 


705 







24999 




GI 

Exons 



none 
125. .705 



Score 



.93 



Seq. No. 24914 

Gene No. 51711 

Start 1 

Name OJ990604_06 . 9920 . CI 4 . ol . ts 

Start 146 

GI none 

Exons 146.. 379, 147.. 362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene Mo . 

Start 

Name 



24914 
51711 
1 

OJ990604_06. 9920.C14 .ol.tw 

155 . 
none 

155.. 574, 168.. 572 

24914 
51711 
1 

OJ990604_06. 9920.C14 .ol.tm 

443 

none 

443.-748, 443. .763, 453. .764 

24914 
51711" 
1 

OJ990604JD6. 9920.C14 .o2.tw 

575 

none 

575. .769, 575. .787, 576. .788 

24915 
51712 
4714 

OJ990604_06. 9920 . C15 . o2 . gs 

4714 

none 

4714. .4834, 5532. .5992 



Seq. ID OJ990604_06. 9920.C14 
Strand 

End 789 

Method TBLASTX : Soybean 

End 37 9 

Score 94 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990604_06. 9920.C14 
789 

TBLASTX: Wheat 

574 

226 



OJ990604_06.9920.C14 
789 

TBLASTX: Maize 

764 

129 



OJ990604_06. 9920.C14 
789 

TBLASTX: Wheat 

788 

100 



Seq. ID OJ990604_06.9920.C15 

Strand + 

End 7804 

Method GENSCAN 

End 5992 

Score . .79 



24915 ■ Seq. ID 

51712 Strand 
4714 End 
OJ990604_06. 9920 . C15 . o2 . np Method 
5651 End 
5724774 Score 
5651.. 6312, 7786.. 7804 

(AF160183) contains similarity to retrotransposons; may be a 
pseudogene [Arabidopsis thaliana] 



OJ990604_06. 9920. C15 
+ 

7804 
AAT/NAP 
7804 
214 



24915 
q 17 13 
1 

OJ990604_06. 9920 . C15 . ol . np 

25000 



Seq. ID OJ990604_06. 9920.C15 
Strand 

End 2514 

Method AAT/NAP 



